
 

Table SI. STR in cells of the X-SCID patient and his mother. 

Locus Chromosome 
Allele (Patient, Oral 

swabs) 
Allele (Patient, 

Peripheral blood) 
Allele 

(Mother) 
D3S1358 chr3 16, 17 16, 17 16, 17 
TH01 chr11 9, 10 6, 9, 10 6, 10 
D21S11 chr21 30, 32.2 30, 32.2 32.2 
D18S51 chr18 16, 18 16, 18, 22 16, 22 
Penta E chr15 13, 18 13, 18, 22 13, 22 
D5S818 chr5 9, 11 9, 11 11 
D13S317 chr13 8, 10 8, 10 8, 10 
D7S820 chr7 11, 12 10, 11, 12 10, 11 
D16S539 chr16 9, 12 9, 11, 12 11, 12 
CSF1PO chr5 10, 12 10, 12 10, 12 
Penta D chr21 11, 12 10, 11, 12 10, 11 
AMEL Gender X, Y X, Y X 
vWA chr12 16, 17 16, 17 16, 17 
D8S1179 chr8 12, 14 12, 14 12 
TPOX chr2 8 8, 9 8, 9 
FGA chr4 24, 25 24, 25 24, 25 
STR, short tandem repeat; X-SCID, X-linked severe combined immunodeficiency. 
 



Table SII. Statistics of the scRNA-seq data for all samples 

Source Sample Sex Cell number 
Median 
(nGene) 

Median 
(nUMI) 

Healthy 

MantonBM1 

Female 

21,378  878  3,100  
MantonBM6 21,607  912  3,014  
MantonBM7 27,790  767  2,662  
MantonBM8 20,926  755  2,779  
MantonBM2 

Male 

36,197  801  2,612  
MantonBM3 31,151  779  2,714  
MantonBM4 24,374  859  2,692  
MantonBM5 21,577  838  2,467  

Healthy Healthy_PBMC Male 10,964  1,952  6,739  
Patient Patient_BMMNC Male 14,561  1,476   4,060 
 
 



Table SIII. Statistics of the scRNA-seq data from the X-SCID patient’s BMMNCs 
 
Sample PatientBMMNC_rep1 PatientBMMNC_rep2 
Estimated Number of Cells 8,390 10,085 
Mean Reads per Cell 42,632 33,041 
Median Genes per Cell 1,451  1,353  
Median UMI Counts per Cell 4,034  3,695  
Number of Reads 357,680,624 333,218,716 
Reads Mapped to Genome 92.40% 95.10% 
Reads Mapped Confidently to Exonic 
Regions 

60.70% 63.20% 

Sequencing Saturation 68.30% 64.00% 
 
X-SCID, X-linked severe combined immunodeficiency; BMMNCs, bone marrow 
mononuclear cells. 



Table SIV. The cell number of each cluster in each sample 
Cluster Patient_BMMNC MantonBM1 MantonBM2 MantonBM3 MantonBM4 MantonBM5 MantonBM6 MantonBM7 MantonBM8 Healthy_PBMC 

0_NK-like 2,826 1,083 5,523 3,019 3,142 1,243 1,952 2,676 1,175 757 

1_CD14.Mono1 1,656 2,092 1,841 2,777 2,932 3,413 2,689 1,911 2,262 1,624 

2_CD4.Tnai 114 2,804 4,894 3,055 1,031 290 1,651 4,305 1,772 986 

3_CD8.Teff1 1,764 1,807 3,061 2,496 1,369 1,003 1,919 2,050 2,049 552 

4_CD4.TCM 686 1,643 3,888 2,874 1,151 594 992 2,118 2,110 1,220 

5_CD8.Tnai 180 964 1,075 2,026 688 214 1,969 2,344 1,639 389 

6_Eryth.1 1,236 1,009 493 577 1,647 3,079 1,031 749 786 129 

7_CD14.Mono2 99 635 712 2,672 1,554 1,694 569 889 960 565 

8_B.N1 563 657 3,369 1,028 389 292 736 1,316 434 686 

9_GMP 1,716 867 371 911 1,037 1,408 908 389 935 377 

10_B.N2 694 584 2,422 808 353 283 545 872 394 541 

11_CD14.Mono3 359 431 692 1,370 919 678 761 429 1,176 605 

12_Pro.B 120 1,359 1,240 132 534 174 439 1,555 397 254 

13_HSC.CMP 227 551 195 481 1,076 981 857 599 921 19 

14_CD8.Teff2 276 220 1,701 1,302 286 441 532 498 261 192 

15_CD8.TEM 132 456 659 822 312 371 597 601 464 538 

16_GMP.Neut 392 575 142 495 828 1,066 474 331 579 52 

17_Eryth.2 603 669 356 253 573 967 313 597 336 73 

18_cDC 152 353 254 783 703 692 491 336 612 209 

19_CD4.TEM 20 369 820 1,013 400 265 599 669 266 63 

20_CD16.Mono 34 170 810 675 743 490 154 379 146 349 

21_Plasma 20 440 365 543 380 644 402 280 207 101 

22_pDC 163 262 127 367 698 452 307 412 367 90 



23_CLP.1 13 424 388 57 873 191 257 476 170 9 

24_CLP.2 4 482 210 28 277 69 109 594 135 4 

25_MEP 164 119 49 104 199 402 157 113 182 309 

26_Mega.Plate 158 184 301 160 77 84 106 176 109 190 

27_DC 131 104 23 237 60 58 39 43 15 7 

28_Unk.1 14 49 152 25 48 28 24 56 28 29 

29_Unk.2 45 16 64 61 95 11 28 27 39 45 

BMMNCs, bone marrow mononuclear cells; HSC, hemopoietic stem cell; Eryth, erythrocytes; Mega, megakaryocyte; Plate, platelet; Gran, granulocyte; Mono, monocyte; DC, dendritic cell; NK, natural killer; N/nai, 

naïve; eff, effector; CM, central memory; EM, effector memory; Unk, unknown. 



Table SV. Differentially expressed genes in each cell cluster 
 

Gene p_val avg_logFC pct.1 pct.2 p_val_adj cluster 
GNLY <0.001  3.182  0.990  0.105  <0.001  0_NK-like 
NKG7 <0.001  2.411  0.998  0.233  <0.001  0_NK-like 
GZMB <0.001  2.376  0.856  0.072  <0.001  0_NK-like 
PRF1 <0.001  2.143  0.744  0.074  <0.001  0_NK-like 
FGFBP2 <0.001  2.103  0.752  0.064  <0.001  0_NK-like 
KLRF1 <0.001  2.014  0.649  0.027  <0.001  0_NK-like 
KLRD1 <0.001  1.916  0.764  0.071  <0.001  0_NK-like 
KLRB1 <0.001  1.875  0.705  0.110  <0.001  0_NK-like 
CST7 <0.001  1.861  0.895  0.173  <0.001  0_NK-like 
SPON2 <0.001  1.803  0.521  0.040  <0.001  0_NK-like 
CTSW <0.001  1.797  0.849  0.219  <0.001  0_NK-like 
GZMA <0.001  1.775  0.826  0.130  <0.001  0_NK-like 
HOPX <0.001  1.714  0.687  0.106  <0.001  0_NK-like 
TRDC <0.001  1.682  0.497  0.022  <0.001  0_NK-like 
CCL5 <0.001  1.648  0.860  0.201  <0.001  0_NK-like 
GZMH <0.001  1.631  0.658  0.086  <0.001  0_NK-like 
CLIC3 <0.001  1.629  0.498  0.040  <0.001  0_NK-like 
CD247 <0.001  1.546  0.686  0.153  <0.001  0_NK-like 
CD7 <0.001  1.541  0.725  0.243  <0.001  0_NK-like 
CMC1 <0.001  1.518  0.593  0.159  <0.001  0_NK-like 
CCL4 <0.001  1.511  0.605  0.089  <0.001  0_NK-like 
FCGR3A <0.001  1.329  0.493  0.050  <0.001  0_NK-like 
GZMM <0.001  1.233  0.650  0.176  <0.001  0_NK-like 
IFITM2 <0.001  1.183  0.797  0.456  <0.001  0_NK-like 
MATK <0.001  1.109  0.435  0.086  <0.001  0_NK-like 
IL2RB <0.001  1.082  0.348  0.035  <0.001  0_NK-like 
IFITM1 <0.001  1.058  0.460  0.162  <0.001  0_NK-like 
S1PR5 <0.001  0.983  0.321  0.024  <0.001  0_NK-like 
HLA-C <0.001  0.973  0.987  0.884  <0.001  0_NK-like 
ITGB2 <0.001  0.970  0.712  0.382  <0.001  0_NK-like 
MYO1F <0.001  0.969  0.566  0.221  <0.001  0_NK-like 
HCST <0.001  0.963  0.875  0.556  <0.001  0_NK-like 
ARL4C <0.001  0.960  0.487  0.221  <0.001  0_NK-like 
APMAP <0.001  0.951  0.406  0.138  <0.001  0_NK-like 
RARRES3 <0.001  0.950  0.594  0.296  <0.001  0_NK-like 
RHOC <0.001  0.940  0.397  0.107  <0.001  0_NK-like 
ID2 <0.001  0.934  0.665  0.336  <0.001  0_NK-like 
XCL2 <0.001  0.913  0.253  0.034  <0.001  0_NK-like 
TTC38 <0.001  0.909  0.300  0.051  <0.001  0_NK-like 
CCL3 <0.001  0.906  0.264  0.078  <0.001  0_NK-like 



NCR3 <0.001  0.896  0.280  0.042  <0.001  0_NK-like 
CHST12 <0.001  0.896  0.389  0.131  <0.001  0_NK-like 
BIN2 <0.001  0.879  0.514  0.246  <0.001  0_NK-like 
LITAF <0.001  0.877  0.625  0.342  <0.001  0_NK-like 
TRGC1 <0.001  0.867  0.267  0.034  <0.001  0_NK-like 
C12orf75 <0.001  0.863  0.506  0.184  <0.001  0_NK-like 
PYHIN1 <0.001  0.852  0.325  0.066  <0.001  0_NK-like 
PRSS23 <0.001  0.846  0.265  0.023  <0.001  0_NK-like 
IL32 <0.001  0.832  0.620  0.357  <0.001  0_NK-like 
RAP1B <0.001  0.821  0.697  0.481  <0.001  0_NK-like 
HLA-A <0.001  0.817  0.988  0.904  <0.001  0_NK-like 
ABHD17A <0.001  0.804  0.316  0.123  <0.001  0_NK-like 
DOK2 <0.001  0.803  0.392  0.143  <0.001  0_NK-like 
CD99 <0.001  0.801  0.685  0.454  <0.001  0_NK-like 
ZAP70 <0.001  0.796  0.339  0.094  <0.001  0_NK-like 
ADGRG1 <0.001  0.794  0.253  0.042  <0.001  0_NK-like 
PLAC8 <0.001  0.792  0.632  0.381  <0.001  0_NK-like 
B2M <0.001  0.787  1.000  0.993  <0.001  0_NK-like 
EFHD2 <0.001  0.787  0.415  0.190  <0.001  0_NK-like 
JAK1 <0.001  0.779  0.500  0.312  <0.001  0_NK-like 
SAMD3 <0.001  0.773  0.284  0.055  <0.001  0_NK-like 
PFN1 <0.001  0.769  0.957  0.882  <0.001  0_NK-like 
PPP2R5C <0.001  0.758  0.546  0.352  <0.001  0_NK-like 
CALM1 <0.001  0.757  0.803  0.642  <0.001  0_NK-like 
IL2RG <0.001  0.755  0.474  0.253  <0.001  0_NK-like 
C1orf56 <0.001  0.754  0.292  0.162  <0.001  0_NK-like 
HLA-B <0.001  0.749  0.993  0.931  <0.001  0_NK-like 
RAC2 <0.001  0.746  0.603  0.425  <0.001  0_NK-like 
HLA-E <0.001  0.742  0.904  0.742  <0.001  0_NK-like 
RUNX3 <0.001  0.738  0.329  0.109  <0.001  0_NK-like 
EVL <0.001  0.735  0.621  0.382  <0.001  0_NK-like 
LYAR <0.001  0.734  0.414  0.209  <0.001  0_NK-like 
CDC42SE1 <0.001  0.717  0.378  0.223  <0.001  0_NK-like 
GNG2 <0.001  0.706  0.338  0.153  <0.001  0_NK-like 
IRF1 <0.001  0.702  0.506  0.301  <0.001  0_NK-like 
SYTL3 <0.001  0.701  0.293  0.086  <0.001  0_NK-like 
APOBEC3G <0.001  0.699  0.296  0.115  <0.001  0_NK-like 
SUN2 <0.001  0.697  0.418  0.224  <0.001  0_NK-like 
DDIT4 <0.001  0.688  0.384  0.187  <0.001  0_NK-like 
MYL12A <0.001  0.671  0.842  0.725  <0.001  0_NK-like 
ARPC5L <0.001  0.671  0.361  0.212  <0.001  0_NK-like 
SYNE2 <0.001  0.666  0.304  0.109  <0.001  0_NK-like 
PAXX <0.001  0.663  0.436  0.279  <0.001  0_NK-like 



LY6E <0.001  0.659  0.579  0.408  <0.001  0_NK-like 
GPR65 <0.001  0.657  0.292  0.112  <0.001  0_NK-like 
PIP4K2A <0.001  0.650  0.334  0.203  <0.001  0_NK-like 
SEPTIN7 <0.001  0.649  0.665  0.520  <0.001  0_NK-like 
TPST2 <0.001  0.647  0.281  0.116  <0.001  0_NK-like 
PRKCH <0.001  0.632  0.295  0.112  <0.001  0_NK-like 
UBB <0.001  0.628  0.898  0.748  <0.001  0_NK-like 
LCK <0.001  0.618  0.419  0.209  <0.001  0_NK-like 
RNF213 <0.001  0.617  0.368  0.208  <0.001  0_NK-like 
PCSK7 <0.001  0.611  0.414  0.274  <0.001  0_NK-like 
WIPF1 <0.001  0.604  0.406  0.248  <0.001  0_NK-like 
PSMB9 <0.001  0.603  0.501  0.356  <0.001  0_NK-like 
PTPN7 <0.001  0.602  0.299  0.158  <0.001  0_NK-like 
DUSP2 <0.001  0.600  0.408  0.205  <0.001  0_NK-like 
CD53 <0.001  0.592  0.502  0.359  <0.001  0_NK-like 
OSTF1 <0.001  0.590  0.382  0.248  <0.001  0_NK-like 
MAP3K8 <0.001  0.589  0.312  0.183  <0.001  0_NK-like 
CD63 <0.001  0.588  0.563  0.388  <0.001  0_NK-like 
ARPC2 <0.001  0.585  0.802  0.690  <0.001  0_NK-like 
FAM49B <0.001  0.584  0.512  0.387  <0.001  0_NK-like 
HLA-F <0.001  0.583  0.420  0.265  <0.001  0_NK-like 
DHRS7 <0.001  0.582  0.339  0.206  <0.001  0_NK-like 
FYN <0.001  0.576  0.322  0.157  <0.001  0_NK-like 
PTPN4 <0.001  0.576  0.260  0.113  <0.001  0_NK-like 
SKAP1 <0.001  0.574  0.274  0.111  <0.001  0_NK-like 
RORA <0.001  0.572  0.325  0.155  <0.001  0_NK-like 
TRBC1 <0.001  0.570  0.498  0.220  <0.001  0_NK-like 
AES <0.001  0.565  0.561  0.430  <0.001  0_NK-like 
PPP1R18 <0.001  0.561  0.328  0.183  <0.001  0_NK-like 
AKNA <0.001  0.559  0.289  0.143  <0.001  0_NK-like 
TBC1D10C <0.001  0.558  0.391  0.241  <0.001  0_NK-like 
AC245297.3 <0.001  0.557  0.300  0.176  <0.001  0_NK-like 
FLNA <0.001  0.557  0.415  0.269  <0.001  0_NK-like 
SYTL1 <0.001  0.554  0.290  0.162  <0.001  0_NK-like 
DSTN <0.001  0.549  0.401  0.300  <0.001  0_NK-like 
CLEC2B <0.001  0.548  0.427  0.283  <0.001  0_NK-like 
CTSC <0.001  0.547  0.339  0.214  <0.001  0_NK-like 
ANXA6 <0.001  0.542  0.360  0.223  <0.001  0_NK-like 
MBP <0.001  0.539  0.306  0.188  <0.001  0_NK-like 
PRMT2 <0.001  0.536  0.362  0.258  <0.001  0_NK-like 
BTN3A2 <0.001  0.516  0.255  0.138  <0.001  0_NK-like 
ATM <0.001  0.515  0.348  0.239  <0.001  0_NK-like 
DDX6 <0.001  0.513  0.368  0.287  <0.001  0_NK-like 



SPN <0.001  0.509  0.295  0.207  <0.001  0_NK-like 
CCND3 <0.001  0.508  0.467  0.359  <0.001  0_NK-like 
RNF166 <0.001  0.505  0.291  0.187  <0.001  0_NK-like 
EIF3G <0.001  0.502  0.525  0.492  <0.001  0_NK-like 
S100A9 <0.001  2.251  1.000  0.262  <0.001  1_CD14.Mono1 
S100A12 <0.001  2.211  0.955  0.129  <0.001  1_CD14.Mono1 
S100A8 <0.001  2.059  1.000  0.243  <0.001  1_CD14.Mono1 
VCAN <0.001  1.820  0.816  0.115  <0.001  1_CD14.Mono1 
FCN1 <0.001  1.765  0.910  0.159  <0.001  1_CD14.Mono1 
LYZ <0.001  1.686  0.981  0.271  <0.001  1_CD14.Mono1 
CSTA <0.001  1.549  0.854  0.168  <0.001  1_CD14.Mono1 
MNDA <0.001  1.548  0.706  0.138  <0.001  1_CD14.Mono1 
CD14 <0.001  1.511  0.633  0.081  <0.001  1_CD14.Mono1 
TYROBP <0.001  1.442  0.975  0.336  <0.001  1_CD14.Mono1 
NAMPT <0.001  1.442  0.736  0.204  <0.001  1_CD14.Mono1 
CTSS <0.001  1.441  0.874  0.367  <0.001  1_CD14.Mono1 
AC020656.1 <0.001  1.433  0.522  0.104  <0.001  1_CD14.Mono1 
S100A6 <0.001  1.363  0.998  0.786  <0.001  1_CD14.Mono1 
FOS <0.001  1.340  0.902  0.511  <0.001  1_CD14.Mono1 
S100A11 <0.001  1.340  0.845  0.318  <0.001  1_CD14.Mono1 
TYMP <0.001  1.300  0.759  0.249  <0.001  1_CD14.Mono1 
LGALS1 <0.001  1.288  0.934  0.395  <0.001  1_CD14.Mono1 
FTL <0.001  1.250  0.996  0.965  <0.001  1_CD14.Mono1 
LST1 <0.001  1.249  0.898  0.250  <0.001  1_CD14.Mono1 
CST3 <0.001  1.240  0.913  0.296  <0.001  1_CD14.Mono1 
SERPINA1 <0.001  1.205  0.619  0.106  <0.001  1_CD14.Mono1 
NEAT1 <0.001  1.204  0.929  0.603  <0.001  1_CD14.Mono1 
TSPO <0.001  1.191  0.887  0.507  <0.001  1_CD14.Mono1 
AIF1 <0.001  1.182  0.858  0.299  <0.001  1_CD14.Mono1 
STXBP2 <0.001  1.179  0.678  0.268  <0.001  1_CD14.Mono1 
FCER1G <0.001  1.163  0.850  0.263  <0.001  1_CD14.Mono1 
CTSD <0.001  1.136  0.721  0.315  <0.001  1_CD14.Mono1 
G0S2 <0.001  1.124  0.342  0.081  <0.001  1_CD14.Mono1 
PSAP <0.001  1.122  0.832  0.417  <0.001  1_CD14.Mono1 
AP1S2 <0.001  1.117  0.668  0.270  <0.001  1_CD14.Mono1 
MS4A6A <0.001  1.111  0.561  0.111  <0.001  1_CD14.Mono1 
S100A4 <0.001  1.110  0.985  0.743  <0.001  1_CD14.Mono1 
PLAUR <0.001  1.110  0.483  0.104  <0.001  1_CD14.Mono1 
CLEC7A <0.001  1.083  0.526  0.099  <0.001  1_CD14.Mono1 
RBP7 <0.001  1.070  0.357  0.036  <0.001  1_CD14.Mono1 
CYBB <0.001  1.063  0.473  0.103  <0.001  1_CD14.Mono1 
TNFSF13B <0.001  1.055  0.485  0.124  <0.001  1_CD14.Mono1 
DUSP1 <0.001  1.051  0.870  0.629  <0.001  1_CD14.Mono1 



SAT1 <0.001  1.041  0.872  0.518  <0.001  1_CD14.Mono1 
GRN <0.001  1.041  0.580  0.199  <0.001  1_CD14.Mono1 
MCL1 <0.001  1.037  0.731  0.375  <0.001  1_CD14.Mono1 
RGS2 <0.001  1.035  0.634  0.258  <0.001  1_CD14.Mono1 
PLBD1 <0.001  1.026  0.401  0.061  <0.001  1_CD14.Mono1 
FGL2 <0.001  1.024  0.419  0.084  <0.001  1_CD14.Mono1 
LGALS2 <0.001  1.022  0.394  0.073  <0.001  1_CD14.Mono1 
SRGN <0.001  1.022  0.971  0.696  <0.001  1_CD14.Mono1 
CFD <0.001  1.019  0.613  0.158  <0.001  1_CD14.Mono1 
AC007952.4 <0.001  1.015  0.535  0.243  <0.001  1_CD14.Mono1 
CSF3R <0.001  1.011  0.422  0.085  <0.001  1_CD14.Mono1 
SLC2A3 <0.001  0.997  0.550  0.230  <0.001  1_CD14.Mono1 
GCA <0.001  0.995  0.370  0.129  <0.001  1_CD14.Mono1 
MAFB <0.001  0.988  0.383  0.071  <0.001  1_CD14.Mono1 
RAB31 <0.001  0.982  0.445  0.100  <0.001  1_CD14.Mono1 
CFP <0.001  0.973  0.501  0.116  <0.001  1_CD14.Mono1 
TKT <0.001  0.962  0.688  0.352  <0.001  1_CD14.Mono1 
VIM <0.001  0.961  0.926  0.622  <0.001  1_CD14.Mono1 
FPR1 <0.001  0.949  0.319  0.042  <0.001  1_CD14.Mono1 
CDA <0.001  0.947  0.358  0.048  <0.001  1_CD14.Mono1 
ASAH1 <0.001  0.942  0.596  0.270  <0.001  1_CD14.Mono1 
KLF4 <0.001  0.942  0.424  0.102  <0.001  1_CD14.Mono1 
APLP2 <0.001  0.941  0.560  0.251  <0.001  1_CD14.Mono1 
AC245014.3 <0.001  0.933  0.435  0.223  <0.001  1_CD14.Mono1 
MPEG1 <0.001  0.932  0.414  0.087  <0.001  1_CD14.Mono1 
SPI1 <0.001  0.923  0.554  0.175  <0.001  1_CD14.Mono1 
CEBPD <0.001  0.921  0.452  0.122  <0.001  1_CD14.Mono1 
CEBPB <0.001  0.893  0.544  0.264  <0.001  1_CD14.Mono1 
COTL1 <0.001  0.892  0.815  0.414  <0.001  1_CD14.Mono1 
NCF1 <0.001  0.875  0.486  0.207  <0.001  1_CD14.Mono1 
BRI3 <0.001  0.864  0.411  0.158  <0.001  1_CD14.Mono1 
FTH1 <0.001  0.862  0.982  0.962  <0.001  1_CD14.Mono1 
SLC11A1 <0.001  0.861  0.340  0.069  <0.001  1_CD14.Mono1 
CD36 <0.001  0.859  0.461  0.143  <0.001  1_CD14.Mono1 
C4orf48 <0.001  0.854  0.543  0.228  <0.001  1_CD14.Mono1 
HIF1A <0.001  0.850  0.444  0.199  <0.001  1_CD14.Mono1 
MGST1 <0.001  0.844  0.414  0.110  <0.001  1_CD14.Mono1 
DUSP6 <0.001  0.837  0.304  0.080  <0.001  1_CD14.Mono1 
PYCARD <0.001  0.829  0.567  0.252  <0.001  1_CD14.Mono1 
CAPG <0.001  0.826  0.453  0.155  <0.001  1_CD14.Mono1 
CD68 <0.001  0.803  0.423  0.105  <0.001  1_CD14.Mono1 
BCL2A1 <0.001  0.798  0.316  0.103  <0.001  1_CD14.Mono1 
FCGRT <0.001  0.798  0.515  0.234  <0.001  1_CD14.Mono1 



BASP1 <0.001  0.798  0.266  0.067  <0.001  1_CD14.Mono1 
ATP5MPL <0.001  0.794  0.887  0.702  <0.001  1_CD14.Mono1 
CYBA <0.001  0.792  0.963  0.775  <0.001  1_CD14.Mono1 
LILRA5 <0.001  0.791  0.293  0.050  <0.001  1_CD14.Mono1 
RNF130 <0.001  0.787  0.450  0.191  <0.001  1_CD14.Mono1 
TREM1 <0.001  0.786  0.302  0.045  <0.001  1_CD14.Mono1 
VSIR <0.001  0.785  0.577  0.293  <0.001  1_CD14.Mono1 
IQGAP1 <0.001  0.785  0.593  0.324  <0.001  1_CD14.Mono1 
METTL9 <0.001  0.782  0.534  0.309  <0.001  1_CD14.Mono1 
GLUL <0.001  0.779  0.459  0.234  <0.001  1_CD14.Mono1 
TIMP1 <0.001  0.777  0.579  0.264  <0.001  1_CD14.Mono1 
S100A10 <0.001  0.775  0.762  0.504  <0.001  1_CD14.Mono1 
GAPDH <0.001  0.771  0.951  0.813  <0.001  1_CD14.Mono1 
C5AR1 <0.001  0.771  0.267  0.043  <0.001  1_CD14.Mono1 
CD302 <0.001  0.766  0.359  0.097  <0.001  1_CD14.Mono1 
RHOB <0.001  0.765  0.343  0.118  <0.001  1_CD14.Mono1 
LCP1 <0.001  0.764  0.643  0.394  <0.001  1_CD14.Mono1 
CKAP4 <0.001  0.758  0.261  0.054  <0.001  1_CD14.Mono1 
KCTD12 <0.001  0.758  0.313  0.061  <0.001  1_CD14.Mono1 
NCF2 <0.001  0.758  0.296  0.058  <0.001  1_CD14.Mono1 
ZFP36L1 <0.001  0.755  0.414  0.260  <0.001  1_CD14.Mono1 
ATP6V0B <0.001  0.752  0.607  0.378  <0.001  1_CD14.Mono1 
ATP2B1-AS1 <0.001  0.749  0.430  0.168  <0.001  1_CD14.Mono1 
KLF10 <0.001  0.749  0.354  0.148  <0.001  1_CD14.Mono1 
TMEM107 <0.001  0.747  0.270  0.147  <0.001  1_CD14.Mono1 
FOSL2 <0.001  0.747  0.392  0.133  <0.001  1_CD14.Mono1 
LY96 <0.001  0.745  0.348  0.105  <0.001  1_CD14.Mono1 
ANXA1 <0.001  0.742  0.739  0.440  <0.001  1_CD14.Mono1 
PLSCR1 <0.001  0.742  0.360  0.159  <0.001  1_CD14.Mono1 
GSTP1 <0.001  0.736  0.767  0.517  <0.001  1_CD14.Mono1 
ITGAM <0.001  0.725  0.292  0.059  <0.001  1_CD14.Mono1 
AGTRAP <0.001  0.725  0.389  0.164  <0.001  1_CD14.Mono1 
PGD <0.001  0.715  0.343  0.144  <0.001  1_CD14.Mono1 
LAMTOR4 <0.001  0.713  0.741  0.545  <0.001  1_CD14.Mono1 
QPCT <0.001  0.712  0.252  0.035  <0.001  1_CD14.Mono1 
KLF6 <0.001  0.704  0.722  0.491  <0.001  1_CD14.Mono1 
NUP214 <0.001  0.703  0.339  0.115  <0.001  1_CD14.Mono1 
MXD1 <0.001  0.695  0.284  0.098  <0.001  1_CD14.Mono1 
ATP2B1 <0.001  0.692  0.387  0.197  <0.001  1_CD14.Mono1 
OAZ1 <0.001  0.692  0.939  0.799  <0.001  1_CD14.Mono1 
VMP1 <0.001  0.691  0.434  0.244  <0.001  1_CD14.Mono1 
RNASE6 <0.001  0.678  0.365  0.116  <0.001  1_CD14.Mono1 
SERPINB1 <0.001  0.676  0.531  0.309  <0.001  1_CD14.Mono1 



NPC2 <0.001  0.672  0.624  0.365  <0.001  1_CD14.Mono1 
ELOB <0.001  0.672  0.822  0.657  <0.001  1_CD14.Mono1 
ANXA5 <0.001  0.671  0.451  0.211  <0.001  1_CD14.Mono1 
SGK1 <0.001  0.671  0.274  0.068  <0.001  1_CD14.Mono1 
C1orf162 <0.001  0.667  0.501  0.252  <0.001  1_CD14.Mono1 
ANXA2 <0.001  0.667  0.552  0.273  <0.001  1_CD14.Mono1 
LGALS3 <0.001  0.667  0.373  0.153  <0.001  1_CD14.Mono1 
JUND <0.001  0.664  0.705  0.461  <0.001  1_CD14.Mono1 
CLEC12A <0.001  0.663  0.284  0.069  <0.001  1_CD14.Mono1 
BST1 <0.001  0.662  0.253  0.049  <0.001  1_CD14.Mono1 
EMP3 <0.001  0.657  0.825  0.628  <0.001  1_CD14.Mono1 
SDCBP <0.001  0.655  0.500  0.334  <0.001  1_CD14.Mono1 
IRS2 <0.001  0.652  0.301  0.116  <0.001  1_CD14.Mono1 
TALDO1 <0.001  0.649  0.526  0.327  <0.001  1_CD14.Mono1 
ZFAND5 <0.001  0.648  0.408  0.221  <0.001  1_CD14.Mono1 
LTA4H <0.001  0.646  0.368  0.205  <0.001  1_CD14.Mono1 
FKBP1A <0.001  0.642  0.650  0.451  <0.001  1_CD14.Mono1 
CTSZ <0.001  0.642  0.320  0.126  <0.001  1_CD14.Mono1 
CLEC4A <0.001  0.639  0.264  0.058  <0.001  1_CD14.Mono1 
STX11 <0.001  0.638  0.314  0.100  <0.001  1_CD14.Mono1 
SOD2 <0.001  0.638  0.280  0.133  <0.001  1_CD14.Mono1 
EVI2B <0.001  0.636  0.572  0.382  <0.001  1_CD14.Mono1 
CARD16 <0.001  0.629  0.411  0.235  <0.001  1_CD14.Mono1 
ALOX5AP <0.001  0.628  0.358  0.236  <0.001  1_CD14.Mono1 
TIMP2 <0.001  0.626  0.252  0.056  <0.001  1_CD14.Mono1 
RTN3 <0.001  0.625  0.357  0.196  <0.001  1_CD14.Mono1 
FGR <0.001  0.616  0.354  0.130  <0.001  1_CD14.Mono1 
TGFBI <0.001  0.615  0.269  0.064  <0.001  1_CD14.Mono1 
SH3BGRL3 <0.001  0.611  0.928  0.787  <0.001  1_CD14.Mono1 
AP2S1 <0.001  0.610  0.577  0.373  <0.001  1_CD14.Mono1 
C19orf38 <0.001  0.610  0.253  0.062  <0.001  1_CD14.Mono1 
IVNS1ABP <0.001  0.604  0.266  0.124  <0.001  1_CD14.Mono1 
GLIPR1 <0.001  0.601  0.399  0.193  <0.001  1_CD14.Mono1 
SCPEP1 <0.001  0.601  0.329  0.158  <0.001  1_CD14.Mono1 
GNAI2 <0.001  0.599  0.433  0.262  <0.001  1_CD14.Mono1 
GLIPR2 <0.001  0.598  0.354  0.180  <0.001  1_CD14.Mono1 
IFI30 <0.001  0.597  0.274  0.071  <0.001  1_CD14.Mono1 
JAML <0.001  0.592  0.294  0.114  <0.001  1_CD14.Mono1 
DAZAP2 <0.001  0.592  0.671  0.527  <0.001  1_CD14.Mono1 
SELL <0.001  0.591  0.524  0.333  <0.001  1_CD14.Mono1 
PTPRE <0.001  0.589  0.348  0.150  <0.001  1_CD14.Mono1 
CNPY3 <0.001  0.588  0.446  0.275  <0.001  1_CD14.Mono1 
NINJ1 <0.001  0.587  0.315  0.129  <0.001  1_CD14.Mono1 



LY86 <0.001  0.585  0.345  0.128  <0.001  1_CD14.Mono1 
CTSH <0.001  0.581  0.315  0.114  <0.001  1_CD14.Mono1 
LYN <0.001  0.579  0.384  0.190  <0.001  1_CD14.Mono1 
SLC7A7 <0.001  0.578  0.256  0.053  <0.001  1_CD14.Mono1 
TMEM167A <0.001  0.577  0.368  0.222  <0.001  1_CD14.Mono1 
FOSB <0.001  0.573  0.449  0.296  <0.001  1_CD14.Mono1 
CKLF <0.001  0.570  0.414  0.291  <0.001  1_CD14.Mono1 
MIDN <0.001  0.566  0.325  0.157  <0.001  1_CD14.Mono1 
FBXL5 <0.001  0.562  0.305  0.152  <0.001  1_CD14.Mono1 
PGAM1 <0.001  0.561  0.471  0.324  <0.001  1_CD14.Mono1 
ACTB <0.001  0.561  0.999  0.980  <0.001  1_CD14.Mono1 
CXCL8 <0.001  0.560  0.289  0.073  <0.001  1_CD14.Mono1 
CTSB <0.001  0.552  0.323  0.171  <0.001  1_CD14.Mono1 
UPP1 <0.001  0.551  0.310  0.137  <0.001  1_CD14.Mono1 
IRF2BP2 <0.001  0.550  0.391  0.279  <0.001  1_CD14.Mono1 
MARCKS <0.001  0.546  0.259  0.095  <0.001  1_CD14.Mono1 
RAC1 <0.001  0.546  0.590  0.438  <0.001  1_CD14.Mono1 
CASP1 <0.001  0.541  0.327  0.151  <0.001  1_CD14.Mono1 
QKI <0.001  0.540  0.273  0.125  <0.001  1_CD14.Mono1 
PCBP1 <0.001  0.533  0.604  0.472  <0.001  1_CD14.Mono1 
CD44 <0.001  0.532  0.611  0.484  <0.001  1_CD14.Mono1 
CPVL <0.001  0.528  0.277  0.123  <0.001  1_CD14.Mono1 
RNASE2 <0.001  0.528  0.264  0.073  <0.001  1_CD14.Mono1 
CHP1 <0.001  0.527  0.305  0.150  <0.001  1_CD14.Mono1 
RAB11FIP1 <0.001  0.521  0.287  0.148  <0.001  1_CD14.Mono1 
AC103591.3 <0.001  0.520  0.315  0.217  <0.001  1_CD14.Mono1 
ARRB2 <0.001  0.520  0.384  0.226  <0.001  1_CD14.Mono1 
ATP5F1E <0.001  0.517  0.960  0.913  <0.001  1_CD14.Mono1 
SAMSN1 <0.001  0.517  0.300  0.169  <0.001  1_CD14.Mono1 
NDUFB1 <0.001  0.514  0.597  0.460  <0.001  1_CD14.Mono1 
PGLS <0.001  0.513  0.439  0.306  <0.001  1_CD14.Mono1 
H3F3A <0.001  0.512  0.954  0.882  <0.001  1_CD14.Mono1 
PKM <0.001  0.510  0.505  0.338  <0.001  1_CD14.Mono1 
ATP6V0D1 <0.001  0.508  0.318  0.197  <0.001  1_CD14.Mono1 
TPP1 <0.001  0.507  0.309  0.164  <0.001  1_CD14.Mono1 
CMTM6 <0.001  0.505  0.413  0.267  <0.001  1_CD14.Mono1 
GPCPD1 <0.001  0.505  0.275  0.128  <0.001  1_CD14.Mono1 
CD55 <0.001  0.500  0.353  0.231  <0.001  1_CD14.Mono1 
IFI6 <0.001  0.554  0.251  0.179  <0.001  1_CD14.Mono1 

