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Human RGS22 promoter sequence, in which the bold-italic 
sequence is the potential transcription factor YY1 binding 
site, and the bold-underlined base is the transcription start 
site.
>HPRM41693 NM_001286692;name=RGS22;Entrez_
ID=26166;Genome=hg38;chr8-:100107447-100105965;TSS=1
00106116;Upstream=1331,Downstream=151;Length=1483;
AGC​TCT​TGC​CCG​CTT​CGA​GTC​ATG​CTA​ATA​TTA​ATA​
TAT​TCT​CTA​GAC​AGC​ACC​CAG​AGC​GAT​TCT​TTC​AAA​
TAG​AAG​TAA​AGT​CAT​GTC​ATT​TCT​CTG​TTC​AAA​CTC​
TGC​TAT​GGT​TTG​CAT​TTC​ACT​CAG​AAT​GAA​ACC​TGG​
AGT​CCT​TAC​CAA​GGG​CCC​ACA​AAG​CCC​TTT​GTG​ATT​
TGT​CCC​CCA​ACC​CCC​CAC​CTC​CCA​CCT​CTC​CAT​TAT​
CTT​CTG​CCA​GTA​TCC​CGT​CAC​TTC​ATT​TGG​TCC​TCT​
AAT​TTT​GTC​TGG​CCA​AGA​TAG​TGG​TTT​ATT​TTT​GTC​
TTT​TTC​TAT​GTA​ATA​GGG​AAA​AGG​CAA​TGA​ATA​CAA​
CTA​GAT​GGG​AGT​TAC​GTT​TCC​TTG​CAA​TAC​AAG​CAC​
TAA​TTG​TCT​TAT​TCT​TTT​GTT​AAG​CAT​TCA​TAT​ACC​
TGT​GGG​GCC​CCT​GCC​AGC​CTT​GGA​GTA​TTC​CTA​CAA​
TGT​AGG​AGG​CAA​ATG​TAA​AGC​CAC​CGA​AGG​TTT​TAA​
ACA​GGT​CAG​ATT​TGC​GTT​CAG​ATG​GAT​GAT​TTT​GCA​
TTC​ATC​ATG​GAG​AAT​GGG​CTT​AAG​CTG​AAC​TCC​ACT​
GGA​AGC​AAA​GAC​TGA​AAA​ACC​ATT​AAA​AAG​TTT​TTA​
CAA​CTG​TTC​AGC​AGG​AGC​GCA​AAG​GAG​ACT​CCA​GAT​
TTC​AGA​AAC​ACT​AAG​GCA​GAA​TAA​AGA​GGA​CCT​AGT​
GCT​TGA​CTG​AAT​AAG​ACC​GTT​TGG​GGG​TCG​GGC​AGT​
AAG​TTT​CAG​GGA​AAA​GCT​CCT​AGG​TTT​CTG​GC​TTG​
AGT​CTT​GAG​TAA​CCT​AAC​AGA​CGA​AGG​TAC​CAC​GTT​
AGG​TGA​ACA​TGA​GGC​CTC​CTC​GGG​TAA​TTT​TTA​AGC​
CTA​GCT​ATC​TTG​AAA​ATG​CAG​CAG​TCC​TGA​TGG​GCA​
CAC​ACG​TGT​TGG​GGA​AGT​TTG​CGG​TTC​CTA​TAG​GCC​
GCG​AAT​TAT​TTA​ACT​TTT​TAC​ACA​AGC​ATT​TCA​TAC​
AAC​TGT​GAT​GGA​GAT​CAA​GAG​CTA​CGT​GTT​GCC​GGC​
CTC​CTG​AGG​AAT​GAG​GAA​AAC​TGG​AGG​CCT​GAC​TTC​
CCT​GCT​TCC​TCC​GCT​TCC​CGG​GAC​CAG​CCG​TCC​TGG​
CCG​CCT​GGC​GCC​CCG​CAT​GCC​CGC​GGC​CTC​TCC​CTC​
CCG​TGG​AGC​ACC​GCG​TTT​CCC​TGG​CCG​TTG​CTG​GCG​
GGC​TGT​AGT​GGA​GGA​ATA​ACG​GAC​CTG​AGC​AGC​GGT​
CAC​CAC​AGT​AAC​GAA​TTC​GCT​GCC​AGT​GGA​GTC​TCG​
AGG​GAC​ACA​GGC​GTC​TCC​AGG​GCG​CCC​CTT​CCG​GGT​
GAC​CGC​GCT​GGG​GGT​CCA​CAC​GCG​CGT​CCG​CCC​
CCA​GCC​TTC​GTT​CGC​CGC​GCT​GGT​CCC​TGC​CCA​GAG​
GAG​GAG​GAA​GGG​AGG​GTA​GGGG​GCG​GCG​GGG​GTG​
TTC​CCG​TCG​CAG​CTT​GGG​AAC​CCC​GAA​AGG​CAC​CTG​
AGT​GGC​CGG​CCT​CGG​CCT​CCC​TGG​GCG​GCC​GTA​TTG​
TCT​AAG​CTC​CAT​AGC​AAC​CCC​GGC​GCG​GCG​CCG​GCC​
ACG​CTA​GCC​AGC​GTA​GCT​CCG​GAG​CCC​GCG​CGC​CGT​
CGC​CGC​GTC​GCT​CAG​GCC​CTG​ACC​CGC​GCT​GGA​CCC​
GCG​CGC​TAG​GGC​C



Figure S1. RGS22 expression was determined by western 
blotting to verify transfection efficiency of RGS22 small inter-
fering RNAs. RGS22, Regulator of G-protein signaling 22; 
RS, RGS22 small interfering RNA; NC, negative control.


