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Table S1. Clean data and reference genome comparison results statistics. 

Groups Total reads Mapped reads Mapped ratio 

Control_1 58731670 56430078 96.08% 

Control_2 59762786 57095209 95.54% 

Control_3 57048890 54838529 96.13% 

AEG-KO_1 70543436 67893260 96.24% 

AEG-KO_2 56271306 53976335 95.92% 

AEG-KO_3 66312428 63839665 96.27% 

 