LTB <0.001  0.914  0.925  0.330  <0.001  2_CD4.Tnai 

SARAF <0.001  0.817  0.968  0.687  <0.001  2_CD4.Tnai 

NOSIP <0.001  0.810  0.619  0.275  <0.001  2_CD4.Tnai 



PIK3IP1 <0.001  0.794  0.594  0.179  <0.001  2_CD4.Tnai 

IL7R <0.001  0.794  0.618  0.166  <0.001  2_CD4.Tnai 

CCR7 <0.001  0.752  0.392  0.067  <0.001  2_CD4.Tnai 

LEPROTL1 <0.001  0.746  0.755  0.361  <0.001  2_CD4.Tnai 

MAL <0.001  0.731  0.373  0.067  <0.001  2_CD4.Tnai 

TRAC <0.001  0.727  0.771  0.269  <0.001  2_CD4.Tnai 

LEF1 <0.001  0.701  0.387  0.084  <0.001  2_CD4.Tnai 

TRBC1 <0.001  0.685  0.537  0.219  <0.001  2_CD4.Tnai 

CD3E <0.001  0.664  0.763  0.281  <0.001  2_CD4.Tnai 

FHIT <0.001  0.633  0.308  0.081  <0.001  2_CD4.Tnai 

EIF3E <0.001  0.625  0.967  0.713  <0.001  2_CD4.Tnai 

NOP53 <0.001  0.619  0.963  0.716  <0.001  2_CD4.Tnai 

C6orf48 <0.001  0.615  0.748  0.436  <0.001  2_CD4.Tnai 

LDHB <0.001  0.610  0.857  0.495  <0.001  2_CD4.Tnai 

CD3D <0.001  0.606  0.814  0.290  <0.001  2_CD4.Tnai 

TCF7 <0.001  0.565  0.425  0.158  <0.001  2_CD4.Tnai 

TOMM7 <0.001  0.564  0.984  0.827  <0.001  2_CD4.Tnai 

CD27 <0.001  0.564  0.385  0.109  <0.001  2_CD4.Tnai 

JUNB <0.001  0.543  0.916  0.689  <0.001  2_CD4.Tnai 

RCAN3 <0.001  0.541  0.315  0.086  <0.001  2_CD4.Tnai 

EEF1B2 <0.001  0.522  0.991  0.791  <0.001  2_CD4.Tnai 

GZMK <0.001  1.857  0.514  0.039  <0.001  3_CD8.Teff1 

CCL4 <0.001  1.699  0.496  0.111  <0.001  3_CD8.Teff1 

CCL5 <0.001  1.666  0.974  0.208  <0.001  3_CD8.Teff1 

RGS1 <0.001  1.589  0.457  0.093  <0.001  3_CD8.Teff1 

DUSP2 <0.001  1.582  0.721  0.183  <0.001  3_CD8.Teff1 

CMC1 <0.001  1.453  0.552  0.173  <0.001  3_CD8.Teff1 

IL32 <0.001  1.272  0.883  0.342  <0.001  3_CD8.Teff1 

CD8A <0.001  1.245  0.510  0.080  <0.001  3_CD8.Teff1 

GZMA <0.001  1.197  0.694  0.159  <0.001  3_CD8.Teff1 

CD3D <0.001  1.160  0.830  0.296  <0.001  3_CD8.Teff1 

CST7 <0.001  1.108  0.778  0.201  <0.001  3_CD8.Teff1 

CD8B <0.001  1.099  0.458  0.082  <0.001  3_CD8.Teff1 

TRAC <0.001  1.090  0.745  0.278  <0.001  3_CD8.Teff1 

GZMH <0.001  1.071  0.430  0.120  <0.001  3_CD8.Teff1 

CXCR4 <0.001  0.954  0.881  0.569  <0.001  3_CD8.Teff1 



PIK3R1 <0.001  0.949  0.518  0.227  <0.001  3_CD8.Teff1 

TRBC2 <0.001  0.948  0.611  0.279  <0.001  3_CD8.Teff1 

CD3E <0.001  0.946  0.742  0.289  <0.001  3_CD8.Teff1 

TRBC1 <0.001  0.938  0.520  0.225  <0.001  3_CD8.Teff1 

LYAR <0.001  0.932  0.532  0.204  <0.001  3_CD8.Teff1 

NKG7 <0.001  0.931  0.832  0.267  <0.001  3_CD8.Teff1 

TRGC2 <0.001  0.923  0.307  0.053  <0.001  3_CD8.Teff1 

GZMM <0.001  0.891  0.604  0.192  <0.001  3_CD8.Teff1 

TUBA4A <0.001  0.835  0.417  0.189  <0.001  3_CD8.Teff1 

CTSW <0.001  0.824  0.668  0.250  <0.001  3_CD8.Teff1 

CD3G <0.001  0.816  0.494  0.182  <0.001  3_CD8.Teff1 

CD69 <0.001  0.810  0.558  0.269  <0.001  3_CD8.Teff1 

CD2 <0.001  0.771  0.482  0.196  <0.001  3_CD8.Teff1 

HCST <0.001  0.763  0.872  0.564  <0.001  3_CD8.Teff1 

KLRG1 <0.001  0.752  0.292  0.063  <0.001  3_CD8.Teff1 

HLA-A <0.001  0.751  0.994  0.905  <0.001  3_CD8.Teff1 

SRSF7 <0.001  0.741  0.663  0.459  <0.001  3_CD8.Teff1 

HLA-C <0.001  0.729  0.988  0.887  <0.001  3_CD8.Teff1 

PPP2R5C <0.001  0.691  0.588  0.354  <0.001  3_CD8.Teff1 

JUN <0.001  0.684  0.776  0.602  <0.001  3_CD8.Teff1 

LINC01871 <0.001  0.682  0.293  0.073  <0.001  3_CD8.Teff1 

LCK <0.001  0.671  0.472  0.209  <0.001  3_CD8.Teff1 

RARRES3 <0.001  0.668  0.543  0.308  <0.001  3_CD8.Teff1 

HLA-B <0.001  0.667  0.996  0.932  <0.001  3_CD8.Teff1 

ITM2A <0.001  0.659  0.373  0.198  <0.001  3_CD8.Teff1 

FYN <0.001  0.658  0.383  0.156  <0.001  3_CD8.Teff1 

BTG1 <0.001  0.648  0.953  0.804  <0.001  3_CD8.Teff1 

TSPYL2 <0.001  0.641  0.251  0.107  <0.001  3_CD8.Teff1 

TNFAIP3 <0.001  0.639  0.390  0.196  <0.001  3_CD8.Teff1 

NR4A2 <0.001  0.628  0.326  0.167  <0.001  3_CD8.Teff1 

ZFP36L2 <0.001  0.625  0.771  0.601  <0.001  3_CD8.Teff1 

KLRD1 <0.001  0.608  0.378  0.121  <0.001  3_CD8.Teff1 

DNAJB1 <0.001  0.605  0.381  0.224  <0.001  3_CD8.Teff1 

SYTL3 <0.001  0.587  0.278  0.092  <0.001  3_CD8.Teff1 

B2M <0.001  0.586  1.000  0.993  <0.001  3_CD8.Teff1 

PTPRC <0.001  0.585  0.739  0.537  <0.001  3_CD8.Teff1 



SELENOK <0.001  0.574  0.524  0.386  <0.001  3_CD8.Teff1 

CALM1 <0.001  0.570  0.798  0.646  <0.001  3_CD8.Teff1 

STK17A <0.001  0.570  0.381  0.219  <0.001  3_CD8.Teff1 

CD99 <0.001  0.567  0.660  0.462  <0.001  3_CD8.Teff1 

PYHIN1 <0.001  0.565  0.266  0.077  <0.001  3_CD8.Teff1 

MT2A <0.001  0.563  0.480  0.339  <0.001  3_CD8.Teff1 

CLEC2B <0.001  0.558  0.461  0.284  <0.001  3_CD8.Teff1 

LEPROTL1 <0.001  0.553  0.557  0.383  <0.001  3_CD8.Teff1 

CLEC2D <0.001  0.540  0.419  0.227  <0.001  3_CD8.Teff1 

CREM <0.001  0.538  0.257  0.132  <0.001  3_CD8.Teff1 

RUNX3 <0.001  0.533  0.294  0.118  <0.001  3_CD8.Teff1 

C12orf75 <0.001  0.531  0.413  0.200  <0.001  3_CD8.Teff1 

PTPN7 <0.001  0.531  0.299  0.161  <0.001  3_CD8.Teff1 

DDX24 <0.001  0.517  0.454  0.339  <0.001  3_CD8.Teff1 

RNF125 <0.001  0.513  0.308  0.157  <0.001  3_CD8.Teff1 

TSC22D3 <0.001  0.512  0.737  0.590  <0.001  3_CD8.Teff1 

FGFBP2 <0.001  0.507  0.264  0.123  <0.001  3_CD8.Teff1 

YPEL5 <0.001  0.506  0.501  0.432  <0.001  3_CD8.Teff1 

IRF1 <0.001  0.504  0.457  0.310  <0.001  3_CD8.Teff1 

IL2RG <0.001  0.502  0.423  0.263  <0.001  3_CD8.Teff1 

CDC42SE2 <0.001  0.501  0.475  0.343  <0.001  3_CD8.Teff1 

EIF1 <0.001  0.500  0.994  0.967  <0.001  3_CD8.Teff1 

LTB <0.001  1.264  0.905  0.342  <0.001  4_CD4.TCM 

IL7R <0.001  1.218  0.714  0.165  <0.001  4_CD4.TCM 

TRAC <0.001  0.948  0.808  0.274  <0.001  4_CD4.TCM 

IL32 <0.001  0.898  0.873  0.344  <0.001  4_CD4.TCM 

JUNB <0.001  0.873  0.944  0.690  <0.001  4_CD4.TCM 

TRBC2 <0.001  0.747  0.629  0.279  <0.001  4_CD4.TCM 

CD3D <0.001  0.726  0.831  0.297  <0.001  4_CD4.TCM 

KLRB1 <0.001  0.701  0.462  0.147  <0.001  4_CD4.TCM 

CD2 <0.001  0.689  0.575  0.189  <0.001  4_CD4.TCM 

CD3E <0.001  0.650  0.771  0.288  <0.001  4_CD4.TCM 

ZFP36L2 <0.001  0.630  0.871  0.593  <0.001  4_CD4.TCM 

LEPROTL1 <0.001  0.615  0.711  0.371  <0.001  4_CD4.TCM 

TNFAIP3 <0.001  0.612  0.488  0.189  <0.001  4_CD4.TCM 

AQP3 <0.001  0.606  0.283  0.054  <0.001  4_CD4.TCM 



SARAF <0.001  0.583  0.939  0.694  <0.001  4_CD4.TCM 

CORO1B <0.001  0.581  0.364  0.141  <0.001  4_CD4.TCM 

MAL <0.001  0.578  0.324  0.076  <0.001  4_CD4.TCM 

TRBC1 <0.001  0.577  0.504  0.227  <0.001  4_CD4.TCM 

ITM2A <0.001  0.571  0.445  0.193  <0.001  4_CD4.TCM 

RORA <0.001  0.570  0.456  0.150  <0.001  4_CD4.TCM 

CD69 <0.001  0.564  0.584  0.268  <0.001  4_CD4.TCM 

CD3G <0.001  0.555  0.512  0.181  <0.001  4_CD4.TCM 

GSTK1 <0.001  0.541  0.670  0.424  <0.001  4_CD4.TCM 

LDHB <0.001  0.540  0.827  0.504  <0.001  4_CD4.TCM 

GPR183 <0.001  0.535  0.413  0.152  <0.001  4_CD4.TCM 

ITGB1 <0.001  0.535  0.460  0.254  <0.001  4_CD4.TCM 

FXYD5 <0.001  0.534  0.876  0.615  <0.001  4_CD4.TCM 

CD52 <0.001  0.527  0.950  0.682  <0.001  4_CD4.TCM 

SPOCK2 <0.001  0.525  0.403  0.126  <0.001  4_CD4.TCM 

NOSIP <0.001  0.521  0.506  0.290  <0.001  4_CD4.TCM 

CD8B <0.001  1.285  0.712  0.080  <0.001  5_CD8.Tnai 

LINC02446 <0.001  0.924  0.373  0.015  <0.001  5_CD8.Tnai 

NOSIP <0.001  0.806  0.636  0.289  <0.001  5_CD8.Tnai 

PIK3IP1 <0.001  0.771  0.618  0.196  <0.001  5_CD8.Tnai 

CCR7 <0.001  0.757  0.421  0.079  <0.001  5_CD8.Tnai 

TRAC <0.001  0.677  0.768  0.290  <0.001  5_CD8.Tnai 

CD3D <0.001  0.663  0.847  0.311  <0.001  5_CD8.Tnai 

LEPROTL1 <0.001  0.655  0.757  0.378  <0.001  5_CD8.Tnai 

CD3E <0.001  0.644  0.777  0.301  <0.001  5_CD8.Tnai 

LEF1 <0.001  0.633  0.390  0.097  <0.001  5_CD8.Tnai 

CD27 <0.001  0.617  0.427  0.118  <0.001  5_CD8.Tnai 

NELL2 <0.001  0.607  0.290  0.034  <0.001  5_CD8.Tnai 

RGS10 <0.001  0.600  0.624  0.310  <0.001  5_CD8.Tnai 

SARAF <0.001  0.594  0.954  0.700  <0.001  5_CD8.Tnai 

CD8A <0.001  0.570  0.452  0.096  <0.001  5_CD8.Tnai 

IL7R <0.001  0.562  0.567  0.188  <0.001  5_CD8.Tnai 

EIF3E <0.001  0.559  0.966  0.724  <0.001  5_CD8.Tnai 

C6orf48 <0.001  0.555  0.758  0.449  <0.001  5_CD8.Tnai 

MGAT4A <0.001  0.542  0.489  0.197  <0.001  5_CD8.Tnai 

CD7 <0.001  0.539  0.727  0.269  <0.001  5_CD8.Tnai 



LDHB <0.001  0.534  0.854  0.511  <0.001  5_CD8.Tnai 

SNHG8 <0.001  0.529  0.704  0.434  <0.001  5_CD8.Tnai 

EEF1B2 <0.001  0.514  0.992  0.799  <0.001  5_CD8.Tnai 

SH3YL1 <0.001  0.509  0.300  0.091  <0.001  5_CD8.Tnai 

HBB <0.001  3.329  0.988  0.321  <0.001  6_Eryth.1 
HBA1 <0.001  3.176  0.973  0.168  <0.001  6_Eryth.1 
HBA2 <0.001  3.158  0.936  0.149  <0.001  6_Eryth.1 
AHSP <0.001  3.125  0.983  0.046  <0.001  6_Eryth.1 
CA1 <0.001  3.106  0.918  0.042  <0.001  6_Eryth.1 
HBD <0.001  2.963  0.971  0.046  <0.001  6_Eryth.1 
HBM <0.001  2.747  0.634  0.020  <0.001  6_Eryth.1 
PRDX2 <0.001  2.582  0.990  0.285  <0.001  6_Eryth.1 
BLVRB <0.001  2.314  0.985  0.194  <0.001  6_Eryth.1 
CA2 <0.001  2.110  0.949  0.035  <0.001  6_Eryth.1 
HIST1H4C <0.001  1.957  0.922  0.176  <0.001  6_Eryth.1 
GYPA <0.001  1.876  0.856  0.015  <0.001  6_Eryth.1 
FAM178B <0.001  1.797  0.851  0.019  <0.001  6_Eryth.1 
TMEM14C <0.001  1.710  0.964  0.177  <0.001  6_Eryth.1 
ALAS2 <0.001  1.662  0.849  0.014  <0.001  6_Eryth.1 
SLC25A37 <0.001  1.647  0.938  0.118  <0.001  6_Eryth.1 
ATP5IF1 <0.001  1.615  0.988  0.430  <0.001  6_Eryth.1 
TUBB <0.001  1.607  0.982  0.288  <0.001  6_Eryth.1 
TUBA1B <0.001  1.599  0.988  0.390  <0.001  6_Eryth.1 
HMBS <0.001  1.588  0.957  0.052  <0.001  6_Eryth.1 
UROD <0.001  1.584  0.976  0.109  <0.001  6_Eryth.1 
PCLAF <0.001  1.550  0.960  0.093  <0.001  6_Eryth.1 
HEMGN <0.001  1.498  0.774  0.025  <0.001  6_Eryth.1 
GYPB <0.001  1.438  0.713  0.011  <0.001  6_Eryth.1 
APOC1 <0.001  1.419  0.830  0.023  <0.001  6_Eryth.1 
SLC4A1 <0.001  1.419  0.593  0.009  <0.001  6_Eryth.1 
NME4 <0.001  1.402  0.963  0.133  <0.001  6_Eryth.1 
SYNGR1 <0.001  1.386  0.894  0.107  <0.001  6_Eryth.1 
HMGA1 <0.001  1.373  0.936  0.213  <0.001  6_Eryth.1 
KLF1 <0.001  1.357  0.932  0.019  <0.001  6_Eryth.1 
MPC2 <0.001  1.354  0.963  0.202  <0.001  6_Eryth.1 
REXO2 <0.001  1.345  0.897  0.128  <0.001  6_Eryth.1 
HSP90AA1 <0.001  1.314  0.986  0.619  <0.001  6_Eryth.1 
MYL4 <0.001  1.309  0.917  0.020  <0.001  6_Eryth.1 
HSPD1 <0.001  1.306  0.916  0.206  <0.001  6_Eryth.1 
KCNH2 <0.001  1.285  0.882  0.014  <0.001  6_Eryth.1 
TMEM14B <0.001  1.280  0.971  0.275  <0.001  6_Eryth.1 
GYPC <0.001  1.276  0.984  0.398  <0.001  6_Eryth.1 



PCNA <0.001  1.263  0.941  0.121  <0.001  6_Eryth.1 
TUBB4B <0.001  1.228  0.940  0.171  <0.001  6_Eryth.1 
SMIM1 <0.001  1.211  0.953  0.027  <0.001  6_Eryth.1 
RAN <0.001  1.199  0.974  0.395  <0.001  6_Eryth.1 
GLRX5 <0.001  1.198  0.951  0.120  <0.001  6_Eryth.1 
CKS2 <0.001  1.188  0.923  0.088  <0.001  6_Eryth.1 
SNCA <0.001  1.174  0.934  0.054  <0.001  6_Eryth.1 
UBAC1 <0.001  1.157  0.936  0.069  <0.001  6_Eryth.1 
CD36 <0.001  1.147  0.955  0.137  <0.001  6_Eryth.1 
TYMS <0.001  1.146  0.930  0.070  <0.001  6_Eryth.1 
DUT <0.001  1.125  0.956  0.294  <0.001  6_Eryth.1 
METAP2 <0.001  1.122  0.960  0.223  <0.001  6_Eryth.1 
HEBP1 <0.001  1.121  0.935  0.081  <0.001  6_Eryth.1 
TFRC <0.001  1.113  0.924  0.087  <0.001  6_Eryth.1 
RHAG <0.001  1.102  0.902  0.009  <0.001  6_Eryth.1 
SLC25A39 <0.001  1.100  0.959  0.159  <0.001  6_Eryth.1 
HMGB1 <0.001  1.098  0.994  0.761  <0.001  6_Eryth.1 
FECH <0.001  1.083  0.929  0.039  <0.001  6_Eryth.1 
HNRNPAB <0.001  1.076  0.940  0.142  <0.001  6_Eryth.1 
MGST3 <0.001  1.073  0.913  0.233  <0.001  6_Eryth.1 
CCT6A <0.001  1.067  0.931  0.193  <0.001  6_Eryth.1 
CAT <0.001  1.066  0.964  0.196  <0.001  6_Eryth.1 
HMGB2 <0.001  1.056  0.988  0.576  <0.001  6_Eryth.1 
AKR1C3 <0.001  1.021  0.812  0.055  <0.001  6_Eryth.1 
IFI27 <0.001  1.019  0.452  0.027  <0.001  6_Eryth.1 
CENPF <0.001  1.013  0.882  0.040  <0.001  6_Eryth.1 
PTTG1 <0.001  1.005  0.887  0.086  <0.001  6_Eryth.1 
RANBP1 <0.001  1.000  0.951  0.301  <0.001  6_Eryth.1 
PA2G4 <0.001  0.998  0.959  0.312  <0.001  6_Eryth.1 
EPCAM <0.001  0.997  0.780  0.013  <0.001  6_Eryth.1 
MCM7 <0.001  0.994  0.921  0.094  <0.001  6_Eryth.1 
TFDP1 <0.001  0.987  0.961  0.146  <0.001  6_Eryth.1 
YBX1 <0.001  0.979  0.990  0.776  <0.001  6_Eryth.1 
H2AFZ <0.001  0.978  0.971  0.416  <0.001  6_Eryth.1 
GATA1 <0.001  0.972  0.910  0.018  <0.001  6_Eryth.1 
ANP32B <0.001  0.958  0.981  0.457  <0.001  6_Eryth.1 
CCT2 <0.001  0.956  0.933  0.180  <0.001  6_Eryth.1 
OAT <0.001  0.955  0.928  0.105  <0.001  6_Eryth.1 
MINPP1 <0.001  0.948  0.876  0.028  <0.001  6_Eryth.1 
NFIA <0.001  0.946  0.895  0.028  <0.001  6_Eryth.1 
DNAJC9 <0.001  0.944  0.934  0.106  <0.001  6_Eryth.1 
UROS <0.001  0.940  0.942  0.127  <0.001  6_Eryth.1 
LMNA <0.001  0.934  0.902  0.095  <0.001  6_Eryth.1 



SERBP1 <0.001  0.932  0.956  0.380  <0.001  6_Eryth.1 
H1F0 <0.001  0.931  0.828  0.061  <0.001  6_Eryth.1 
EIF1AY <0.001  0.928  0.629  0.120  <0.001  6_Eryth.1 
BSG <0.001  0.927  0.974  0.307  <0.001  6_Eryth.1 
AC084033.3 <0.001  0.924  0.855  0.102  <0.001  6_Eryth.1 
HBQ1 <0.001  0.922  0.900  0.015  <0.001  6_Eryth.1 
BIRC5 <0.001  0.917  0.845  0.046  <0.001  6_Eryth.1 
IDH2 <0.001  0.915  0.949  0.196  <0.001  6_Eryth.1 
RPA3 <0.001  0.912  0.947  0.166  <0.001  6_Eryth.1 
TOP2A <0.001  0.911  0.787  0.039  <0.001  6_Eryth.1 
TPGS2 <0.001  0.905  0.918  0.106  <0.001  6_Eryth.1 
FBXO7 <0.001  0.904  0.958  0.189  <0.001  6_Eryth.1 
CDK4 <0.001  0.900  0.863  0.096  <0.001  6_Eryth.1 
CENPU <0.001  0.898  0.904  0.052  <0.001  6_Eryth.1 
VDAC3 <0.001  0.893  0.935  0.178  <0.001  6_Eryth.1 
ALDH1A1 <0.001  0.891  0.812  0.049  <0.001  6_Eryth.1 
HMGN5 <0.001  0.887  0.877  0.047  <0.001  6_Eryth.1 
FAM210B <0.001  0.882  0.903  0.052  <0.001  6_Eryth.1 
SLIRP <0.001  0.882  0.937  0.243  <0.001  6_Eryth.1 
ATP5MC1 <0.001  0.877  0.914  0.270  <0.001  6_Eryth.1 
NASP <0.001  0.871  0.914  0.176  <0.001  6_Eryth.1 
HSP90AB1 <0.001  0.866  0.946  0.517  <0.001  6_Eryth.1 
HSPE1 <0.001  0.863  0.923  0.322  <0.001  6_Eryth.1 
SELENBP1 <0.001  0.862  0.764  0.010  <0.001  6_Eryth.1 
CCNB2 <0.001  0.856  0.829  0.033  <0.001  6_Eryth.1 
TMEM56 <0.001  0.835  0.818  0.008  <0.001  6_Eryth.1 
NCL <0.001  0.828  0.945  0.438  <0.001  6_Eryth.1 
TUBG1 <0.001  0.827  0.846  0.030  <0.001  6_Eryth.1 
CDC20 <0.001  0.826  0.695  0.025  <0.001  6_Eryth.1 
RFESD <0.001  0.824  0.860  0.016  <0.001  6_Eryth.1 
TSPAN17 <0.001  0.817  0.850  0.043  <0.001  6_Eryth.1 
HSPA8 <0.001  0.815  0.952  0.467  <0.001  6_Eryth.1 
SPTA1 <0.001  0.813  0.848  0.009  <0.001  6_Eryth.1 
FKBP4 <0.001  0.809  0.824  0.071  <0.001  6_Eryth.1 
GFI1B <0.001  0.808  0.815  0.014  <0.001  6_Eryth.1 
CKS1B <0.001  0.800  0.875  0.097  <0.001  6_Eryth.1 
STRADB <0.001  0.798  0.897  0.053  <0.001  6_Eryth.1 
ANK1 <0.001  0.796  0.852  0.013  <0.001  6_Eryth.1 
NUSAP1 <0.001  0.794  0.790  0.047  <0.001  6_Eryth.1 
SRI <0.001  0.794  0.948  0.248  <0.001  6_Eryth.1 
ATP5MC3 <0.001  0.793  0.954  0.422  <0.001  6_Eryth.1 
CCNB1 <0.001  0.793  0.690  0.027  <0.001  6_Eryth.1 
PAICS <0.001  0.793  0.842  0.080  <0.001  6_Eryth.1 



TUBA1C <0.001  0.787  0.846  0.105  <0.001  6_Eryth.1 
BOLA3 <0.001  0.787  0.924  0.108  <0.001  6_Eryth.1 
DHFR <0.001  0.786  0.873  0.054  <0.001  6_Eryth.1 
RAD23A <0.001  0.784  0.956  0.236  <0.001  6_Eryth.1 
TFR2 <0.001  0.784  0.853  0.015  <0.001  6_Eryth.1 
STMN1 <0.001  0.782  0.931  0.196  <0.001  6_Eryth.1 
EPB42 <0.001  0.782  0.749  0.008  <0.001  6_Eryth.1 
TUBB2A <0.001  0.781  0.777  0.031  <0.001  6_Eryth.1 
MBOAT2 <0.001  0.779  0.872  0.025  <0.001  6_Eryth.1 
YWHAE <0.001  0.779  0.943  0.257  <0.001  6_Eryth.1 
MPST <0.001  0.778  0.905  0.116  <0.001  6_Eryth.1 
EIF3A <0.001  0.775  0.928  0.257  <0.001  6_Eryth.1 
HIST1H1D <0.001  0.773  0.651  0.074  <0.001  6_Eryth.1 
SNRPG <0.001  0.768  0.963  0.370  <0.001  6_Eryth.1 
NME1 <0.001  0.768  0.839  0.153  <0.001  6_Eryth.1 
C1QBP <0.001  0.766  0.892  0.286  <0.001  6_Eryth.1 
TK1 <0.001  0.761  0.818  0.042  <0.001  6_Eryth.1 
SNRPE <0.001  0.758  0.934  0.368  <0.001  6_Eryth.1 
CNRIP1 <0.001  0.755  0.765  0.014  <0.001  6_Eryth.1 
CDK1 <0.001  0.754  0.714  0.031  <0.001  6_Eryth.1 
SOD1 <0.001  0.754  0.975  0.464  <0.001  6_Eryth.1 
SNRPD1 <0.001  0.754  0.945  0.336  <0.001  6_Eryth.1 
ATP5F1A <0.001  0.751  0.939  0.348  <0.001  6_Eryth.1 
GMNN <0.001  0.749  0.861  0.049  <0.001  6_Eryth.1 
EPOR <0.001  0.747  0.854  0.020  <0.001  6_Eryth.1 
TIMM13 <0.001  0.746  0.892  0.234  <0.001  6_Eryth.1 
NARF <0.001  0.746  0.924  0.124  <0.001  6_Eryth.1 
PRDX3 <0.001  0.745  0.911  0.154  <0.001  6_Eryth.1 
SMC4 <0.001  0.743  0.904  0.099  <0.001  6_Eryth.1 
SMC2 <0.001  0.737  0.876  0.063  <0.001  6_Eryth.1 
ALAD <0.001  0.736  0.848  0.038  <0.001  6_Eryth.1 
MKI67 <0.001  0.735  0.777  0.039  <0.001  6_Eryth.1 
TAF9 <0.001  0.732  0.887  0.176  <0.001  6_Eryth.1 
UBE2T <0.001  0.731  0.842  0.034  <0.001  6_Eryth.1 
TCP1 <0.001  0.727  0.911  0.176  <0.001  6_Eryth.1 
CD59 <0.001  0.726  0.877  0.084  <0.001  6_Eryth.1 
RRM2 <0.001  0.726  0.750  0.032  <0.001  6_Eryth.1 
PARVB <0.001  0.725  0.882  0.075  <0.001  6_Eryth.1 
DEK <0.001  0.723  0.964  0.299  <0.001  6_Eryth.1 
MCM5 <0.001  0.718  0.856  0.083  <0.001  6_Eryth.1 
PSMB5 <0.001  0.716  0.862  0.093  <0.001  6_Eryth.1 
DYNLL1 <0.001  0.714  0.947  0.282  <0.001  6_Eryth.1 
CENPW <0.001  0.713  0.882  0.064  <0.001  6_Eryth.1 



NOP10 <0.001  0.711  0.939  0.347  <0.001  6_Eryth.1 
EIF5A <0.001  0.711  0.962  0.453  <0.001  6_Eryth.1 
MPP1 <0.001  0.710  0.900  0.090  <0.001  6_Eryth.1 
ISOC2 <0.001  0.709  0.812  0.079  <0.001  6_Eryth.1 
GADD45GIP1 <0.001  0.709  0.929  0.288  <0.001  6_Eryth.1 
SLBP <0.001  0.705  0.907  0.152  <0.001  6_Eryth.1 
PTGES3 <0.001  0.703  0.962  0.448  <0.001  6_Eryth.1 
DNAJA4 <0.001  0.701  0.812  0.017  <0.001  6_Eryth.1 
FEN1 <0.001  0.700  0.848  0.049  <0.001  6_Eryth.1 
IMPDH2 <0.001  0.699  0.858  0.160  <0.001  6_Eryth.1 
ATP5F1B <0.001  0.698  0.945  0.369  <0.001  6_Eryth.1 
ADD2 <0.001  0.696  0.813  0.010  <0.001  6_Eryth.1 
CCT5 <0.001  0.696  0.890  0.158  <0.001  6_Eryth.1 
HAGH <0.001  0.696  0.893  0.109  <0.001  6_Eryth.1 
CDT1 <0.001  0.694  0.831  0.042  <0.001  6_Eryth.1 
PSMG1 <0.001  0.693  0.858  0.075  <0.001  6_Eryth.1 
RBX1 <0.001  0.690  0.973  0.363  <0.001  6_Eryth.1 
GAR1 <0.001  0.687  0.843  0.092  <0.001  6_Eryth.1 
YWHAH <0.001  0.686  0.941  0.184  <0.001  6_Eryth.1 
DKC1 <0.001  0.686  0.858  0.107  <0.001  6_Eryth.1 
TPM1 <0.001  0.685  0.870  0.052  <0.001  6_Eryth.1 
UBE2C <0.001  0.684  0.625  0.040  <0.001  6_Eryth.1 
SLC38A5 <0.001  0.684  0.843  0.035  <0.001  6_Eryth.1 
MRPL37 <0.001  0.680  0.875  0.090  <0.001  6_Eryth.1 
GCLM <0.001  0.679  0.810  0.046  <0.001  6_Eryth.1 
NPM1 <0.001  0.678  0.944  0.764  <0.001  6_Eryth.1 
YBX3 <0.001  0.678  0.944  0.191  <0.001  6_Eryth.1 
STOML2 <0.001  0.678  0.905  0.164  <0.001  6_Eryth.1 
LXN <0.001  0.675  0.809  0.024  <0.001  6_Eryth.1 
GLRX <0.001  0.675  0.852  0.233  <0.001  6_Eryth.1 
CACYBP <0.001  0.673  0.905  0.214  <0.001  6_Eryth.1 
MRPL12 <0.001  0.673  0.838  0.121  <0.001  6_Eryth.1 
DTYMK <0.001  0.673  0.862  0.074  <0.001  6_Eryth.1 
ATP5MF <0.001  0.672  0.973  0.464  <0.001  6_Eryth.1 
VBP1 <0.001  0.667  0.914  0.150  <0.001  6_Eryth.1 
MCM3 <0.001  0.667  0.845  0.073  <0.001  6_Eryth.1 
FXN <0.001  0.665  0.844  0.070  <0.001  6_Eryth.1 
HPRT1 <0.001  0.663  0.891  0.150  <0.001  6_Eryth.1 
HDAC2 <0.001  0.662  0.904  0.145  <0.001  6_Eryth.1 
HMGB3 <0.001  0.661  0.895  0.077  <0.001  6_Eryth.1 
SRSF2 <0.001  0.661  0.962  0.436  <0.001  6_Eryth.1 
CD82 <0.001  0.660  0.851  0.072  <0.001  6_Eryth.1 
CENPH <0.001  0.658  0.864  0.069  <0.001  6_Eryth.1 



CISD2 <0.001  0.658  0.908  0.124  <0.001  6_Eryth.1 
COPS3 <0.001  0.657  0.902  0.133  <0.001  6_Eryth.1 
SLC39A3 <0.001  0.657  0.860  0.090  <0.001  6_Eryth.1 
TESC <0.001  0.656  0.902  0.101  <0.001  6_Eryth.1 
TXNL1 <0.001  0.656  0.918  0.194  <0.001  6_Eryth.1 
NUDC <0.001  0.654  0.906  0.210  <0.001  6_Eryth.1 
MAD2L1 <0.001  0.652  0.849  0.069  <0.001  6_Eryth.1 
LPCAT3 <0.001  0.652  0.820  0.042  <0.001  6_Eryth.1 
UQCC2 <0.001  0.649  0.894  0.125  <0.001  6_Eryth.1 
MRPL51 <0.001  0.649  0.927  0.205  <0.001  6_Eryth.1 
ATG3 <0.001  0.648  0.898  0.177  <0.001  6_Eryth.1 
CCT8 <0.001  0.648  0.926  0.265  <0.001  6_Eryth.1 
PKLR <0.001  0.647  0.769  0.006  <0.001  6_Eryth.1 
ILF2 <0.001  0.646  0.910  0.204  <0.001  6_Eryth.1 
PHB <0.001  0.645  0.867  0.185  <0.001  6_Eryth.1 
CCNA2 <0.001  0.645  0.736  0.028  <0.001  6_Eryth.1 
ZWINT <0.001  0.644  0.832  0.047  <0.001  6_Eryth.1 
RUVBL2 <0.001  0.643  0.837  0.084  <0.001  6_Eryth.1 
CPOX <0.001  0.640  0.730  0.020  <0.001  6_Eryth.1 
E2F4 <0.001  0.637  0.872  0.086  <0.001  6_Eryth.1 
SSRP1 <0.001  0.627  0.884  0.135  <0.001  6_Eryth.1 
RHCE <0.001  0.625  0.511  0.005  <0.001  6_Eryth.1 
PPA2 <0.001  0.625  0.856  0.130  <0.001  6_Eryth.1 
ECI2 <0.001  0.624  0.828  0.063  <0.001  6_Eryth.1 
CTSE <0.001  0.623  0.615  0.004  <0.001  6_Eryth.1 
CYC1 <0.001  0.621  0.931  0.220  <0.001  6_Eryth.1 
MRPS34 <0.001  0.620  0.897  0.197  <0.001  6_Eryth.1 
ECH1 <0.001  0.619  0.915  0.231  <0.001  6_Eryth.1 
MLLT3 <0.001  0.618  0.807  0.071  <0.001  6_Eryth.1 
BLVRA <0.001  0.616  0.882  0.110  <0.001  6_Eryth.1 
HNRNPF <0.001  0.610  0.933  0.305  <0.001  6_Eryth.1 
AP2M1 <0.001  0.606  0.949  0.286  <0.001  6_Eryth.1 
DDX1 <0.001  0.605  0.853  0.102  <0.001  6_Eryth.1 
SLC25A3 <0.001  0.604  0.953  0.443  <0.001  6_Eryth.1 
TXN <0.001  0.602  0.957  0.364  <0.001  6_Eryth.1 
CYTOR <0.001  0.602  0.924  0.178  <0.001  6_Eryth.1 
DLGAP5 <0.001  0.600  0.713  0.019  <0.001  6_Eryth.1 
SLC39A8 <0.001  0.599  0.782  0.054  <0.001  6_Eryth.1 
C20orf27 <0.001  0.599  0.916  0.166  <0.001  6_Eryth.1 
SSB <0.001  0.597  0.923  0.266  <0.001  6_Eryth.1 
TIMM8B <0.001  0.595  0.911  0.200  <0.001  6_Eryth.1 
C19orf48 <0.001  0.595  0.844  0.092  <0.001  6_Eryth.1 
ERH <0.001  0.594  0.957  0.428  <0.001  6_Eryth.1 



LAGE3 <0.001  0.593  0.887  0.132  <0.001  6_Eryth.1 
DNPH1 <0.001  0.592  0.846  0.119  <0.001  6_Eryth.1 
COX5A <0.001  0.591  0.926  0.354  <0.001  6_Eryth.1 
CCT3 <0.001  0.590  0.894  0.221  <0.001  6_Eryth.1 
ARV1 <0.001  0.590  0.802  0.044  <0.001  6_Eryth.1 
SUPT16H <0.001  0.589  0.859  0.114  <0.001  6_Eryth.1 
MCM4 <0.001  0.588  0.792  0.040  <0.001  6_Eryth.1 
PSMD6 <0.001  0.586  0.898  0.163  <0.001  6_Eryth.1 
VRK1 <0.001  0.586  0.856  0.091  <0.001  6_Eryth.1 
PAFAH1B3 <0.001  0.583  0.846  0.097  <0.001  6_Eryth.1 
CCDC34 <0.001  0.582  0.815  0.041  <0.001  6_Eryth.1 
HDGF <0.001  0.578  0.843  0.110  <0.001  6_Eryth.1 
SNRPB <0.001  0.578  0.953  0.415  <0.001  6_Eryth.1 
TPX2 <0.001  0.574  0.710  0.028  <0.001  6_Eryth.1 
HMMR <0.001  0.573  0.645  0.021  <0.001  6_Eryth.1 
RRM1 <0.001  0.569  0.810  0.055  <0.001  6_Eryth.1 
ABCB10 <0.001  0.566  0.741  0.025  <0.001  6_Eryth.1 
EIF2AK1 <0.001  0.565  0.890  0.124  <0.001  6_Eryth.1 
PPIA <0.001  0.565  0.968  0.714  <0.001  6_Eryth.1 
PRKDC <0.001  0.563  0.858  0.118  <0.001  6_Eryth.1 
TOMM40 <0.001  0.563  0.813  0.106  <0.001  6_Eryth.1 
TXN2 <0.001  0.561  0.899  0.194  <0.001  6_Eryth.1 
GINS2 <0.001  0.559  0.763  0.035  <0.001  6_Eryth.1 
ETFA <0.001  0.559  0.893  0.151  <0.001  6_Eryth.1 
HACD3 <0.001  0.558  0.820  0.059  <0.001  6_Eryth.1 
CDCA4 <0.001  0.555  0.802  0.056  <0.001  6_Eryth.1 
CRLS1 <0.001  0.553  0.848  0.078  <0.001  6_Eryth.1 
SNRPF <0.001  0.553  0.938  0.375  <0.001  6_Eryth.1 
SLC43A3 <0.001  0.553  0.768  0.039  <0.001  6_Eryth.1 
PCCB <0.001  0.552  0.776  0.038  <0.001  6_Eryth.1 
CCT4 <0.001  0.552  0.904  0.246  <0.001  6_Eryth.1 
CDKN3 <0.001  0.551  0.692  0.033  <0.001  6_Eryth.1 
PHB2 <0.001  0.551  0.904  0.253  <0.001  6_Eryth.1 
WDR34 <0.001  0.550  0.796  0.039  <0.001  6_Eryth.1 
NDUFS5 <0.001  0.550  0.949  0.498  <0.001  6_Eryth.1 
CMAS <0.001  0.546  0.848  0.078  <0.001  6_Eryth.1 
MYC <0.001  0.544  0.624  0.092  <0.001  6_Eryth.1 
TALDO1 <0.001  0.544  0.957  0.318  <0.001  6_Eryth.1 
PSMC3 <0.001  0.544  0.907  0.177  <0.001  6_Eryth.1 
NDUFB9 <0.001  0.543  0.949  0.423  <0.001  6_Eryth.1 
POLD2 <0.001  0.541  0.836  0.097  <0.001  6_Eryth.1 
TRAP1 <0.001  0.541  0.758  0.054  <0.001  6_Eryth.1 
EEF1E1 <0.001  0.540  0.842  0.118  <0.001  6_Eryth.1 



NDUFC1 <0.001  0.539  0.923  0.216  <0.001  6_Eryth.1 
CDK6 <0.001  0.539  0.750  0.090  <0.001  6_Eryth.1 
AK6 <0.001  0.538  0.791  0.080  <0.001  6_Eryth.1 
MTCH2 <0.001  0.533  0.854  0.116  <0.001  6_Eryth.1 
PAK1IP1 <0.001  0.533  0.752  0.056  <0.001  6_Eryth.1 
PDHA1 <0.001  0.532  0.841  0.082  <0.001  6_Eryth.1 
ARL6IP1 <0.001  0.530  0.907  0.266  <0.001  6_Eryth.1 
NUCKS1 <0.001  0.530  0.951  0.296  <0.001  6_Eryth.1 
POLE3 <0.001  0.530  0.860  0.146  <0.001  6_Eryth.1 
NMU <0.001  0.528  0.482  0.004  <0.001  6_Eryth.1 
EBNA1BP2 <0.001  0.527  0.791  0.087  <0.001  6_Eryth.1 
SLC29A1 <0.001  0.527  0.746  0.021  <0.001  6_Eryth.1 
NOP58 <0.001  0.525  0.860  0.179  <0.001  6_Eryth.1 
MRPL20 <0.001  0.524  0.909  0.247  <0.001  6_Eryth.1 
TCEA1 <0.001  0.524  0.949  0.309  <0.001  6_Eryth.1 
PSMD12 <0.001  0.523  0.843  0.113  <0.001  6_Eryth.1 
NMNAT3 <0.001  0.523  0.756  0.016  <0.001  6_Eryth.1 
MPDU1 <0.001  0.522  0.832  0.075  <0.001  6_Eryth.1 
DAAM1 <0.001  0.521  0.792  0.052  <0.001  6_Eryth.1 
SCCPDH <0.001  0.520  0.802  0.087  <0.001  6_Eryth.1 
LMO2 <0.001  0.519  0.766  0.066  <0.001  6_Eryth.1 
LSM5 <0.001  0.519  0.947  0.328  <0.001  6_Eryth.1 
CCT7 <0.001  0.518  0.888  0.200  <0.001  6_Eryth.1 
LRRC59 <0.001  0.518  0.817  0.101  <0.001  6_Eryth.1 
YEATS4 <0.001  0.518  0.839  0.098  <0.001  6_Eryth.1 
NDUFAB1 <0.001  0.517  0.913  0.230  <0.001  6_Eryth.1 
HAT1 <0.001  0.517  0.869  0.129  <0.001  6_Eryth.1 
NDUFV2 <0.001  0.516  0.929  0.253  <0.001  6_Eryth.1 
SLC25A5 <0.001  0.514  0.940  0.417  <0.001  6_Eryth.1 
SLC2A1 <0.001  0.514  0.701  0.041  <0.001  6_Eryth.1 
PSMA4 <0.001  0.513  0.931  0.372  <0.001  6_Eryth.1 
RFC4 <0.001  0.512  0.783  0.046  <0.001  6_Eryth.1 
NDUFB6 <0.001  0.512  0.896  0.174  <0.001  6_Eryth.1 
SMIM10 <0.001  0.511  0.694  0.016  <0.001  6_Eryth.1 
HES6 <0.001  0.511  0.692  0.023  <0.001  6_Eryth.1 
RCL1 <0.001  0.511  0.776  0.039  <0.001  6_Eryth.1 
SRSF3 <0.001  0.510  0.968  0.552  <0.001  6_Eryth.1 
SMC3 <0.001  0.510  0.892  0.159  <0.001  6_Eryth.1 
HBS1L <0.001  0.509  0.808  0.077  <0.001  6_Eryth.1 
RNASEH2B <0.001  0.509  0.904  0.205  <0.001  6_Eryth.1 
FHL2 <0.001  0.509  0.746  0.013  <0.001  6_Eryth.1 
HTRA2 <0.001  0.508  0.790  0.060  <0.001  6_Eryth.1 
CHPT1 <0.001  0.507  0.888  0.129  <0.001  6_Eryth.1 



GCSH <0.001  0.507  0.733  0.069  <0.001  6_Eryth.1 
VPS29 <0.001  0.506  0.926  0.260  <0.001  6_Eryth.1 
SRM <0.001  0.504  0.780  0.147  <0.001  6_Eryth.1 
PPM1G <0.001  0.504  0.901  0.193  <0.001  6_Eryth.1 
CCNE1 <0.001  0.503  0.708  0.014  <0.001  6_Eryth.1 
PRKAR2B <0.001  0.502  0.766  0.025  <0.001  6_Eryth.1 
GMPS <0.001  0.501  0.853  0.114  <0.001  6_Eryth.1 
MRPL13 <0.001  0.501  0.833  0.105  <0.001  6_Eryth.1 
LEPROT <0.001  0.500  0.884  0.135  <0.001  6_Eryth.1 
APEX1 <0.001  0.500  0.886  0.230  <0.001  6_Eryth.1 
CST3 <0.001  1.589  0.974  0.330  <0.001  7_CD14.Mono2 
LGALS2 <0.001  1.577  0.661  0.079  <0.001  7_CD14.Mono2 
AIF1 <0.001  1.466  0.933  0.328  <0.001  7_CD14.Mono2 
CTSS <0.001  1.465  0.951  0.393  <0.001  7_CD14.Mono2 
NEAT1 <0.001  1.396  0.975  0.620  <0.001  7_CD14.Mono2 
TYROBP <0.001  1.386  0.991  0.372  <0.001  7_CD14.Mono2 
LST1 <0.001  1.364  0.940  0.286  <0.001  7_CD14.Mono2 
SAT1 <0.001  1.361  0.952  0.535  <0.001  7_CD14.Mono2 
FTL <0.001  1.356  1.000  0.967  <0.001  7_CD14.Mono2 
SERPINA1 <0.001  1.318  0.735  0.131  <0.001  7_CD14.Mono2 
PSAP <0.001  1.301  0.904  0.438  <0.001  7_CD14.Mono2 
CLEC7A <0.001  1.295  0.673  0.117  <0.001  7_CD14.Mono2 
NAMPT <0.001  1.278  0.790  0.232  <0.001  7_CD14.Mono2 
ZFP36L1 <0.001  1.257  0.650  0.257  <0.001  7_CD14.Mono2 
HLA-DRA <0.001  1.244  0.949  0.444  <0.001  7_CD14.Mono2 
TYMP <0.001  1.232  0.791  0.277  <0.001  7_CD14.Mono2 
FCN1 <0.001  1.226  0.885  0.204  <0.001  7_CD14.Mono2 
MAFB <0.001  1.203  0.510  0.083  <0.001  7_CD14.Mono2 
FTH1 <0.001  1.201  1.000  0.962  <0.001  7_CD14.Mono2 
NPC2 <0.001  1.194  0.800  0.372  <0.001  7_CD14.Mono2 
IFI30 <0.001  1.188  0.461  0.074  <0.001  7_CD14.Mono2 
FOS <0.001  1.137  0.933  0.532  <0.001  7_CD14.Mono2 
COTL1 <0.001  1.121  0.891  0.434  <0.001  7_CD14.Mono2 
TIMP1 <0.001  1.117  0.704  0.277  <0.001  7_CD14.Mono2 
G0S2 <0.001  1.103  0.364  0.096  <0.001  7_CD14.Mono2 
MS4A6A <0.001  1.084  0.608  0.135  <0.001  7_CD14.Mono2 
CEBPB <0.001  1.080  0.651  0.275  <0.001  7_CD14.Mono2 
CFD <0.001  1.080  0.695  0.180  <0.001  7_CD14.Mono2 
AP1S2 <0.001  1.047  0.709  0.291  <0.001  7_CD14.Mono2 
FGL2 <0.001  1.044  0.463  0.102  <0.001  7_CD14.Mono2 
SGK1 <0.001  1.041  0.394  0.075  <0.001  7_CD14.Mono2 
HLA-DRB1 <0.001  1.035  0.829  0.404  <0.001  7_CD14.Mono2 
S100A11 <0.001  1.034  0.842  0.349  <0.001  7_CD14.Mono2 



