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Table SI. The names and residue numbers included in the GST-tagged recombinant proteins and N-terminal biotinylated peptides. 

GST-tagged  

recombinant  

proteins 

residue numbers purification Amino acid sequence 

WNT7B-92-2 -92 to 2 ~50% 

 

EVQTAAKARPLPPAGSPPRTPAPAPAAAPDPAPCAALAAGHGRQLRPGPRDPAPSAQRRRPASGSSAGTPASAGPG

ARPAEPVQPRQARRPTML 

WNT7B-92-260 

 

-92 to 260 

 

~40 % 

 

EVQTAAKARPLPPAGSPPRTPAPAPAAAPDPAPCAALAAGHGRQLRPGPRDPAPSAQRRRPASGSSAGTPASAGPG

ARPAEPVQPRQARRPTMLLLSPRSALVSVYCPQIFLLLSSGSYLALSSVVALGANIICNKIPGLAPRQRAICQSRPD

AIIVIGEGAQMGINECQYQFRFGRWNCSALGEKTVFGQELRVGSREAAFTYAITAAGVAHAVTAACSQGNLSNC

GCDREKQGYYNQAEGWKWGGCSADVRYGIDFSRRFVDAREIKKNARRLMNLHNNEAGRKVLEDRMQLECKC

HGVSGSCTTKTCWTTLPKFREVGHLLKEKYNAAVQVEVVRASRLRQPTFLRIKQ 

WNT7B2-260 

 

2 to 260 

 

~20 % 

 

PTMLLLSPRSALVSVYCPQIFLLLSSGSYLALSSVVALGANIICNKIPGLAPRQRAICQSRPDAIIVIGEGAQMGINE

CQYQFRFGRWNCSALGEKTVFGQELRVGSREAAFTYAITAAGVAHAVTAACSQGNLSNCGCDREKQGYYNQAE

GWKWGGCSADVRYGIDFSRRFVDAREIKKNARRLMNLHNNEAGRKVLEDRMQLECKCHGVSGSCTTKTCWT

TLPKFREVGHLLKEKYNAAVQVEVVRASRLRQPTFLRIKQ 

WNT7B184-260 

 

184 to 260 

 

~40 % 

 

MNLHNNEAGRKVLEDRMQLECKCHGVSGSCTTKTCWTTLPKFREVGHLLKEKYNAAVQVEVVRASRLRQPTF

LRIKQ 

WNT7B245-353 

 

245 to 353 

 

~90 % 

 

VRASRLRQPTFLRIKQLRSYQKPMETDLVYIEKSPNYCEEDAATGSVGTQGRLCNRTSPGADGCDTMCCGRGYN

THQYTKVWQCNCKFHWCCFVKCNTCSERTEVFTCK 

N-terminal 

biotinylated peptides 

   

WNT7B184-203 184 to 203 >90 % MNLHNNEAGRKVLEDRMQLE 

WNT7B194-213 194 to 213 >90 % KVLEDRMQLECKCHGVSGSC 

WNT7B204-223 204 to 223 >90 % CKCHGVSGSCTTKTCWTTLP 

WNT7B214-233 214 to 233 >90 % TTKTCWTTLPKFREVGHLLK 

WNT7B224-243 224 to 243 >90 % KFREVGHLLKEKYNAAVQVE 

WNT7B234-253 234 to 253 >90 % EKYNAAVQVEVVRASRLRQP 

WNT7B244-260 244 to 260 >90 % VVRASRLRQPTFLRIKQ 

WNT7B, wingless-type MMTV integration site family, member 7; GST, glutathione S-transferase. 


