Figure S1. (A) Information on the viral vector. (B) The construction of a stable IncKRT16P6 knockdown cell line was confirmed
by fluorescence analysis. (C) IncKRT16P6 expression in CAL-27 and SCC-9 cells transduced with IncKRT16P6 shRNA was
examined by reverse transcription-quantitative PCR analysis. ““P<0.001. Long noncoding RNA; sh, short hairpin; NC, negative
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Figure S2. (A) miR-3180 expression in CAL-27 and SCC-9 cells transduced with miR-3180 inhibitor was examined by RT-qPCR
analysis. (B) miR-3180 expression in CAL-27 and SCC-9 cells transduced with miR-3180 mimics was examined by RT-qPCR
analysis. (C) GATAD2A expression in CAL-27 and SCC-9 cells transduced with GATAD2A siRNAs were examined by RT-qPCR
analysis. “P<0.01, ""P<0.001. miR, microRNA; RT-qPCR, reverse transcription-quantitative PCR; GATAD2A, GATA zinc
finger domain containing 2A.
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