LYZ <0.001  1.026  0.991  0.312  <0.001  7_CD14.Mono2 
CSTA <0.001  1.006  0.814  0.210  <0.001  7_CD14.Mono2 
HLA-DRB5 <0.001  0.989  0.477  0.149  <0.001  7_CD14.Mono2 
SPI1 <0.001  0.981  0.632  0.194  <0.001  7_CD14.Mono2 
KLF10 <0.001  0.980  0.477  0.154  <0.001  7_CD14.Mono2 
CPVL <0.001  0.979  0.459  0.124  <0.001  7_CD14.Mono2 
IFITM3 <0.001  0.979  0.431  0.140  <0.001  7_CD14.Mono2 
CD14 <0.001  0.977  0.542  0.117  <0.001  7_CD14.Mono2 
CFP <0.001  0.969  0.548  0.136  <0.001  7_CD14.Mono2 
FCER1G <0.001  0.969  0.842  0.298  <0.001  7_CD14.Mono2 
DUSP1 <0.001  0.959  0.912  0.641  <0.001  7_CD14.Mono2 
DUSP6 <0.001  0.942  0.379  0.090  <0.001  7_CD14.Mono2 
HLA-DPB1 <0.001  0.941  0.765  0.418  <0.001  7_CD14.Mono2 
ASAH1 <0.001  0.939  0.658  0.286  <0.001  7_CD14.Mono2 
FCGRT <0.001  0.936  0.618  0.246  <0.001  7_CD14.Mono2 
HIF1A <0.001  0.929  0.502  0.210  <0.001  7_CD14.Mono2 
ATP2B1-AS1 <0.001  0.911  0.517  0.179  <0.001  7_CD14.Mono2 
MARCKS <0.001  0.908  0.407  0.097  <0.001  7_CD14.Mono2 
S100A6 <0.001  0.900  0.994  0.798  <0.001  7_CD14.Mono2 
GLUL <0.001  0.890  0.555  0.242  <0.001  7_CD14.Mono2 
CEBPD <0.001  0.876  0.503  0.139  <0.001  7_CD14.Mono2 
CD68 <0.001  0.875  0.493  0.120  <0.001  7_CD14.Mono2 
HLA-DPA1 <0.001  0.874  0.707  0.372  <0.001  7_CD14.Mono2 
HLA-DMA <0.001  0.864  0.616  0.270  <0.001  7_CD14.Mono2 
LGALS1 <0.001  0.853  0.942  0.426  <0.001  7_CD14.Mono2 
KLF4 <0.001  0.843  0.453  0.119  <0.001  7_CD14.Mono2 
STXBP2 <0.001  0.836  0.625  0.294  <0.001  7_CD14.Mono2 
SRGN <0.001  0.835  0.981  0.711  <0.001  7_CD14.Mono2 
S100A4 <0.001  0.828  0.993  0.757  <0.001  7_CD14.Mono2 
NFKBIA <0.001  0.821  0.725  0.476  <0.001  7_CD14.Mono2 
VCAN <0.001  0.815  0.618  0.165  <0.001  7_CD14.Mono2 
RGS2 <0.001  0.811  0.653  0.279  <0.001  7_CD14.Mono2 
ATP2B1 <0.001  0.798  0.464  0.204  <0.001  7_CD14.Mono2 
CD300E <0.001  0.797  0.312  0.040  <0.001  7_CD14.Mono2 
IER5 <0.001  0.794  0.361  0.130  <0.001  7_CD14.Mono2 
LGALS3 <0.001  0.782  0.446  0.163  <0.001  7_CD14.Mono2 
ODF3B <0.001  0.782  0.351  0.081  <0.001  7_CD14.Mono2 
IRF2BP2 <0.001  0.776  0.494  0.281  <0.001  7_CD14.Mono2 
EMP3 <0.001  0.768  0.875  0.637  <0.001  7_CD14.Mono2 
GSTP1 <0.001  0.768  0.834  0.528  <0.001  7_CD14.Mono2 
CYBB <0.001  0.765  0.437  0.126  <0.001  7_CD14.Mono2 
MPEG1 <0.001  0.760  0.397  0.107  <0.001  7_CD14.Mono2 
TNFSF13B <0.001  0.760  0.443  0.147  <0.001  7_CD14.Mono2 



LY96 <0.001  0.760  0.406  0.117  <0.001  7_CD14.Mono2 
APOBEC3A <0.001  0.756  0.252  0.035  <0.001  7_CD14.Mono2 
MCL1 <0.001  0.756  0.704  0.397  <0.001  7_CD14.Mono2 
RAB31 <0.001  0.754  0.434  0.120  <0.001  7_CD14.Mono2 
PTP4A2 <0.001  0.751  0.716  0.478  <0.001  7_CD14.Mono2 
S100A10 <0.001  0.744  0.796  0.518  <0.001  7_CD14.Mono2 
HLA-DQB1 <0.001  0.742  0.605  0.266  <0.001  7_CD14.Mono2 
PLSCR1 <0.001  0.736  0.407  0.169  <0.001  7_CD14.Mono2 
ANXA5 <0.001  0.735  0.507  0.223  <0.001  7_CD14.Mono2 
GRN <0.001  0.732  0.540  0.223  <0.001  7_CD14.Mono2 
C4orf48 <0.001  0.725  0.541  0.246  <0.001  7_CD14.Mono2 
PLAUR <0.001  0.709  0.413  0.130  <0.001  7_CD14.Mono2 
FOSL2 <0.001  0.706  0.406  0.147  <0.001  7_CD14.Mono2 
ZFP36 <0.001  0.702  0.712  0.463  <0.001  7_CD14.Mono2 
VSIR <0.001  0.697  0.594  0.309  <0.001  7_CD14.Mono2 
NINJ1 <0.001  0.694  0.390  0.136  <0.001  7_CD14.Mono2 
RNF130 <0.001  0.692  0.464  0.206  <0.001  7_CD14.Mono2 
CSF3R <0.001  0.690  0.370  0.107  <0.001  7_CD14.Mono2 
SLC7A7 <0.001  0.684  0.318  0.062  <0.001  7_CD14.Mono2 
C1orf162 <0.001  0.682  0.528  0.265  <0.001  7_CD14.Mono2 
VMP1 <0.001  0.678  0.472  0.253  <0.001  7_CD14.Mono2 
TKT <0.001  0.675  0.653  0.373  <0.001  7_CD14.Mono2 
HMOX1 <0.001  0.671  0.267  0.042  <0.001  7_CD14.Mono2 
FKBP1A <0.001  0.670  0.697  0.460  <0.001  7_CD14.Mono2 
CLEC4A <0.001  0.667  0.310  0.068  <0.001  7_CD14.Mono2 
TNFRSF1B <0.001  0.662  0.389  0.161  <0.001  7_CD14.Mono2 
CXCL16 <0.001  0.660  0.268  0.046  <0.001  7_CD14.Mono2 
CDKN1A <0.001  0.658  0.257  0.050  <0.001  7_CD14.Mono2 
CD86 <0.001  0.654  0.299  0.069  <0.001  7_CD14.Mono2 
TGFBI <0.001  0.653  0.315  0.074  <0.001  7_CD14.Mono2 
AP2S1 <0.001  0.652  0.630  0.382  <0.001  7_CD14.Mono2 
CTNNB1 <0.001  0.644  0.377  0.196  <0.001  7_CD14.Mono2 
LILRB2 <0.001  0.640  0.293  0.061  <0.001  7_CD14.Mono2 
LYN <0.001  0.639  0.440  0.199  <0.001  7_CD14.Mono2 
CD302 <0.001  0.637  0.352  0.113  <0.001  7_CD14.Mono2 
RHOB <0.001  0.632  0.333  0.131  <0.001  7_CD14.Mono2 
MS4A7 <0.001  0.628  0.279  0.061  <0.001  7_CD14.Mono2 
PPT1 <0.001  0.628  0.416  0.222  <0.001  7_CD14.Mono2 
PYCARD <0.001  0.624  0.533  0.272  <0.001  7_CD14.Mono2 
BCL2A1 <0.001  0.623  0.315  0.116  <0.001  7_CD14.Mono2 
CTSB <0.001  0.620  0.376  0.178  <0.001  7_CD14.Mono2 
KLF6 <0.001  0.620  0.729  0.505  <0.001  7_CD14.Mono2 
AC007952.4 <0.001  0.616  0.507  0.261  <0.001  7_CD14.Mono2 



CD4 <0.001  0.609  0.298  0.088  <0.001  7_CD14.Mono2 
ATP6V0B <0.001  0.609  0.611  0.391  <0.001  7_CD14.Mono2 
AC245014.3 <0.001  0.604  0.432  0.236  <0.001  7_CD14.Mono2 
TLE3 <0.001  0.603  0.281  0.110  <0.001  7_CD14.Mono2 
CYBA <0.001  0.601  0.959  0.786  <0.001  7_CD14.Mono2 
CRIP1 <0.001  0.597  0.432  0.271  <0.001  7_CD14.Mono2 
VIM <0.001  0.594  0.881  0.642  <0.001  7_CD14.Mono2 
CNPY3 <0.001  0.592  0.493  0.282  <0.001  7_CD14.Mono2 
RHOA <0.001  0.590  0.722  0.545  <0.001  7_CD14.Mono2 
RAC1 <0.001  0.590  0.651  0.444  <0.001  7_CD14.Mono2 
CMTM6 <0.001  0.585  0.480  0.272  <0.001  7_CD14.Mono2 
LAMTOR4 <0.001  0.583  0.744  0.556  <0.001  7_CD14.Mono2 
SH3BGRL3 <0.001  0.582  0.937  0.795  <0.001  7_CD14.Mono2 
ARRB2 <0.001  0.582  0.445  0.232  <0.001  7_CD14.Mono2 
EVI2B <0.001  0.581  0.612  0.391  <0.001  7_CD14.Mono2 
RAP2B <0.001  0.580  0.340  0.160  <0.001  7_CD14.Mono2 
LY86 <0.001  0.580  0.381  0.139  <0.001  7_CD14.Mono2 
GPX4 <0.001  0.580  0.695  0.528  <0.001  7_CD14.Mono2 
STX11 <0.001  0.579  0.340  0.111  <0.001  7_CD14.Mono2 
IQGAP1 <0.001  0.577  0.575  0.340  <0.001  7_CD14.Mono2 
CTSH <0.001  0.574  0.350  0.124  <0.001  7_CD14.Mono2 
SEC11A <0.001  0.573  0.550  0.364  <0.001  7_CD14.Mono2 
C5AR1 <0.001  0.573  0.258  0.056  <0.001  7_CD14.Mono2 
HNMT <0.001  0.572  0.258  0.053  <0.001  7_CD14.Mono2 
SLC43A2 <0.001  0.569  0.274  0.076  <0.001  7_CD14.Mono2 
AHNAK <0.001  0.569  0.409  0.214  <0.001  7_CD14.Mono2 
IFI6 <0.001  0.569  0.317  0.180  <0.001  7_CD14.Mono2 
JAML <0.001  0.568  0.327  0.123  <0.001  7_CD14.Mono2 
PRELID1 <0.001  0.568  0.591  0.423  <0.001  7_CD14.Mono2 
LCP1 <0.001  0.565  0.622  0.410  <0.001  7_CD14.Mono2 
MAP3K8 <0.001  0.564  0.381  0.187  <0.001  7_CD14.Mono2 
HLA-DMB <0.001  0.564  0.402  0.162  <0.001  7_CD14.Mono2 
LRRC25 <0.001  0.564  0.259  0.060  <0.001  7_CD14.Mono2 
BRI3 <0.001  0.564  0.389  0.174  <0.001  7_CD14.Mono2 
ADA2 <0.001  0.563  0.282  0.092  <0.001  7_CD14.Mono2 
DPYSL2 <0.001  0.563  0.266  0.085  <0.001  7_CD14.Mono2 
MNDA <0.001  0.562  0.518  0.180  <0.001  7_CD14.Mono2 
CTSZ <0.001  0.561  0.318  0.137  <0.001  7_CD14.Mono2 
ITM2B <0.001  0.560  0.858  0.753  <0.001  7_CD14.Mono2 
KCTD12 <0.001  0.560  0.286  0.077  <0.001  7_CD14.Mono2 
PCBP1 <0.001  0.560  0.655  0.477  <0.001  7_CD14.Mono2 
AC103591.3 <0.001  0.559  0.374  0.220  <0.001  7_CD14.Mono2 
IGSF6 <0.001  0.558  0.257  0.067  <0.001  7_CD14.Mono2 



JUND <0.001  0.553  0.719  0.475  <0.001  7_CD14.Mono2 
NFKBIZ <0.001  0.553  0.337  0.161  <0.001  7_CD14.Mono2 
RNASE6 <0.001  0.552  0.345  0.131  <0.001  7_CD14.Mono2 
PFDN5 <0.001  0.548  0.971  0.918  <0.001  7_CD14.Mono2 
DAZAP2 <0.001  0.547  0.701  0.534  <0.001  7_CD14.Mono2 
LILRA5 <0.001  0.545  0.259  0.066  <0.001  7_CD14.Mono2 
SH2B3 <0.001  0.545  0.262  0.084  <0.001  7_CD14.Mono2 
UPP1 <0.001  0.544  0.323  0.147  <0.001  7_CD14.Mono2 
APLP2 <0.001  0.542  0.476  0.273  <0.001  7_CD14.Mono2 
CLEC12A <0.001  0.541  0.280  0.082  <0.001  7_CD14.Mono2 
TSPO <0.001  0.540  0.796  0.534  <0.001  7_CD14.Mono2 
ZEB2 <0.001  0.537  0.523  0.310  <0.001  7_CD14.Mono2 
GNAI2 <0.001  0.536  0.450  0.271  <0.001  7_CD14.Mono2 
MGAT1 <0.001  0.535  0.321  0.160  <0.001  7_CD14.Mono2 
TPP1 <0.001  0.534  0.349  0.170  <0.001  7_CD14.Mono2 
SLC11A1 <0.001  0.534  0.280  0.087  <0.001  7_CD14.Mono2 
PILRA <0.001  0.534  0.262  0.058  <0.001  7_CD14.Mono2 
MIDN <0.001  0.533  0.343  0.166  <0.001  7_CD14.Mono2 
NUP214 <0.001  0.525  0.314  0.129  <0.001  7_CD14.Mono2 
HLA-DQA1 <0.001  0.524  0.368  0.153  <0.001  7_CD14.Mono2 
CRTAP <0.001  0.522  0.267  0.115  <0.001  7_CD14.Mono2 
FGR <0.001  0.518  0.356  0.143  <0.001  7_CD14.Mono2 
CD36 <0.001  0.517  0.385  0.165  <0.001  7_CD14.Mono2 
PGLS <0.001  0.514  0.478  0.312  <0.001  7_CD14.Mono2 
ZFAND5 <0.001  0.511  0.405  0.232  <0.001  7_CD14.Mono2 
CD44 <0.001  0.510  0.640  0.490  <0.001  7_CD14.Mono2 
LIPA <0.001  0.508  0.286  0.137  <0.001  7_CD14.Mono2 
QKI <0.001  0.503  0.287  0.133  <0.001  7_CD14.Mono2 
ATP5MPL <0.001  0.502  0.871  0.714  <0.001  7_CD14.Mono2 
ISG15 <0.001  0.576  0.326  0.246  <0.001  7_CD14.Mono2 
CD79A <0.001  2.081  0.954  0.108  <0.001  8_B.N1 
MS4A1 <0.001  1.865  0.808  0.049  <0.001  8_B.N1 
IGHM <0.001  1.825  0.808  0.131  <0.001  8_B.N1 
CD74 <0.001  1.695  0.998  0.631  <0.001  8_B.N1 
HLA-DQB1 <0.001  1.488  0.917  0.254  <0.001  8_B.N1 
IGHD <0.001  1.442  0.605  0.053  <0.001  8_B.N1 
HLA-DQA1 <0.001  1.417  0.763  0.137  <0.001  8_B.N1 
HLA-DRA <0.001  1.382  0.992  0.445  <0.001  8_B.N1 
HLA-DPA1 <0.001  1.320  0.948  0.363  <0.001  8_B.N1 
CD37 <0.001  1.314  0.974  0.604  <0.001  8_B.N1 
HLA-DRB1 <0.001  1.301  0.956  0.400  <0.001  8_B.N1 
LINC00926 <0.001  1.290  0.546  0.030  <0.001  8_B.N1 
HLA-DPB1 <0.001  1.261  0.958  0.411  <0.001  8_B.N1 



BANK1 <0.001  1.197  0.530  0.042  <0.001  8_B.N1 
TNFRSF13C <0.001  1.167  0.500  0.034  <0.001  8_B.N1 
LTB <0.001  1.135  0.897  0.362  <0.001  8_B.N1 
CD79B <0.001  1.067  0.776  0.137  <0.001  8_B.N1 
TCL1A <0.001  1.052  0.444  0.059  <0.001  8_B.N1 
MEF2C <0.001  0.999  0.576  0.175  <0.001  8_B.N1 
BIRC3 <0.001  0.982  0.525  0.133  <0.001  8_B.N1 
HLA-DMB <0.001  0.974  0.600  0.154  <0.001  8_B.N1 
RALGPS2 <0.001  0.940  0.408  0.049  <0.001  8_B.N1 
FCER2 <0.001  0.926  0.329  0.022  <0.001  8_B.N1 
HVCN1 <0.001  0.873  0.368  0.056  <0.001  8_B.N1 
CD83 <0.001  0.860  0.391  0.090  <0.001  8_B.N1 
CD52 <0.001  0.856  0.975  0.690  <0.001  8_B.N1 
CD22 <0.001  0.852  0.357  0.035  <0.001  8_B.N1 
PLPP5 <0.001  0.832  0.333  0.079  <0.001  8_B.N1 
HLA-DMA <0.001  0.807  0.695  0.268  <0.001  8_B.N1 
BLK <0.001  0.792  0.347  0.028  <0.001  8_B.N1 
IGKC <0.001  0.790  0.998  0.259  <0.001  8_B.N1 
P2RX5 <0.001  0.789  0.356  0.047  <0.001  8_B.N1 
ADAM28 <0.001  0.784  0.324  0.041  <0.001  8_B.N1 
FCRLA <0.001  0.779  0.341  0.032  <0.001  8_B.N1 

1-Mar <0.001  0.775  0.380  0.074  <0.001  8_B.N1 
VPREB3 <0.001  0.733  0.471  0.068  <0.001  8_B.N1 
CYB561A3 <0.001  0.723  0.373  0.113  <0.001  8_B.N1 
ARHGAP24 <0.001  0.716  0.298  0.030  <0.001  8_B.N1 
TSC22D3 <0.001  0.698  0.885  0.589  <0.001  8_B.N1 
HLA-DOB <0.001  0.674  0.272  0.022  <0.001  8_B.N1 
BCL11A <0.001  0.664  0.381  0.132  <0.001  8_B.N1 
EZR <0.001  0.660  0.552  0.289  <0.001  8_B.N1 
LAPTM5 <0.001  0.659  0.923  0.692  <0.001  8_B.N1 
SPIB <0.001  0.653  0.302  0.042  <0.001  8_B.N1 
POU2F2 <0.001  0.638  0.346  0.107  <0.001  8_B.N1 
CD40 <0.001  0.629  0.265  0.031  <0.001  8_B.N1 
FAM129C <0.001  0.614  0.307  0.048  <0.001  8_B.N1 
GNG7 <0.001  0.603  0.306  0.068  <0.001  8_B.N1 
TCOF1 <0.001  0.592  0.373  0.166  <0.001  8_B.N1 
SMIM14 <0.001  0.580  0.296  0.091  <0.001  8_B.N1 
FAM30A <0.001  0.578  0.254  0.069  <0.001  8_B.N1 
SWAP70 <0.001  0.569  0.259  0.050  <0.001  8_B.N1 
TPD52 <0.001  0.569  0.320  0.102  <0.001  8_B.N1 
CXCR4 <0.001  0.563  0.839  0.583  <0.001  8_B.N1 
NCF1 <0.001  0.559  0.541  0.222  <0.001  8_B.N1 
FCMR <0.001  0.557  0.324  0.097  <0.001  8_B.N1 



SNX2 <0.001  0.556  0.427  0.218  <0.001  8_B.N1 
LY86 <0.001  0.555  0.405  0.139  <0.001  8_B.N1 
IRF8 <0.001  0.547  0.344  0.096  <0.001  8_B.N1 
PDLIM1 <0.001  0.542  0.342  0.100  <0.001  8_B.N1 
STX7 <0.001  0.528  0.288  0.124  <0.001  8_B.N1 
ORAI2 <0.001  0.528  0.313  0.107  <0.001  8_B.N1 
RETN <0.001  3.138  0.918  0.079  <0.001  9_GMP 
S100A8 <0.001  2.544  1.000  0.292  <0.001  9_GMP 
AC020656.1 <0.001  2.140  0.511  0.132  <0.001  9_GMP 
S100A9 <0.001  1.990  1.000  0.310  <0.001  9_GMP 
S100A12 <0.001  1.989  0.822  0.188  <0.001  9_GMP 
LYZ <0.001  1.910  0.996  0.316  <0.001  9_GMP 
LGALS1 <0.001  1.660  0.838  0.434  <0.001  9_GMP 
MNDA <0.001  1.564  0.749  0.173  <0.001  9_GMP 
RNASE2 <0.001  1.539  0.540  0.075  <0.001  9_GMP 
CSTA <0.001  1.291  0.788  0.215  <0.001  9_GMP 
TSPO <0.001  1.225  0.889  0.532  <0.001  9_GMP 
GCA <0.001  1.173  0.393  0.144  <0.001  9_GMP 
CKAP4 <0.001  1.140  0.359  0.064  <0.001  9_GMP 
ALOX5AP <0.001  1.102  0.572  0.235  <0.001  9_GMP 
FCN1 <0.001  1.102  0.770  0.213  <0.001  9_GMP 
CYBB <0.001  1.097  0.417  0.129  <0.001  9_GMP 
CTSD <0.001  1.019  0.675  0.343  <0.001  9_GMP 
CDA <0.001  0.991  0.343  0.069  <0.001  9_GMP 
RFLNB <0.001  0.980  0.346  0.079  <0.001  9_GMP 
MS4A6A <0.001  0.972  0.496  0.142  <0.001  9_GMP 
VIM <0.001  0.964  0.931  0.642  <0.001  9_GMP 
H1FX <0.001  0.964  0.531  0.349  <0.001  9_GMP 
S100A6 <0.001  0.960  0.981  0.800  <0.001  9_GMP 
AC007952.4 <0.001  0.959  0.490  0.264  <0.001  9_GMP 
CAPG <0.001  0.959  0.490  0.173  <0.001  9_GMP 
GRN <0.001  0.956  0.554  0.225  <0.001  9_GMP 
AC245014.3 <0.001  0.917  0.421  0.238  <0.001  9_GMP 
HMGN2 <0.001  0.905  0.758  0.651  <0.001  9_GMP 
AZU1 <0.001  0.903  0.348  0.037  <0.001  9_GMP 
VCAN <0.001  0.901  0.587  0.170  <0.001  9_GMP 
PLBD1 <0.001  0.901  0.334  0.086  <0.001  9_GMP 
RAB31 <0.001  0.893  0.398  0.124  <0.001  9_GMP 
SRGN <0.001  0.858  0.875  0.717  <0.001  9_GMP 
H2AFZ <0.001  0.851  0.565  0.437  <0.001  9_GMP 
GAPDH <0.001  0.842  0.954  0.822  <0.001  9_GMP 
TKT <0.001  0.841  0.637  0.375  <0.001  9_GMP 
LST1 <0.001  0.834  0.804  0.296  <0.001  9_GMP 



CYBA <0.001  0.833  0.949  0.788  <0.001  9_GMP 
MYL6 <0.001  0.828  0.914  0.833  <0.001  9_GMP 
CES1 <0.001  0.825  0.320  0.068  <0.001  9_GMP 
ATP5MPL <0.001  0.824  0.842  0.716  <0.001  9_GMP 
MCEMP1 <0.001  0.823  0.251  0.031  <0.001  9_GMP 
MGST1 <0.001  0.823  0.402  0.130  <0.001  9_GMP 
HMGB2 <0.001  0.819  0.744  0.589  <0.001  9_GMP 
PYCARD <0.001  0.800  0.544  0.273  <0.001  9_GMP 
CFD <0.001  0.775  0.511  0.191  <0.001  9_GMP 
LCP1 <0.001  0.772  0.638  0.411  <0.001  9_GMP 
S100A4 <0.001  0.771  0.903  0.762  <0.001  9_GMP 
C4orf48 <0.001  0.770  0.487  0.250  <0.001  9_GMP 
TMEM107 <0.001  0.769  0.295  0.153  <0.001  9_GMP 
STXBP2 <0.001  0.759  0.572  0.298  <0.001  9_GMP 
IQGAP1 <0.001  0.757  0.565  0.342  <0.001  9_GMP 
SERPINB1 <0.001  0.742  0.530  0.324  <0.001  9_GMP 
JUND <0.001  0.742  0.706  0.477  <0.001  9_GMP 
PGD <0.001  0.737  0.329  0.157  <0.001  9_GMP 
FCER1G <0.001  0.734  0.737  0.306  <0.001  9_GMP 
ANXA1 <0.001  0.731  0.734  0.460  <0.001  9_GMP 
BRI3 <0.001  0.730  0.330  0.178  <0.001  9_GMP 
METTL9 <0.001  0.729  0.492  0.325  <0.001  9_GMP 
BASP1 <0.001  0.720  0.257  0.081  <0.001  9_GMP 
EMB <0.001  0.715  0.394  0.209  <0.001  9_GMP 
BLOC1S1 <0.001  0.713  0.588  0.429  <0.001  9_GMP 
RAB32 <0.001  0.713  0.300  0.086  <0.001  9_GMP 
APLP2 <0.001  0.712  0.476  0.274  <0.001  9_GMP 
ITGAM <0.001  0.710  0.265  0.075  <0.001  9_GMP 
PGAM1 <0.001  0.702  0.500  0.333  <0.001  9_GMP 
AP2S1 <0.001  0.696  0.565  0.386  <0.001  9_GMP 
ATP6V0B <0.001  0.679  0.570  0.395  <0.001  9_GMP 
ENO1 <0.001  0.662  0.604  0.468  <0.001  9_GMP 
PKM <0.001  0.660  0.526  0.348  <0.001  9_GMP 
H2AFJ <0.001  0.656  0.392  0.241  <0.001  9_GMP 
TNFSF13B <0.001  0.650  0.369  0.152  <0.001  9_GMP 
CFP <0.001  0.642  0.374  0.146  <0.001  9_GMP 
CST3 <0.001  0.633  0.777  0.342  <0.001  9_GMP 
FTL <0.001  0.633  0.980  0.968  <0.001  9_GMP 
TXN <0.001  0.621  0.554  0.385  <0.001  9_GMP 
FOS <0.001  0.621  0.747  0.542  <0.001  9_GMP 
ACTR2 <0.001  0.618  0.517  0.391  <0.001  9_GMP 
ANXA2 <0.001  0.617  0.494  0.293  <0.001  9_GMP 
TALDO1 <0.001  0.617  0.478  0.342  <0.001  9_GMP 



OAZ1 <0.001  0.613  0.908  0.810  <0.001  9_GMP 
CTSZ <0.001  0.612  0.311  0.139  <0.001  9_GMP 
LAMTOR4 <0.001  0.612  0.677  0.560  <0.001  9_GMP 
ELOB <0.001  0.607  0.769  0.670  <0.001  9_GMP 
COX8A <0.001  0.605  0.651  0.558  <0.001  9_GMP 
GSTP1 <0.001  0.604  0.664  0.537  <0.001  9_GMP 
KLF4 <0.001  0.600  0.325  0.127  <0.001  9_GMP 
C20orf27 <0.001  0.600  0.332  0.195  <0.001  9_GMP 
S100A11 <0.001  0.599  0.664  0.359  <0.001  9_GMP 
MCL1 <0.001  0.594  0.575  0.404  <0.001  9_GMP 
ATP5ME <0.001  0.592  0.692  0.612  <0.001  9_GMP 
CEBPD <0.001  0.582  0.343  0.148  <0.001  9_GMP 
NDUFB1 <0.001  0.569  0.580  0.469  <0.001  9_GMP 
KCTD12 <0.001  0.568  0.258  0.080  <0.001  9_GMP 
ACTB <0.001  0.566  0.999  0.982  <0.001  9_GMP 
H2AFY <0.001  0.547  0.530  0.372  <0.001  9_GMP 
SERF2 <0.001  0.546  0.938  0.923  <0.001  9_GMP 
IRS2 <0.001  0.537  0.270  0.129  <0.001  9_GMP 
NUP214 <0.001  0.532  0.264  0.133  <0.001  9_GMP 
ACTG1 <0.001  0.531  0.860  0.743  <0.001  9_GMP 
RNASE6 <0.001  0.529  0.308  0.134  <0.001  9_GMP 
PSAP <0.001  0.522  0.655  0.451  <0.001  9_GMP 
CD14 <0.001  0.518  0.340  0.128  <0.001  9_GMP 
RNF130 <0.001  0.516  0.357  0.212  <0.001  9_GMP 
CD302 <0.001  0.515  0.281  0.118  <0.001  9_GMP 
ATP5F1E <0.001  0.514  0.944  0.917  <0.001  9_GMP 
TYROBP <0.001  0.509  0.872  0.381  <0.001  9_GMP 
SPI1 <0.001  0.507  0.411  0.206  <0.001  9_GMP 
TYMP <0.001  0.505  0.516  0.291  <0.001  9_GMP 
AGTRAP <0.001  0.517  0.319  0.182  <0.001  9_GMP 
PCLAF <0.001  0.546  0.260  0.129  <0.001  9_GMP 
RAB11FIP1 <0.001  0.511  0.286  0.157  <0.001  9_GMP 
IRF2BP2 <0.001  0.631  0.413  0.286  <0.001  9_GMP 
SCPEP1 <0.001  0.511  0.294  0.171  <0.001  9_GMP 
GRK2 <0.001  0.521  0.285  0.163  <0.001  9_GMP 
NAA38 <0.001  0.554  0.448  0.335  <0.001  9_GMP 
GNAI2 <0.001  0.530  0.398  0.275  <0.001  9_GMP 
IFI27L2 <0.001  0.511  0.355  0.226  <0.001  9_GMP 
CAP1 <0.001  0.579  0.477  0.379  <0.001  9_GMP 
RTN3 <0.001  0.591  0.320  0.207  <0.001  9_GMP 
ARPC5 <0.001  0.551  0.514  0.437  <0.001  9_GMP 
GNG5 <0.001  0.536  0.451  0.383  <0.001  9_GMP 
ATOX1 <0.001  0.512  0.318  0.229  <0.001  9_GMP 



LTA4H <0.001  0.504  0.277  0.219  <0.001  9_GMP 
CD79A <0.001  2.043  0.951  0.115  <0.001  10_B.N2 
IGHM <0.001  1.788  0.818  0.137  <0.001  10_B.N2 
MS4A1 <0.001  1.779  0.797  0.056  <0.001  10_B.N2 
CD74 <0.001  1.638  0.997  0.634  <0.001  10_B.N2 
IGHD <0.001  1.452  0.618  0.058  <0.001  10_B.N2 
HLA-DQB1 <0.001  1.418  0.904  0.261  <0.001  10_B.N2 
HLA-DRA <0.001  1.349  0.991  0.449  <0.001  10_B.N2 
HLA-DQA1 <0.001  1.348  0.756  0.143  <0.001  10_B.N2 
CD37 <0.001  1.316  0.973  0.607  <0.001  10_B.N2 
HLA-DPA1 <0.001  1.279  0.941  0.369  <0.001  10_B.N2 
IGLC2 <0.001  1.245  0.882  0.113  <0.001  10_B.N2 
LINC00926 <0.001  1.240  0.538  0.035  <0.001  10_B.N2 
HLA-DPB1 <0.001  1.226  0.953  0.416  <0.001  10_B.N2 
HLA-DRB1 <0.001  1.226  0.952  0.405  <0.001  10_B.N2 
TCL1A <0.001  1.193  0.480  0.061  <0.001  10_B.N2 
BANK1 <0.001  1.177  0.525  0.046  <0.001  10_B.N2 
IGLC3 <0.001  1.146  0.672  0.055  <0.001  10_B.N2 
TNFRSF13C <0.001  1.144  0.503  0.038  <0.001  10_B.N2 
CD79B <0.001  1.125  0.773  0.143  <0.001  10_B.N2 
LTB <0.001  1.076  0.884  0.367  <0.001  10_B.N2 
BIRC3 <0.001  0.974  0.522  0.137  <0.001  10_B.N2 
MEF2C <0.001  0.969  0.573  0.178  <0.001  10_B.N2 
HLA-DMB <0.001  0.962  0.603  0.158  <0.001  10_B.N2 
LINC01781 <0.001  0.958  0.266  0.017  <0.001  10_B.N2 
CD83 <0.001  0.937  0.414  0.092  <0.001  10_B.N2 
RALGPS2 <0.001  0.924  0.416  0.052  <0.001  10_B.N2 
FCER2 <0.001  0.922  0.340  0.024  <0.001  10_B.N2 
CD22 <0.001  0.851  0.374  0.037  <0.001  10_B.N2 
HVCN1 <0.001  0.849  0.372  0.058  <0.001  10_B.N2 
PLPP5 <0.001  0.823  0.342  0.081  <0.001  10_B.N2 
VPREB3 <0.001  0.818  0.507  0.070  <0.001  10_B.N2 
CD52 <0.001  0.800  0.967  0.693  <0.001  10_B.N2 
FCRLA <0.001  0.794  0.345  0.035  <0.001  10_B.N2 
HLA-DMA <0.001  0.786  0.676  0.272  <0.001  10_B.N2 
ADAM28 <0.001  0.785  0.332  0.044  <0.001  10_B.N2 
P2RX5 <0.001  0.782  0.359  0.050  <0.001  10_B.N2 
CYB561A3 <0.001  0.749  0.380  0.115  <0.001  10_B.N2 
BLK <0.001  0.747  0.331  0.032  <0.001  10_B.N2 

1-Mar <0.001  0.742  0.376  0.077  <0.001  10_B.N2 
SPIB <0.001  0.717  0.323  0.044  <0.001  10_B.N2 
ARHGAP24 <0.001  0.714  0.294  0.033  <0.001  10_B.N2 
TSC22D3 <0.001  0.700  0.881  0.592  <0.001  10_B.N2 



FAM129C <0.001  0.692  0.328  0.050  <0.001  10_B.N2 
HLA-DOB <0.001  0.667  0.277  0.024  <0.001  10_B.N2 
BCL11A <0.001  0.659  0.389  0.133  <0.001  10_B.N2 
EZR <0.001  0.657  0.548  0.292  <0.001  10_B.N2 
LAPTM5 <0.001  0.645  0.918  0.694  <0.001  10_B.N2 
TCOF1 <0.001  0.631  0.392  0.167  <0.001  10_B.N2 
GNG7 <0.001  0.626  0.322  0.069  <0.001  10_B.N2 
POU2F2 <0.001  0.624  0.350  0.109  <0.001  10_B.N2 
CD40 <0.001  0.623  0.268  0.033  <0.001  10_B.N2 
SMIM14 <0.001  0.614  0.313  0.092  <0.001  10_B.N2 
CXCR4 <0.001  0.602  0.866  0.585  <0.001  10_B.N2 
NCF1 <0.001  0.601  0.556  0.225  <0.001  10_B.N2 
NFKBID <0.001  0.593  0.265  0.063  <0.001  10_B.N2 
TPD52 <0.001  0.589  0.331  0.103  <0.001  10_B.N2 
SNX2 <0.001  0.570  0.441  0.219  <0.001  10_B.N2 
TSPAN13 <0.001  0.566  0.263  0.091  <0.001  10_B.N2 
ISG20 <0.001  0.561  0.565  0.293  <0.001  10_B.N2 
FCMR <0.001  0.550  0.335  0.099  <0.001  10_B.N2 
ORAI2 <0.001  0.545  0.329  0.109  <0.001  10_B.N2 
SWAP70 <0.001  0.542  0.259  0.052  <0.001  10_B.N2 
IRF8 <0.001  0.531  0.343  0.098  <0.001  10_B.N2 
LY86 <0.001  0.530  0.404  0.142  <0.001  10_B.N2 
STX7 <0.001  0.528  0.296  0.125  <0.001  10_B.N2 
PDLIM1 <0.001  0.528  0.337  0.102  <0.001  10_B.N2 
SYPL1 <0.001  0.510  0.403  0.202  <0.001  10_B.N2 
RCSD1 <0.001  0.508  0.475  0.237  <0.001  10_B.N2 
BTG1 <0.001  0.504  0.963  0.811  <0.001  10_B.N2 
CXCL8 <0.001  3.113  0.984  0.066  <0.001  11_CD14.Mono3 
G0S2 <0.001  1.884  0.574  0.092  <0.001  11_CD14.Mono3 
S100A9 <0.001  1.716  0.999  0.314  <0.001  11_CD14.Mono3 
S100A12 <0.001  1.646  0.945  0.188  <0.001  11_CD14.Mono3 
NAMPT <0.001  1.632  0.843  0.238  <0.001  11_CD14.Mono3 
S100A8 <0.001  1.499  0.998  0.296  <0.001  11_CD14.Mono3 
FCN1 <0.001  1.491  0.918  0.212  <0.001  11_CD14.Mono3 
VCAN <0.001  1.447  0.805  0.165  <0.001  11_CD14.Mono3 
LYZ <0.001  1.393  0.986  0.321  <0.001  11_CD14.Mono3 
FOS <0.001  1.361  0.946  0.537  <0.001  11_CD14.Mono3 
CTSS <0.001  1.342  0.913  0.401  <0.001  11_CD14.Mono3 
CSTA <0.001  1.341  0.876  0.216  <0.001  11_CD14.Mono3 
TYROBP <0.001  1.337  0.986  0.380  <0.001  11_CD14.Mono3 
CD14 <0.001  1.325  0.654  0.119  <0.001  11_CD14.Mono3 
PLAUR <0.001  1.290  0.587  0.128  <0.001  11_CD14.Mono3 
MAFB <0.001  1.276  0.491  0.090  <0.001  11_CD14.Mono3 



ZFP36L1 <0.001  1.257  0.531  0.267  <0.001  11_CD14.Mono3 
SAT1 <0.001  1.251  0.933  0.541  <0.001  11_CD14.Mono3 
DUSP1 <0.001  1.229  0.940  0.644  <0.001  11_CD14.Mono3 
NFKBIA <0.001  1.226  0.777  0.477  <0.001  11_CD14.Mono3 
CLEC7A <0.001  1.224  0.624  0.126  <0.001  11_CD14.Mono3 
MNDA <0.001  1.202  0.663  0.180  <0.001  11_CD14.Mono3 
SRGN <0.001  1.193  0.989  0.715  <0.001  11_CD14.Mono3 
FTL <0.001  1.192  0.998  0.967  <0.001  11_CD14.Mono3 
S100A11 <0.001  1.185  0.867  0.354  <0.001  11_CD14.Mono3 
SLC2A3 <0.001  1.173  0.605  0.251  <0.001  11_CD14.Mono3 
S100A6 <0.001  1.161  0.998  0.801  <0.001  11_CD14.Mono3 
LST1 <0.001  1.158  0.921  0.295  <0.001  11_CD14.Mono3 
NEAT1 <0.001  1.149  0.946  0.626  <0.001  11_CD14.Mono3 
SERPINA1 <0.001  1.139  0.662  0.141  <0.001  11_CD14.Mono3 
AIF1 <0.001  1.120  0.898  0.337  <0.001  11_CD14.Mono3 
RGS2 <0.001  1.112  0.715  0.282  <0.001  11_CD14.Mono3 
BCL2A1 <0.001  1.107  0.442  0.114  <0.001  11_CD14.Mono3 
FTH1 <0.001  1.106  0.994  0.963  <0.001  11_CD14.Mono3 
CST3 <0.001  1.093  0.941  0.339  <0.001  11_CD14.Mono3 
TYMP <0.001  1.093  0.761  0.285  <0.001  11_CD14.Mono3 
DUSP6 <0.001  1.088  0.418  0.092  <0.001  11_CD14.Mono3 
AP1S2 <0.001  1.079  0.710  0.297  <0.001  11_CD14.Mono3 
RBP7 <0.001  1.072  0.422  0.057  <0.001  11_CD14.Mono3 
MS4A6A <0.001  1.033  0.592  0.141  <0.001  11_CD14.Mono3 
MCL1 <0.001  1.030  0.768  0.399  <0.001  11_CD14.Mono3 
STXBP2 <0.001  1.020  0.699  0.296  <0.001  11_CD14.Mono3 
AC020656.1 <0.001  1.020  0.531  0.134  <0.001  11_CD14.Mono3 
S100A4 <0.001  0.998  0.992  0.760  <0.001  11_CD14.Mono3 
FCER1G <0.001  0.992  0.864  0.304  <0.001  11_CD14.Mono3 
SGK1 <0.001  0.991  0.385  0.079  <0.001  11_CD14.Mono3 
TSPO <0.001  0.988  0.874  0.535  <0.001  11_CD14.Mono3 
CEBPB <0.001  0.985  0.581  0.282  <0.001  11_CD14.Mono3 
RAB31 <0.001  0.984  0.490  0.122  <0.001  11_CD14.Mono3 
HIF1A <0.001  0.983  0.504  0.214  <0.001  11_CD14.Mono3 
ATP2B1-AS1 <0.001  0.981  0.536  0.183  <0.001  11_CD14.Mono3 
CFD <0.001  0.977  0.650  0.189  <0.001  11_CD14.Mono3 
LGALS1 <0.001  0.973  0.948  0.433  <0.001  11_CD14.Mono3 
PSAP <0.001  0.973  0.844  0.446  <0.001  11_CD14.Mono3 
IL1B <0.001  0.971  0.271  0.053  <0.001  11_CD14.Mono3 
KLF4 <0.001  0.964  0.466  0.123  <0.001  11_CD14.Mono3 
AC245014.3 <0.001  0.946  0.487  0.237  <0.001  11_CD14.Mono3 
AC007952.4 <0.001  0.938  0.546  0.263  <0.001  11_CD14.Mono3 
PLBD1 <0.001  0.925  0.404  0.085  <0.001  11_CD14.Mono3 



CTSD <0.001  0.922  0.705  0.344  <0.001  11_CD14.Mono3 
CEBPD <0.001  0.911  0.477  0.144  <0.001  11_CD14.Mono3 
LGALS2 <0.001  0.909  0.412  0.095  <0.001  11_CD14.Mono3 
CSF3R <0.001  0.897  0.426  0.109  <0.001  11_CD14.Mono3 
CYBB <0.001  0.894  0.481  0.129  <0.001  11_CD14.Mono3 
ASAH1 <0.001  0.894  0.627  0.292  <0.001  11_CD14.Mono3 
CFP <0.001  0.889  0.515  0.143  <0.001  11_CD14.Mono3 
MPEG1 <0.001  0.878  0.431  0.110  <0.001  11_CD14.Mono3 
TNFSF13B <0.001  0.868  0.472  0.150  <0.001  11_CD14.Mono3 
TKT <0.001  0.868  0.697  0.375  <0.001  11_CD14.Mono3 
GRN <0.001  0.857  0.557  0.227  <0.001  11_CD14.Mono3 
KLF6 <0.001  0.856  0.804  0.505  <0.001  11_CD14.Mono3 
FGL2 <0.001  0.855  0.407  0.108  <0.001  11_CD14.Mono3 
TREM1 <0.001  0.854  0.345  0.061  <0.001  11_CD14.Mono3 
GLUL <0.001  0.853  0.514  0.248  <0.001  11_CD14.Mono3 
CD68 <0.001  0.841  0.473  0.126  <0.001  11_CD14.Mono3 
SPI1 <0.001  0.838  0.574  0.202  <0.001  11_CD14.Mono3 
FPR1 <0.001  0.835  0.344  0.061  <0.001  11_CD14.Mono3 
ATP2B1 <0.001  0.832  0.449  0.208  <0.001  11_CD14.Mono3 
MARCKS <0.001  0.824  0.364  0.103  <0.001  11_CD14.Mono3 
FCGRT <0.001  0.821  0.561  0.252  <0.001  11_CD14.Mono3 
COTL1 <0.001  0.819  0.823  0.442  <0.001  11_CD14.Mono3 
C5AR1 <0.001  0.817  0.330  0.056  <0.001  11_CD14.Mono3 
VIM <0.001  0.816  0.924  0.644  <0.001  11_CD14.Mono3 
SLC11A1 <0.001  0.813  0.367  0.087  <0.001  11_CD14.Mono3 
IRF2BP2 <0.001  0.812  0.455  0.285  <0.001  11_CD14.Mono3 
FOSL2 <0.001  0.808  0.442  0.150  <0.001  11_CD14.Mono3 
TIMP1 <0.001  0.805  0.617  0.285  <0.001  11_CD14.Mono3 
CDA <0.001  0.797  0.356  0.070  <0.001  11_CD14.Mono3 
APLP2 <0.001  0.795  0.552  0.273  <0.001  11_CD14.Mono3 
SOD2 <0.001  0.790  0.341  0.141  <0.001  11_CD14.Mono3 
LY96 <0.001  0.784  0.388  0.121  <0.001  11_CD14.Mono3 
CD36 <0.001  0.783  0.473  0.165  <0.001  11_CD14.Mono3 
MGST1 <0.001  0.775  0.420  0.132  <0.001  11_CD14.Mono3 
NINJ1 <0.001  0.771  0.388  0.140  <0.001  11_CD14.Mono3 
KLF10 <0.001  0.770  0.379  0.162  <0.001  11_CD14.Mono3 
NCF1 <0.001  0.761  0.503  0.226  <0.001  11_CD14.Mono3 
GCA <0.001  0.744  0.359  0.146  <0.001  11_CD14.Mono3 
CD302 <0.001  0.739  0.375  0.115  <0.001  11_CD14.Mono3 
JUND <0.001  0.738  0.744  0.477  <0.001  11_CD14.Mono3 
ATP6V0B <0.001  0.738  0.638  0.393  <0.001  11_CD14.Mono3 
IQGAP1 <0.001  0.737  0.610  0.342  <0.001  11_CD14.Mono3 
CYBA <0.001  0.730  0.969  0.788  <0.001  11_CD14.Mono3 



NFKBIZ <0.001  0.728  0.380  0.162  <0.001  11_CD14.Mono3 
C4orf48 <0.001  0.727  0.542  0.250  <0.001  11_CD14.Mono3 
RHOB <0.001  0.725  0.348  0.133  <0.001  11_CD14.Mono3 
BASP1 <0.001  0.725  0.281  0.081  <0.001  11_CD14.Mono3 
AC245128.3 <0.001  0.721  0.272  0.040  <0.001  11_CD14.Mono3 
PYCARD <0.001  0.717  0.554  0.275  <0.001  11_CD14.Mono3 
QPCT <0.001  0.716  0.285  0.050  <0.001  11_CD14.Mono3 
MXD1 <0.001  0.713  0.320  0.110  <0.001  11_CD14.Mono3 
METTL9 <0.001  0.711  0.534  0.325  <0.001  11_CD14.Mono3 
OTUD1 <0.001  0.711  0.288  0.081  <0.001  11_CD14.Mono3 
PLSCR1 <0.001  0.709  0.379  0.173  <0.001  11_CD14.Mono3 
TRIB1 <0.001  0.708  0.279  0.064  <0.001  11_CD14.Mono3 
SDCBP <0.001  0.705  0.562  0.343  <0.001  11_CD14.Mono3 
ATP5MPL <0.001  0.703  0.896  0.715  <0.001  11_CD14.Mono3 
BRI3 <0.001  0.693  0.399  0.177  <0.001  11_CD14.Mono3 
VSIR <0.001  0.693  0.580  0.313  <0.001  11_CD14.Mono3 
STX11 <0.001  0.686  0.351  0.114  <0.001  11_CD14.Mono3 
UPP1 <0.001  0.685  0.366  0.148  <0.001  11_CD14.Mono3 
VMP1 <0.001  0.684  0.463  0.256  <0.001  11_CD14.Mono3 
EMP3 <0.001  0.681  0.853  0.641  <0.001  11_CD14.Mono3 
IER3 <0.001  0.677  0.255  0.054  <0.001  11_CD14.Mono3 
LILRA5 <0.001  0.673  0.300  0.067  <0.001  11_CD14.Mono3 
PLEK <0.001  0.673  0.436  0.195  <0.001  11_CD14.Mono3 
CAPG <0.001  0.671  0.429  0.177  <0.001  11_CD14.Mono3 
GAPDH <0.001  0.669  0.948  0.823  <0.001  11_CD14.Mono3 
ANXA1 <0.001  0.668  0.736  0.462  <0.001  11_CD14.Mono3 
RNF130 <0.001  0.667  0.446  0.210  <0.001  11_CD14.Mono3 
NPC2 <0.001  0.666  0.648  0.382  <0.001  11_CD14.Mono3 
S100A10 <0.001  0.665  0.769  0.522  <0.001  11_CD14.Mono3 
FOSB <0.001  0.659  0.484  0.305  <0.001  11_CD14.Mono3 
ZFAND5 <0.001  0.650  0.431  0.234  <0.001  11_CD14.Mono3 
LGALS3 <0.001  0.649  0.395  0.168  <0.001  11_CD14.Mono3 
LAMTOR4 <0.001  0.648  0.750  0.559  <0.001  11_CD14.Mono3 
OAZ1 <0.001  0.647  0.948  0.809  <0.001  11_CD14.Mono3 
AGTRAP <0.001  0.647  0.395  0.180  <0.001  11_CD14.Mono3 
EVI2B <0.001  0.640  0.608  0.394  <0.001  11_CD14.Mono3 
ZFP36 <0.001  0.639  0.687  0.467  <0.001  11_CD14.Mono3 
NCF2 <0.001  0.639  0.292  0.075  <0.001  11_CD14.Mono3 
SMIM25 <0.001  0.639  0.268  0.059  <0.001  11_CD14.Mono3 
GSTP1 <0.001  0.630  0.779  0.534  <0.001  11_CD14.Mono3 
ELOB <0.001  0.630  0.836  0.669  <0.001  11_CD14.Mono3 
NUP214 <0.001  0.628  0.343  0.131  <0.001  11_CD14.Mono3 
IVNS1ABP <0.001  0.625  0.297  0.133  <0.001  11_CD14.Mono3 



CLEC4A <0.001  0.621  0.290  0.072  <0.001  11_CD14.Mono3 
TMEM170B <0.001  0.619  0.261  0.056  <0.001  11_CD14.Mono3 
ANXA5 <0.001  0.615  0.458  0.228  <0.001  11_CD14.Mono3 
LCP1 <0.001  0.614  0.629  0.413  <0.001  11_CD14.Mono3 
IER5 <0.001  0.614  0.297  0.135  <0.001  11_CD14.Mono3 
KCTD12 <0.001  0.613  0.294  0.080  <0.001  11_CD14.Mono3 
ODF3B <0.001  0.612  0.279  0.087  <0.001  11_CD14.Mono3 
PTPRE <0.001  0.612  0.382  0.162  <0.001  11_CD14.Mono3 
IRS2 <0.001  0.608  0.320  0.128  <0.001  11_CD14.Mono3 
CARD16 <0.001  0.595  0.435  0.246  <0.001  11_CD14.Mono3 
PCBP1 <0.001  0.590  0.641  0.480  <0.001  11_CD14.Mono3 
DAZAP2 <0.001  0.588  0.690  0.537  <0.001  11_CD14.Mono3 
GLIPR1 <0.001  0.585  0.412  0.207  <0.001  11_CD14.Mono3 
BST1 <0.001  0.583  0.263  0.063  <0.001  11_CD14.Mono3 
C1orf162 <0.001  0.583  0.502  0.269  <0.001  11_CD14.Mono3 
ITGAM <0.001  0.577  0.281  0.076  <0.001  11_CD14.Mono3 
LTA4H <0.001  0.575  0.367  0.217  <0.001  11_CD14.Mono3 
FKBP1A <0.001  0.574  0.659  0.464  <0.001  11_CD14.Mono3 
RTN3 <0.001  0.573  0.369  0.207  <0.001  11_CD14.Mono3 
CD44 <0.001  0.572  0.649  0.491  <0.001  11_CD14.Mono3 
RNASE6 <0.001  0.571  0.357  0.134  <0.001  11_CD14.Mono3 
RAC1 <0.001  0.569  0.623  0.447  <0.001  11_CD14.Mono3 
CKAP4 <0.001  0.568  0.257  0.069  <0.001  11_CD14.Mono3 
C19orf38 <0.001  0.567  0.268  0.075  <0.001  11_CD14.Mono3 
PGD <0.001  0.567  0.327  0.158  <0.001  11_CD14.Mono3 
CLEC12A <0.001  0.566  0.286  0.084  <0.001  11_CD14.Mono3 
IFNGR2 <0.001  0.566  0.293  0.127  <0.001  11_CD14.Mono3 
TGFBI <0.001  0.564  0.279  0.078  <0.001  11_CD14.Mono3 
SLC7A7 <0.001  0.563  0.281  0.067  <0.001  11_CD14.Mono3 
SCPEP1 <0.001  0.557  0.336  0.170  <0.001  11_CD14.Mono3 
GPCPD1 <0.001  0.557  0.316  0.137  <0.001  11_CD14.Mono3 
TMEM167A <0.001  0.556  0.385  0.232  <0.001  11_CD14.Mono3 
CNPY3 <0.001  0.555  0.461  0.286  <0.001  11_CD14.Mono3 
TALDO1 <0.001  0.552  0.515  0.342  <0.001  11_CD14.Mono3 
UBE2D1 <0.001  0.548  0.279  0.118  <0.001  11_CD14.Mono3 
AP2S1 <0.001  0.546  0.578  0.387  <0.001  11_CD14.Mono3 
JAML <0.001  0.545  0.304  0.127  <0.001  11_CD14.Mono3 
SERPINB1 <0.001  0.542  0.511  0.326  <0.001  11_CD14.Mono3 
CTSH <0.001  0.542  0.328  0.128  <0.001  11_CD14.Mono3 
GLIPR2 <0.001  0.539  0.363  0.192  <0.001  11_CD14.Mono3 
CTSZ <0.001  0.534  0.309  0.140  <0.001  11_CD14.Mono3 
CCNL1 <0.001  0.527  0.599  0.467  <0.001  11_CD14.Mono3 
TLE3 <0.001  0.525  0.252  0.113  <0.001  11_CD14.Mono3 



PTP4A2 <0.001  0.524  0.631  0.484  <0.001  11_CD14.Mono3 
SH3BGRL3 <0.001  0.519  0.932  0.797  <0.001  11_CD14.Mono3 
H3F3A <0.001  0.518  0.961  0.887  <0.001  11_CD14.Mono3 
ARRB2 <0.001  0.516  0.411  0.236  <0.001  11_CD14.Mono3 
FGR <0.001  0.513  0.347  0.146  <0.001  11_CD14.Mono3 
ANXA2 <0.001  0.510  0.529  0.294  <0.001  11_CD14.Mono3 
EVI2A <0.001  0.510  0.349  0.179  <0.001  11_CD14.Mono3 
LYN <0.001  0.510  0.384  0.204  <0.001  11_CD14.Mono3 
LY86 <0.001  0.504  0.336  0.144  <0.001  11_CD14.Mono3 
CHP1 <0.001  0.503  0.321  0.161  <0.001  11_CD14.Mono3 
GNAI2 <0.001  0.522  0.430  0.274  <0.001  11_CD14.Mono3 
STK17B <0.001  0.514  0.532  0.382  <0.001  11_CD14.Mono3 
RAP2B <0.001  0.519  0.300  0.164  <0.001  11_CD14.Mono3 
TMEM107 <0.001  0.738  0.286  0.155  <0.001  11_CD14.Mono3 
CTNNB1 <0.001  0.509  0.333  0.200  <0.001  11_CD14.Mono3 
CD55 <0.001  0.502  0.373  0.239  <0.001  11_CD14.Mono3 
AC103591.3 <0.001  0.601  0.346  0.223  <0.001  11_CD14.Mono3 
ALOX5AP <0.001  0.526  0.381  0.244  <0.001  11_CD14.Mono3 
CD79B <0.001  2.970  0.977  0.140  <0.001  12_Pro.B 
TCL1A <0.001  2.836  0.879  0.052  <0.001  12_Pro.B 
HIST1H1C <0.001  2.714  0.735  0.192  <0.001  12_Pro.B 
IGHM <0.001  2.259  0.985  0.136  <0.001  12_Pro.B 
VPREB3 <0.001  2.212  0.807  0.064  <0.001  12_Pro.B 
SOX4 <0.001  2.157  0.749  0.143  <0.001  12_Pro.B 
CD24 <0.001  1.944  0.653  0.051  <0.001  12_Pro.B 
PCDH9 <0.001  1.887  0.558  0.022  <0.001  12_Pro.B 
VPREB1 <0.001  1.812  0.421  0.028  <0.001  12_Pro.B 
BCL7A <0.001  1.807  0.590  0.084  <0.001  12_Pro.B 
NSMCE1 <0.001  1.776  0.536  0.187  <0.001  12_Pro.B 
NEIL1 <0.001  1.771  0.508  0.032  <0.001  12_Pro.B 
FAM129C <0.001  1.731  0.566  0.045  <0.001  12_Pro.B 
ACSM3 <0.001  1.724  0.425  0.041  <0.001  12_Pro.B 
CCDC191 <0.001  1.653  0.428  0.015  <0.001  12_Pro.B 
RCSD1 <0.001  1.633  0.705  0.232  <0.001  12_Pro.B 
CD79A <0.001  1.599  0.741  0.126  <0.001  12_Pro.B 
MZB1 <0.001  1.595  0.636  0.081  <0.001  12_Pro.B 
SNHG7 <0.001  1.554  0.623  0.260  <0.001  12_Pro.B 
HIST1H2AC <0.001  1.525  0.426  0.055  <0.001  12_Pro.B 
CD9 <0.001  1.476  0.440  0.047  <0.001  12_Pro.B 
IGLL1 <0.001  1.468  0.362  0.063  <0.001  12_Pro.B 
CDC25B <0.001  1.454  0.440  0.109  <0.001  12_Pro.B 
RGS2 <0.001  1.384  0.623  0.287  <0.001  12_Pro.B 
CCDC112 <0.001  1.373  0.354  0.072  <0.001  12_Pro.B 



IRF4 <0.001  1.334  0.345  0.030  <0.001  12_Pro.B 
IGLL5 <0.001  1.309  0.307  0.012  <0.001  12_Pro.B 
RUBCNL <0.001  1.305  0.360  0.031  <0.001  12_Pro.B 
AFF3 <0.001  1.277  0.377  0.045  <0.001  12_Pro.B 
CD74 <0.001  1.273  0.993  0.636  <0.001  12_Pro.B 
LHPP <0.001  1.267  0.303  0.064  <0.001  12_Pro.B 
FCRLA <0.001  1.264  0.355  0.036  <0.001  12_Pro.B 
CFAP73 <0.001  1.247  0.277  0.006  <0.001  12_Pro.B 
HLA-DRA <0.001  1.238  0.976  0.453  <0.001  12_Pro.B 
SPIB <0.001  1.232  0.363  0.044  <0.001  12_Pro.B 
BACH2 <0.001  1.229  0.350  0.045  <0.001  12_Pro.B 
LDLRAD4 <0.001  1.227  0.324  0.056  <0.001  12_Pro.B 
HIST1H2BG <0.001  1.220  0.261  0.065  <0.001  12_Pro.B 
C16orf74 <0.001  1.217  0.345  0.048  <0.001  12_Pro.B 
TMEM243 <0.001  1.203  0.511  0.194  <0.001  12_Pro.B 
YBX3 <0.001  1.201  0.521  0.218  <0.001  12_Pro.B 
AL031777.3 <0.001  1.197  0.257  0.043  <0.001  12_Pro.B 
CMTM7 <0.001  1.180  0.433  0.152  <0.001  12_Pro.B 
CD37 <0.001  1.154  0.862  0.612  <0.001  12_Pro.B 
HRK <0.001  1.150  0.263  0.009  <0.001  12_Pro.B 
TCF4 <0.001  1.148  0.397  0.103  <0.001  12_Pro.B 
CD38 <0.001  1.128  0.338  0.073  <0.001  12_Pro.B 
MME <0.001  1.119  0.267  0.015  <0.001  12_Pro.B 
PPP1R14A <0.001  1.086  0.275  0.049  <0.001  12_Pro.B 
STMN1 <0.001  1.086  0.580  0.220  <0.001  12_Pro.B 
CD72 <0.001  1.062  0.294  0.032  <0.001  12_Pro.B 
SPINT2 <0.001  1.056  0.417  0.198  <0.001  12_Pro.B 
REXO2 <0.001  1.051  0.342  0.159  <0.001  12_Pro.B 
MDM4 <0.001  1.045  0.480  0.290  <0.001  12_Pro.B 
C7orf50 <0.001  1.017  0.411  0.210  <0.001  12_Pro.B 
IGLC3 <0.001  1.017  0.403  0.066  <0.001  12_Pro.B 
HLA-DMA <0.001  1.013  0.587  0.277  <0.001  12_Pro.B 
LIMD2 <0.001  1.008  0.743  0.527  <0.001  12_Pro.B 
TRABD <0.001  0.993  0.429  0.249  <0.001  12_Pro.B 
STIM2 <0.001  0.990  0.294  0.089  <0.001  12_Pro.B 
PHACTR1 <0.001  0.986  0.305  0.112  <0.001  12_Pro.B 
CXXC5 <0.001  0.982  0.331  0.126  <0.001  12_Pro.B 
FOXP1 <0.001  0.974  0.527  0.341  <0.001  12_Pro.B 
EBF1 <0.001  0.970  0.255  0.027  <0.001  12_Pro.B 
HLA-DMB <0.001  0.966  0.413  0.166  <0.001  12_Pro.B 
QRSL1 <0.001  0.965  0.274  0.070  <0.001  12_Pro.B 
HCK <0.001  0.963  0.297  0.074  <0.001  12_Pro.B 
TCOF1 <0.001  0.953  0.348  0.169  <0.001  12_Pro.B 



ZEB2 <0.001  0.952  0.552  0.313  <0.001  12_Pro.B 
MSI2 <0.001  0.946  0.318  0.135  <0.001  12_Pro.B 
P2RX5 <0.001  0.946  0.269  0.054  <0.001  12_Pro.B 
NCF1 <0.001  0.929  0.509  0.228  <0.001  12_Pro.B 
ORAI2 <0.001  0.926  0.302  0.111  <0.001  12_Pro.B 
SSBP2 <0.001  0.920  0.267  0.084  <0.001  12_Pro.B 
BTG1 <0.001  0.902  0.957  0.812  <0.001  12_Pro.B 
ZCCHC7 <0.001  0.900  0.313  0.129  <0.001  12_Pro.B 
GNG7 <0.001  0.873  0.261  0.072  <0.001  12_Pro.B 
UCP2 <0.001  0.872  0.542  0.379  <0.001  12_Pro.B 
PTMA <0.001  0.871  1.000  0.976  <0.001  12_Pro.B 
CXCR4 <0.001  0.861  0.820  0.588  <0.001  12_Pro.B 
LAPTM5 <0.001  0.859  0.814  0.698  <0.001  12_Pro.B 
ITM2C <0.001  0.858  0.325  0.124  <0.001  12_Pro.B 
PLEKHA2 <0.001  0.855  0.297  0.116  <0.001  12_Pro.B 
HLA-DPB1 <0.001  0.844  0.792  0.423  <0.001  12_Pro.B 
ERP29 <0.001  0.839  0.657  0.529  <0.001  12_Pro.B 
BAZ2A <0.001  0.831  0.319  0.172  <0.001  12_Pro.B 
SYK <0.001  0.826  0.273  0.106  <0.001  12_Pro.B 
H3F3B <0.001  0.824  0.990  0.955  <0.001  12_Pro.B 
CCDC69 <0.001  0.798  0.351  0.202  <0.001  12_Pro.B 
HLA-DQB1 <0.001  0.788  0.569  0.274  <0.001  12_Pro.B 
ISG20 <0.001  0.783  0.458  0.297  <0.001  12_Pro.B 
IGHD <0.001  0.770  0.345  0.068  <0.001  12_Pro.B 
IGLC2 <0.001  0.768  0.671  0.123  <0.001  12_Pro.B 
YPEL5 <0.001  0.753  0.578  0.433  <0.001  12_Pro.B 
PNISR <0.001  0.687  0.635  0.553  <0.001  12_Pro.B 
CCNI <0.001  0.622  0.710  0.660  <0.001  12_Pro.B 
HNRNPA1 <0.001  0.620  0.893  0.840  <0.001  12_Pro.B 
CIRBP <0.001  0.617  0.812  0.759  <0.001  12_Pro.B 
HLA-DPA1 <0.001  0.604  0.643  0.380  <0.001  12_Pro.B 
SLC25A6 <0.001  0.595  0.843  0.793  <0.001  12_Pro.B 
H3F3A <0.001  0.594  0.941  0.888  <0.001  12_Pro.B 
UBB <0.001  0.590  0.845  0.761  <0.001  12_Pro.B 
NOP53 <0.001  0.575  0.803  0.736  <0.001  12_Pro.B 
MALAT1 <0.001  0.508  1.000  0.983  <0.001  12_Pro.B 
STX7 <0.001  0.780  0.265  0.127  <0.001  12_Pro.B 
TFDP2 <0.001  0.838  0.280  0.143  <0.001  12_Pro.B 
ARID1B <0.001  0.839  0.367  0.228  <0.001  12_Pro.B 
CD69 <0.001  0.766  0.441  0.288  <0.001  12_Pro.B 
LAT2 <0.001  0.641  0.267  0.134  <0.001  12_Pro.B 
SYF2 <0.001  0.719  0.522  0.438  <0.001  12_Pro.B 
RHOH <0.001  0.725  0.327  0.192  <0.001  12_Pro.B 



GABPB1-AS1 <0.001  0.804  0.317  0.187  <0.001  12_Pro.B 
H1FX <0.001  0.666  0.472  0.353  <0.001  12_Pro.B 
CDC40 <0.001  0.763  0.283  0.163  <0.001  12_Pro.B 
RBM3 <0.001  0.513  0.655  0.644  <0.001  12_Pro.B 
GLO1 <0.001  0.796  0.298  0.186  <0.001  12_Pro.B 
TRAM1 <0.001  0.771  0.414  0.319  <0.001  12_Pro.B 
SLC25A5 <0.001  0.574  0.516  0.439  <0.001  12_Pro.B 
LYN <0.001  0.607  0.330  0.206  <0.001  12_Pro.B 
HNRNPA0 <0.001  0.578  0.550  0.511  <0.001  12_Pro.B 
PNN <0.001  0.707  0.416  0.326  <0.001  12_Pro.B 
ARGLU1 <0.001  0.652  0.483  0.426  <0.001  12_Pro.B 
SF1 <0.001  0.590  0.542  0.510  <0.001  12_Pro.B 
SP110 <0.001  0.680  0.318  0.213  <0.001  12_Pro.B 
VDAC1 <0.001  0.756  0.369  0.281  <0.001  12_Pro.B 
CDKN2D <0.001  0.588  0.333  0.226  <0.001  12_Pro.B 
CHD9 <0.001  0.690  0.270  0.172  <0.001  12_Pro.B 
PRKCB <0.001  0.597  0.330  0.232  <0.001  12_Pro.B 
LSM7 <0.001  0.561  0.499  0.462  <0.001  12_Pro.B 
PRDX1 <0.001  0.612  0.413  0.341  <0.001  12_Pro.B 
UGP2 <0.001  0.731  0.312  0.227  <0.001  12_Pro.B 
PARP1 <0.001  0.646  0.299  0.212  <0.001  12_Pro.B 
C6orf48 <0.001  0.562  0.500  0.463  <0.001  12_Pro.B 
UBXN1 <0.001  0.607  0.464  0.430  <0.001  12_Pro.B 
TAF7 <0.001  0.619  0.365  0.291  <0.001  12_Pro.B 
SAP18 <0.001  0.540  0.525  0.518  <0.001  12_Pro.B 
MARCKSL1 <0.001  0.636  0.279  0.192  <0.001  12_Pro.B 
EIF1B <0.001  0.640  0.379  0.313  <0.001  12_Pro.B 
SEPTIN6 <0.001  0.606  0.364  0.289  <0.001  12_Pro.B 
EBLN3P <0.001  0.611  0.257  0.173  <0.001  12_Pro.B 
PMAIP1 <0.001  0.618  0.272  0.185  <0.001  12_Pro.B 
MAP1LC3B <0.001  0.624  0.383  0.322  <0.001  12_Pro.B 
SMARCB1 <0.001  0.621  0.266  0.193  <0.001  12_Pro.B 
LUC7L3 <0.001  0.616  0.359  0.302  <0.001  12_Pro.B 
BTG2 <0.001  0.543  0.334  0.260  <0.001  12_Pro.B 
JMJD1C <0.001  0.565  0.276  0.216  <0.001  12_Pro.B 
DONSON <0.001  0.627  0.322  0.273  <0.001  12_Pro.B 
LGALS9 <0.001  0.551  0.254  0.197  <0.001  12_Pro.B 
WASF2 <0.001  0.569  0.306  0.260  <0.001  12_Pro.B 
PPP1R2 <0.001  0.543  0.347  0.314  <0.001  12_Pro.B 
TLE4 <0.001  0.516  0.296  0.244  <0.001  12_Pro.B 
EPC1 <0.001  0.514  0.369  0.347  <0.001  12_Pro.B 
UBE2J1 <0.001  0.535  0.261  0.215  <0.001  12_Pro.B 
MAF1 <0.001  0.548  0.310  0.277  <0.001  12_Pro.B 



MAPRE1 <0.001  0.531  0.255  0.226  <0.001  12_Pro.B 
TNRC6B <0.001  0.503  0.301  0.278  <0.001  12_Pro.B 
TRA2A <0.001  0.526  0.286  0.267  <0.001  12_Pro.B 
RAB11A <0.001  0.513  0.272  0.259  <0.001  12_Pro.B 
SPINK2 <0.001  2.005  0.846  0.020  <0.001  13_HSC.CMP 
AVP <0.001  1.417  0.445  0.001  <0.001  13_HSC.CMP 
PRSS57 <0.001  1.413  0.821  0.044  <0.001  13_HSC.CMP 
FAM30A <0.001  1.284  0.770  0.059  <0.001  13_HSC.CMP 
IGLL1 <0.001  1.212  0.579  0.058  <0.001  13_HSC.CMP 
SMIM24 <0.001  1.130  0.728  0.014  <0.001  13_HSC.CMP 
SOX4 <0.001  1.129  0.882  0.141  <0.001  13_HSC.CMP 
ANKRD28 <0.001  1.125  0.852  0.131  <0.001  13_HSC.CMP 
AREG <0.001  1.104  0.525  0.103  <0.001  13_HSC.CMP 
C1QTNF4 <0.001  1.083  0.543  0.009  <0.001  13_HSC.CMP 
PRDX1 <0.001  1.077  0.915  0.328  <0.001  13_HSC.CMP 
HSP90AB1 <0.001  1.060  0.982  0.525  <0.001  13_HSC.CMP 
AC084033.3 <0.001  1.016  0.808  0.119  <0.001  13_HSC.CMP 
CDK6 <0.001  0.994  0.794  0.103  <0.001  13_HSC.CMP 
NPM1 <0.001  0.993  0.995  0.766  <0.001  13_HSC.CMP 
ENO1 <0.001  0.992  0.953  0.461  <0.001  13_HSC.CMP 
STMN1 <0.001  0.990  0.897  0.213  <0.001  13_HSC.CMP 
H2AFY <0.001  0.988  0.961  0.362  <0.001  13_HSC.CMP 
NUCB2 <0.001  0.973  0.877  0.239  <0.001  13_HSC.CMP 
EGFL7 <0.001  0.953  0.729  0.045  <0.001  13_HSC.CMP 
SERPINB1 <0.001  0.939  0.917  0.316  <0.001  13_HSC.CMP 
IMPDH2 <0.001  0.909  0.858  0.175  <0.001  13_HSC.CMP 
EBPL <0.001  0.888  0.855  0.150  <0.001  13_HSC.CMP 
BEX3 <0.001  0.881  0.791  0.097  <0.001  13_HSC.CMP 
ZFAS1 <0.001  0.854  0.987  0.599  <0.001  13_HSC.CMP 
HMGA1 <0.001  0.823  0.879  0.230  <0.001  13_HSC.CMP 
LDHB <0.001  0.818  0.975  0.516  <0.001  13_HSC.CMP 
HNRNPA1 <0.001  0.816  0.998  0.838  <0.001  13_HSC.CMP 
HINT1 <0.001  0.814  0.991  0.729  <0.001  13_HSC.CMP 
CYTL1 <0.001  0.803  0.607  0.042  <0.001  13_HSC.CMP 
FABP5 <0.001  0.759  0.685  0.140  <0.001  13_HSC.CMP 
CRHBP <0.001  0.750  0.388  0.002  <0.001  13_HSC.CMP 
ITM2C <0.001  0.735  0.751  0.113  <0.001  13_HSC.CMP 
DDAH2 <0.001  0.726  0.749  0.109  <0.001  13_HSC.CMP 
EIF3E <0.001  0.726  0.988  0.729  <0.001  13_HSC.CMP 
IGFBP7 <0.001  0.726  0.683  0.094  <0.001  13_HSC.CMP 
CLEC11A <0.001  0.713  0.516  0.077  <0.001  13_HSC.CMP 
HSPD1 <0.001  0.708  0.816  0.223  <0.001  13_HSC.CMP 
CD34 <0.001  0.705  0.578  0.010  <0.001  13_HSC.CMP 



MDK <0.001  0.703  0.497  0.018  <0.001  13_HSC.CMP 
MSI2 <0.001  0.702  0.759  0.123  <0.001  13_HSC.CMP 
TSC22D1 <0.001  0.698  0.613  0.074  <0.001  13_HSC.CMP 
TUBA1B <0.001  0.698  0.902  0.405  <0.001  13_HSC.CMP 
NAP1L1 <0.001  0.696  0.982  0.656  <0.001  13_HSC.CMP 
APEX1 <0.001  0.685  0.835  0.246  <0.001  13_HSC.CMP 
SYPL1 <0.001  0.671  0.794  0.193  <0.001  13_HSC.CMP 
GAPDH <0.001  0.670  0.994  0.822  <0.001  13_HSC.CMP 
MPO <0.001  0.659  0.261  0.045  <0.001  13_HSC.CMP 
CAT <0.001  0.653  0.767  0.217  <0.001  13_HSC.CMP 
EEF1B2 <0.001  0.648  0.992  0.804  <0.001  13_HSC.CMP 
BTF3 <0.001  0.636  0.994  0.831  <0.001  13_HSC.CMP 
YWHAE <0.001  0.630  0.870  0.273  <0.001  13_HSC.CMP 
RACK1 <0.001  0.628  0.998  0.921  <0.001  13_HSC.CMP 
AC002454.1 <0.001  0.628  0.436  0.019  <0.001  13_HSC.CMP 
ARMH1 <0.001  0.627  0.665  0.100  <0.001  13_HSC.CMP 
BZW2 <0.001  0.619  0.690  0.122  <0.001  13_HSC.CMP 
DUT <0.001  0.619  0.846  0.311  <0.001  13_HSC.CMP 
TXN <0.001  0.616  0.931  0.377  <0.001  13_HSC.CMP 
EEF2 <0.001  0.613  0.989  0.773  <0.001  13_HSC.CMP 
BCL11A <0.001  0.613  0.677  0.128  <0.001  13_HSC.CMP 
HSPB1 <0.001  0.608  0.786  0.253  <0.001  13_HSC.CMP 
ANP32B <0.001  0.608  0.957  0.469  <0.001  13_HSC.CMP 
NME1 <0.001  0.605  0.706  0.171  <0.001  13_HSC.CMP 
SNHG8 <0.001  0.602  0.942  0.435  <0.001  13_HSC.CMP 
SNRPE <0.001  0.599  0.922  0.381  <0.001  13_HSC.CMP 
CD164 <0.001  0.595  0.846  0.349  <0.001  13_HSC.CMP 
ESD <0.001  0.591  0.867  0.274  <0.001  13_HSC.CMP 
PEBP1 <0.001  0.590  0.903  0.371  <0.001  13_HSC.CMP 
NREP <0.001  0.585  0.543  0.062  <0.001  13_HSC.CMP 
EIF3L <0.001  0.582  0.957  0.523  <0.001  13_HSC.CMP 
TALDO1 <0.001  0.579  0.896  0.333  <0.001  13_HSC.CMP 
NPDC1 <0.001  0.572  0.507  0.026  <0.001  13_HSC.CMP 
NPR3 <0.001  0.569  0.470  0.022  <0.001  13_HSC.CMP 
TUBB <0.001  0.567  0.863  0.306  <0.001  13_HSC.CMP 
MEST <0.001  0.558  0.539  0.044  <0.001  13_HSC.CMP 
GSTP1 <0.001  0.553  0.963  0.531  <0.001  13_HSC.CMP 
MGST1 <0.001  0.546  0.617  0.128  <0.001  13_HSC.CMP 
BEX1 <0.001  0.545  0.274  0.004  <0.001  13_HSC.CMP 
CPA3 <0.001  0.545  0.279  0.005  <0.001  13_HSC.CMP 
C6orf48 <0.001  0.542  0.943  0.452  <0.001  13_HSC.CMP 
NASP <0.001  0.531  0.700  0.197  <0.001  13_HSC.CMP 
CLNS1A <0.001  0.529  0.800  0.244  <0.001  13_HSC.CMP 



ACTG1 <0.001  0.525  0.987  0.741  <0.001  13_HSC.CMP 
SNHG19 <0.001  0.521  0.576  0.091  <0.001  13_HSC.CMP 
CCT8 <0.001  0.517  0.829  0.282  <0.001  13_HSC.CMP 
GNA15 <0.001  0.512  0.558  0.078  <0.001  13_HSC.CMP 
LDHA <0.001  0.511  0.897  0.455  <0.001  13_HSC.CMP 
TYMS <0.001  0.505  0.449  0.101  <0.001  13_HSC.CMP 
ADA <0.001  0.502  0.494  0.087  <0.001  13_HSC.CMP 
GZMH <0.001  1.718  0.862  0.126  <0.001  14_CD8.Teff2 

GNLY <0.001  1.678  0.997  0.175  <0.001  14_CD8.Teff2 

CCL5 <0.001  1.517  0.988  0.250  <0.001  14_CD8.Teff2 

NKG7 <0.001  1.329  0.984  0.294  <0.001  14_CD8.Teff2 

FGFBP2 <0.001  1.238  0.725  0.119  <0.001  14_CD8.Teff2 

IL32 <0.001  1.185  0.910  0.371  <0.001  14_CD8.Teff2 

CD3D <0.001  1.069  0.846  0.324  <0.001  14_CD8.Teff2 

GZMA <0.001  1.027  0.770  0.186  <0.001  14_CD8.Teff2 

LYAR <0.001  1.009  0.608  0.220  <0.001  14_CD8.Teff2 

GZMB <0.001  0.974  0.717  0.137  <0.001  14_CD8.Teff2 

CST7 <0.001  0.973  0.832  0.231  <0.001  14_CD8.Teff2 

TRAC <0.001  0.954  0.757  0.303  <0.001  14_CD8.Teff2 

TRBC1 <0.001  0.953  0.626  0.239  <0.001  14_CD8.Teff2 

LINC01871 <0.001  0.943  0.426  0.082  <0.001  14_CD8.Teff2 

TRGC2 <0.001  0.913  0.337  0.066  <0.001  14_CD8.Teff2 

CD52 <0.001  0.889  0.970  0.695  <0.001  14_CD8.Teff2 

HOPX <0.001  0.860  0.573  0.155  <0.001  14_CD8.Teff2 

C12orf75 <0.001  0.853  0.602  0.207  <0.001  14_CD8.Teff2 

CD3G <0.001  0.843  0.556  0.197  <0.001  14_CD8.Teff2 

CD3E <0.001  0.838  0.756  0.313  <0.001  14_CD8.Teff2 

CD8A <0.001  0.822  0.379  0.107  <0.001  14_CD8.Teff2 

KLRG1 <0.001  0.820  0.362  0.074  <0.001  14_CD8.Teff2 

ITGB1 <0.001  0.819  0.531  0.263  <0.001  14_CD8.Teff2 

CD2 <0.001  0.815  0.547  0.210  <0.001  14_CD8.Teff2 

CTSW <0.001  0.796  0.690  0.273  <0.001  14_CD8.Teff2 

HLA-C <0.001  0.794  0.995  0.892  <0.001  14_CD8.Teff2 

KLRD1 <0.001  0.788  0.490  0.132  <0.001  14_CD8.Teff2 

CD99 <0.001  0.759  0.775  0.470  <0.001  14_CD8.Teff2 

PPP2R5C <0.001  0.711  0.630  0.365  <0.001  14_CD8.Teff2 

GZMM <0.001  0.707  0.584  0.215  <0.001  14_CD8.Teff2 



CD8B <0.001  0.707  0.330  0.106  <0.001  14_CD8.Teff2 

B2M <0.001  0.698  1.000  0.993  <0.001  14_CD8.Teff2 

PRF1 <0.001  0.698  0.524  0.132  <0.001  14_CD8.Teff2 

PATL2 <0.001  0.684  0.252  0.051  <0.001  14_CD8.Teff2 

HCST <0.001  0.662  0.878  0.581  <0.001  14_CD8.Teff2 

TRBC2 <0.001  0.634  0.573  0.298  <0.001  14_CD8.Teff2 

HLA-A <0.001  0.617  0.996  0.910  <0.001  14_CD8.Teff2 

SYNE2 <0.001  0.614  0.348  0.123  <0.001  14_CD8.Teff2 

RORA <0.001  0.612  0.412  0.166  <0.001  14_CD8.Teff2 

HLA-B <0.001  0.602  0.999  0.936  <0.001  14_CD8.Teff2 

MYO1F <0.001  0.601  0.527  0.249  <0.001  14_CD8.Teff2 

RARRES3 <0.001  0.577  0.563  0.320  <0.001  14_CD8.Teff2 

DSTN <0.001  0.564  0.486  0.306  <0.001  14_CD8.Teff2 

CALM1 <0.001  0.543  0.834  0.654  <0.001  14_CD8.Teff2 

LITAF <0.001  0.536  0.605  0.365  <0.001  14_CD8.Teff2 

DUSP2 <0.001  0.529  0.492  0.219  <0.001  14_CD8.Teff2 

LCK <0.001  0.525  0.464  0.224  <0.001  14_CD8.Teff2 

SAMD3 <0.001  0.513  0.258  0.073  <0.001  14_CD8.Teff2 

SH3BGRL3 <0.001  0.501  0.947  0.798  <0.001  14_CD8.Teff2 

APOBEC3G <0.001  0.511  0.284  0.129  <0.001  14_CD8.Teff2 

YWHAQ <0.001  0.508  0.530  0.363  <0.001  14_CD8.Teff2 

KLRB1 <0.001  2.291  0.979  0.153  <0.001  15_CD8.TEM 

GZMK <0.001  1.488  0.607  0.064  <0.001  15_CD8.TEM 

CMC1 <0.001  1.393  0.542  0.196  <0.001  15_CD8.TEM 

DUSP2 <0.001  1.173  0.666  0.216  <0.001  15_CD8.TEM 

CCL5 <0.001  1.089  0.899  0.254  <0.001  15_CD8.TEM 

RGS1 <0.001  0.970  0.333  0.117  <0.001  15_CD8.TEM 

CD160 <0.001  0.949  0.254  0.043  <0.001  15_CD8.TEM 

CD7 <0.001  0.935  0.628  0.284  <0.001  15_CD8.TEM 

GZMA <0.001  0.930  0.702  0.189  <0.001  15_CD8.TEM 

CD69 <0.001  0.883  0.623  0.284  <0.001  15_CD8.TEM 

PIK3R1 <0.001  0.871  0.520  0.244  <0.001  15_CD8.TEM 

IL32 <0.001  0.864  0.777  0.375  <0.001  15_CD8.TEM 

LINC01871 <0.001  0.846  0.386  0.084  <0.001  15_CD8.TEM 

CCL4 <0.001  0.842  0.366  0.136  <0.001  15_CD8.TEM 

RORA <0.001  0.832  0.487  0.166  <0.001  15_CD8.TEM 



JUN <0.001  0.816  0.810  0.611  <0.001  15_CD8.TEM 

ID2 <0.001  0.807  0.672  0.363  <0.001  15_CD8.TEM 

TRGC2 <0.001  0.795  0.303  0.068  <0.001  15_CD8.TEM 

IL7R <0.001  0.786  0.404  0.202  <0.001  15_CD8.TEM 

GZMM <0.001  0.774  0.591  0.216  <0.001  15_CD8.TEM 

CST7 <0.001  0.753  0.741  0.235  <0.001  15_CD8.TEM 

CTSW <0.001  0.740  0.669  0.274  <0.001  15_CD8.TEM 

HCST <0.001  0.680  0.856  0.582  <0.001  15_CD8.TEM 

STK17A <0.001  0.678  0.437  0.228  <0.001  15_CD8.TEM 

KLRG1 <0.001  0.677  0.307  0.076  <0.001  15_CD8.TEM 

FKBP11 <0.001  0.674  0.414  0.171  <0.001  15_CD8.TEM 

LYAR <0.001  0.669  0.471  0.224  <0.001  15_CD8.TEM 

BTG1 <0.001  0.668  0.960  0.813  <0.001  15_CD8.TEM 

CXCR4 <0.001  0.648  0.810  0.589  <0.001  15_CD8.TEM 

NCR3 <0.001  0.647  0.268  0.061  <0.001  15_CD8.TEM 

SPOCK2 <0.001  0.634  0.371  0.142  <0.001  15_CD8.TEM 

CD3E <0.001  0.632  0.650  0.317  <0.001  15_CD8.TEM 

KLRD1 <0.001  0.625  0.371  0.136  <0.001  15_CD8.TEM 

SRSF7 <0.001  0.622  0.656  0.471  <0.001  15_CD8.TEM 

FYN <0.001  0.618  0.404  0.168  <0.001  15_CD8.TEM 

CD8A <0.001  0.604  0.326  0.109  <0.001  15_CD8.TEM 

ZFP36L2 <0.001  0.603  0.781  0.610  <0.001  15_CD8.TEM 

CD3D <0.001  0.581  0.642  0.331  <0.001  15_CD8.TEM 

SH2D1A <0.001  0.575  0.255  0.065  <0.001  15_CD8.TEM 

CD96 <0.001  0.553  0.287  0.100  <0.001  15_CD8.TEM 

MATK <0.001  0.552  0.315  0.117  <0.001  15_CD8.TEM 

STAT4 <0.001  0.539  0.290  0.101  <0.001  15_CD8.TEM 

SYTL3 <0.001  0.535  0.270  0.103  <0.001  15_CD8.TEM 

TRAC <0.001  0.532  0.568  0.309  <0.001  15_CD8.TEM 

HLA-A <0.001  0.519  0.985  0.911  <0.001  15_CD8.TEM 

PDCD4 <0.001  0.626  0.467  0.285  <0.001  15_CD8.TEM 

TNFAIP3 <0.001  0.589  0.396  0.207  <0.001  15_CD8.TEM 

TRBC1 <0.001  0.560  0.455  0.244  <0.001  15_CD8.TEM 

EML4 <0.001  0.530  0.363  0.189  <0.001  15_CD8.TEM 

TSPYL2 <0.001  0.552  0.263  0.115  <0.001  15_CD8.TEM 

IER2 <0.001  0.510  0.685  0.544  <0.001  15_CD8.TEM 



ZFP36 <0.001  0.512  0.635  0.470  <0.001  15_CD8.TEM 

NR4A2 <0.001  0.534  0.304  0.176  <0.001  15_CD8.TEM 

PRTN3 <0.001  3.679  0.674  0.013  <0.001  16_GMP.Neut 
MPO <0.001  3.660  0.896  0.032  <0.001  16_GMP.Neut 
ELANE <0.001  3.583  0.750  0.019  <0.001  16_GMP.Neut 
AZU1 <0.001  3.215  0.846  0.031  <0.001  16_GMP.Neut 
CTSG <0.001  2.677  0.659  0.023  <0.001  16_GMP.Neut 
AC020656.1 <0.001  1.941  0.473  0.139  <0.001  16_GMP.Neut 
RNASE2 <0.001  1.647  0.779  0.078  <0.001  16_GMP.Neut 
PRSS57 <0.001  1.640  0.514  0.054  <0.001  16_GMP.Neut 
CLEC11A <0.001  1.621  0.562  0.078  <0.001  16_GMP.Neut 
LYZ <0.001  1.527  0.951  0.329  <0.001  16_GMP.Neut 
SRGN <0.001  1.379  0.990  0.718  <0.001  16_GMP.Neut 
MS4A3 <0.001  1.294  0.513  0.010  <0.001  16_GMP.Neut 
LGALS1 <0.001  1.175  0.830  0.441  <0.001  16_GMP.Neut 
H2AFZ <0.001  1.154  0.842  0.433  <0.001  16_GMP.Neut 
FABP5 <0.001  1.126  0.629  0.143  <0.001  16_GMP.Neut 
MGST1 <0.001  1.083  0.632  0.130  <0.001  16_GMP.Neut 
CFD <0.001  1.068  0.737  0.192  <0.001  16_GMP.Neut 
HSP90B1 <0.001  1.041  0.796  0.395  <0.001  16_GMP.Neut 
RETN <0.001  0.973  0.477  0.103  <0.001  16_GMP.Neut 
NUCB2 <0.001  0.973  0.604  0.247  <0.001  16_GMP.Neut 
PLAC8 <0.001  0.970  0.793  0.398  <0.001  16_GMP.Neut 
STMN1 <0.001  0.961  0.740  0.219  <0.001  16_GMP.Neut 
VAMP8 <0.001  0.942  0.813  0.467  <0.001  16_GMP.Neut 
RAB32 <0.001  0.941  0.524  0.085  <0.001  16_GMP.Neut 
ENO1 <0.001  0.927  0.829  0.466  <0.001  16_GMP.Neut 
AREG <0.001  0.915  0.381  0.108  <0.001  16_GMP.Neut 
GSTP1 <0.001  0.908  0.883  0.534  <0.001  16_GMP.Neut 
HMGN2 <0.001  0.873  0.912  0.649  <0.001  16_GMP.Neut 
SERPINB1 <0.001  0.868  0.670  0.324  <0.001  16_GMP.Neut 
RNASE3 <0.001  0.843  0.329  0.008  <0.001  16_GMP.Neut 
NAA38 <0.001  0.834  0.720  0.331  <0.001  16_GMP.Neut 
AC084033.3 <0.001  0.826  0.504  0.129  <0.001  16_GMP.Neut 
CALR <0.001  0.820  0.643  0.421  <0.001  16_GMP.Neut 
CSTA <0.001  0.804  0.802  0.225  <0.001  16_GMP.Neut 
PCLAF <0.001  0.804  0.537  0.125  <0.001  16_GMP.Neut 
HSPB1 <0.001  0.772  0.595  0.259  <0.001  16_GMP.Neut 
TXN <0.001  0.764  0.749  0.384  <0.001  16_GMP.Neut 
SNHG25 <0.001  0.764  0.595  0.290  <0.001  16_GMP.Neut 
DUT <0.001  0.753  0.654  0.318  <0.001  16_GMP.Neut 
ANKRD28 <0.001  0.742  0.501  0.142  <0.001  16_GMP.Neut 



ATP5ME <0.001  0.738  0.882  0.609  <0.001  16_GMP.Neut 
GAPDH <0.001  0.729  0.970  0.824  <0.001  16_GMP.Neut 
ATP5MPL <0.001  0.724  0.933  0.716  <0.001  16_GMP.Neut 
H1FX <0.001  0.718  0.639  0.350  <0.001  16_GMP.Neut 
MIF <0.001  0.701  0.674  0.388  <0.001  16_GMP.Neut 
SEC61G <0.001  0.688  0.828  0.566  <0.001  16_GMP.Neut 
BEX3 <0.001  0.662  0.392  0.109  <0.001  16_GMP.Neut 
SERPINB10 <0.001  0.657  0.286  0.014  <0.001  16_GMP.Neut 
LSM5 <0.001  0.653  0.663  0.350  <0.001  16_GMP.Neut 
C4orf48 <0.001  0.643  0.597  0.252  <0.001  16_GMP.Neut 
UQCRQ <0.001  0.636  0.789  0.490  <0.001  16_GMP.Neut 
C20orf27 <0.001  0.636  0.493  0.194  <0.001  16_GMP.Neut 
IRF2BP2 <0.001  0.628  0.581  0.284  <0.001  16_GMP.Neut 
PHPT1 <0.001  0.625  0.564  0.256  <0.001  16_GMP.Neut 
RANBP1 <0.001  0.621  0.632  0.325  <0.001  16_GMP.Neut 
HMGB2 <0.001  0.620  0.837  0.590  <0.001  16_GMP.Neut 
AP2S1 <0.001  0.620  0.717  0.386  <0.001  16_GMP.Neut 
HSPA5 <0.001  0.618  0.650  0.377  <0.001  16_GMP.Neut 
PCNA <0.001  0.618  0.455  0.153  <0.001  16_GMP.Neut 
JUND <0.001  0.614  0.781  0.479  <0.001  16_GMP.Neut 
MNDA <0.001  0.608  0.635  0.186  <0.001  16_GMP.Neut 
SDF2L1 <0.001  0.605  0.470  0.205  <0.001  16_GMP.Neut 
VIM <0.001  0.604  0.908  0.647  <0.001  16_GMP.Neut 
NUDT1 <0.001  0.599  0.470  0.184  <0.001  16_GMP.Neut 
RNASEH2C <0.001  0.592  0.526  0.248  <0.001  16_GMP.Neut 
ATP5MC2 <0.001  0.591  0.912  0.766  <0.001  16_GMP.Neut 
SNRPE <0.001  0.590  0.678  0.388  <0.001  16_GMP.Neut 
NDUFB11 <0.001  0.587  0.759  0.501  <0.001  16_GMP.Neut 
TIMM13 <0.001  0.587  0.558  0.258  <0.001  16_GMP.Neut 
SEM1 <0.001  0.581  0.600  0.322  <0.001  16_GMP.Neut 
H2AFY <0.001  0.575  0.697  0.371  <0.001  16_GMP.Neut 
TMEM258 <0.001  0.574  0.738  0.505  <0.001  16_GMP.Neut 
P4HB <0.001  0.571  0.593  0.346  <0.001  16_GMP.Neut 
TPI1 <0.001  0.570  0.741  0.470  <0.001  16_GMP.Neut 
PPIA <0.001  0.568  0.889  0.723  <0.001  16_GMP.Neut 
CAT <0.001  0.568  0.481  0.226  <0.001  16_GMP.Neut 
EREG <0.001  0.566  0.309  0.065  <0.001  16_GMP.Neut 
UQCRH <0.001  0.565  0.818  0.598  <0.001  16_GMP.Neut 
PYCARD <0.001  0.564  0.627  0.276  <0.001  16_GMP.Neut 
EGR1 <0.001  0.564  0.253  0.061  <0.001  16_GMP.Neut 
HMGN1 <0.001  0.563  0.798  0.568  <0.001  16_GMP.Neut 
ATP5MD <0.001  0.563  0.753  0.505  <0.001  16_GMP.Neut 
ATOX1 <0.001  0.553  0.524  0.227  <0.001  16_GMP.Neut 



NDUFS6 <0.001  0.551  0.624  0.346  <0.001  16_GMP.Neut 
TNFSF13B <0.001  0.551  0.499  0.153  <0.001  16_GMP.Neut 
ROMO1 <0.001  0.545  0.590  0.314  <0.001  16_GMP.Neut 
SERF2 <0.001  0.540  0.982  0.923  <0.001  16_GMP.Neut 
NDUFB1 <0.001  0.539  0.735  0.468  <0.001  16_GMP.Neut 
PDIA6 <0.001  0.538  0.548  0.289  <0.001  16_GMP.Neut 
ATP5MC1 <0.001  0.529  0.562  0.294  <0.001  16_GMP.Neut 
YWHAE <0.001  0.526  0.580  0.282  <0.001  16_GMP.Neut 
RPA3 <0.001  0.526  0.468  0.196  <0.001  16_GMP.Neut 
NUCKS1 <0.001  0.525  0.569  0.322  <0.001  16_GMP.Neut 
NME1 <0.001  0.525  0.439  0.179  <0.001  16_GMP.Neut 
MRPL23 <0.001  0.524  0.530  0.259  <0.001  16_GMP.Neut 
CYBA <0.001  0.520  0.963  0.790  <0.001  16_GMP.Neut 
EIF4EBP1 <0.001  0.520  0.453  0.180  <0.001  16_GMP.Neut 
TUBA1B <0.001  0.519  0.751  0.411  <0.001  16_GMP.Neut 
MRPL33 <0.001  0.515  0.570  0.325  <0.001  16_GMP.Neut 
HNRNPD <0.001  0.511  0.549  0.290  <0.001  16_GMP.Neut 
SNHG19 <0.001  0.510  0.312  0.099  <0.001  16_GMP.Neut 
MS4A6A <0.001  0.509  0.375  0.151  <0.001  16_GMP.Neut 
MINOS1 <0.001  0.506  0.622  0.366  <0.001  16_GMP.Neut 
LSM7 <0.001  0.506  0.687  0.458  <0.001  16_GMP.Neut 
CANX <0.001  0.501  0.551  0.286  <0.001  16_GMP.Neut 
RFLNB <0.001  0.500  0.358  0.084  <0.001  16_GMP.Neut 
HBB <0.001  3.390  0.984  0.339  <0.001  17_Eryth.2 
HBA2 <0.001  3.389  0.865  0.171  <0.001  17_Eryth.2 
HBA1 <0.001  3.338  0.949  0.190  <0.001  17_Eryth.2 
HBD <0.001  2.845  0.806  0.074  <0.001  17_Eryth.2 
AHSP <0.001  2.703  0.945  0.072  <0.001  17_Eryth.2 
CA1 <0.001  2.522  0.840  0.067  <0.001  17_Eryth.2 
HBM <0.001  2.364  0.494  0.039  <0.001  17_Eryth.2 
PRDX2 <0.001  2.190  0.937  0.305  <0.001  17_Eryth.2 
BLVRB <0.001  2.044  0.918  0.216  <0.001  17_Eryth.2 
ALAS2 <0.001  1.787  0.521  0.043  <0.001  17_Eryth.2 
GYPA <0.001  1.552  0.563  0.043  <0.001  17_Eryth.2 
FAM178B <0.001  1.543  0.526  0.048  <0.001  17_Eryth.2 
SLC25A37 <0.001  1.538  0.447  0.150  <0.001  17_Eryth.2 
ATP5IF1 <0.001  1.517  0.801  0.448  <0.001  17_Eryth.2 
CA2 <0.001  1.485  0.611  0.066  <0.001  17_Eryth.2 
TUBB <0.001  1.462  0.761  0.311  <0.001  17_Eryth.2 
HMBS <0.001  1.447  0.599  0.083  <0.001  17_Eryth.2 
TUBA1B <0.001  1.346  0.815  0.410  <0.001  17_Eryth.2 
PCLAF <0.001  1.338  0.603  0.124  <0.001  17_Eryth.2 
GYPB <0.001  1.328  0.409  0.036  <0.001  17_Eryth.2 



UROD <0.001  1.316  0.654  0.139  <0.001  17_Eryth.2 
SNCA <0.001  1.315  0.492  0.087  <0.001  17_Eryth.2 
HEMGN <0.001  1.253  0.446  0.051  <0.001  17_Eryth.2 
REXO2 <0.001  1.231  0.601  0.155  <0.001  17_Eryth.2 
SYNGR1 <0.001  1.230  0.529  0.136  <0.001  17_Eryth.2 
TMEM14C <0.001  1.226  0.620  0.206  <0.001  17_Eryth.2 
NME4 <0.001  1.201  0.580  0.163  <0.001  17_Eryth.2 
GYPC <0.001  1.190  0.818  0.417  <0.001  17_Eryth.2 
KLF1 <0.001  1.157  0.503  0.052  <0.001  17_Eryth.2 
MYL4 <0.001  1.153  0.486  0.053  <0.001  17_Eryth.2 
CKS2 <0.001  1.127  0.465  0.120  <0.001  17_Eryth.2 
HSPD1 <0.001  1.123  0.570  0.232  <0.001  17_Eryth.2 
APOC1 <0.001  1.118  0.408  0.054  <0.001  17_Eryth.2 
AKR1C3 <0.001  1.112  0.413  0.083  <0.001  17_Eryth.2 
SLC25A39 <0.001  1.104  0.582  0.188  <0.001  17_Eryth.2 
SLC4A1 <0.001  1.095  0.276  0.031  <0.001  17_Eryth.2 
SMIM1 <0.001  1.092  0.475  0.061  <0.001  17_Eryth.2 
HMGA1 <0.001  1.077  0.574  0.240  <0.001  17_Eryth.2 
MPC2 <0.001  1.070  0.599  0.230  <0.001  17_Eryth.2 
METAP2 <0.001  1.040  0.565  0.251  <0.001  17_Eryth.2 
HMGB1 <0.001  1.036  0.868  0.770  <0.001  17_Eryth.2 
PCNA <0.001  1.024  0.511  0.152  <0.001  17_Eryth.2 
RAN <0.001  1.019  0.691  0.416  <0.001  17_Eryth.2 
FECH <0.001  1.016  0.481  0.072  <0.001  17_Eryth.2 
PA2G4 <0.001  1.011  0.676  0.335  <0.001  17_Eryth.2 
TUBB4B <0.001  1.000  0.520  0.200  <0.001  17_Eryth.2 
GLRX5 <0.001  0.984  0.496  0.151  <0.001  17_Eryth.2 
HBQ1 <0.001  0.982  0.419  0.048  <0.001  17_Eryth.2 
HMGN5 <0.001  0.982  0.361  0.080  <0.001  17_Eryth.2 
UBAC1 <0.001  0.979  0.460  0.102  <0.001  17_Eryth.2 
SLIRP <0.001  0.953  0.550  0.269  <0.001  17_Eryth.2 
HSP90AA1 <0.001  0.944  0.799  0.633  <0.001  17_Eryth.2 
TMEM14B <0.001  0.925  0.614  0.301  <0.001  17_Eryth.2 
RANBP1 <0.001  0.923  0.596  0.326  <0.001  17_Eryth.2 
DUT <0.001  0.919  0.603  0.319  <0.001  17_Eryth.2 
KCNH2 <0.001  0.919  0.357  0.048  <0.001  17_Eryth.2 
SELENBP1 <0.001  0.919  0.332  0.039  <0.001  17_Eryth.2 
PTTG1 <0.001  0.902  0.392  0.117  <0.001  17_Eryth.2 
HSP90AB1 <0.001  0.902  0.735  0.532  <0.001  17_Eryth.2 
HSPE1 <0.001  0.892  0.573  0.345  <0.001  17_Eryth.2 
TYMS <0.001  0.876  0.424  0.103  <0.001  17_Eryth.2 
OAT <0.001  0.872  0.458  0.137  <0.001  17_Eryth.2 
EIF1AY <0.001  0.865  0.366  0.139  <0.001  17_Eryth.2 



HEBP1 <0.001  0.863  0.414  0.115  <0.001  17_Eryth.2 
ATP5MC1 <0.001  0.857  0.526  0.295  <0.001  17_Eryth.2 
CAT <0.001  0.856  0.569  0.224  <0.001  17_Eryth.2 
YBX1 <0.001  0.855  0.923  0.783  <0.001  17_Eryth.2 
GATA1 <0.001  0.848  0.382  0.053  <0.001  17_Eryth.2 
BOLA3 <0.001  0.848  0.414  0.140  <0.001  17_Eryth.2 
BSG <0.001  0.846  0.610  0.332  <0.001  17_Eryth.2 
BIRC5 <0.001  0.840  0.345  0.078  <0.001  17_Eryth.2 
ALDH1A1 <0.001  0.836  0.350  0.079  <0.001  17_Eryth.2 
CCT6A <0.001  0.833  0.470  0.222  <0.001  17_Eryth.2 
SNRPG <0.001  0.831  0.615  0.393  <0.001  17_Eryth.2 
SNRPD1 <0.001  0.822  0.569  0.360  <0.001  17_Eryth.2 
NME1 <0.001  0.814  0.417  0.180  <0.001  17_Eryth.2 
CDC20 <0.001  0.801  0.269  0.052  <0.001  17_Eryth.2 
RPA3 <0.001  0.800  0.451  0.197  <0.001  17_Eryth.2 
FKBP4 <0.001  0.798  0.340  0.101  <0.001  17_Eryth.2 
STRADB <0.001  0.793  0.405  0.086  <0.001  17_Eryth.2 
EPB42 <0.001  0.787  0.317  0.037  <0.001  17_Eryth.2 
EIF5A <0.001  0.786  0.670  0.473  <0.001  17_Eryth.2 
MCM7 <0.001  0.785  0.391  0.127  <0.001  17_Eryth.2 
RFESD <0.001  0.780  0.348  0.049  <0.001  17_Eryth.2 
NCL <0.001  0.777  0.624  0.459  <0.001  17_Eryth.2 
SNRPE <0.001  0.774  0.582  0.391  <0.001  17_Eryth.2 
FBXO7 <0.001  0.773  0.542  0.218  <0.001  17_Eryth.2 
TFDP1 <0.001  0.771  0.492  0.177  <0.001  17_Eryth.2 
NOP10 <0.001  0.770  0.589  0.370  <0.001  17_Eryth.2 
SERBP1 <0.001  0.769  0.623  0.402  <0.001  17_Eryth.2 
CCT2 <0.001  0.768  0.455  0.210  <0.001  17_Eryth.2 
SOD1 <0.001  0.761  0.731  0.483  <0.001  17_Eryth.2 
NASP <0.001  0.760  0.445  0.205  <0.001  17_Eryth.2 
TIMM13 <0.001  0.752  0.480  0.260  <0.001  17_Eryth.2 
LMNA <0.001  0.749  0.402  0.127  <0.001  17_Eryth.2 
RHAG <0.001  0.747  0.297  0.046  <0.001  17_Eryth.2 
H2AFZ <0.001  0.747  0.688  0.437  <0.001  17_Eryth.2 
TUBA1C <0.001  0.743  0.344  0.135  <0.001  17_Eryth.2 
HMGB2 <0.001  0.742  0.771  0.591  <0.001  17_Eryth.2 
CCNB2 <0.001  0.741  0.292  0.065  <0.001  17_Eryth.2 
PAICS <0.001  0.737  0.341  0.110  <0.001  17_Eryth.2 
TPGS2 <0.001  0.732  0.393  0.139  <0.001  17_Eryth.2 
DNAJC9 <0.001  0.732  0.388  0.139  <0.001  17_Eryth.2 
CENPU <0.001  0.729  0.311  0.087  <0.001  17_Eryth.2 
CENPW <0.001  0.728  0.311  0.098  <0.001  17_Eryth.2 
MPP1 <0.001  0.728  0.425  0.121  <0.001  17_Eryth.2 



CDK4 <0.001  0.720  0.355  0.127  <0.001  17_Eryth.2 
IDH2 <0.001  0.715  0.472  0.226  <0.001  17_Eryth.2 
PTGES3 <0.001  0.709  0.680  0.468  <0.001  17_Eryth.2 
STMN1 <0.001  0.707  0.566  0.223  <0.001  17_Eryth.2 
YWHAE <0.001  0.707  0.530  0.284  <0.001  17_Eryth.2 
UROS <0.001  0.706  0.415  0.160  <0.001  17_Eryth.2 
EPCAM <0.001  0.701  0.266  0.044  <0.001  17_Eryth.2 
ATP5MC3 <0.001  0.695  0.615  0.443  <0.001  17_Eryth.2 
ATP5MF <0.001  0.694  0.693  0.484  <0.001  17_Eryth.2 
FAM210B <0.001  0.694  0.366  0.086  <0.001  17_Eryth.2 
ANP32B <0.001  0.690  0.725  0.476  <0.001  17_Eryth.2 
ISOC2 <0.001  0.687  0.312  0.109  <0.001  17_Eryth.2 
MRPL51 <0.001  0.683  0.439  0.234  <0.001  17_Eryth.2 
UBB <0.001  0.682  0.887  0.761  <0.001  17_Eryth.2 
VDAC3 <0.001  0.679  0.436  0.209  <0.001  17_Eryth.2 
CKS1B <0.001  0.675  0.339  0.129  <0.001  17_Eryth.2 
PRDX3 <0.001  0.673  0.409  0.185  <0.001  17_Eryth.2 
IMPDH2 <0.001  0.672  0.389  0.188  <0.001  17_Eryth.2 
GAR1 <0.001  0.670  0.326  0.123  <0.001  17_Eryth.2 
MINPP1 <0.001  0.669  0.310  0.062  <0.001  17_Eryth.2 
RBX1 <0.001  0.656  0.648  0.386  <0.001  17_Eryth.2 
CD36 <0.001  0.654  0.471  0.168  <0.001  17_Eryth.2 
PSMB5 <0.001  0.652  0.335  0.124  <0.001  17_Eryth.2 
TIMM8B <0.001  0.649  0.433  0.229  <0.001  17_Eryth.2 
RAD23A <0.001  0.649  0.512  0.264  <0.001  17_Eryth.2 
NARF <0.001  0.647  0.423  0.156  <0.001  17_Eryth.2 
MPST <0.001  0.646  0.364  0.148  <0.001  17_Eryth.2 
MRPL12 <0.001  0.645  0.349  0.151  <0.001  17_Eryth.2 
HMGB3 <0.001  0.645  0.307  0.111  <0.001  17_Eryth.2 
TXN <0.001  0.644  0.628  0.387  <0.001  17_Eryth.2 
HNRNPAB <0.001  0.644  0.381  0.174  <0.001  17_Eryth.2 
UQCC2 <0.001  0.638  0.345  0.157  <0.001  17_Eryth.2 
TSPAN17 <0.001  0.637  0.295  0.076  <0.001  17_Eryth.2 
HPRT1 <0.001  0.633  0.374  0.181  <0.001  17_Eryth.2 
PPA2 <0.001  0.631  0.349  0.160  <0.001  17_Eryth.2 
TUBB2A <0.001  0.629  0.284  0.062  <0.001  17_Eryth.2 
CENPH <0.001  0.624  0.292  0.102  <0.001  17_Eryth.2 
NPM1 <0.001  0.623  0.775  0.772  <0.001  17_Eryth.2 
HAGH <0.001  0.622  0.391  0.141  <0.001  17_Eryth.2 
GMNN <0.001  0.621  0.268  0.083  <0.001  17_Eryth.2 
GFI1B <0.001  0.612  0.255  0.047  <0.001  17_Eryth.2 
VBP1 <0.001  0.610  0.383  0.182  <0.001  17_Eryth.2 
DYNLL1 <0.001  0.609  0.540  0.308  <0.001  17_Eryth.2 



PARVB <0.001  0.608  0.312  0.108  <0.001  17_Eryth.2 
TESC <0.001  0.607  0.400  0.133  <0.001  17_Eryth.2 
DDX1 <0.001  0.607  0.309  0.133  <0.001  17_Eryth.2 
TUBG1 <0.001  0.603  0.260  0.064  <0.001  17_Eryth.2 
MCM5 <0.001  0.601  0.283  0.115  <0.001  17_Eryth.2 
TK1 <0.001  0.597  0.260  0.075  <0.001  17_Eryth.2 
NUSAP1 <0.001  0.596  0.254  0.078  <0.001  17_Eryth.2 
BLVRA <0.001  0.590  0.332  0.142  <0.001  17_Eryth.2 
STOML2 <0.001  0.587  0.394  0.195  <0.001  17_Eryth.2 
UBE2T <0.001  0.587  0.254  0.068  <0.001  17_Eryth.2 
TPM1 <0.001  0.580  0.295  0.086  <0.001  17_Eryth.2 
PSMG1 <0.001  0.576  0.285  0.108  <0.001  17_Eryth.2 
AC084033.3 <0.001  0.575  0.328  0.133  <0.001  17_Eryth.2 
DTYMK <0.001  0.566  0.279  0.108  <0.001  17_Eryth.2 
MAD2L1 <0.001  0.561  0.274  0.102  <0.001  17_Eryth.2 
TALDO1 <0.001  0.561  0.621  0.342  <0.001  17_Eryth.2 
MBOAT2 <0.001  0.547  0.259  0.061  <0.001  17_Eryth.2 
CISD2 <0.001  0.540  0.381  0.156  <0.001  17_Eryth.2 
TOP1 <0.001  0.526  0.383  0.184  <0.001  17_Eryth.2 
FXN <0.001  0.526  0.265  0.103  <0.001  17_Eryth.2 
GMPR <0.001  0.525  0.264  0.048  <0.001  17_Eryth.2 
ECI2 <0.001  0.524  0.252  0.096  <0.001  17_Eryth.2 
H1F0 <0.001  0.520  0.265  0.093  <0.001  17_Eryth.2 
GCLM <0.001  0.515  0.271  0.078  <0.001  17_Eryth.2 
RUVBL2 <0.001  0.557  0.281  0.116  <0.001  17_Eryth.2 
GADD45GIP1 <0.001  0.691  0.508  0.314  <0.001  17_Eryth.2 
HSPB1 <0.001  0.571  0.478  0.262  <0.001  17_Eryth.2 
SSB <0.001  0.670  0.494  0.292  <0.001  17_Eryth.2 
VRK1 <0.001  0.507  0.287  0.123  <0.001  17_Eryth.2 
TXNL1 <0.001  0.528  0.428  0.223  <0.001  17_Eryth.2 
ECH1 <0.001  0.643  0.455  0.259  <0.001  17_Eryth.2 
AK6 <0.001  0.513  0.265  0.110  <0.001  17_Eryth.2 
ATP5F1B <0.001  0.617  0.603  0.391  <0.001  17_Eryth.2 
TFRC <0.001  0.512  0.288  0.122  <0.001  17_Eryth.2 
ILF2 <0.001  0.632  0.421  0.233  <0.001  17_Eryth.2 
TCP1 <0.001  0.582  0.394  0.206  <0.001  17_Eryth.2 
TAF9 <0.001  0.578  0.391  0.205  <0.001  17_Eryth.2 
ATG3 <0.001  0.517  0.400  0.207  <0.001  17_Eryth.2 
YWHAH <0.001  0.547  0.405  0.215  <0.001  17_Eryth.2 
SRI <0.001  0.599  0.471  0.277  <0.001  17_Eryth.2 
DNPH1 <0.001  0.571  0.315  0.150  <0.001  17_Eryth.2 
MCM3 <0.001  0.505  0.254  0.106  <0.001  17_Eryth.2 
MRPL27 <0.001  0.511  0.296  0.135  <0.001  17_Eryth.2 



MGST3 <0.001  0.614  0.455  0.261  <0.001  17_Eryth.2 
CCT5 <0.001  0.577  0.366  0.189  <0.001  17_Eryth.2 
DKC1 <0.001  0.521  0.300  0.139  <0.001  17_Eryth.2 
LAGE3 <0.001  0.560  0.331  0.164  <0.001  17_Eryth.2 
NDUFB6 <0.001  0.606  0.381  0.204  <0.001  17_Eryth.2 
FIS1 <0.001  0.504  0.563  0.357  <0.001  17_Eryth.2 
AP2M1 <0.001  0.518  0.516  0.313  <0.001  17_Eryth.2 
TCEA1 <0.001  0.566  0.530  0.335  <0.001  17_Eryth.2 
C20orf27 <0.001  0.524  0.374  0.197  <0.001  17_Eryth.2 
NDUFC1 <0.001  0.558  0.428  0.245  <0.001  17_Eryth.2 
PSMA4 <0.001  0.620  0.559  0.394  <0.001  17_Eryth.2 
CACYBP <0.001  0.573  0.419  0.243  <0.001  17_Eryth.2 
C1QBP <0.001  0.613  0.480  0.311  <0.001  17_Eryth.2 
GLRX <0.001  0.563  0.437  0.259  <0.001  17_Eryth.2 
NUDC <0.001  0.599  0.408  0.239  <0.001  17_Eryth.2 
CCT8 <0.001  0.591  0.465  0.292  <0.001  17_Eryth.2 
PHB <0.001  0.570  0.377  0.214  <0.001  17_Eryth.2 
PAFAH1B3 <0.001  0.513  0.271  0.129  <0.001  17_Eryth.2 
PSMC3 <0.001  0.546  0.373  0.208  <0.001  17_Eryth.2 
HSPA8 <0.001  0.677  0.609  0.487  <0.001  17_Eryth.2 
CCT3 <0.001  0.581  0.413  0.249  <0.001  17_Eryth.2 
EIF3J <0.001  0.539  0.382  0.214  <0.001  17_Eryth.2 
ERH <0.001  0.574  0.581  0.450  <0.001  17_Eryth.2 
ATP5F1A <0.001  0.566  0.530  0.372  <0.001  17_Eryth.2 
YBX3 <0.001  0.520  0.392  0.223  <0.001  17_Eryth.2 
SNRPF <0.001  0.603  0.539  0.398  <0.001  17_Eryth.2 
NDUFS5 <0.001  0.562  0.620  0.517  <0.001  17_Eryth.2 
ESD <0.001  0.576  0.445  0.286  <0.001  17_Eryth.2 
SNRPC <0.001  0.578  0.443  0.286  <0.001  17_Eryth.2 
UQCRQ <0.001  0.538  0.607  0.494  <0.001  17_Eryth.2 
MRPS34 <0.001  0.525  0.373  0.227  <0.001  17_Eryth.2 
LSM5 <0.001  0.544  0.492  0.354  <0.001  17_Eryth.2 
COX5A <0.001  0.511  0.508  0.378  <0.001  17_Eryth.2 
EIF5B <0.001  0.500  0.381  0.245  <0.001  17_Eryth.2 
BNIP3L <0.001  0.529  0.338  0.213  <0.001  17_Eryth.2 
FCER1A <0.001  2.186  0.833  0.023  <0.001  18_cDC 
HLA-DPA1 <0.001  2.008  0.995  0.375  <0.001  18_cDC 
HLA-DRB1 <0.001  1.979  0.998  0.411  <0.001  18_cDC 
CST3 <0.001  1.967  0.999  0.345  <0.001  18_cDC 
HLA-DPB1 <0.001  1.943  0.997  0.422  <0.001  18_cDC 
HLA-DRA <0.001  1.881  1.000  0.456  <0.001  18_cDC 
HLA-DQA1 <0.001  1.874  0.897  0.148  <0.001  18_cDC 
HLA-DQB1 <0.001  1.712  0.974  0.268  <0.001  18_cDC 



CD74 <0.001  1.654  1.000  0.638  <0.001  18_cDC 
HLA-DRB5 <0.001  1.540  0.672  0.153  <0.001  18_cDC 
CLEC10A <0.001  1.415  0.630  0.009  <0.001  18_cDC 
ANXA2 <0.001  1.314  0.961  0.288  <0.001  18_cDC 
HLA-DMA <0.001  1.296  0.974  0.272  <0.001  18_cDC 
AREG <0.001  1.252  0.585  0.104  <0.001  18_cDC 
VIM <0.001  1.196  0.998  0.646  <0.001  18_cDC 
S100A10 <0.001  1.152  0.991  0.521  <0.001  18_cDC 
CPVL <0.001  1.105  0.746  0.127  <0.001  18_cDC 
GSTP1 <0.001  1.074  0.991  0.533  <0.001  18_cDC 
COTL1 <0.001  1.067  0.993  0.443  <0.001  18_cDC 
GPR183 <0.001  0.990  0.769  0.160  <0.001  18_cDC 
TUBA1B <0.001  0.981  0.938  0.407  <0.001  18_cDC 
HLA-DMB <0.001  0.948  0.860  0.159  <0.001  18_cDC 
SAMHD1 <0.001  0.918  0.845  0.213  <0.001  18_cDC 
LYZ <0.001  0.892  0.999  0.329  <0.001  18_cDC 
CAPG <0.001  0.887  0.829  0.172  <0.001  18_cDC 
CD1C <0.001  0.885  0.424  0.011  <0.001  18_cDC 
LGALS1 <0.001  0.876  0.994  0.438  <0.001  18_cDC 
LGALS2 <0.001  0.842  0.611  0.095  <0.001  18_cDC 
GRN <0.001  0.831  0.917  0.224  <0.001  18_cDC 
AP1S2 <0.001  0.829  0.917  0.298  <0.001  18_cDC 
C1orf162 <0.001  0.826  0.886  0.265  <0.001  18_cDC 
ACTB <0.001  0.816  1.000  0.982  <0.001  18_cDC 
SPI1 <0.001  0.813  0.907  0.199  <0.001  18_cDC 
ANXA5 <0.001  0.802  0.868  0.223  <0.001  18_cDC 
H2AFY <0.001  0.798  0.944  0.366  <0.001  18_cDC 
ALDH2 <0.001  0.789  0.686  0.076  <0.001  18_cDC 
CTSH <0.001  0.787  0.764  0.121  <0.001  18_cDC 
CFP <0.001  0.766  0.817  0.142  <0.001  18_cDC 
GAPDH <0.001  0.765  0.998  0.823  <0.001  18_cDC 
JAML <0.001  0.756  0.697  0.121  <0.001  18_cDC 
ANXA1 <0.001  0.753  0.959  0.460  <0.001  18_cDC 
LY86 <0.001  0.747  0.801  0.137  <0.001  18_cDC 
RNASE2 <0.001  0.740  0.480  0.085  <0.001  18_cDC 
LSP1 <0.001  0.739  0.964  0.464  <0.001  18_cDC 
ENHO <0.001  0.737  0.453  0.002  <0.001  18_cDC 
RAC1 <0.001  0.715  0.960  0.443  <0.001  18_cDC 
ARPC1B <0.001  0.708  0.944  0.450  <0.001  18_cDC 
BID <0.001  0.708  0.750  0.180  <0.001  18_cDC 
PHACTR1 <0.001  0.700  0.684  0.106  <0.001  18_cDC 
FCGRT <0.001  0.697  0.879  0.250  <0.001  18_cDC 
ENO1 <0.001  0.694  0.930  0.464  <0.001  18_cDC 



PPA1 <0.001  0.689  0.845  0.294  <0.001  18_cDC 
H2AFZ <0.001  0.686  0.819  0.434  <0.001  18_cDC 
IFI30 <0.001  0.686  0.579  0.081  <0.001  18_cDC 
PLAUR <0.001  0.682  0.698  0.131  <0.001  18_cDC 
CEBPD <0.001  0.681  0.738  0.143  <0.001  18_cDC 
TPI1 <0.001  0.677  0.950  0.466  <0.001  18_cDC 
SLC25A5 <0.001  0.667  0.924  0.432  <0.001  18_cDC 
GDI2 <0.001  0.653  0.892  0.383  <0.001  18_cDC 
RNH1 <0.001  0.646  0.822  0.274  <0.001  18_cDC 
TMSB10 <0.001  0.645  1.000  0.973  <0.001  18_cDC 
PLD4 <0.001  0.639  0.584  0.058  <0.001  18_cDC 
AP2S1 <0.001  0.637  0.930  0.382  <0.001  18_cDC 
CFL1 <0.001  0.637  0.997  0.834  <0.001  18_cDC 
MAP3K8 <0.001  0.636  0.727  0.185  <0.001  18_cDC 
IGSF6 <0.001  0.632  0.568  0.066  <0.001  18_cDC 
PKM <0.001  0.627  0.874  0.344  <0.001  18_cDC 
CCDC88A <0.001  0.626  0.674  0.134  <0.001  18_cDC 
CSTB <0.001  0.621  0.882  0.351  <0.001  18_cDC 
PPT1 <0.001  0.619  0.771  0.220  <0.001  18_cDC 
RNASE6 <0.001  0.616  0.706  0.129  <0.001  18_cDC 
CSTA <0.001  0.616  0.864  0.225  <0.001  18_cDC 
FABP5 <0.001  0.612  0.632  0.144  <0.001  18_cDC 
ACTG1 <0.001  0.602  0.991  0.743  <0.001  18_cDC 
RNF130 <0.001  0.596  0.778  0.206  <0.001  18_cDC 
TAGLN2 <0.001  0.595  0.932  0.481  <0.001  18_cDC 
YBX1 <0.001  0.585  0.995  0.782  <0.001  18_cDC 
AIF1 <0.001  0.585  0.981  0.343  <0.001  18_cDC 
STMN1 <0.001  0.578  0.471  0.225  <0.001  18_cDC 
KLF4 <0.001  0.577  0.684  0.123  <0.001  18_cDC 
IRF8 <0.001  0.575  0.497  0.098  <0.001  18_cDC 
FCER1G <0.001  0.575  0.954  0.310  <0.001  18_cDC 
ARPC3 <0.001  0.574  0.984  0.690  <0.001  18_cDC 
SNX3 <0.001  0.569  0.940  0.486  <0.001  18_cDC 
YWHAE <0.001  0.564  0.818  0.278  <0.001  18_cDC 
LMNA <0.001  0.560  0.489  0.125  <0.001  18_cDC 
HMGN1 <0.001  0.559  0.944  0.565  <0.001  18_cDC 
LDHA <0.001  0.556  0.890  0.457  <0.001  18_cDC 
HMGN2 <0.001  0.555  0.941  0.649  <0.001  18_cDC 
PYCARD <0.001  0.551  0.842  0.272  <0.001  18_cDC 
HEXB <0.001  0.543  0.650  0.141  <0.001  18_cDC 
IGFBP7 <0.001  0.541  0.577  0.099  <0.001  18_cDC 
TIMP1 <0.001  0.539  0.881  0.284  <0.001  18_cDC 
CD86 <0.001  0.537  0.580  0.069  <0.001  18_cDC 



NDRG2 <0.001  0.536  0.419  0.013  <0.001  18_cDC 
DBI <0.001  0.534  0.903  0.419  <0.001  18_cDC 
ARF6 <0.001  0.532  0.892  0.449  <0.001  18_cDC 
GLIPR1 <0.001  0.530  0.770  0.203  <0.001  18_cDC 
PAK1 <0.001  0.528  0.525  0.084  <0.001  18_cDC 
GSN <0.001  0.525  0.547  0.061  <0.001  18_cDC 
MNDA <0.001  0.520  0.776  0.183  <0.001  18_cDC 
CTSZ <0.001  0.516  0.606  0.136  <0.001  18_cDC 
DDIT4 <0.001  0.515  0.604  0.199  <0.001  18_cDC 
HLA-DQA2 <0.001  0.515  0.260  0.060  <0.001  18_cDC 
VAMP8 <0.001  0.515  0.911  0.466  <0.001  18_cDC 
FKBP1A <0.001  0.512  0.948  0.461  <0.001  18_cDC 
PPIA <0.001  0.506  0.986  0.721  <0.001  18_cDC 
C20orf27 <0.001  0.506  0.679  0.191  <0.001  18_cDC 
ATP5F1B <0.001  0.506  0.872  0.386  <0.001  18_cDC 
COX5A <0.001  0.506  0.881  0.371  <0.001  18_cDC 
LGALS9 <0.001  0.502  0.703  0.188  <0.001  18_cDC 

MALAT1 <0.001  1.190  1.000  0.983  <0.001  19_CD4.TEM 

GNLY <0.001  0.842  0.403  0.191  <0.001  19_CD4.TEM 

RORA <0.001  0.818  0.264  0.171  <0.001  19_CD4.TEM 

STK4 <0.001  0.748  0.417  0.410  <0.001  19_CD4.TEM 

N4BP2L2 <0.001  0.710  0.439  0.469  <0.001  19_CD4.TEM 

PPP2R5C <0.001  0.675  0.374  0.372  <0.001  19_CD4.TEM 

AAK1 <0.001  0.675  0.279  0.244  <0.001  19_CD4.TEM 

FUS <0.001  0.567  0.490  0.570  <0.001  19_CD4.TEM 

CLEC2D <0.001  0.637  0.267  0.241  <0.001  19_CD4.TEM 

PNISR <0.001  0.556  0.467  0.557  <0.001  19_CD4.TEM 

ATM <0.001  0.687  0.267  0.250  <0.001  19_CD4.TEM 

PCSK7 <0.001  0.704  0.293  0.288  <0.001  19_CD4.TEM 

ACAP1 <0.001  0.641  0.317  0.319  <0.001  19_CD4.TEM 

MYO1F <0.001  0.573  0.258  0.256  <0.001  19_CD4.TEM 

NKTR <0.001  0.673  0.292  0.315  <0.001  19_CD4.TEM 

LST1 <0.001  2.332  1.000  0.303  <0.001  20_CD16.Mono 
IFITM3 <0.001  2.102  0.890  0.140  <0.001  20_CD16.Mono 
AIF1 <0.001  2.067  0.998  0.344  <0.001  20_CD16.Mono 
FCGR3A <0.001  1.967  0.852  0.082  <0.001  20_CD16.Mono 
COTL1 <0.001  1.838  0.995  0.445  <0.001  20_CD16.Mono 
LYPD2 <0.001  1.793  0.311  0.000  <0.001  20_CD16.Mono 
SERPINA1 <0.001  1.748  0.944  0.144  <0.001  20_CD16.Mono 
MS4A7 <0.001  1.740  0.751  0.059  <0.001  20_CD16.Mono 



SAT1 <0.001  1.735  0.997  0.546  <0.001  20_CD16.Mono 
FCER1G <0.001  1.724  0.984  0.311  <0.001  20_CD16.Mono 
TIMP1 <0.001  1.699  0.934  0.285  <0.001  20_CD16.Mono 
SMIM25 <0.001  1.650  0.764  0.053  <0.001  20_CD16.Mono 
S100A11 <0.001  1.600  0.982  0.360  <0.001  20_CD16.Mono 
PSAP <0.001  1.581  0.988  0.450  <0.001  20_CD16.Mono 
CFD <0.001  1.546  0.919  0.191  <0.001  20_CD16.Mono 
FTH1 <0.001  1.519  1.000  0.963  <0.001  20_CD16.Mono 
RHOC <0.001  1.470  0.789  0.125  <0.001  20_CD16.Mono 
SPI1 <0.001  1.463  0.906  0.201  <0.001  20_CD16.Mono 
CTSS <0.001  1.442  0.987  0.408  <0.001  20_CD16.Mono 
FTL <0.001  1.418  1.000  0.968  <0.001  20_CD16.Mono 
CST3 <0.001  1.397  0.995  0.347  <0.001  20_CD16.Mono 
CD68 <0.001  1.376  0.821  0.125  <0.001  20_CD16.Mono 
CDKN1C <0.001  1.345  0.545  0.009  <0.001  20_CD16.Mono 
IFI30 <0.001  1.343  0.687  0.081  <0.001  20_CD16.Mono 
IFITM2 <0.001  1.313  0.965  0.483  <0.001  20_CD16.Mono 
STXBP2 <0.001  1.312  0.898  0.299  <0.001  20_CD16.Mono 
TYROBP <0.001  1.297  0.999  0.390  <0.001  20_CD16.Mono 
HES4 <0.001  1.285  0.551  0.009  <0.001  20_CD16.Mono 
VMO1 <0.001  1.282  0.328  0.003  <0.001  20_CD16.Mono 
LRRC25 <0.001  1.253  0.671  0.058  <0.001  20_CD16.Mono 
PILRA <0.001  1.223  0.655  0.057  <0.001  20_CD16.Mono 
CXCL16 <0.001  1.213  0.621  0.046  <0.001  20_CD16.Mono 
NPC2 <0.001  1.203  0.933  0.381  <0.001  20_CD16.Mono 
LYN <0.001  1.200  0.803  0.199  <0.001  20_CD16.Mono 
NEAT1 <0.001  1.197  0.993  0.630  <0.001  20_CD16.Mono 
VSIR <0.001  1.166  0.864  0.312  <0.001  20_CD16.Mono 
ASAH1 <0.001  1.131  0.864  0.293  <0.001  20_CD16.Mono 
BID <0.001  1.113  0.715  0.182  <0.001  20_CD16.Mono 
TYMP <0.001  1.113  0.892  0.290  <0.001  20_CD16.Mono 
LILRB2 <0.001  1.079  0.617  0.062  <0.001  20_CD16.Mono 
LILRA5 <0.001  1.075  0.577  0.065  <0.001  20_CD16.Mono 
HMOX1 <0.001  1.071  0.558  0.044  <0.001  20_CD16.Mono 
S100A4 <0.001  1.070  0.998  0.763  <0.001  20_CD16.Mono 
CSTB <0.001  1.060  0.786  0.355  <0.001  20_CD16.Mono 
G0S2 <0.001  1.055  0.423  0.102  <0.001  20_CD16.Mono 
NAP1L1 <0.001  1.037  0.956  0.659  <0.001  20_CD16.Mono 
MAFB <0.001  1.035  0.643  0.093  <0.001  20_CD16.Mono 
CFP <0.001  1.022  0.718  0.145  <0.001  20_CD16.Mono 
HCK <0.001  1.017  0.564  0.072  <0.001  20_CD16.Mono 
RNASET2 <0.001  1.012  0.862  0.380  <0.001  20_CD16.Mono 
PECAM1 <0.001  1.009  0.605  0.098  <0.001  20_CD16.Mono 



TNFRSF1B <0.001  1.009  0.681  0.163  <0.001  20_CD16.Mono 
FCN1 <0.001  1.002  0.877  0.223  <0.001  20_CD16.Mono 
JPT1 <0.001  1.001  0.721  0.232  <0.001  20_CD16.Mono 
WARS <0.001  0.995  0.587  0.099  <0.001  20_CD16.Mono 
CSF1R <0.001  0.994  0.481  0.032  <0.001  20_CD16.Mono 
C5AR1 <0.001  0.979  0.565  0.057  <0.001  20_CD16.Mono 
CLEC7A <0.001  0.978  0.741  0.131  <0.001  20_CD16.Mono 
SLC7A7 <0.001  0.974  0.570  0.065  <0.001  20_CD16.Mono 
TCF7L2 <0.001  0.963  0.471  0.025  <0.001  20_CD16.Mono 
BCL2A1 <0.001  0.937  0.637  0.116  <0.001  20_CD16.Mono 
PYCARD <0.001  0.925  0.799  0.275  <0.001  20_CD16.Mono 
MT2A <0.001  0.923  0.714  0.344  <0.001  20_CD16.Mono 
CEBPB <0.001  0.922  0.781  0.283  <0.001  20_CD16.Mono 
PTPN6 <0.001  0.913  0.698  0.234  <0.001  20_CD16.Mono 
NAAA <0.001  0.897  0.559  0.117  <0.001  20_CD16.Mono 
CMTM6 <0.001  0.888  0.759  0.273  <0.001  20_CD16.Mono 
FKBP1A <0.001  0.881  0.886  0.463  <0.001  20_CD16.Mono 
HLA-DPA1 <0.001  0.876  0.875  0.379  <0.001  20_CD16.Mono 
OAZ1 <0.001  0.875  0.991  0.810  <0.001  20_CD16.Mono 
NFKBIZ <0.001  0.866  0.595  0.162  <0.001  20_CD16.Mono 
TPPP3 <0.001  0.861  0.334  0.012  <0.001  20_CD16.Mono 
PRELID1 <0.001  0.858  0.836  0.423  <0.001  20_CD16.Mono 
FGR <0.001  0.857  0.633  0.144  <0.001  20_CD16.Mono 
VASP <0.001  0.856  0.644  0.216  <0.001  20_CD16.Mono 
S100A6 <0.001  0.856  0.998  0.804  <0.001  20_CD16.Mono 
TKT <0.001  0.854  0.850  0.377  <0.001  20_CD16.Mono 
NAMPT <0.001  0.846  0.850  0.247  <0.001  20_CD16.Mono 
DRAP1 <0.001  0.843  0.831  0.429  <0.001  20_CD16.Mono 
ZFAND5 <0.001  0.843  0.683  0.233  <0.001  20_CD16.Mono 
LY6E <0.001  0.842  0.820  0.418  <0.001  20_CD16.Mono 
EMP3 <0.001  0.840  0.965  0.643  <0.001  20_CD16.Mono 
APOBEC3A <0.001  0.835  0.341  0.039  <0.001  20_CD16.Mono 
RHOG <0.001  0.833  0.769  0.341  <0.001  20_CD16.Mono 
HSBP1 <0.001  0.830  0.638  0.224  <0.001  20_CD16.Mono 
ANXA2 <0.001  0.829  0.769  0.293  <0.001  20_CD16.Mono 
ARRB2 <0.001  0.828  0.709  0.234  <0.001  20_CD16.Mono 
SLC11A1 <0.001  0.826  0.543  0.088  <0.001  20_CD16.Mono 
CARD16 <0.001  0.816  0.692  0.245  <0.001  20_CD16.Mono 
UNC119 <0.001  0.802  0.511  0.088  <0.001  20_CD16.Mono 
ANXA5 <0.001  0.800  0.681  0.228  <0.001  20_CD16.Mono 
C19orf38 <0.001  0.799  0.517  0.073  <0.001  20_CD16.Mono 
ZNF703 <0.001  0.796  0.385  0.014  <0.001  20_CD16.Mono 
CALM2 <0.001  0.791  0.902  0.663  <0.001  20_CD16.Mono 



TESC <0.001  0.790  0.496  0.132  <0.001  20_CD16.Mono 
BRI3 <0.001  0.788  0.605  0.177  <0.001  20_CD16.Mono 
MAPKAPK3 <0.001  0.787  0.514  0.112  <0.001  20_CD16.Mono 
LILRA1 <0.001  0.786  0.402  0.025  <0.001  20_CD16.Mono 
POU2F2 <0.001  0.779  0.471  0.111  <0.001  20_CD16.Mono 
EVI2B <0.001  0.778  0.813  0.394  <0.001  20_CD16.Mono 
CKB <0.001  0.777  0.300  0.014  <0.001  20_CD16.Mono 
ACTB <0.001  0.776  1.000  0.982  <0.001  20_CD16.Mono 
CASP1 <0.001  0.772  0.569  0.162  <0.001  20_CD16.Mono 
ARPC3 <0.001  0.770  0.937  0.691  <0.001  20_CD16.Mono 
PTP4A2 <0.001  0.769  0.879  0.482  <0.001  20_CD16.Mono 
SIGLEC10 <0.001  0.752  0.374  0.018  <0.001  20_CD16.Mono 
ARPC1B <0.001  0.745  0.812  0.453  <0.001  20_CD16.Mono 
LGALS9 <0.001  0.742  0.585  0.192  <0.001  20_CD16.Mono 
FGL2 <0.001  0.739  0.523  0.111  <0.001  20_CD16.Mono 
CD86 <0.001  0.738  0.458  0.072  <0.001  20_CD16.Mono 
LTA4H <0.001  0.737  0.579  0.215  <0.001  20_CD16.Mono 
CLEC12A <0.001  0.734  0.464  0.084  <0.001  20_CD16.Mono 
RHOB <0.001  0.733  0.505  0.134  <0.001  20_CD16.Mono 
FAM110A <0.001  0.718  0.381  0.049  <0.001  20_CD16.Mono 
NINJ1 <0.001  0.717  0.534  0.141  <0.001  20_CD16.Mono 
MTSS1 <0.001  0.711  0.419  0.069  <0.001  20_CD16.Mono 
CD52 <0.001  0.710  0.974  0.697  <0.001  20_CD16.Mono 
ABI3 <0.001  0.693  0.431  0.070  <0.001  20_CD16.Mono 
THEMIS2 <0.001  0.692  0.552  0.157  <0.001  20_CD16.Mono 
ARPC5 <0.001  0.684  0.761  0.434  <0.001  20_CD16.Mono 
TMSB4X <0.001  0.684  1.000  0.969  <0.001  20_CD16.Mono 
ARPC2 <0.001  0.684  0.943  0.697  <0.001  20_CD16.Mono 
C1orf162 <0.001  0.677  0.680  0.270  <0.001  20_CD16.Mono 
SH3BGRL <0.001  0.674  0.781  0.433  <0.001  20_CD16.Mono 
INSIG1 <0.001  0.664  0.439  0.108  <0.001  20_CD16.Mono 
SLC2A6 <0.001  0.664  0.359  0.035  <0.001  20_CD16.Mono 
CUX1 <0.001  0.663  0.431  0.117  <0.001  20_CD16.Mono 
CTSC <0.001  0.662  0.567  0.221  <0.001  20_CD16.Mono 
CD300E <0.001  0.659  0.383  0.047  <0.001  20_CD16.Mono 
SPN <0.001  0.658  0.546  0.210  <0.001  20_CD16.Mono 
CAMK1 <0.001  0.656  0.366  0.026  <0.001  20_CD16.Mono 
PLAUR <0.001  0.656  0.560  0.135  <0.001  20_CD16.Mono 
SNX18 <0.001  0.647  0.421  0.065  <0.001  20_CD16.Mono 
LGALS3 <0.001  0.647  0.548  0.169  <0.001  20_CD16.Mono 
TBXAS1 <0.001  0.646  0.405  0.067  <0.001  20_CD16.Mono 
RNH1 <0.001  0.644  0.633  0.279  <0.001  20_CD16.Mono 
STX11 <0.001  0.644  0.501  0.115  <0.001  20_CD16.Mono 



S100A10 <0.001  0.638  0.897  0.524  <0.001  20_CD16.Mono 
FCGRT <0.001  0.636  0.675  0.255  <0.001  20_CD16.Mono 
LGALS1 <0.001  0.635  0.979  0.440  <0.001  20_CD16.Mono 
VAMP5 <0.001  0.632  0.508  0.199  <0.001  20_CD16.Mono 
LYST <0.001  0.631  0.515  0.156  <0.001  20_CD16.Mono 
RHOA <0.001  0.628  0.872  0.547  <0.001  20_CD16.Mono 
HLA-DRB5 <0.001  0.627  0.465  0.158  <0.001  20_CD16.Mono 
NCF2 <0.001  0.623  0.423  0.076  <0.001  20_CD16.Mono 
SLC25A6 <0.001  0.623  0.967  0.791  <0.001  20_CD16.Mono 
GNB2 <0.001  0.621  0.636  0.289  <0.001  20_CD16.Mono 
ITGAX <0.001  0.620  0.360  0.047  <0.001  20_CD16.Mono 
ISG15 <0.001  0.619  0.526  0.245  <0.001  20_CD16.Mono 
RGS19 <0.001  0.618  0.493  0.154  <0.001  20_CD16.Mono 
MYL6 <0.001  0.615  0.972  0.834  <0.001  20_CD16.Mono 
HOTAIRM1 <0.001  0.613  0.415  0.089  <0.001  20_CD16.Mono 
CHCHD10 <0.001  0.612  0.614  0.276  <0.001  20_CD16.Mono 
CPPED1 <0.001  0.609  0.382  0.085  <0.001  20_CD16.Mono 
TCIRG1 <0.001  0.606  0.469  0.125  <0.001  20_CD16.Mono 
CRIP1 <0.001  0.606  0.586  0.273  <0.001  20_CD16.Mono 
GDI2 <0.001  0.603  0.718  0.388  <0.001  20_CD16.Mono 
LILRB1 <0.001  0.601  0.326  0.037  <0.001  20_CD16.Mono 
BATF3 <0.001  0.597  0.283  0.010  <0.001  20_CD16.Mono 
SYNGR2 <0.001  0.596  0.514  0.194  <0.001  20_CD16.Mono 
MARCKS <0.001  0.594  0.423  0.106  <0.001  20_CD16.Mono 
MYO1G <0.001  0.592  0.577  0.206  <0.001  20_CD16.Mono 
CALHM6 <0.001  0.591  0.379  0.073  <0.001  20_CD16.Mono 
RNF144B <0.001  0.588  0.315  0.043  <0.001  20_CD16.Mono 
GSTP1 <0.001  0.582  0.886  0.536  <0.001  20_CD16.Mono 
OAS1 <0.001  0.581  0.327  0.049  <0.001  20_CD16.Mono 
LRRFIP1 <0.001  0.581  0.762  0.429  <0.001  20_CD16.Mono 
BLOC1S1 <0.001  0.578  0.777  0.429  <0.001  20_CD16.Mono 
PFN1 <0.001  0.575  0.989  0.888  <0.001  20_CD16.Mono 
HIGD2A <0.001  0.574  0.806  0.485  <0.001  20_CD16.Mono 
GNG5 <0.001  0.572  0.719  0.379  <0.001  20_CD16.Mono 
CD300LF <0.001  0.571  0.339  0.043  <0.001  20_CD16.Mono 
SH3BGRL3 <0.001  0.571  0.986  0.798  <0.001  20_CD16.Mono 
GNAI2 <0.001  0.570  0.597  0.274  <0.001  20_CD16.Mono 
PGLS <0.001  0.570  0.655  0.314  <0.001  20_CD16.Mono 
IFNGR2 <0.001  0.568  0.435  0.127  <0.001  20_CD16.Mono 
RNF149 <0.001  0.567  0.454  0.133  <0.001  20_CD16.Mono 
HLA-DRB1 <0.001  0.566  0.875  0.415  <0.001  20_CD16.Mono 
CYBB <0.001  0.561  0.530  0.133  <0.001  20_CD16.Mono 
SEC11A <0.001  0.560  0.700  0.367  <0.001  20_CD16.Mono 



FCGR2A <0.001  0.558  0.334  0.055  <0.001  20_CD16.Mono 
MARCKSL1 <0.001  0.557  0.448  0.190  <0.001  20_CD16.Mono 
ITGB2 <0.001  0.556  0.784  0.409  <0.001  20_CD16.Mono 
YBX1 <0.001  0.556  0.973  0.783  <0.001  20_CD16.Mono 
CAPZA2 <0.001  0.554  0.637  0.311  <0.001  20_CD16.Mono 
SAMSN1 <0.001  0.553  0.505  0.177  <0.001  20_CD16.Mono 
ATP1B3 <0.001  0.552  0.540  0.246  <0.001  20_CD16.Mono 
LY96 <0.001  0.551  0.469  0.124  <0.001  20_CD16.Mono 
GRK2 <0.001  0.551  0.479  0.162  <0.001  20_CD16.Mono 
LILRA2 <0.001  0.549  0.334  0.044  <0.001  20_CD16.Mono 
SLC43A2 <0.001  0.548  0.384  0.080  <0.001  20_CD16.Mono 
ZEB2 <0.001  0.547  0.688  0.313  <0.001  20_CD16.Mono 
RXRA <0.001  0.545  0.344  0.073  <0.001  20_CD16.Mono 
CTSL <0.001  0.545  0.291  0.042  <0.001  20_CD16.Mono 
ITM2B <0.001  0.545  0.943  0.754  <0.001  20_CD16.Mono 
LSP1 <0.001  0.543  0.816  0.468  <0.001  20_CD16.Mono 
GLUL <0.001  0.543  0.591  0.250  <0.001  20_CD16.Mono 
TUBA1A <0.001  0.542  0.674  0.371  <0.001  20_CD16.Mono 
TMEM176B <0.001  0.540  0.289  0.050  <0.001  20_CD16.Mono 
ATG3 <0.001  0.540  0.485  0.206  <0.001  20_CD16.Mono 
SCIMP <0.001  0.540  0.310  0.036  <0.001  20_CD16.Mono 
FAM49A <0.001  0.538  0.344  0.054  <0.001  20_CD16.Mono 
PGK1 <0.001  0.534  0.716  0.428  <0.001  20_CD16.Mono 
SNX10 <0.001  0.534  0.424  0.121  <0.001  20_CD16.Mono 
FAM45A <0.001  0.534  0.446  0.159  <0.001  20_CD16.Mono 
CAPZB <0.001  0.532  0.744  0.451  <0.001  20_CD16.Mono 
KLF4 <0.001  0.531  0.457  0.129  <0.001  20_CD16.Mono 
CYBA <0.001  0.530  0.987  0.791  <0.001  20_CD16.Mono 
GPBAR1 <0.001  0.529  0.275  0.023  <0.001  20_CD16.Mono 
AP1S2 <0.001  0.529  0.723  0.303  <0.001  20_CD16.Mono 
SOD2 <0.001  0.527  0.433  0.142  <0.001  20_CD16.Mono 
SH3BP2 <0.001  0.524  0.371  0.084  <0.001  20_CD16.Mono 
TPM3 <0.001  0.522  0.834  0.536  <0.001  20_CD16.Mono 
C20orf27 <0.001  0.519  0.482  0.196  <0.001  20_CD16.Mono 
IER5 <0.001  0.518  0.385  0.136  <0.001  20_CD16.Mono 
ADGRE2 <0.001  0.516  0.283  0.028  <0.001  20_CD16.Mono 
MTPN <0.001  0.512  0.554  0.274  <0.001  20_CD16.Mono 
ATP6V0B <0.001  0.512  0.748  0.395  <0.001  20_CD16.Mono 
RARA <0.001  0.510  0.351  0.072  <0.001  20_CD16.Mono 
CD83 <0.001  0.509  0.379  0.098  <0.001  20_CD16.Mono 
CDH23 <0.001  0.505  0.257  0.013  <0.001  20_CD16.Mono 
SLC31A2 <0.001  0.502  0.272  0.040  <0.001  20_CD16.Mono 
NR4A1 <0.001  0.501  0.281  0.043  <0.001  20_CD16.Mono 



IGHA1 <0.001  5.972  0.650  0.117  <0.001  21_Plasma 
IGKC <0.001  5.758  0.808  0.282  <0.001  21_Plasma 
IGHG1 <0.001  5.620  0.562  0.045  <0.001  21_Plasma 
IGLC2 <0.001  5.349  0.572  0.132  <0.001  21_Plasma 
IGHG3 <0.001  5.127  0.514  0.028  <0.001  21_Plasma 
IGLC3 <0.001  5.037  0.398  0.070  <0.001  21_Plasma 
IGHG2 <0.001  4.469  0.377  0.015  <0.001  21_Plasma 
JCHAIN <0.001  4.426  0.587  0.073  <0.001  21_Plasma 
IGHG4 <0.001  4.099  0.391  0.012  <0.001  21_Plasma 
IGHA2 <0.001  3.515  0.363  0.014  <0.001  21_Plasma 
MZB1 <0.001  2.851  0.942  0.083  <0.001  21_Plasma 
SSR4 <0.001  2.123  0.975  0.601  <0.001  21_Plasma 
DERL3 <0.001  1.761  0.800  0.039  <0.001  21_Plasma 
FKBP11 <0.001  1.714  0.873  0.166  <0.001  21_Plasma 
SEC11C <0.001  1.577  0.826  0.174  <0.001  21_Plasma 
HSP90B1 <0.001  1.518  0.925  0.396  <0.001  21_Plasma 
HERPUD1 <0.001  1.438  0.892  0.317  <0.001  21_Plasma 
ITM2C <0.001  1.328  0.791  0.120  <0.001  21_Plasma 
ANKRD28 <0.001  1.322  0.653  0.142  <0.001  21_Plasma 
XBP1 <0.001  1.271  0.869  0.298  <0.001  21_Plasma 
FKBP2 <0.001  1.251  0.845  0.214  <0.001  21_Plasma 
PRDX4 <0.001  1.171  0.734  0.126  <0.001  21_Plasma 
TNFRSF17 <0.001  1.033  0.568  0.004  <0.001  21_Plasma 
CD27 <0.001  0.926  0.696  0.125  <0.001  21_Plasma 
SPCS2 <0.001  0.902  0.854  0.358  <0.001  21_Plasma 
MANF <0.001  0.890  0.690  0.147  <0.001  21_Plasma 
MYDGF <0.001  0.888  0.773  0.255  <0.001  21_Plasma 
JSRP1 <0.001  0.873  0.407  0.003  <0.001  21_Plasma 
SELENOS <0.001  0.860  0.757  0.209  <0.001  21_Plasma 
PDIA4 <0.001  0.844  0.670  0.155  <0.001  21_Plasma 
SDF2L1 <0.001  0.790  0.729  0.203  <0.001  21_Plasma 
UBE2J1 <0.001  0.777  0.716  0.209  <0.001  21_Plasma 
SELENOM <0.001  0.769  0.627  0.096  <0.001  21_Plasma 
SDC1 <0.001  0.746  0.464  0.001  <0.001  21_Plasma 
LMNA <0.001  0.743  0.502  0.127  <0.001  21_Plasma 
SSR3 <0.001  0.743  0.729  0.238  <0.001  21_Plasma 
SPCS3 <0.001  0.709  0.756  0.240  <0.001  21_Plasma 
CRELD2 <0.001  0.704  0.622  0.105  <0.001  21_Plasma 
TNFRSF13B <0.001  0.681  0.498  0.012  <0.001  21_Plasma 
PPIB <0.001  0.678  0.842  0.488  <0.001  21_Plasma 
SPCS1 <0.001  0.676  0.846  0.472  <0.001  21_Plasma 
RASGRP3 <0.001  0.673  0.488  0.022  <0.001  21_Plasma 
PLPP5 <0.001  0.657  0.633  0.082  <0.001  21_Plasma 



PDIA6 <0.001  0.645  0.749  0.287  <0.001  21_Plasma 
FCRL5 <0.001  0.644  0.490  0.014  <0.001  21_Plasma 
CYTOR <0.001  0.633  0.562  0.207  <0.001  21_Plasma 
DNAJB9 <0.001  0.610  0.598  0.129  <0.001  21_Plasma 
ERLEC1 <0.001  0.602  0.576  0.111  <0.001  21_Plasma 
GNG7 <0.001  0.589  0.580  0.070  <0.001  21_Plasma 
ISG20 <0.001  0.581  0.736  0.295  <0.001  21_Plasma 
TRIB1 <0.001  0.577  0.478  0.065  <0.001  21_Plasma 
TMED9 <0.001  0.571  0.698  0.248  <0.001  21_Plasma 
CD38 <0.001  0.566  0.520  0.074  <0.001  21_Plasma 
LMAN1 <0.001  0.563  0.538  0.122  <0.001  21_Plasma 
SELENOK <0.001  0.543  0.789  0.391  <0.001  21_Plasma 
POU2AF1 <0.001  0.524  0.459  0.035  <0.001  21_Plasma 
KRTCAP2 <0.001  0.520  0.719  0.291  <0.001  21_Plasma 
CHPF <0.001  0.508  0.423  0.011  <0.001  21_Plasma 
TPD52 <0.001  0.507  0.571  0.104  <0.001  21_Plasma 
KDELR2 <0.001  0.506  0.673  0.235  <0.001  21_Plasma 
SPAG4 <0.001  0.505  0.379  0.003  <0.001  21_Plasma 
TP53INP1 <0.001  0.503  0.373  0.037  <0.001  21_Plasma 
PELI1 <0.001  0.500  0.383  0.067  <0.001  21_Plasma 
JUN <0.001  0.516  0.805  0.613  <0.001  21_Plasma 
IGHM <0.001  2.874  0.293  0.157  <0.001  21_Plasma 
IRF8 <0.001  2.127  0.899  0.095  <0.001  22_pDC 
ITM2C <0.001  2.058  0.941  0.118  <0.001  22_pDC 
IRF7 <0.001  2.055  0.845  0.098  <0.001  22_pDC 
PLD4 <0.001  2.048  0.904  0.057  <0.001  22_pDC 
JCHAIN <0.001  1.939  0.916  0.069  <0.001  22_pDC 
C12orf75 <0.001  1.870  0.957  0.206  <0.001  22_pDC 
TCF4 <0.001  1.855  0.882  0.100  <0.001  22_pDC 
LILRA4 <0.001  1.854  0.748  0.003  <0.001  22_pDC 
SERPINF1 <0.001  1.776  0.671  0.015  <0.001  22_pDC 
PLAC8 <0.001  1.772  0.972  0.398  <0.001  22_pDC 
CCDC50 <0.001  1.718  0.839  0.084  <0.001  22_pDC 
GZMB <0.001  1.654  0.688  0.144  <0.001  22_pDC 
APP <0.001  1.650  0.842  0.087  <0.001  22_pDC 
SCT <0.001  1.629  0.640  0.001  <0.001  22_pDC 
PPP1R14B <0.001  1.607  0.715  0.097  <0.001  22_pDC 
BCL11A <0.001  1.584  0.822  0.132  <0.001  22_pDC 
SEC61B <0.001  1.544  0.979  0.483  <0.001  22_pDC 
CD74 <0.001  1.533  1.000  0.641  <0.001  22_pDC 
TPM2 <0.001  1.496  0.564  0.008  <0.001  22_pDC 
UGCG <0.001  1.480  0.719  0.063  <0.001  22_pDC 
NPC2 <0.001  1.475  0.944  0.383  <0.001  22_pDC 



MZB1 <0.001  1.406  0.795  0.086  <0.001  22_pDC 
ALOX5AP <0.001  1.402  0.869  0.240  <0.001  22_pDC 
SOX4 <0.001  1.401  0.750  0.151  <0.001  22_pDC 
IL3RA <0.001  1.359  0.651  0.016  <0.001  22_pDC 
DERL3 <0.001  1.333  0.609  0.043  <0.001  22_pDC 
RNASE6 <0.001  1.303  0.770  0.132  <0.001  22_pDC 
PLP2 <0.001  1.249  0.901  0.332  <0.001  22_pDC 
HERPUD1 <0.001  1.216  0.876  0.317  <0.001  22_pDC 
GPR183 <0.001  1.209  0.636  0.165  <0.001  22_pDC 
SMPD3 <0.001  1.192  0.497  0.003  <0.001  22_pDC 
CLIC3 <0.001  1.189  0.535  0.080  <0.001  22_pDC 
STMN1 <0.001  1.183  0.753  0.223  <0.001  22_pDC 
IRF4 <0.001  1.174  0.521  0.032  <0.001  22_pDC 
SPCS1 <0.001  1.171  0.918  0.471  <0.001  22_pDC 
SLC15A4 <0.001  1.163  0.595  0.051  <0.001  22_pDC 
SPIB <0.001  1.159  0.609  0.045  <0.001  22_pDC 
SELENOS <0.001  1.142  0.717  0.209  <0.001  22_pDC 
TSPAN13 <0.001  1.131  0.596  0.090  <0.001  22_pDC 
TXN <0.001  1.093  0.871  0.385  <0.001  22_pDC 
LILRB4 <0.001  1.077  0.576  0.035  <0.001  22_pDC 
MAPKAPK2 <0.001  1.057  0.606  0.095  <0.001  22_pDC 
TGFBI <0.001  1.054  0.627  0.077  <0.001  22_pDC 
TRAF4 <0.001  1.038  0.475  0.039  <0.001  22_pDC 
PTCRA <0.001  1.037  0.412  0.004  <0.001  22_pDC 
PPIB <0.001  1.026  0.909  0.487  <0.001  22_pDC 
CYB561A3 <0.001  1.005  0.608  0.116  <0.001  22_pDC 
RNASET2 <0.001  0.998  0.877  0.382  <0.001  22_pDC 
SEC61G <0.001  0.996  0.941  0.566  <0.001  22_pDC 
HLA-DMA <0.001  0.980  0.841  0.278  <0.001  22_pDC 
FCER1A <0.001  0.978  0.496  0.032  <0.001  22_pDC 
TAGLN2 <0.001  0.973  0.921  0.484  <0.001  22_pDC 
GAPT <0.001  0.966  0.537  0.068  <0.001  22_pDC 
VAMP8 <0.001  0.958  0.890  0.469  <0.001  22_pDC 
HLA-DPB1 <0.001  0.946  0.957  0.426  <0.001  22_pDC 
HLA-DRA <0.001  0.943  0.993  0.460  <0.001  22_pDC 
PHACTR1 <0.001  0.928  0.629  0.110  <0.001  22_pDC 
HSP90B1 <0.001  0.924  0.863  0.397  <0.001  22_pDC 
CCDC88A <0.001  0.919  0.591  0.138  <0.001  22_pDC 
CLEC4C <0.001  0.910  0.395  0.001  <0.001  22_pDC 
HLA-DPA1 <0.001  0.906  0.922  0.380  <0.001  22_pDC 
CST3 <0.001  0.905  0.972  0.350  <0.001  22_pDC 
LGMN <0.001  0.902  0.482  0.018  <0.001  22_pDC 
HLA-DRB1 <0.001  0.899  0.953  0.415  <0.001  22_pDC 



OSTC <0.001  0.870  0.744  0.302  <0.001  22_pDC 
AC119428.2 <0.001  0.869  0.348  0.005  <0.001  22_pDC 
LDLRAD4 <0.001  0.869  0.431  0.058  <0.001  22_pDC 
FAM129C <0.001  0.853  0.525  0.052  <0.001  22_pDC 
RUNX2 <0.001  0.852  0.447  0.032  <0.001  22_pDC 
SRP14 <0.001  0.851  0.969  0.754  <0.001  22_pDC 
TNFRSF21 <0.001  0.851  0.444  0.021  <0.001  22_pDC 
GAS6 <0.001  0.847  0.419  0.021  <0.001  22_pDC 
PARK7 <0.001  0.846  0.866  0.425  <0.001  22_pDC 
MYBL2 <0.001  0.846  0.332  0.055  <0.001  22_pDC 
FKBP2 <0.001  0.840  0.664  0.217  <0.001  22_pDC 
OFD1 <0.001  0.834  0.479  0.136  <0.001  22_pDC 
RAB11FIP1 <0.001  0.834  0.590  0.156  <0.001  22_pDC 
ERP29 <0.001  0.826  0.899  0.527  <0.001  22_pDC 
SSR4 <0.001  0.817  0.942  0.602  <0.001  22_pDC 
PHB <0.001  0.804  0.640  0.211  <0.001  22_pDC 
C12orf45 <0.001  0.801  0.443  0.079  <0.001  22_pDC 
NUCB2 <0.001  0.791  0.626  0.250  <0.001  22_pDC 
CD2AP <0.001  0.787  0.462  0.074  <0.001  22_pDC 
UBE2J1 <0.001  0.784  0.654  0.210  <0.001  22_pDC 
LRRC26 <0.001  0.781  0.298  0.005  <0.001  22_pDC 
PTPRE <0.001  0.779  0.625  0.163  <0.001  22_pDC 
SIVA1 <0.001  0.777  0.738  0.326  <0.001  22_pDC 
CLN8 <0.001  0.770  0.427  0.064  <0.001  22_pDC 
HLA-DRB5 <0.001  0.770  0.536  0.158  <0.001  22_pDC 
CTSB <0.001  0.760  0.606  0.181  <0.001  22_pDC 
SPINT2 <0.001  0.750  0.631  0.198  <0.001  22_pDC 
CNPY3 <0.001  0.749  0.734  0.286  <0.001  22_pDC 
CDK2AP2 <0.001  0.745  0.523  0.151  <0.001  22_pDC 
SEL1L3 <0.001  0.742  0.434  0.051  <0.001  22_pDC 
JAML <0.001  0.740  0.579  0.126  <0.001  22_pDC 
TUBA1B <0.001  0.738  0.746  0.413  <0.001  22_pDC 
DSTN <0.001  0.738  0.712  0.304  <0.001  22_pDC 
MAP1A <0.001  0.737  0.349  0.010  <0.001  22_pDC 
HIGD1A <0.001  0.724  0.501  0.148  <0.001  22_pDC 
A1BG <0.001  0.723  0.533  0.121  <0.001  22_pDC 
DNASE1L3 <0.001  0.722  0.291  0.005  <0.001  22_pDC 
FCER1G <0.001  0.721  0.883  0.314  <0.001  22_pDC 
CD68 <0.001  0.720  0.579  0.131  <0.001  22_pDC 
PPM1K <0.001  0.719  0.489  0.120  <0.001  22_pDC 
RRBP1 <0.001  0.714  0.433  0.096  <0.001  22_pDC 
CAPG <0.001  0.712  0.658  0.179  <0.001  22_pDC 
SLC20A1 <0.001  0.707  0.450  0.109  <0.001  22_pDC 



TMED10 <0.001  0.707  0.708  0.302  <0.001  22_pDC 
GRAMD1B <0.001  0.706  0.331  0.024  <0.001  22_pDC 
DDAH2 <0.001  0.703  0.507  0.120  <0.001  22_pDC 
SFT2D2 <0.001  0.692  0.472  0.109  <0.001  22_pDC 
HLA-DMB <0.001  0.689  0.630  0.166  <0.001  22_pDC 
AC023590.1 <0.001  0.682  0.323  0.018  <0.001  22_pDC 
SHD <0.001  0.679  0.323  0.001  <0.001  22_pDC 
PPP1R14A <0.001  0.678  0.310  0.051  <0.001  22_pDC 
B4GALT1 <0.001  0.665  0.408  0.139  <0.001  22_pDC 
HLA-DQB1 <0.001  0.663  0.782  0.275  <0.001  22_pDC 
PROC <0.001  0.658  0.290  0.001  <0.001  22_pDC 
UCP2 <0.001  0.657  0.736  0.378  <0.001  22_pDC 
MEF2C <0.001  0.656  0.613  0.185  <0.001  22_pDC 
LSP1 <0.001  0.655  0.845  0.468  <0.001  22_pDC 
SLC7A5 <0.001  0.654  0.365  0.046  <0.001  22_pDC 
GSN <0.001  0.652  0.447  0.065  <0.001  22_pDC 
PDIA4 <0.001  0.652  0.506  0.158  <0.001  22_pDC 
PAXX <0.001  0.648  0.668  0.290  <0.001  22_pDC 
UNC93B1 <0.001  0.646  0.388  0.074  <0.001  22_pDC 
TNNI2 <0.001  0.644  0.326  0.023  <0.001  22_pDC 
CYBA <0.001  0.641  0.990  0.791  <0.001  22_pDC 
CXCR3 <0.001  0.641  0.306  0.030  <0.001  22_pDC 
MPEG1 <0.001  0.638  0.491  0.115  <0.001  22_pDC 
N4BP2L1 <0.001  0.628  0.492  0.162  <0.001  22_pDC 
AP3S1 <0.001  0.627  0.641  0.267  <0.001  22_pDC 
SCN9A <0.001  0.626  0.310  0.006  <0.001  22_pDC 
SCARB2 <0.001  0.622  0.384  0.095  <0.001  22_pDC 
TMEM258 <0.001  0.620  0.831  0.505  <0.001  22_pDC 
VEGFB <0.001  0.618  0.321  0.039  <0.001  22_pDC 
AC007952.4 <0.001  0.617  0.643  0.267  <0.001  22_pDC 
EIF4A3 <0.001  0.615  0.460  0.142  <0.001  22_pDC 
AC245014.3 <0.001  0.612  0.565  0.240  <0.001  22_pDC 
PTMS <0.001  0.612  0.369  0.095  <0.001  22_pDC 
IDH3A <0.001  0.611  0.376  0.065  <0.001  22_pDC 
ATG101 <0.001  0.610  0.388  0.075  <0.001  22_pDC 
BLNK <0.001  0.609  0.351  0.034  <0.001  22_pDC 
GNG7 <0.001  0.605  0.420  0.072  <0.001  22_pDC 
ARID3A <0.001  0.604  0.314  0.050  <0.001  22_pDC 
OPN3 <0.001  0.603  0.352  0.050  <0.001  22_pDC 
DBI <0.001  0.601  0.779  0.423  <0.001  22_pDC 
TRAM1 <0.001  0.600  0.676  0.317  <0.001  22_pDC 
AC103591.3 <0.001  0.599  0.537  0.223  <0.001  22_pDC 
TMED2 <0.001  0.594  0.670  0.336  <0.001  22_pDC 



GRN <0.001  0.591  0.664  0.232  <0.001  22_pDC 
MTDH <0.001  0.587  0.742  0.414  <0.001  22_pDC 
MGST2 <0.001  0.587  0.457  0.138  <0.001  22_pDC 
DAB2 <0.001  0.586  0.303  0.016  <0.001  22_pDC 
SNRNP25 <0.001  0.585  0.452  0.131  <0.001  22_pDC 
TM9SF2 <0.001  0.584  0.490  0.153  <0.001  22_pDC 
ADA <0.001  0.583  0.395  0.093  <0.001  22_pDC 
HMGN1 <0.001  0.582  0.868  0.568  <0.001  22_pDC 
OGT <0.001  0.579  0.418  0.125  <0.001  22_pDC 
CSF2RB <0.001  0.577  0.315  0.038  <0.001  22_pDC 
CORO1C <0.001  0.574  0.391  0.100  <0.001  22_pDC 
CD164 <0.001  0.570  0.683  0.357  <0.001  22_pDC 
MYL12A <0.001  0.565  0.947  0.734  <0.001  22_pDC 
MYDGF <0.001  0.564  0.596  0.258  <0.001  22_pDC 
ERCC1 <0.001  0.564  0.475  0.152  <0.001  22_pDC 
CD4 <0.001  0.562  0.346  0.094  <0.001  22_pDC 
NR3C1 <0.001  0.560  0.496  0.199  <0.001  22_pDC 
GNA15 <0.001  0.559  0.370  0.087  <0.001  22_pDC 
LAPTM4A <0.001  0.558  0.729  0.349  <0.001  22_pDC 
SSR3 <0.001  0.557  0.556  0.240  <0.001  22_pDC 
HLA-DQA1 <0.001  0.557  0.541  0.157  <0.001  22_pDC 
DUSP5 <0.001  0.557  0.279  0.035  <0.001  22_pDC 
COBLL1 <0.001  0.557  0.264  0.029  <0.001  22_pDC 
CHD9 <0.001  0.556  0.484  0.170  <0.001  22_pDC 
LAIR1 <0.001  0.554  0.380  0.079  <0.001  22_pDC 
P4HB <0.001  0.551  0.696  0.346  <0.001  22_pDC 
FABP5 <0.001  0.544  0.465  0.149  <0.001  22_pDC 
SCAMP4 <0.001  0.544  0.362  0.085  <0.001  22_pDC 
CANX <0.001  0.540  0.629  0.286  <0.001  22_pDC 
CCDC186 <0.001  0.537  0.349  0.095  <0.001  22_pDC 
SNX3 <0.001  0.536  0.860  0.490  <0.001  22_pDC 
THEMIS2 <0.001  0.534  0.457  0.160  <0.001  22_pDC 
DNAJC4 <0.001  0.533  0.474  0.163  <0.001  22_pDC 
SELL <0.001  0.531  0.752  0.347  <0.001  22_pDC 
PRKCB <0.001  0.528  0.611  0.229  <0.001  22_pDC 
SEC11C <0.001  0.527  0.486  0.179  <0.001  22_pDC 
CDKN2D <0.001  0.527  0.582  0.224  <0.001  22_pDC 
GPM6B <0.001  0.527  0.271  0.038  <0.001  22_pDC 
CXXC5 <0.001  0.526  0.413  0.128  <0.001  22_pDC 
P2RY14 <0.001  0.524  0.263  0.008  <0.001  22_pDC 
RUBCN <0.001  0.523  0.265  0.047  <0.001  22_pDC 
BID <0.001  0.523  0.500  0.187  <0.001  22_pDC 
XBP1 <0.001  0.523  0.634  0.302  <0.001  22_pDC 



CYTH4 <0.001  0.522  0.406  0.109  <0.001  22_pDC 
SPNS3 <0.001  0.521  0.344  0.051  <0.001  22_pDC 
CCDC189 <0.001  0.520  0.283  0.027  <0.001  22_pDC 
TMEM109 <0.001  0.519  0.438  0.143  <0.001  22_pDC 
DCK <0.001  0.519  0.471  0.187  <0.001  22_pDC 
SAMHD1 <0.001  0.517  0.552  0.221  <0.001  22_pDC 
RPN2 <0.001  0.516  0.524  0.237  <0.001  22_pDC 
MIF4GD <0.001  0.515  0.388  0.116  <0.001  22_pDC 
COPE <0.001  0.515  0.756  0.437  <0.001  22_pDC 
CTSC <0.001  0.514  0.532  0.222  <0.001  22_pDC 
ST6GALNAC4 <0.001  0.512  0.320  0.069  <0.001  22_pDC 
Z93241.1 <0.001  0.509  0.273  0.080  <0.001  22_pDC 
ZDHHC17 <0.001  0.508  0.293  0.042  <0.001  22_pDC 
SELENOF <0.001  0.508  0.716  0.392  <0.001  22_pDC 
MANF <0.001  0.506  0.422  0.152  <0.001  22_pDC 
RNF130 <0.001  0.501  0.581  0.212  <0.001  22_pDC 
SLC25A5 <0.001  0.510  0.734  0.437  <0.001  22_pDC 
GNAS <0.001  0.526  0.693  0.392  <0.001  22_pDC 
HMGN2 <0.001  0.569  0.876  0.652  <0.001  22_pDC 
TUBB <0.001  0.526  0.556  0.317  <0.001  22_pDC 
DNTT <0.001  3.568  0.963  0.012  <0.001  23_CLP.1 
IGLL1 <0.001  2.930  0.923  0.060  <0.001  23_CLP.1 
VPREB1 <0.001  2.863  0.956  0.027  <0.001  23_CLP.1 
VPREB3 <0.001  2.705  0.951  0.073  <0.001  23_CLP.1 
CD9 <0.001  2.233  0.737  0.049  <0.001  23_CLP.1 
CD79B <0.001  2.057  0.960  0.153  <0.001  23_CLP.1 
STMN1 <0.001  1.725  0.710  0.224  <0.001  23_CLP.1 
SOX4 <0.001  1.687  0.867  0.151  <0.001  23_CLP.1 
AKAP12 <0.001  1.652  0.605  0.009  <0.001  23_CLP.1 
SOCS2 <0.001  1.613  0.680  0.057  <0.001  23_CLP.1 
MZB1 <0.001  1.468  0.799  0.087  <0.001  23_CLP.1 
TCF4 <0.001  1.429  0.716  0.104  <0.001  23_CLP.1 
CD24 <0.001  1.383  0.600  0.060  <0.001  23_CLP.1 
ARPP21 <0.001  1.376  0.478  0.011  <0.001  23_CLP.1 
RCSD1 <0.001  1.361  0.840  0.237  <0.001  23_CLP.1 
HMGB1 <0.001  1.352  0.951  0.770  <0.001  23_CLP.1 
SMIM3 <0.001  1.299  0.519  0.043  <0.001  23_CLP.1 
MT1X <0.001  1.246  0.457  0.148  <0.001  23_CLP.1 
MLXIP <0.001  1.243  0.584  0.121  <0.001  23_CLP.1 
UHRF1 <0.001  1.234  0.429  0.066  <0.001  23_CLP.1 
TOP2B <0.001  1.228  0.621  0.124  <0.001  23_CLP.1 
LAPTM5 <0.001  1.221  0.971  0.698  <0.001  23_CLP.1 
LCN6 <0.001  1.218  0.467  0.001  <0.001  23_CLP.1 



BCL11A <0.001  1.207  0.619  0.136  <0.001  23_CLP.1 
SSBP2 <0.001  1.204  0.585  0.082  <0.001  23_CLP.1 
EBF1 <0.001  1.194  0.533  0.027  <0.001  23_CLP.1 
HPS4 <0.001  1.190  0.560  0.112  <0.001  23_CLP.1 
MME <0.001  1.180  0.485  0.016  <0.001  23_CLP.1 
LAT2 <0.001  1.168  0.647  0.131  <0.001  23_CLP.1 
HLA-DRA <0.001  1.150  0.996  0.460  <0.001  23_CLP.1 
ZCCHC7 <0.001  1.145  0.600  0.128  <0.001  23_CLP.1 
CMTM7 <0.001  1.138  0.673  0.153  <0.001  23_CLP.1 
CD79A <0.001  1.123  0.818  0.134  <0.001  23_CLP.1 
VDAC1 <0.001  1.119  0.707  0.278  <0.001  23_CLP.1 
HMGB2 <0.001  1.117  0.868  0.592  <0.001  23_CLP.1 
LINC01013 <0.001  1.100  0.385  0.003  <0.001  23_CLP.1 
CMTM8 <0.001  1.083  0.413  0.028  <0.001  23_CLP.1 
FHIT <0.001  1.082  0.528  0.096  <0.001  23_CLP.1 
HMHB1 <0.001  1.074  0.350  0.003  <0.001  23_CLP.1 
CD74 <0.001  1.063  0.995  0.641  <0.001  23_CLP.1 
ADA <0.001  1.038  0.540  0.092  <0.001  23_CLP.1 
SIAH2 <0.001  1.034  0.554  0.159  <0.001  23_CLP.1 
EGFL7 <0.001  1.030  0.465  0.058  <0.001  23_CLP.1 
TYMS <0.001  1.000  0.338  0.107  <0.001  23_CLP.1 
XBP1 <0.001  0.996  0.701  0.301  <0.001  23_CLP.1 
ZNF22 <0.001  0.994  0.580  0.159  <0.001  23_CLP.1 
PRDX1 <0.001  0.992  0.655  0.339  <0.001  23_CLP.1 
H2AFY <0.001  0.990  0.724  0.373  <0.001  23_CLP.1 
YBX3 <0.001  0.981  0.659  0.221  <0.001  23_CLP.1 
CYGB <0.001  0.948  0.377  0.004  <0.001  23_CLP.1 
CD99 <0.001  0.931  0.842  0.473  <0.001  23_CLP.1 
MDM4 <0.001  0.927  0.622  0.291  <0.001  23_CLP.1 
PTMA <0.001  0.920  0.999  0.976  <0.001  23_CLP.1 
MEF2C <0.001  0.918  0.609  0.186  <0.001  23_CLP.1 
ESD <0.001  0.915  0.687  0.284  <0.001  23_CLP.1 
NEIL1 <0.001  0.897  0.301  0.042  <0.001  23_CLP.1 
TMEM243 <0.001  0.885  0.607  0.198  <0.001  23_CLP.1 
ACTG1 <0.001  0.884  0.937  0.745  <0.001  23_CLP.1 
GNG7 <0.001  0.882  0.460  0.073  <0.001  23_CLP.1 
SMC4 <0.001  0.880  0.456  0.132  <0.001  23_CLP.1 
GLRX <0.001  0.877  0.673  0.257  <0.001  23_CLP.1 
HLA-DPB1 <0.001  0.866  0.931  0.427  <0.001  23_CLP.1 
TKT <0.001  0.855  0.800  0.380  <0.001  23_CLP.1 
PCLAF <0.001  0.852  0.389  0.130  <0.001  23_CLP.1 
ERGIC1 <0.001  0.845  0.500  0.123  <0.001  23_CLP.1 
LHPP <0.001  0.838  0.294  0.067  <0.001  23_CLP.1 



QRSL1 <0.001  0.837  0.414  0.072  <0.001  23_CLP.1 
MPP1 <0.001  0.834  0.485  0.123  <0.001  23_CLP.1 
SNX2 <0.001  0.831  0.598  0.222  <0.001  23_CLP.1 
MSI2 <0.001  0.827  0.513  0.135  <0.001  23_CLP.1 
PARP1 <0.001  0.820  0.563  0.209  <0.001  23_CLP.1 
NASP <0.001  0.817  0.510  0.206  <0.001  23_CLP.1 
FAM30A <0.001  0.806  0.424  0.072  <0.001  23_CLP.1 
ATP1B3 <0.001  0.805  0.600  0.247  <0.001  23_CLP.1 
MYL6B <0.001  0.790  0.452  0.098  <0.001  23_CLP.1 
HNRNPA1 <0.001  0.785  0.962  0.840  <0.001  23_CLP.1 
MYB <0.001  0.781  0.369  0.073  <0.001  23_CLP.1 
GNG11 <0.001  0.770  0.337  0.020  <0.001  23_CLP.1 
TP53INP1 <0.001  0.764  0.295  0.039  <0.001  23_CLP.1 
CALHM6 <0.001  0.763  0.379  0.074  <0.001  23_CLP.1 
NUSAP1 <0.001  0.762  0.283  0.079  <0.001  23_CLP.1 
ITM2C <0.001  0.762  0.514  0.125  <0.001  23_CLP.1 
GABPB1-AS1 <0.001  0.761  0.450  0.187  <0.001  23_CLP.1 
UBE2J1 <0.001  0.758  0.512  0.213  <0.001  23_CLP.1 
MTF2 <0.001  0.756  0.469  0.150  <0.001  23_CLP.1 
LSM7 <0.001  0.744  0.771  0.459  <0.001  23_CLP.1 
RNASEH2B <0.001  0.744  0.556  0.234  <0.001  23_CLP.1 
HLA-DMA <0.001  0.743  0.682  0.281  <0.001  23_CLP.1 
CDCA7L <0.001  0.741  0.404  0.086  <0.001  23_CLP.1 
TLE4 <0.001  0.733  0.586  0.241  <0.001  23_CLP.1 
ATP5F1C <0.001  0.725  0.711  0.367  <0.001  23_CLP.1 
HMGN1 <0.001  0.723  0.796  0.570  <0.001  23_CLP.1 
CARHSP1 <0.001  0.723  0.502  0.192  <0.001  23_CLP.1 
SELENOF <0.001  0.719  0.718  0.392  <0.001  23_CLP.1 
GAPDH <0.001  0.717  0.950  0.825  <0.001  23_CLP.1 
SRSF3 <0.001  0.709  0.800  0.569  <0.001  23_CLP.1 
MAD2L2 <0.001  0.702  0.438  0.146  <0.001  23_CLP.1 
SLC25A5 <0.001  0.700  0.707  0.438  <0.001  23_CLP.1 
YWHAQ <0.001  0.700  0.672  0.363  <0.001  23_CLP.1 
BLNK <0.001  0.692  0.344  0.034  <0.001  23_CLP.1 
LINC00426 <0.001  0.688  0.266  0.012  <0.001  23_CLP.1 
ERG <0.001  0.685  0.271  0.009  <0.001  23_CLP.1 
PHACTR1 <0.001  0.677  0.351  0.115  <0.001  23_CLP.1 
ARHGDIB <0.001  0.677  0.935  0.748  <0.001  23_CLP.1 
PAG1 <0.001  0.676  0.437  0.114  <0.001  23_CLP.1 
SMARCA4 <0.001  0.673  0.423  0.128  <0.001  23_CLP.1 
DCK <0.001  0.673  0.493  0.187  <0.001  23_CLP.1 
HIST1H1C <0.001  0.672  0.528  0.202  <0.001  23_CLP.1 
TMEM263 <0.001  0.666  0.333  0.058  <0.001  23_CLP.1 



TIFA <0.001  0.664  0.303  0.058  <0.001  23_CLP.1 
SRP9 <0.001  0.661  0.633  0.362  <0.001  23_CLP.1 
CDK6 <0.001  0.660  0.395  0.117  <0.001  23_CLP.1 
DDAH2 <0.001  0.659  0.397  0.122  <0.001  23_CLP.1 
POU2AF1 <0.001  0.654  0.342  0.038  <0.001  23_CLP.1 
TRABD <0.001  0.640  0.564  0.250  <0.001  23_CLP.1 
CXCR4 <0.001  0.633  0.900  0.590  <0.001  23_CLP.1 
BTF3 <0.001  0.630  0.965  0.834  <0.001  23_CLP.1 
CCNI <0.001  0.627  0.886  0.659  <0.001  23_CLP.1 
SRP14 <0.001  0.622  0.934  0.755  <0.001  23_CLP.1 
CCT8 <0.001  0.617  0.583  0.292  <0.001  23_CLP.1 
GMFG <0.001  0.615  0.915  0.698  <0.001  23_CLP.1 
NAP1L1 <0.001  0.615  0.865  0.662  <0.001  23_CLP.1 
S1PR4 <0.001  0.612  0.439  0.162  <0.001  23_CLP.1 
SLC44A1 <0.001  0.612  0.321  0.069  <0.001  23_CLP.1 
TSPAN14 <0.001  0.608  0.347  0.111  <0.001  23_CLP.1 
CD38 <0.001  0.606  0.348  0.077  <0.001  23_CLP.1 
PAIP2 <0.001  0.606  0.734  0.452  <0.001  23_CLP.1 
ATP5PF <0.001  0.602  0.713  0.420  <0.001  23_CLP.1 
SEC63 <0.001  0.595  0.424  0.172  <0.001  23_CLP.1 
TCF3 <0.001  0.591  0.304  0.076  <0.001  23_CLP.1 
UBB <0.001  0.588  0.926  0.761  <0.001  23_CLP.1 
JUP <0.001  0.582  0.295  0.032  <0.001  23_CLP.1 
HNRNPK <0.001  0.579  0.800  0.600  <0.001  23_CLP.1 
H3F3A <0.001  0.578  0.977  0.888  <0.001  23_CLP.1 
FAM215B <0.001  0.577  0.376  0.123  <0.001  23_CLP.1 
SPTBN1 <0.001  0.573  0.308  0.074  <0.001  23_CLP.1 
MKI67 <0.001  0.570  0.252  0.071  <0.001  23_CLP.1 
SYNGR1 <0.001  0.564  0.443  0.140  <0.001  23_CLP.1 
HHEX <0.001  0.564  0.330  0.103  <0.001  23_CLP.1 
HDAC2 <0.001  0.558  0.433  0.177  <0.001  23_CLP.1 
NPM1 <0.001  0.558  0.923  0.770  <0.001  23_CLP.1 
SUMO2 <0.001  0.555  0.828  0.655  <0.001  23_CLP.1 
GADD45A <0.001  0.551  0.295  0.094  <0.001  23_CLP.1 
GBP4 <0.001  0.550  0.294  0.069  <0.001  23_CLP.1 
HIST1H2BG <0.001  0.549  0.255  0.068  <0.001  23_CLP.1 
CBX5 <0.001  0.545  0.369  0.131  <0.001  23_CLP.1 
PPP3CC <0.001  0.541  0.310  0.100  <0.001  23_CLP.1 
SYNE3 <0.001  0.541  0.276  0.053  <0.001  23_CLP.1 
LEF1 <0.001  0.531  0.356  0.108  <0.001  23_CLP.1 
PDE4B <0.001  0.525  0.332  0.100  <0.001  23_CLP.1 
CSRNP1 <0.001  0.519  0.345  0.113  <0.001  23_CLP.1 
EIPR1 <0.001  0.514  0.279  0.080  <0.001  23_CLP.1 



MND1 <0.001  0.503  0.256  0.047  <0.001  23_CLP.1 
PHGDH <0.001  0.500  0.260  0.044  <0.001  23_CLP.1 
CDCA7 <0.001  0.500  0.272  0.057  <0.001  23_CLP.1 
ERH <0.001  0.603  0.691  0.450  <0.001  23_CLP.1 
CHD9 <0.001  0.575  0.422  0.172  <0.001  23_CLP.1 
RBBP4 <0.001  0.589  0.515  0.244  <0.001  23_CLP.1 
HNRNPA3 <0.001  0.598  0.730  0.502  <0.001  23_CLP.1 
PMAIP1 <0.001  0.519  0.453  0.184  <0.001  23_CLP.1 
RCN2 <0.001  0.537  0.452  0.193  <0.001  23_CLP.1 
PEBP1 <0.001  0.606  0.647  0.381  <0.001  23_CLP.1 
PPIA <0.001  0.608  0.842  0.725  <0.001  23_CLP.1 
TAF7 <0.001  0.604  0.575  0.289  <0.001  23_CLP.1 
WASF2 <0.001  0.615  0.531  0.258  <0.001  23_CLP.1 
HNRNPM <0.001  0.587  0.678  0.420  <0.001  23_CLP.1 
MAP1LC3B <0.001  0.630  0.605  0.320  <0.001  23_CLP.1 
SLC25A3 <0.001  0.568  0.709  0.463  <0.001  23_CLP.1 
ATP5F1B <0.001  0.565  0.666  0.392  <0.001  23_CLP.1 
DUT <0.001  0.862  0.573  0.322  <0.001  23_CLP.1 
HNRNPA0 <0.001  0.553  0.743  0.509  <0.001  23_CLP.1 
C6orf48 <0.001  0.575  0.751  0.461  <0.001  23_CLP.1 
RBMX <0.001  0.595  0.623  0.363  <0.001  23_CLP.1 
HMGN2 <0.001  1.028  0.776  0.654  <0.001  23_CLP.1 
PPP1R14B <0.001  0.697  0.295  0.103  <0.001  23_CLP.1 
RAB11A <0.001  0.516  0.522  0.256  <0.001  23_CLP.1 
KHDRBS1 <0.001  0.570  0.570  0.308  <0.001  23_CLP.1 
GDI2 <0.001  0.567  0.650  0.390  <0.001  23_CLP.1 
TUBB <0.001  1.206  0.554  0.318  <0.001  23_CLP.1 
ANKRD10 <0.001  0.506  0.336  0.126  <0.001  23_CLP.1 
MCM7 <0.001  0.598  0.340  0.130  <0.001  23_CLP.1 
PNN <0.001  0.591  0.604  0.325  <0.001  23_CLP.1 
MIS18BP1 <0.001  0.534  0.409  0.175  <0.001  23_CLP.1 
TRAM1 <0.001  0.578  0.591  0.318  <0.001  23_CLP.1 
WASHC4 <0.001  0.518  0.281  0.095  <0.001  23_CLP.1 
SNRPE <0.001  0.550  0.647  0.391  <0.001  23_CLP.1 
PTPRE <0.001  0.502  0.411  0.166  <0.001  23_CLP.1 
TSC22D4 <0.001  0.530  0.465  0.214  <0.001  23_CLP.1 
PSMB8 <0.001  0.520  0.583  0.308  <0.001  23_CLP.1 
HNRNPA2B1 <0.001  0.589  0.809  0.682  <0.001  23_CLP.1 
PNISR <0.001  0.606  0.810  0.552  <0.001  23_CLP.1 
ACP1 <0.001  0.511  0.527  0.269  <0.001  23_CLP.1 
SNHG7 <0.001  0.670  0.515  0.267  <0.001  23_CLP.1 
UGP2 <0.001  0.512  0.477  0.226  <0.001  23_CLP.1 
NUCB2 <0.001  0.511  0.516  0.252  <0.001  23_CLP.1 



H2AFV <0.001  0.604  0.594  0.358  <0.001  23_CLP.1 
SYPL1 <0.001  0.511  0.443  0.205  <0.001  23_CLP.1 
SEPTIN9 <0.001  0.517  0.543  0.276  <0.001  23_CLP.1 
A1BG <0.001  0.550  0.324  0.124  <0.001  23_CLP.1 
HMGA1 <0.001  0.579  0.483  0.244  <0.001  23_CLP.1 
USP1 <0.001  0.501  0.345  0.143  <0.001  23_CLP.1 
COMT <0.001  0.501  0.411  0.187  <0.001  23_CLP.1 
ATP5F1A <0.001  0.506  0.626  0.372  <0.001  23_CLP.1 
HMGN3 <0.001  0.531  0.606  0.367  <0.001  23_CLP.1 
HNRNPR <0.001  0.539  0.529  0.297  <0.001  23_CLP.1 
NUCKS1 <0.001  0.643  0.548  0.324  <0.001  23_CLP.1 
LUC7L3 <0.001  0.594  0.545  0.301  <0.001  23_CLP.1 
PCNA <0.001  0.853  0.354  0.157  <0.001  23_CLP.1 
COX7A2L <0.001  0.505  0.659  0.406  <0.001  23_CLP.1 
SRSF2 <0.001  0.549  0.654  0.458  <0.001  23_CLP.1 
PLIN3 <0.001  0.524  0.289  0.115  <0.001  23_CLP.1 
NR3C1 <0.001  0.534  0.421  0.201  <0.001  23_CLP.1 
TCOF1 <0.001  0.516  0.380  0.171  <0.001  23_CLP.1 
ACSS1 <0.001  0.506  0.277  0.108  <0.001  23_CLP.1 
NDUFA5 <0.001  0.502  0.528  0.295  <0.001  23_CLP.1 
H2AFZ <0.001  0.929  0.612  0.440  <0.001  23_CLP.1 
CCND3 <0.001  0.562  0.580  0.367  <0.001  23_CLP.1 
DEK <0.001  0.579  0.523  0.328  <0.001  23_CLP.1 
RANBP1 <0.001  0.608  0.512  0.329  <0.001  23_CLP.1 
BTG2 <0.001  0.511  0.470  0.260  <0.001  23_CLP.1 
PTTG1 <0.001  0.550  0.280  0.121  <0.001  23_CLP.1 
HIST1H4C <0.001  1.083  0.387  0.208  <0.001  23_CLP.1 
TUBA1B <0.001  1.282  0.483  0.417  <0.001  23_CLP.1 
IGLL1 <0.001  3.056  0.994  0.063  <0.001  24_CLP.2 
STMN1 <0.001  2.719  0.999  0.224  <0.001  24_CLP.2 
TUBA1B <0.001  2.411  1.000  0.413  <0.001  24_CLP.2 
TCL1A <0.001  2.316  0.891  0.068  <0.001  24_CLP.2 
TUBB <0.001  2.292  0.993  0.315  <0.001  24_CLP.2 
VPREB1 <0.001  2.240  0.941  0.031  <0.001  24_CLP.2 
HIST1H4C <0.001  2.190  0.888  0.205  <0.001  24_CLP.2 
HMGB2 <0.001  2.027  0.999  0.592  <0.001  24_CLP.2 
HMGN2 <0.001  1.982  0.999  0.652  <0.001  24_CLP.2 
H2AFZ <0.001  1.904  0.996  0.437  <0.001  24_CLP.2 
HMGB1 <0.001  1.882  1.000  0.770  <0.001  24_CLP.2 
PCLAF <0.001  1.863  0.950  0.127  <0.001  24_CLP.2 
TYMS <0.001  1.804  0.909  0.103  <0.001  24_CLP.2 
CD24 <0.001  1.783  0.942  0.059  <0.001  24_CLP.2 
CD79B <0.001  1.749  0.989  0.156  <0.001  24_CLP.2 



NUSAP1 <0.001  1.737  0.817  0.075  <0.001  24_CLP.2 
VPREB3 <0.001  1.727  0.968  0.077  <0.001  24_CLP.2 
PCNA <0.001  1.704  0.850  0.154  <0.001  24_CLP.2 
IGHM <0.001  1.685  0.994  0.152  <0.001  24_CLP.2 
MKI67 <0.001  1.593  0.822  0.067  <0.001  24_CLP.2 
TOP2A <0.001  1.593  0.718  0.069  <0.001  24_CLP.2 
UBE2C <0.001  1.586  0.696  0.062  <0.001  24_CLP.2 
PDLIM1 <0.001  1.530  0.923  0.103  <0.001  24_CLP.2 
PTMA <0.001  1.431  1.000  0.977  <0.001  24_CLP.2 
VDAC1 <0.001  1.422  0.946  0.278  <0.001  24_CLP.2 
SOX4 <0.001  1.409  0.946  0.153  <0.001  24_CLP.2 
BIRC5 <0.001  1.378  0.794  0.077  <0.001  24_CLP.2 
PTTG1 <0.001  1.368  0.794  0.117  <0.001  24_CLP.2 
DUT <0.001  1.366  0.894  0.320  <0.001  24_CLP.2 
CENPF <0.001  1.358  0.701  0.075  <0.001  24_CLP.2 
SMC4 <0.001  1.355  0.861  0.130  <0.001  24_CLP.2 
SLC25A5 <0.001  1.324  0.984  0.437  <0.001  24_CLP.2 
NUCKS1 <0.001  1.315  0.961  0.321  <0.001  24_CLP.2 
MCM7 <0.001  1.311  0.806  0.127  <0.001  24_CLP.2 
H2AFV <0.001  1.285  0.973  0.355  <0.001  24_CLP.2 
CD9 <0.001  1.277  0.764  0.051  <0.001  24_CLP.2 
DEK <0.001  1.265  0.934  0.325  <0.001  24_CLP.2 
CARHSP1 <0.001  1.261  0.903  0.190  <0.001  24_CLP.2 
NASP <0.001  1.241  0.860  0.205  <0.001  24_CLP.2 
HMGN1 <0.001  1.218  0.992  0.569  <0.001  24_CLP.2 
UHRF1 <0.001  1.196  0.756  0.065  <0.001  24_CLP.2 
H3F3A <0.001  1.191  0.998  0.888  <0.001  24_CLP.2 
UBB <0.001  1.183  0.995  0.761  <0.001  24_CLP.2 
CFAP73 <0.001  1.182  0.562  0.009  <0.001  24_CLP.2 
MAD2L2 <0.001  1.181  0.869  0.143  <0.001  24_CLP.2 
HMGB3 <0.001  1.177  0.804  0.109  <0.001  24_CLP.2 
TUBB4B <0.001  1.172  0.793  0.202  <0.001  24_CLP.2 
ACTG1 <0.001  1.168  0.994  0.745  <0.001  24_CLP.2 
HMGA1 <0.001  1.158  0.877  0.241  <0.001  24_CLP.2 
AURKB <0.001  1.156  0.655  0.045  <0.001  24_CLP.2 
CD79A <0.001  1.148  0.960  0.135  <0.001  24_CLP.2 
PARP1 <0.001  1.142  0.876  0.208  <0.001  24_CLP.2 
CKS1B <0.001  1.141  0.783  0.128  <0.001  24_CLP.2 
CMTM8 <0.001  1.136  0.666  0.027  <0.001  24_CLP.2 
CKS2 <0.001  1.131  0.802  0.121  <0.001  24_CLP.2 
H2AFY <0.001  1.128  0.949  0.373  <0.001  24_CLP.2 
MAD2L1 <0.001  1.122  0.796  0.100  <0.001  24_CLP.2 
RANBP1 <0.001  1.120  0.876  0.327  <0.001  24_CLP.2 



RGS2 <0.001  1.109  0.903  0.291  <0.001  24_CLP.2 
IDH2 <0.001  1.103  0.866  0.225  <0.001  24_CLP.2 
FABP5 <0.001  1.097  0.756  0.149  <0.001  24_CLP.2 
ZWINT <0.001  1.092  0.765  0.078  <0.001  24_CLP.2 
USP1 <0.001  1.089  0.815  0.140  <0.001  24_CLP.2 
HNRNPA2B1 <0.001  1.082  0.991  0.681  <0.001  24_CLP.2 
EIF4A3 <0.001  1.072  0.786  0.141  <0.001  24_CLP.2 
SRSF3 <0.001  1.061  0.981  0.568  <0.001  24_CLP.2 
YWHAQ <0.001  1.057  0.933  0.362  <0.001  24_CLP.2 
IRF4 <0.001  1.054  0.626  0.034  <0.001  24_CLP.2 
RRM2 <0.001  1.053  0.639  0.060  <0.001  24_CLP.2 
RNASEH2B <0.001  1.047  0.880  0.233  <0.001  24_CLP.2 
RCSD1 <0.001  1.044  0.928  0.239  <0.001  24_CLP.2 
PRDX1 <0.001  1.027  0.921  0.338  <0.001  24_CLP.2 
MARCKSL1 <0.001  1.012  0.826  0.189  <0.001  24_CLP.2 
SRP9 <0.001  1.010  0.937  0.361  <0.001  24_CLP.2 
CENPU <0.001  1.008  0.702  0.086  <0.001  24_CLP.2 
CCND3 <0.001  0.992  0.893  0.366  <0.001  24_CLP.2 
RAN <0.001  0.990  0.935  0.418  <0.001  24_CLP.2 
PPP1CA <0.001  0.990  0.974  0.445  <0.001  24_CLP.2 
ANP32B <0.001  0.983  0.965  0.477  <0.001  24_CLP.2 
ANP32E <0.001  0.972  0.829  0.214  <0.001  24_CLP.2 
FAM111B <0.001  0.970  0.589  0.014  <0.001  24_CLP.2 
DNAJC9 <0.001  0.968  0.762  0.139  <0.001  24_CLP.2 
SSBP2 <0.001  0.962  0.744  0.083  <0.001  24_CLP.2 
NAP1L1 <0.001  0.962  0.992  0.662  <0.001  24_CLP.2 
TK1 <0.001  0.961  0.622  0.074  <0.001  24_CLP.2 
TMPO <0.001  0.952  0.809  0.163  <0.001  24_CLP.2 
PKM <0.001  0.951  0.905  0.350  <0.001  24_CLP.2 
PPIA <0.001  0.950  0.992  0.724  <0.001  24_CLP.2 
HNRNPA1 <0.001  0.949  0.995  0.840  <0.001  24_CLP.2 
HSP90AA1 <0.001  0.924  0.976  0.633  <0.001  24_CLP.2 
LMNB1 <0.001  0.916  0.731  0.107  <0.001  24_CLP.2 
SLBP <0.001  0.916  0.721  0.183  <0.001  24_CLP.2 
RAD21 <0.001  0.915  0.820  0.236  <0.001  24_CLP.2 
HNRNPA3 <0.001  0.911  0.968  0.501  <0.001  24_CLP.2 
ERH <0.001  0.910  0.952  0.449  <0.001  24_CLP.2 
CD72 <0.001  0.907  0.687  0.034  <0.001  24_CLP.2 
CCNB2 <0.001  0.905  0.533  0.066  <0.001  24_CLP.2 
H2AFX <0.001  0.902  0.664  0.091  <0.001  24_CLP.2 
BUB3 <0.001  0.900  0.827  0.256  <0.001  24_CLP.2 
BCL7A <0.001  0.896  0.757  0.092  <0.001  24_CLP.2 
SMC2 <0.001  0.889  0.696  0.096  <0.001  24_CLP.2 



SIVA1 <0.001  0.885  0.862  0.328  <0.001  24_CLP.2 
CENPM <0.001  0.882  0.662  0.077  <0.001  24_CLP.2 
SRSF2 <0.001  0.878  0.937  0.456  <0.001  24_CLP.2 
HMGN3 <0.001  0.875  0.924  0.366  <0.001  24_CLP.2 
RBMX <0.001  0.874  0.917  0.362  <0.001  24_CLP.2 
DDX39A <0.001  0.873  0.789  0.187  <0.001  24_CLP.2 
CXCR4 <0.001  0.867  0.984  0.591  <0.001  24_CLP.2 
LAT2 <0.001  0.859  0.770  0.132  <0.001  24_CLP.2 
RPA3 <0.001  0.858  0.785  0.197  <0.001  24_CLP.2 
MIS18BP1 <0.001  0.852  0.770  0.173  <0.001  24_CLP.2 
RAD51AP1 <0.001  0.851  0.635  0.061  <0.001  24_CLP.2 
MCM3 <0.001  0.845  0.640  0.105  <0.001  24_CLP.2 
CALM2 <0.001  0.844  0.976  0.664  <0.001  24_CLP.2 
CDT1 <0.001  0.841  0.653  0.074  <0.001  24_CLP.2 
ASF1B <0.001  0.831  0.584  0.048  <0.001  24_CLP.2 
TFDP2 <0.001  0.830  0.722  0.142  <0.001  24_CLP.2 
EZH2 <0.001  0.829  0.658  0.079  <0.001  24_CLP.2 
CDCA7 <0.001  0.825  0.594  0.055  <0.001  24_CLP.2 
DHFR <0.001  0.824  0.642  0.088  <0.001  24_CLP.2 
NONO <0.001  0.822  0.865  0.269  <0.001  24_CLP.2 
SPIB <0.001  0.820  0.606  0.048  <0.001  24_CLP.2 
RBBP7 <0.001  0.814  0.793  0.214  <0.001  24_CLP.2 
FAM129C <0.001  0.810  0.674  0.054  <0.001  24_CLP.2 
CDC20 <0.001  0.809  0.439  0.053  <0.001  24_CLP.2 
MSI2 <0.001  0.809  0.747  0.135  <0.001  24_CLP.2 
CD38 <0.001  0.808  0.690  0.075  <0.001  24_CLP.2 
HELLS <0.001  0.808  0.593  0.071  <0.001  24_CLP.2 
CMTM7 <0.001  0.807  0.782  0.154  <0.001  24_CLP.2 
GINS2 <0.001  0.806  0.543  0.065  <0.001  24_CLP.2 
HNRNPAB <0.001  0.806  0.743  0.174  <0.001  24_CLP.2 
CLSPN <0.001  0.805  0.590  0.056  <0.001  24_CLP.2 
NCL <0.001  0.804  0.904  0.458  <0.001  24_CLP.2 
HNRNPR <0.001  0.803  0.849  0.295  <0.001  24_CLP.2 
CENPW <0.001  0.801  0.679  0.097  <0.001  24_CLP.2 
DDAH2 <0.001  0.801  0.691  0.121  <0.001  24_CLP.2 
SNRPD1 <0.001  0.800  0.884  0.360  <0.001  24_CLP.2 
SSRP1 <0.001  0.798  0.729  0.166  <0.001  24_CLP.2 
CENPH <0.001  0.794  0.677  0.101  <0.001  24_CLP.2 
KHDRBS1 <0.001  0.793  0.869  0.307  <0.001  24_CLP.2 
HSPD1 <0.001  0.790  0.649  0.235  <0.001  24_CLP.2 
TPX2 <0.001  0.787  0.521  0.056  <0.001  24_CLP.2 
GLO1 <0.001  0.786  0.777  0.184  <0.001  24_CLP.2 
PSIP1 <0.001  0.781  0.821  0.266  <0.001  24_CLP.2 



HMMR <0.001  0.780  0.417  0.047  <0.001  24_CLP.2 
MME <0.001  0.780  0.607  0.017  <0.001  24_CLP.2 
AFF3 <0.001  0.778  0.631  0.049  <0.001  24_CLP.2 
HNRNPA0 <0.001  0.774  0.956  0.508  <0.001  24_CLP.2 
SUMO2 <0.001  0.773  0.983  0.654  <0.001  24_CLP.2 
PHGDH <0.001  0.773  0.593  0.042  <0.001  24_CLP.2 
RRM1 <0.001  0.773  0.607  0.086  <0.001  24_CLP.2 
EAF2 <0.001  0.772  0.667  0.092  <0.001  24_CLP.2 
SERBP1 <0.001  0.770  0.892  0.403  <0.001  24_CLP.2 
ODC1 <0.001  0.768  0.802  0.266  <0.001  24_CLP.2 
IGLC5 <0.001  0.767  0.451  0.008  <0.001  24_CLP.2 
TCF3 <0.001  0.765  0.646  0.074  <0.001  24_CLP.2 
POU2AF1 <0.001  0.765  0.613  0.037  <0.001  24_CLP.2 
GDI2 <0.001  0.765  0.908  0.389  <0.001  24_CLP.2 
SMARCB1 <0.001  0.761  0.781  0.190  <0.001  24_CLP.2 
LDHA <0.001  0.761  0.882  0.463  <0.001  24_CLP.2 
GMNN <0.001  0.760  0.627  0.083  <0.001  24_CLP.2 
AKR1B1 <0.001  0.760  0.668  0.144  <0.001  24_CLP.2 
SNRPB <0.001  0.757  0.917  0.436  <0.001  24_CLP.2 
SRSF10 <0.001  0.754  0.839  0.289  <0.001  24_CLP.2 
AC084033.3 <0.001  0.753  0.732  0.132  <0.001  24_CLP.2 
PHACTR1 <0.001  0.752  0.645  0.113  <0.001  24_CLP.2 
YWHAE <0.001  0.752  0.848  0.284  <0.001  24_CLP.2 
ASPM <0.001  0.752  0.417  0.042  <0.001  24_CLP.2 
PSMA4 <0.001  0.752  0.907  0.394  <0.001  24_CLP.2 
TIFA <0.001  0.750  0.579  0.057  <0.001  24_CLP.2 
SMC3 <0.001  0.749  0.719  0.189  <0.001  24_CLP.2 
ILF2 <0.001  0.748  0.803  0.232  <0.001  24_CLP.2 
ANP32A <0.001  0.745  0.860  0.304  <0.001  24_CLP.2 
HNRNPF <0.001  0.745  0.817  0.331  <0.001  24_CLP.2 
KPNA2 <0.001  0.744  0.585  0.105  <0.001  24_CLP.2 
EBF1 <0.001  0.744  0.568  0.029  <0.001  24_CLP.2 
ITGB3BP <0.001  0.741  0.631  0.114  <0.001  24_CLP.2 
DTYMK <0.001  0.739  0.665  0.106  <0.001  24_CLP.2 
CBX3 <0.001  0.739  0.880  0.337  <0.001  24_CLP.2 
SNHG7 <0.001  0.737  0.777  0.266  <0.001  24_CLP.2 
HNRNPM <0.001  0.733  0.913  0.419  <0.001  24_CLP.2 
CDKN3 <0.001  0.732  0.543  0.060  <0.001  24_CLP.2 
RBBP4 <0.001  0.732  0.788  0.243  <0.001  24_CLP.2 
NUCB2 <0.001  0.728  0.797  0.250  <0.001  24_CLP.2 
SAE1 <0.001  0.721  0.639  0.104  <0.001  24_CLP.2 
ARPP21 <0.001  0.719  0.503  0.013  <0.001  24_CLP.2 
MYL6B <0.001  0.718  0.647  0.098  <0.001  24_CLP.2 



RALY <0.001  0.716  0.845  0.293  <0.001  24_CLP.2 
SNRPE <0.001  0.716  0.880  0.390  <0.001  24_CLP.2 
CCDC34 <0.001  0.714  0.557  0.073  <0.001  24_CLP.2 
HADH <0.001  0.713  0.624  0.101  <0.001  24_CLP.2 
CTNNBL1 <0.001  0.712  0.633  0.133  <0.001  24_CLP.2 
HIST1H1E <0.001  0.707  0.562  0.132  <0.001  24_CLP.2 
HSPB11 <0.001  0.705  0.710  0.187  <0.001  24_CLP.2 
SLC25A3 <0.001  0.705  0.909  0.463  <0.001  24_CLP.2 
TCF4 <0.001  0.703  0.690  0.106  <0.001  24_CLP.2 
NPM1 <0.001  0.702  0.986  0.770  <0.001  24_CLP.2 
CCT8 <0.001  0.702  0.813  0.291  <0.001  24_CLP.2 
CDK1 <0.001  0.702  0.527  0.059  <0.001  24_CLP.2 
CFL1 <0.001  0.698  0.995  0.836  <0.001  24_CLP.2 
ORC6 <0.001  0.698  0.565  0.060  <0.001  24_CLP.2 
TACC3 <0.001  0.697  0.580  0.103  <0.001  24_CLP.2 
SMC1A <0.001  0.697  0.628  0.130  <0.001  24_CLP.2 
SAC3D1 <0.001  0.695  0.535  0.059  <0.001  24_CLP.2 
CENPN <0.001  0.691  0.581  0.071  <0.001  24_CLP.2 
HIST1H1D <0.001  0.690  0.527  0.097  <0.001  24_CLP.2 
STRBP <0.001  0.689  0.606  0.079  <0.001  24_CLP.2 
ATP5MC3 <0.001  0.687  0.901  0.443  <0.001  24_CLP.2 
HAUS1 <0.001  0.686  0.665  0.125  <0.001  24_CLP.2 
SMIM14 <0.001  0.685  0.618  0.095  <0.001  24_CLP.2 
ATP5F1C <0.001  0.684  0.892  0.367  <0.001  24_CLP.2 
CBX5 <0.001  0.682  0.654  0.129  <0.001  24_CLP.2 
CDCA7L <0.001  0.680  0.602  0.085  <0.001  24_CLP.2 
ATP5F1B <0.001  0.679  0.873  0.391  <0.001  24_CLP.2 
LSM5 <0.001  0.679  0.878  0.353  <0.001  24_CLP.2 
MCM5 <0.001  0.677  0.575  0.115  <0.001  24_CLP.2 
ITGAE <0.001  0.676  0.717  0.164  <0.001  24_CLP.2 
SMARCA4 <0.001  0.675  0.668  0.127  <0.001  24_CLP.2 
UBE2I <0.001  0.673  0.865  0.353  <0.001  24_CLP.2 
PEBP1 <0.001  0.672  0.779  0.381  <0.001  24_CLP.2 
NDUFA4 <0.001  0.667  0.971  0.644  <0.001  24_CLP.2 
LDLRAD4 <0.001  0.665  0.592  0.059  <0.001  24_CLP.2 
KIF22 <0.001  0.663  0.621  0.133  <0.001  24_CLP.2 
PPM1G <0.001  0.663  0.732  0.221  <0.001  24_CLP.2 
CDCA5 <0.001  0.662  0.517  0.043  <0.001  24_CLP.2 
PA2G4 <0.001  0.661  0.809  0.338  <0.001  24_CLP.2 
COX5A <0.001  0.661  0.876  0.377  <0.001  24_CLP.2 
CHCHD2 <0.001  0.657  0.980  0.679  <0.001  24_CLP.2 
TMEM243 <0.001  0.655  0.801  0.198  <0.001  24_CLP.2 
CDCA8 <0.001  0.652  0.446  0.036  <0.001  24_CLP.2 



LDHB <0.001  0.652  0.922  0.524  <0.001  24_CLP.2 
CCT2 <0.001  0.651  0.703  0.211  <0.001  24_CLP.2 
FEN1 <0.001  0.650  0.542  0.082  <0.001  24_CLP.2 
UBE2E3 <0.001  0.649  0.753  0.192  <0.001  24_CLP.2 
RTRAF <0.001  0.648  0.905  0.421  <0.001  24_CLP.2 
MED30 <0.001  0.647  0.762  0.203  <0.001  24_CLP.2 
CD19 <0.001  0.646  0.556  0.030  <0.001  24_CLP.2 
AKAP12 <0.001  0.646  0.444  0.013  <0.001  24_CLP.2 
DBI <0.001  0.645  0.915  0.424  <0.001  24_CLP.2 
HNRNPK <0.001  0.644  0.958  0.600  <0.001  24_CLP.2 
SET <0.001  0.643  0.862  0.437  <0.001  24_CLP.2 
NREP <0.001  0.642  0.573  0.070  <0.001  24_CLP.2 
C16orf74 <0.001  0.640  0.535  0.052  <0.001  24_CLP.2 
DNMT1 <0.001  0.640  0.636  0.160  <0.001  24_CLP.2 
QRSL1 <0.001  0.639  0.544  0.072  <0.001  24_CLP.2 
FAIM <0.001  0.638  0.519  0.035  <0.001  24_CLP.2 
PCDH9 <0.001  0.636  0.501  0.033  <0.001  24_CLP.2 
ERGIC1 <0.001  0.634  0.655  0.123  <0.001  24_CLP.2 
UBE2T <0.001  0.634  0.529  0.068  <0.001  24_CLP.2 
CALM3 <0.001  0.633  0.859  0.368  <0.001  24_CLP.2 
CCDC167 <0.001  0.633  0.684  0.139  <0.001  24_CLP.2 
LSM3 <0.001  0.632  0.873  0.351  <0.001  24_CLP.2 
SNRPF <0.001  0.632  0.878  0.397  <0.001  24_CLP.2 
FUS <0.001  0.632  0.938  0.566  <0.001  24_CLP.2 
MXD3 <0.001  0.632  0.413  0.042  <0.001  24_CLP.2 
ATP5PF <0.001  0.630  0.897  0.420  <0.001  24_CLP.2 
SKA2 <0.001  0.629  0.611  0.116  <0.001  24_CLP.2 
RUBCNL <0.001  0.628  0.455  0.036  <0.001  24_CLP.2 
MZB1 <0.001  0.628  0.764  0.090  <0.001  24_CLP.2 
YEATS4 <0.001  0.628  0.622  0.128  <0.001  24_CLP.2 
MIR181A1HG <0.001  0.623  0.491  0.048  <0.001  24_CLP.2 
SNRPG <0.001  0.620  0.872  0.394  <0.001  24_CLP.2 
EZR <0.001  0.619  0.833  0.295  <0.001  24_CLP.2 
MDH1 <0.001  0.619  0.712  0.211  <0.001  24_CLP.2 
GAPDH <0.001  0.617  0.986  0.825  <0.001  24_CLP.2 
SPC25 <0.001  0.615  0.440  0.034  <0.001  24_CLP.2 
BACH2 <0.001  0.614  0.492  0.050  <0.001  24_CLP.2 
TRABD <0.001  0.614  0.790  0.249  <0.001  24_CLP.2 
SMS <0.001  0.613  0.724  0.215  <0.001  24_CLP.2 
HDAC2 <0.001  0.613  0.678  0.176  <0.001  24_CLP.2 
HNRNPD <0.001  0.612  0.791  0.292  <0.001  24_CLP.2 
PXMP2 <0.001  0.612  0.526  0.072  <0.001  24_CLP.2 
UGP2 <0.001  0.611  0.759  0.224  <0.001  24_CLP.2 



CKAP2 <0.001  0.609  0.556  0.101  <0.001  24_CLP.2 
NUF2 <0.001  0.609  0.445  0.045  <0.001  24_CLP.2 
VRK1 <0.001  0.609  0.622  0.123  <0.001  24_CLP.2 
MRPL51 <0.001  0.609  0.737  0.234  <0.001  24_CLP.2 
TCP1 <0.001  0.607  0.706  0.206  <0.001  24_CLP.2 
HPRT1 <0.001  0.606  0.674  0.181  <0.001  24_CLP.2 
ATP5F1A <0.001  0.605  0.833  0.371  <0.001  24_CLP.2 
HSPA8 <0.001  0.605  0.908  0.486  <0.001  24_CLP.2 
POLR2G <0.001  0.605  0.763  0.248  <0.001  24_CLP.2 
TOP2B <0.001  0.603  0.630  0.126  <0.001  24_CLP.2 
ESD <0.001  0.603  0.811  0.285  <0.001  24_CLP.2 
TUBA1A <0.001  0.602  0.847  0.372  <0.001  24_CLP.2 
CBX1 <0.001  0.602  0.583  0.098  <0.001  24_CLP.2 
CDC25B <0.001  0.599  0.536  0.114  <0.001  24_CLP.2 
E2F1 <0.001  0.598  0.432  0.033  <0.001  24_CLP.2 
BANF1 <0.001  0.598  0.778  0.278  <0.001  24_CLP.2 
NUDT1 <0.001  0.597  0.708  0.186  <0.001  24_CLP.2 
HNRNPC <0.001  0.596  0.956  0.592  <0.001  24_CLP.2 
GGH <0.001  0.595  0.539  0.078  <0.001  24_CLP.2 
NME1 <0.001  0.594  0.516  0.182  <0.001  24_CLP.2 
CXXC5 <0.001  0.593  0.634  0.127  <0.001  24_CLP.2 
PAIP2 <0.001  0.592  0.912  0.452  <0.001  24_CLP.2 
XRCC5 <0.001  0.591  0.772  0.297  <0.001  24_CLP.2 
PAX5 <0.001  0.590  0.501  0.024  <0.001  24_CLP.2 
WASF1 <0.001  0.589  0.426  0.022  <0.001  24_CLP.2 
MYBL2 <0.001  0.587  0.514  0.055  <0.001  24_CLP.2 
ANAPC11 <0.001  0.586  0.809  0.318  <0.001  24_CLP.2 
GNG7 <0.001  0.584  0.569  0.073  <0.001  24_CLP.2 
E2F2 <0.001  0.584  0.431  0.020  <0.001  24_CLP.2 
CRNDE <0.001  0.583  0.397  0.019  <0.001  24_CLP.2 
MYB <0.001  0.581  0.498  0.074  <0.001  24_CLP.2 
C19orf48 <0.001  0.580  0.592  0.124  <0.001  24_CLP.2 
MZT1 <0.001  0.579  0.620  0.144  <0.001  24_CLP.2 
SPTBN1 <0.001  0.577  0.513  0.073  <0.001  24_CLP.2 
AEBP1 <0.001  0.574  0.473  0.019  <0.001  24_CLP.2 
TMEM263 <0.001  0.574  0.485  0.058  <0.001  24_CLP.2 
ITM2C <0.001  0.572  0.686  0.125  <0.001  24_CLP.2 
RFC5 <0.001  0.572  0.475  0.057  <0.001  24_CLP.2 
YBX1 <0.001  0.572  0.993  0.784  <0.001  24_CLP.2 
CCNA2 <0.001  0.568  0.468  0.057  <0.001  24_CLP.2 
NSMCE1 <0.001  0.565  0.660  0.192  <0.001  24_CLP.2 
NDUFB4 <0.001  0.565  0.852  0.376  <0.001  24_CLP.2 
PSMB2 <0.001  0.564  0.734  0.244  <0.001  24_CLP.2 



PRKDC <0.001  0.564  0.596  0.149  <0.001  24_CLP.2 
MPC2 <0.001  0.563  0.782  0.233  <0.001  24_CLP.2 
SGO1 <0.001  0.561  0.435  0.040  <0.001  24_CLP.2 
S1PR4 <0.001  0.560  0.647  0.162  <0.001  24_CLP.2 
GTSE1 <0.001  0.559  0.400  0.031  <0.001  24_CLP.2 
ARL6IP6 <0.001  0.559  0.565  0.127  <0.001  24_CLP.2 
TPGS2 <0.001  0.559  0.651  0.140  <0.001  24_CLP.2 
PLD4 <0.001  0.559  0.530  0.065  <0.001  24_CLP.2 
KPNB1 <0.001  0.558  0.693  0.212  <0.001  24_CLP.2 
C12orf57 <0.001  0.556  0.927  0.461  <0.001  24_CLP.2 
ERP29 <0.001  0.554  0.944  0.529  <0.001  24_CLP.2 
COX6C <0.001  0.551  0.962  0.644  <0.001  24_CLP.2 
YWHAH <0.001  0.550  0.736  0.215  <0.001  24_CLP.2 
CCDC69 <0.001  0.550  0.712  0.202  <0.001  24_CLP.2 
CACYBP <0.001  0.550  0.731  0.243  <0.001  24_CLP.2 
HLA-DRA <0.001  0.549  0.997  0.463  <0.001  24_CLP.2 
CDKN2C <0.001  0.549  0.430  0.051  <0.001  24_CLP.2 
SEM1 <0.001  0.547  0.806  0.324  <0.001  24_CLP.2 
SNRPD3 <0.001  0.546  0.770  0.276  <0.001  24_CLP.2 
PSMB7 <0.001  0.541  0.804  0.295  <0.001  24_CLP.2 
PAICS <0.001  0.540  0.464  0.112  <0.001  24_CLP.2 
TMEM106C <0.001  0.539  0.508  0.089  <0.001  24_CLP.2 
MCM4 <0.001  0.539  0.471  0.072  <0.001  24_CLP.2 
TPRKB <0.001  0.538  0.687  0.193  <0.001  24_CLP.2 
SFPQ <0.001  0.537  0.857  0.380  <0.001  24_CLP.2 
SUPT16H <0.001  0.537  0.576  0.145  <0.001  24_CLP.2 
RBM17 <0.001  0.536  0.762  0.255  <0.001  24_CLP.2 
HIST2H2AC <0.001  0.536  0.461  0.091  <0.001  24_CLP.2 
UBA2 <0.001  0.534  0.634  0.183  <0.001  24_CLP.2 
SNRNP25 <0.001  0.533  0.563  0.132  <0.001  24_CLP.2 
ACP1 <0.001  0.531  0.762  0.268  <0.001  24_CLP.2 
ZCCHC7 <0.001  0.530  0.624  0.130  <0.001  24_CLP.2 
SRP14 <0.001  0.529  0.980  0.756  <0.001  24_CLP.2 
FBXO5 <0.001  0.527  0.389  0.045  <0.001  24_CLP.2 
RGS19 <0.001  0.527  0.634  0.156  <0.001  24_CLP.2 
FDPS <0.001  0.524  0.674  0.197  <0.001  24_CLP.2 
PLK1 <0.001  0.521  0.283  0.030  <0.001  24_CLP.2 
SPC24 <0.001  0.520  0.389  0.044  <0.001  24_CLP.2 
LIG1 <0.001  0.520  0.456  0.067  <0.001  24_CLP.2 
PIN1 <0.001  0.519  0.761  0.249  <0.001  24_CLP.2 
GGCT <0.001  0.519  0.547  0.138  <0.001  24_CLP.2 
DCK <0.001  0.518  0.654  0.187  <0.001  24_CLP.2 
COPS3 <0.001  0.517  0.635  0.165  <0.001  24_CLP.2 



RNASEH2C <0.001  0.516  0.745  0.250  <0.001  24_CLP.2 
HMCES <0.001  0.515  0.494  0.076  <0.001  24_CLP.2 
PSMB8 <0.001  0.515  0.816  0.308  <0.001  24_CLP.2 
TXNDC12 <0.001  0.515  0.609  0.159  <0.001  24_CLP.2 
LSM4 <0.001  0.514  0.749  0.293  <0.001  24_CLP.2 
DLGAP5 <0.001  0.512  0.350  0.049  <0.001  24_CLP.2 
ACTB <0.001  0.512  0.999  0.982  <0.001  24_CLP.2 
PSMA2 <0.001  0.511  0.783  0.297  <0.001  24_CLP.2 
MRPS6 <0.001  0.511  0.678  0.201  <0.001  24_CLP.2 
FCRLA <0.001  0.511  0.411  0.042  <0.001  24_CLP.2 
CHAF1A <0.001  0.511  0.450  0.066  <0.001  24_CLP.2 
ATAD2 <0.001  0.511  0.473  0.075  <0.001  24_CLP.2 
HIST1H2BG <0.001  0.511  0.337  0.068  <0.001  24_CLP.2 
SPCS2 <0.001  0.510  0.843  0.362  <0.001  24_CLP.2 
MTPN <0.001  0.509  0.772  0.274  <0.001  24_CLP.2 
COX8A <0.001  0.508  0.940  0.558  <0.001  24_CLP.2 
PPP1CC <0.001  0.508  0.811  0.318  <0.001  24_CLP.2 
ACADM <0.001  0.507  0.572  0.128  <0.001  24_CLP.2 
TOP1 <0.001  0.506  0.643  0.184  <0.001  24_CLP.2 
CCT7 <0.001  0.505  0.674  0.228  <0.001  24_CLP.2 
SEPTIN6 <0.001  0.504  0.794  0.286  <0.001  24_CLP.2 
NOP56 <0.001  0.504  0.612  0.198  <0.001  24_CLP.2 
SRSF9 <0.001  0.503  0.793  0.318  <0.001  24_CLP.2 
CCT5 <0.001  0.503  0.618  0.189  <0.001  24_CLP.2 
CSNK2B <0.001  0.502  0.802  0.321  <0.001  24_CLP.2 
CCNB1 <0.001  0.502  0.326  0.056  <0.001  24_CLP.2 
C12orf75 <0.001  0.501  0.794  0.212  <0.001  24_CLP.2 
MID1IP1 <0.001  0.501  0.544  0.110  <0.001  24_CLP.2 
EIF4G2 <0.001  0.500  0.900  0.450  <0.001  24_CLP.2 
CCNI <0.001  0.600  0.972  0.659  <0.001  24_CLP.2 
MZT2B <0.001  0.510  0.889  0.464  <0.001  24_CLP.2 
EIF3L <0.001  0.514  0.926  0.531  <0.001  24_CLP.2 
ARL6IP1 <0.001  0.688  0.680  0.292  <0.001  24_CLP.2 
ENO1 <0.001  0.638  0.813  0.471  <0.001  24_CLP.2 
HNRNPH1 <0.001  0.547  0.833  0.418  <0.001  24_CLP.2 
APOC1 <0.001  1.368  0.637  0.056  <0.001  25_MEP 
AC084033.3 <0.001  1.329  0.794  0.132  <0.001  25_MEP 
PRSS57 <0.001  1.142  0.732  0.059  <0.001  25_MEP 
HMGA1 <0.001  1.058  0.843  0.242  <0.001  25_MEP 
HSP90AB1 <0.001  1.042  0.966  0.533  <0.001  25_MEP 
CYTL1 <0.001  0.982  0.699  0.051  <0.001  25_MEP 
TMEM14C <0.001  0.963  0.816  0.209  <0.001  25_MEP 
STMN1 <0.001  0.960  0.840  0.225  <0.001  25_MEP 



NPM1 <0.001  0.937  0.994  0.770  <0.001  25_MEP 
CNRIP1 <0.001  0.931  0.686  0.044  <0.001  25_MEP 
LDHB <0.001  0.906  0.984  0.524  <0.001  25_MEP 
IMPDH2 <0.001  0.886  0.818  0.187  <0.001  25_MEP 
HSPD1 <0.001  0.871  0.856  0.234  <0.001  25_MEP 
EEF1B2 <0.001  0.868  0.998  0.807  <0.001  25_MEP 
CDK6 <0.001  0.860  0.749  0.116  <0.001  25_MEP 
PCLAF <0.001  0.844  0.704  0.129  <0.001  25_MEP 
HNRNPA1 <0.001  0.834  0.993  0.840  <0.001  25_MEP 
MPC2 <0.001  0.822  0.814  0.233  <0.001  25_MEP 
MYC <0.001  0.820  0.592  0.113  <0.001  25_MEP 
DUT <0.001  0.793  0.859  0.321  <0.001  25_MEP 
TUBB <0.001  0.781  0.857  0.316  <0.001  25_MEP 
HIST1H4C <0.001  0.775  0.744  0.206  <0.001  25_MEP 
NAA38 <0.001  0.762  0.818  0.335  <0.001  25_MEP 
TUBA1B <0.001  0.754  0.910  0.414  <0.001  25_MEP 
CAT <0.001  0.744  0.792  0.227  <0.001  25_MEP 
TYMS <0.001  0.739  0.610  0.106  <0.001  25_MEP 
UROD <0.001  0.734  0.765  0.145  <0.001  25_MEP 
NME4 <0.001  0.727  0.776  0.167  <0.001  25_MEP 
NUCB2 <0.001  0.709  0.846  0.250  <0.001  25_MEP 
EBPL <0.001  0.699  0.783  0.164  <0.001  25_MEP 
MPST <0.001  0.687  0.714  0.148  <0.001  25_MEP 
CYTOR <0.001  0.686  0.751  0.208  <0.001  25_MEP 
HNRNPAB <0.001  0.685  0.751  0.174  <0.001  25_MEP 
C1QBP <0.001  0.680  0.879  0.310  <0.001  25_MEP 
SOX4 <0.001  0.677  0.731  0.155  <0.001  25_MEP 
MARCKSL1 <0.001  0.674  0.784  0.190  <0.001  25_MEP 
NME1 <0.001  0.660  0.738  0.181  <0.001  25_MEP 
TPM1 <0.001  0.660  0.670  0.086  <0.001  25_MEP 
CDK4 <0.001  0.657  0.699  0.127  <0.001  25_MEP 
ITGA2B <0.001  0.657  0.592  0.013  <0.001  25_MEP 
CCT2 <0.001  0.656  0.799  0.211  <0.001  25_MEP 
RAN <0.001  0.653  0.914  0.418  <0.001  25_MEP 
PDZD8 <0.001  0.651  0.660  0.090  <0.001  25_MEP 
SERPINE2 <0.001  0.646  0.637  0.048  <0.001  25_MEP 
MEST <0.001  0.641  0.629  0.052  <0.001  25_MEP 
BEX3 <0.001  0.640  0.719  0.110  <0.001  25_MEP 
HMGB1 <0.001  0.639  0.984  0.771  <0.001  25_MEP 
PKIG <0.001  0.638  0.663  0.076  <0.001  25_MEP 
SERBP1 <0.001  0.637  0.899  0.403  <0.001  25_MEP 
NCL <0.001  0.637  0.900  0.458  <0.001  25_MEP 
ALDH1A1 <0.001  0.628  0.628  0.080  <0.001  25_MEP 



SLC39A3 <0.001  0.623  0.689  0.122  <0.001  25_MEP 
TXN <0.001  0.622  0.846  0.388  <0.001  25_MEP 
ANP32B <0.001  0.618  0.949  0.477  <0.001  25_MEP 
SLC40A1 <0.001  0.618  0.669  0.081  <0.001  25_MEP 
DNPH1 <0.001  0.615  0.722  0.149  <0.001  25_MEP 
NASP <0.001  0.613  0.770  0.206  <0.001  25_MEP 
PA2G4 <0.001  0.604  0.868  0.338  <0.001  25_MEP 
CTNNBL1 <0.001  0.603  0.705  0.133  <0.001  25_MEP 
ATF7IP2 <0.001  0.603  0.650  0.204  <0.001  25_MEP 
RANBP1 <0.001  0.602  0.827  0.328  <0.001  25_MEP 
FABP5 <0.001  0.602  0.691  0.150  <0.001  25_MEP 
CKS2 <0.001  0.598  0.635  0.123  <0.001  25_MEP 
YBX1 <0.001  0.598  0.982  0.784  <0.001  25_MEP 
H2AFZ <0.001  0.589  0.889  0.438  <0.001  25_MEP 
TUBA1C <0.001  0.584  0.666  0.135  <0.001  25_MEP 
PAICS <0.001  0.574  0.680  0.111  <0.001  25_MEP 
PEBP1 <0.001  0.574  0.903  0.380  <0.001  25_MEP 
TALDO1 <0.001  0.573  0.844  0.344  <0.001  25_MEP 
MYB <0.001  0.570  0.612  0.073  <0.001  25_MEP 
SNRPE <0.001  0.567  0.857  0.391  <0.001  25_MEP 
SNRPD1 <0.001  0.563  0.844  0.361  <0.001  25_MEP 
HINT1 <0.001  0.563  0.982  0.733  <0.001  25_MEP 
HDAC2 <0.001  0.556  0.726  0.176  <0.001  25_MEP 
PCNA <0.001  0.555  0.646  0.155  <0.001  25_MEP 
ANKRD28 <0.001  0.554  0.691  0.145  <0.001  25_MEP 
FAM178B <0.001  0.553  0.403  0.055  <0.001  25_MEP 
REXO2 <0.001  0.552  0.711  0.159  <0.001  25_MEP 
PVT1 <0.001  0.551  0.558  0.071  <0.001  25_MEP 
CCT8 <0.001  0.547  0.820  0.292  <0.001  25_MEP 
SERPINB1 <0.001  0.546  0.800  0.328  <0.001  25_MEP 
ST13 <0.001  0.543  0.913  0.427  <0.001  25_MEP 
RACK1 <0.001  0.543  0.998  0.922  <0.001  25_MEP 
ATP5F1B <0.001  0.541  0.858  0.392  <0.001  25_MEP 
FKBP4 <0.001  0.537  0.639  0.102  <0.001  25_MEP 
GATA1 <0.001  0.537  0.567  0.056  <0.001  25_MEP 
YWHAE <0.001  0.534  0.811  0.285  <0.001  25_MEP 
ATP5F1A <0.001  0.533  0.873  0.371  <0.001  25_MEP 
BZW2 <0.001  0.528  0.707  0.132  <0.001  25_MEP 
GCSH <0.001  0.527  0.642  0.096  <0.001  25_MEP 
KLF1 <0.001  0.525  0.519  0.058  <0.001  25_MEP 
APEX1 <0.001  0.522  0.825  0.257  <0.001  25_MEP 
BLVRB <0.001  0.522  0.755  0.226  <0.001  25_MEP 
SCCPDH <0.001  0.519  0.667  0.116  <0.001  25_MEP 



AL157895.1 <0.001  0.519  0.404  0.009  <0.001  25_MEP 
ATP5MC1 <0.001  0.519  0.819  0.296  <0.001  25_MEP 
TIMM13 <0.001  0.518  0.792  0.261  <0.001  25_MEP 
MAP7 <0.001  0.518  0.543  0.046  <0.001  25_MEP 
CLNS1A <0.001  0.516  0.813  0.254  <0.001  25_MEP 
ARL2 <0.001  0.512  0.704  0.154  <0.001  25_MEP 
EEF2 <0.001  0.510  0.989  0.777  <0.001  25_MEP 
CCNG1 <0.001  0.507  0.769  0.223  <0.001  25_MEP 
AMD1 <0.001  0.504  0.797  0.248  <0.001  25_MEP 
DKC1 <0.001  0.502  0.691  0.138  <0.001  25_MEP 
MIF <0.001  0.550  0.825  0.391  <0.001  25_MEP 
UQCRH <0.001  0.508  0.953  0.600  <0.001  25_MEP 
HSP90AA1 <0.001  0.531  0.970  0.633  <0.001  25_MEP 
ENO1 <0.001  0.529  0.888  0.470  <0.001  25_MEP 
PPIA <0.001  0.508  0.966  0.724  <0.001  25_MEP 
PPBP <0.001  5.128  0.884  0.014  <0.001  26_Mega.Plate 
PF4 <0.001  4.725  0.907  0.011  <0.001  26_Mega.Plate 
GNG11 <0.001  3.780  0.760  0.019  <0.001  26_Mega.Plate 
CAVIN2 <0.001  3.599  0.820  0.034  <0.001  26_Mega.Plate 
NRGN <0.001  3.558  0.782  0.063  <0.001  26_Mega.Plate 
HIST1H2AC <0.001  3.446  0.599  0.061  <0.001  26_Mega.Plate 
TUBB1 <0.001  3.334  0.605  0.009  <0.001  26_Mega.Plate 
RGS18 <0.001  3.253  0.765  0.051  <0.001  26_Mega.Plate 
ACRBP <0.001  3.058  0.528  0.009  <0.001  26_Mega.Plate 
CLU <0.001  3.034  0.768  0.028  <0.001  26_Mega.Plate 
GP9 <0.001  2.965  0.733  0.003  <0.001  26_Mega.Plate 
TSC22D1 <0.001  2.839  0.557  0.084  <0.001  26_Mega.Plate 
MAP3K7CL <0.001  2.807  0.485  0.024  <0.001  26_Mega.Plate 
NCOA4 <0.001  2.769  0.690  0.193  <0.001  26_Mega.Plate 
PTCRA <0.001  2.556  0.405  0.007  <0.001  26_Mega.Plate 
CMTM5 <0.001  2.548  0.712  0.002  <0.001  26_Mega.Plate 
TMEM40 <0.001  2.425  0.408  0.001  <0.001  26_Mega.Plate 
TUBA4A <0.001  2.417  0.693  0.204  <0.001  26_Mega.Plate 
TREML1 <0.001  2.404  0.553  0.002  <0.001  26_Mega.Plate 
SPARC <0.001  2.386  0.616  0.018  <0.001  26_Mega.Plate 
MMD <0.001  2.376  0.482  0.054  <0.001  26_Mega.Plate 
FERMT3 <0.001  2.350  0.783  0.202  <0.001  26_Mega.Plate 
ITGA2B <0.001  2.322  0.636  0.013  <0.001  26_Mega.Plate 
RUFY1 <0.001  2.320  0.616  0.066  <0.001  26_Mega.Plate 
RGS10 <0.001  2.269  0.806  0.322  <0.001  26_Mega.Plate 
RAP1B <0.001  2.250  0.897  0.501  <0.001  26_Mega.Plate 
MYL9 <0.001  2.206  0.430  0.004  <0.001  26_Mega.Plate 
PDLIM1 <0.001  2.185  0.715  0.105  <0.001  26_Mega.Plate 



TAGLN2 <0.001  2.179  0.931  0.487  <0.001  26_Mega.Plate 
NT5C3A <0.001  2.172  0.660  0.165  <0.001  26_Mega.Plate 
LIMS1 <0.001  2.170  0.686  0.164  <0.001  26_Mega.Plate 
PGRMC1 <0.001  2.151  0.621  0.095  <0.001  26_Mega.Plate 
TPM4 <0.001  2.111  0.737  0.174  <0.001  26_Mega.Plate 
CTSA <0.001  2.098  0.623  0.166  <0.001  26_Mega.Plate 
CTTN <0.001  2.096  0.478  0.026  <0.001  26_Mega.Plate 
BEX3 <0.001  2.084  0.687  0.111  <0.001  26_Mega.Plate 
CD9 <0.001  2.077  0.619  0.053  <0.001  26_Mega.Plate 
CLEC1B <0.001  2.069  0.492  0.001  <0.001  26_Mega.Plate 
HIST1H3H <0.001  2.038  0.332  0.013  <0.001  26_Mega.Plate 
TLN1 <0.001  2.036  0.687  0.208  <0.001  26_Mega.Plate 
GRAP2 <0.001  2.003  0.443  0.067  <0.001  26_Mega.Plate 
MPP1 <0.001  2.001  0.593  0.124  <0.001  26_Mega.Plate 
YWHAH <0.001  1.977  0.705  0.216  <0.001  26_Mega.Plate 

2-Mar <0.001  1.950  0.433  0.055  <0.001  26_Mega.Plate 
MAX <0.001  1.935  0.658  0.158  <0.001  26_Mega.Plate 
C2orf88 <0.001  1.894  0.538  0.025  <0.001  26_Mega.Plate 
TPM1 <0.001  1.887  0.603  0.087  <0.001  26_Mega.Plate 
F13A1 <0.001  1.872  0.432  0.028  <0.001  26_Mega.Plate 
AC147651.1 <0.001  1.870  0.344  0.006  <0.001  26_Mega.Plate 
GSTO1 <0.001  1.790  0.654  0.290  <0.001  26_Mega.Plate 
AP001189.1 <0.001  1.777  0.327  0.001  <0.001  26_Mega.Plate 
HIST1H2BJ <0.001  1.771  0.288  0.008  <0.001  26_Mega.Plate 
PRKAR2B <0.001  1.747  0.505  0.057  <0.001  26_Mega.Plate 
ILK <0.001  1.741  0.577  0.113  <0.001  26_Mega.Plate 
CLDN5 <0.001  1.732  0.320  0.001  <0.001  26_Mega.Plate 
GMPR <0.001  1.719  0.525  0.049  <0.001  26_Mega.Plate 
OAZ1 <0.001  1.706  0.963  0.812  <0.001  26_Mega.Plate 
ACTN1 <0.001  1.684  0.590  0.099  <0.001  26_Mega.Plate 
ESAM <0.001  1.668  0.359  0.003  <0.001  26_Mega.Plate 
PTPN18 <0.001  1.629  0.506  0.129  <0.001  26_Mega.Plate 
RSU1 <0.001  1.620  0.599  0.153  <0.001  26_Mega.Plate 
PLEK <0.001  1.618  0.594  0.200  <0.001  26_Mega.Plate 
CALM3 <0.001  1.610  0.759  0.369  <0.001  26_Mega.Plate 
PARVB <0.001  1.599  0.529  0.110  <0.001  26_Mega.Plate 
MPIG6B <0.001  1.580  0.458  0.007  <0.001  26_Mega.Plate 
OST4 <0.001  1.571  0.918  0.690  <0.001  26_Mega.Plate 
SNAP23 <0.001  1.570  0.569  0.161  <0.001  26_Mega.Plate 
MTURN <0.001  1.565  0.375  0.046  <0.001  26_Mega.Plate 
TUBA1C <0.001  1.563  0.560  0.136  <0.001  26_Mega.Plate 
RNF11 <0.001  1.563  0.443  0.113  <0.001  26_Mega.Plate 
SNCA <0.001  1.548  0.535  0.092  <0.001  26_Mega.Plate 



SMOX <0.001  1.534  0.268  0.020  <0.001  26_Mega.Plate 
LAMTOR1 <0.001  1.534  0.757  0.371  <0.001  26_Mega.Plate 
DAB2 <0.001  1.531  0.320  0.018  <0.001  26_Mega.Plate 
DMTN <0.001  1.465  0.407  0.038  <0.001  26_Mega.Plate 
PKM <0.001  1.465  0.773  0.352  <0.001  26_Mega.Plate 
CDKN2D <0.001  1.458  0.608  0.227  <0.001  26_Mega.Plate 
VIM-AS1 <0.001  1.451  0.281  0.041  <0.001  26_Mega.Plate 
VCL <0.001  1.441  0.489  0.092  <0.001  26_Mega.Plate 
MYL12A <0.001  1.436  0.935  0.735  <0.001  26_Mega.Plate 
PRDX6 <0.001  1.434  0.747  0.393  <0.001  26_Mega.Plate 
TMSB4X <0.001  1.421  1.000  0.969  <0.001  26_Mega.Plate 
DYNLL1 <0.001  1.418  0.684  0.310  <0.001  26_Mega.Plate 
GSN <0.001  1.415  0.500  0.068  <0.001  26_Mega.Plate 
TIMP1 <0.001  1.408  0.694  0.293  <0.001  26_Mega.Plate 
PTGS1 <0.001  1.406  0.430  0.021  <0.001  26_Mega.Plate 
CARD19 <0.001  1.404  0.537  0.154  <0.001  26_Mega.Plate 
RAB32 <0.001  1.402  0.423  0.092  <0.001  26_Mega.Plate 
KIF2A <0.001  1.397  0.526  0.122  <0.001  26_Mega.Plate 
H3F3A <0.001  1.395  0.985  0.889  <0.001  26_Mega.Plate 
GPX4 <0.001  1.377  0.822  0.534  <0.001  26_Mega.Plate 
MLH3 <0.001  1.362  0.297  0.039  <0.001  26_Mega.Plate 
UBE2C <0.001  1.352  0.304  0.066  <0.001  26_Mega.Plate 
STOM <0.001  1.324  0.533  0.145  <0.001  26_Mega.Plate 
DAPP1 <0.001  1.307  0.312  0.065  <0.001  26_Mega.Plate 
SLC40A1 <0.001  1.303  0.370  0.084  <0.001  26_Mega.Plate 
GAS2L1 <0.001  1.302  0.359  0.030  <0.001  26_Mega.Plate 
TPST2 <0.001  1.300  0.470  0.130  <0.001  26_Mega.Plate 
WDR1 <0.001  1.300  0.627  0.263  <0.001  26_Mega.Plate 
CD151 <0.001  1.286  0.427  0.091  <0.001  26_Mega.Plate 
SPNS1 <0.001  1.271  0.421  0.108  <0.001  26_Mega.Plate 
ACTB <0.001  1.241  0.995  0.982  <0.001  26_Mega.Plate 
AC090409.1 <0.001  1.220  0.265  0.000  <0.001  26_Mega.Plate 
RPA1 <0.001  1.218  0.423  0.118  <0.001  26_Mega.Plate 
GFI1B <0.001  1.216  0.384  0.049  <0.001  26_Mega.Plate 
CAPN1 <0.001  1.210  0.485  0.157  <0.001  26_Mega.Plate 
FHL1 <0.001  1.205  0.332  0.039  <0.001  26_Mega.Plate 
RAB27B <0.001  1.198  0.346  0.010  <0.001  26_Mega.Plate 
LAT <0.001  1.183  0.550  0.181  <0.001  26_Mega.Plate 
GP1BA <0.001  1.141  0.346  0.005  <0.001  26_Mega.Plate 
MYLK <0.001  1.116  0.309  0.009  <0.001  26_Mega.Plate 
GNAZ <0.001  1.102  0.254  0.002  <0.001  26_Mega.Plate 
PPP1R14A <0.001  1.100  0.373  0.053  <0.001  26_Mega.Plate 
MCUR1 <0.001  1.089  0.379  0.097  <0.001  26_Mega.Plate 



ARHGAP6 <0.001  1.085  0.337  0.002  <0.001  26_Mega.Plate 
SPX <0.001  1.085  0.319  0.001  <0.001  26_Mega.Plate 
NFE2 <0.001  1.075  0.304  0.066  <0.001  26_Mega.Plate 
ARHGAP18 <0.001  1.045  0.346  0.046  <0.001  26_Mega.Plate 
CA2 <0.001  1.043  0.355  0.076  <0.001  26_Mega.Plate 
TMEM91 <0.001  1.041  0.307  0.049  <0.001  26_Mega.Plate 
SMIM3 <0.001  1.018  0.324  0.047  <0.001  26_Mega.Plate 
CALD1 <0.001  1.018  0.253  0.004  <0.001  26_Mega.Plate 
LGALSL <0.001  1.016  0.252  0.002  <0.001  26_Mega.Plate 
SLA2 <0.001  1.006  0.320  0.042  <0.001  26_Mega.Plate 
UBL4A <0.001  0.963  0.307  0.065  <0.001  26_Mega.Plate 
HEMGN <0.001  0.960  0.358  0.057  <0.001  26_Mega.Plate 
AL157895.1 <0.001  0.953  0.304  0.011  <0.001  26_Mega.Plate 
GUCY1B1 <0.001  0.953  0.324  0.012  <0.001  26_Mega.Plate 
MEIS1 <0.001  0.935  0.267  0.009  <0.001  26_Mega.Plate 
PBX1 <0.001  0.913  0.332  0.017  <0.001  26_Mega.Plate 
LTBP1 <0.001  0.903  0.314  0.027  <0.001  26_Mega.Plate 
ALOX12 <0.001  0.893  0.260  0.001  <0.001  26_Mega.Plate 
SELP <0.001  0.884  0.303  0.001  <0.001  26_Mega.Plate 
MGLL <0.001  0.857  0.314  0.042  <0.001  26_Mega.Plate 
INKA1 <0.001  0.835  0.256  0.017  <0.001  26_Mega.Plate 
PSTPIP2 <0.001  0.828  0.350  0.079  <0.001  26_Mega.Plate 
TAL1 <0.001  0.820  0.251  0.038  <0.001  26_Mega.Plate 
TCEAL9 <0.001  0.809  0.313  0.052  <0.001  26_Mega.Plate 
PDLIM7 <0.001  0.808  0.313  0.062  <0.001  26_Mega.Plate 
CNST <0.001  0.796  0.289  0.058  <0.001  26_Mega.Plate 
GATA1 <0.001  0.786  0.308  0.058  <0.001  26_Mega.Plate 
FHL2 <0.001  0.766  0.271  0.046  <0.001  26_Mega.Plate 
CTDSPL <0.001  0.763  0.254  0.015  <0.001  26_Mega.Plate 
MMRN1 <0.001  0.735  0.276  0.007  <0.001  26_Mega.Plate 
LCN2 <0.001  0.712  0.355  0.018  <0.001  26_Mega.Plate 
P2RX1 <0.001  0.707  0.269  0.043  <0.001  26_Mega.Plate 
CDIP1 <0.001  0.645  0.279  0.051  <0.001  26_Mega.Plate 
F2R <0.001  0.582  0.279  0.052  <0.001  26_Mega.Plate 
SERPINE2 <0.001  0.564  0.264  0.051  <0.001  26_Mega.Plate 
CCL5 <0.001  1.243  0.665  0.265  <0.001  26_Mega.Plate 
TAX1BP3 <0.001  0.971  0.317  0.072  <0.001  26_Mega.Plate 
SLC39A3 <0.001  0.987  0.419  0.124  <0.001  26_Mega.Plate 
MYL6 <0.001  1.279  0.929  0.836  <0.001  26_Mega.Plate 
LYPLAL1 <0.001  1.087  0.295  0.066  <0.001  26_Mega.Plate 
TGFB1 <0.001  1.536  0.600  0.250  <0.001  26_Mega.Plate 
MAGED2 <0.001  0.899  0.369  0.097  <0.001  26_Mega.Plate 
BCL2L1 <0.001  0.778  0.263  0.054  <0.001  26_Mega.Plate 



FAM110A <0.001  1.199  0.260  0.053  <0.001  26_Mega.Plate 
TALDO1 <0.001  1.215  0.672  0.345  <0.001  26_Mega.Plate 
TMBIM1 <0.001  1.048  0.347  0.090  <0.001  26_Mega.Plate 
RAB11A <0.001  1.481  0.610  0.257  <0.001  26_Mega.Plate 
XPNPEP1 <0.001  0.928  0.289  0.065  <0.001  26_Mega.Plate 
LYL1 <0.001  1.254  0.412  0.127  <0.001  26_Mega.Plate 
NDUFAF3 <0.001  1.180  0.550  0.227  <0.001  26_Mega.Plate 
SWI5 <0.001  0.857  0.290  0.066  <0.001  26_Mega.Plate 
RAB37 <0.001  0.681  0.315  0.073  <0.001  26_Mega.Plate 
NAP1L1 <0.001  1.241  0.883  0.663  <0.001  26_Mega.Plate 
SH3BGRL3 <0.001  1.247  0.955  0.800  <0.001  26_Mega.Plate 
MEST <0.001  0.505  0.259  0.055  <0.001  26_Mega.Plate 
EGFL7 <0.001  0.655  0.276  0.061  <0.001  26_Mega.Plate 
ODC1 <0.001  1.666  0.609  0.269  <0.001  26_Mega.Plate 
VDAC3 <0.001  1.135  0.536  0.211  <0.001  26_Mega.Plate 
CAPZA2 <0.001  1.385  0.651  0.314  <0.001  26_Mega.Plate 
SUSD3 <0.001  0.592  0.280  0.062  <0.001  26_Mega.Plate 
RDH11 <0.001  0.864  0.329  0.086  <0.001  26_Mega.Plate 
WRB <0.001  0.688  0.282  0.065  <0.001  26_Mega.Plate 
SPINT2 <0.001  1.076  0.509  0.202  <0.001  26_Mega.Plate 
ETFA <0.001  1.238  0.498  0.183  <0.001  26_Mega.Plate 
UBA7 <0.001  0.825  0.274  0.063  <0.001  26_Mega.Plate 
PPIF <0.001  0.787  0.362  0.107  <0.001  26_Mega.Plate 
RAB13 <0.001  0.712  0.310  0.081  <0.001  26_Mega.Plate 
BIN2 <0.001  1.140  0.621  0.271  <0.001  26_Mega.Plate 
SEPTIN11 <0.001  0.686  0.326  0.089  <0.001  26_Mega.Plate 
PYCR2 <0.001  0.889  0.372  0.114  <0.001  26_Mega.Plate 
LMNA <0.001  1.163  0.404  0.130  <0.001  26_Mega.Plate 
WBP2 <0.001  1.153  0.416  0.141  <0.001  26_Mega.Plate 
EIF2AK1 <0.001  1.163  0.441  0.158  <0.001  26_Mega.Plate 
ARPC1B <0.001  1.303  0.761  0.458  <0.001  26_Mega.Plate 
UQCRH <0.001  0.908  0.797  0.602  <0.001  26_Mega.Plate 
TBXAS1 <0.001  0.569  0.283  0.072  <0.001  26_Mega.Plate 
ACTG1 <0.001  0.897  0.864  0.747  <0.001  26_Mega.Plate 
ARPC5 <0.001  1.139  0.733  0.438  <0.001  26_Mega.Plate 
ITGB1 <0.001  1.195  0.589  0.268  <0.001  26_Mega.Plate 
CCND3 <0.001  1.136  0.671  0.368  <0.001  26_Mega.Plate 
PECAM1 <0.001  0.695  0.348  0.105  <0.001  26_Mega.Plate 
ATP2A3 <0.001  0.555  0.291  0.077  <0.001  26_Mega.Plate 
DAAM1 <0.001  0.682  0.297  0.085  <0.001  26_Mega.Plate 
EMC3 <0.001  1.190  0.468  0.186  <0.001  26_Mega.Plate 
MFSD1 <0.001  1.099  0.373  0.126  <0.001  26_Mega.Plate 
MIR4435-2HG <0.001  0.996  0.357  0.115  <0.001  26_Mega.Plate 



ZCCHC17 <0.001  0.853  0.341  0.107  <0.001  26_Mega.Plate 
GNB5 <0.001  0.602  0.255  0.063  <0.001  26_Mega.Plate 
GNAS <0.001  1.538  0.672  0.394  <0.001  26_Mega.Plate 
ARF1 <0.001  1.117  0.690  0.423  <0.001  26_Mega.Plate 
SOD2 <0.001  0.857  0.410  0.146  <0.001  26_Mega.Plate 
HMGB1 <0.001  0.678  0.874  0.771  <0.001  26_Mega.Plate 
ZYX <0.001  0.843  0.419  0.153  <0.001  26_Mega.Plate 
TLK1 <0.001  1.094  0.381  0.135  <0.001  26_Mega.Plate 
TUBA1B <0.001  1.044  0.674  0.416  <0.001  26_Mega.Plate 
PKIG <0.001  0.552  0.279  0.080  <0.001  26_Mega.Plate 
LEPROT <0.001  0.948  0.426  0.168  <0.001  26_Mega.Plate 
RAB8A <0.001  0.858  0.451  0.189  <0.001  26_Mega.Plate 
UXS1 <0.001  0.723  0.311  0.096  <0.001  26_Mega.Plate 
R3HDM4 <0.001  1.019  0.371  0.132  <0.001  26_Mega.Plate 
CAMTA1 <0.001  0.898  0.480  0.216  <0.001  26_Mega.Plate 
HMG20B <0.001  0.750  0.346  0.119  <0.001  26_Mega.Plate 
CYB5R3 <0.001  0.828  0.374  0.138  <0.001  26_Mega.Plate 
DTD1 <0.001  0.630  0.328  0.113  <0.001  26_Mega.Plate 
TACC3 <0.001  0.925  0.316  0.105  <0.001  26_Mega.Plate 
NAA38 <0.001  1.180  0.557  0.338  <0.001  26_Mega.Plate 
MTHFD2L <0.001  0.607  0.294  0.091  <0.001  26_Mega.Plate 
PIP4K2A <0.001  1.032  0.485  0.215  <0.001  26_Mega.Plate 
CERS2 <0.001  0.747  0.306  0.100  <0.001  26_Mega.Plate 
ICAM2 <0.001  1.011  0.390  0.149  <0.001  26_Mega.Plate 
C12orf75 <0.001  0.749  0.502  0.214  <0.001  26_Mega.Plate 
ADIPOR1 <0.001  1.037  0.381  0.146  <0.001  26_Mega.Plate 
RTN3 <0.001  0.838  0.472  0.210  <0.001  26_Mega.Plate 
RHOC <0.001  0.639  0.381  0.135  <0.001  26_Mega.Plate 
CHD1L <0.001  0.506  0.258  0.078  <0.001  26_Mega.Plate 
TUBB4B <0.001  0.868  0.457  0.205  <0.001  26_Mega.Plate 
VASP <0.001  0.794  0.482  0.222  <0.001  26_Mega.Plate 
AMD1 <0.001  1.014  0.515  0.251  <0.001  26_Mega.Plate 
GAPDH <0.001  0.645  0.889  0.826  <0.001  26_Mega.Plate 
TMEM106C <0.001  0.578  0.283  0.091  <0.001  26_Mega.Plate 
CLIC1 <0.001  0.963  0.683  0.529  <0.001  26_Mega.Plate 
PTTG1IP <0.001  0.590  0.317  0.110  <0.001  26_Mega.Plate 
HACD4 <0.001  0.784  0.404  0.159  <0.001  26_Mega.Plate 
DNAJB6 <0.001  1.008  0.625  0.372  <0.001  26_Mega.Plate 
PTPN12 <0.001  0.590  0.260  0.080  <0.001  26_Mega.Plate 
UBE2E3 <0.001  0.836  0.440  0.195  <0.001  26_Mega.Plate 
BTK <0.001  0.587  0.295  0.099  <0.001  26_Mega.Plate 
MYH9 <0.001  0.962  0.494  0.241  <0.001  26_Mega.Plate 
RASGRP2 <0.001  1.013  0.492  0.232  <0.001  26_Mega.Plate 



TMEM50A <0.001  0.962  0.606  0.348  <0.001  26_Mega.Plate 
APP <0.001  0.799  0.287  0.096  <0.001  26_Mega.Plate 
NUTF2 <0.001  0.899  0.438  0.199  <0.001  26_Mega.Plate 
PDCD10 <0.001  0.937  0.436  0.196  <0.001  26_Mega.Plate 
CORO1C <0.001  0.694  0.293  0.103  <0.001  26_Mega.Plate 
GADD45A <0.001  0.841  0.276  0.095  <0.001  26_Mega.Plate 
DAD1 <0.001  1.038  0.540  0.352  <0.001  26_Mega.Plate 
AP2M1 <0.001  0.870  0.563  0.315  <0.001  26_Mega.Plate 
COMMD7 <0.001  0.731  0.440  0.205  <0.001  26_Mega.Plate 
ARF3 <0.001  0.506  0.317  0.116  <0.001  26_Mega.Plate 
DAP <0.001  0.524  0.297  0.105  <0.001  26_Mega.Plate 
CMIP <0.001  0.804  0.296  0.108  <0.001  26_Mega.Plate 
ITM2B <0.001  1.185  0.872  0.757  <0.001  26_Mega.Plate 
RABGAP1L <0.001  0.868  0.327  0.129  <0.001  26_Mega.Plate 
ARHGDIB <0.001  0.593  0.849  0.750  <0.001  26_Mega.Plate 
DERA <0.001  0.621  0.251  0.084  <0.001  26_Mega.Plate 
ADI1 <0.001  0.756  0.401  0.182  <0.001  26_Mega.Plate 
UBAC2 <0.001  0.939  0.335  0.136  <0.001  26_Mega.Plate 
RBX1 <0.001  1.017  0.625  0.390  <0.001  26_Mega.Plate 
CD63 <0.001  0.807  0.594  0.405  <0.001  26_Mega.Plate 
PPDPF <0.001  0.741  0.817  0.706  <0.001  26_Mega.Plate 
UBE2F <0.001  0.757  0.376  0.164  <0.001  26_Mega.Plate 
MTPN <0.001  0.893  0.511  0.277  <0.001  26_Mega.Plate 
FLNA <0.001  0.997  0.522  0.282  <0.001  26_Mega.Plate 
YWHAE <0.001  0.768  0.498  0.287  <0.001  26_Mega.Plate 
PLEKHO1 <0.001  1.133  0.264  0.100  <0.001  26_Mega.Plate 
SQSTM1 <0.001  0.942  0.467  0.237  <0.001  26_Mega.Plate 
SERPINB6 <0.001  0.545  0.365  0.153  <0.001  26_Mega.Plate 
HIGD1A <0.001  0.569  0.353  0.152  <0.001  26_Mega.Plate 
ARPC4 <0.001  0.717  0.612  0.390  <0.001  26_Mega.Plate 
NORAD <0.001  0.893  0.356  0.156  <0.001  26_Mega.Plate 
H2AFJ <0.001  1.015  0.472  0.245  <0.001  26_Mega.Plate 
SVIP <0.001  0.908  0.493  0.264  <0.001  26_Mega.Plate 
FKBP1A <0.001  0.908  0.698  0.469  <0.001  26_Mega.Plate 
MKRN1 <0.001  0.834  0.460  0.235  <0.001  26_Mega.Plate 
PPM1A <0.001  0.817  0.309  0.127  <0.001  26_Mega.Plate 
STXBP2 <0.001  0.655  0.559  0.307  <0.001  26_Mega.Plate 
NENF <0.001  0.713  0.434  0.225  <0.001  26_Mega.Plate 
ISCA1 <0.001  0.702  0.405  0.192  <0.001  26_Mega.Plate 
SERPINB1 <0.001  0.730  0.542  0.330  <0.001  26_Mega.Plate 
HSPB1 <0.001  0.763  0.470  0.265  <0.001  26_Mega.Plate 
TPM3 <0.001  0.720  0.700  0.540  <0.001  26_Mega.Plate 
TYMS <0.001  0.725  0.271  0.109  <0.001  26_Mega.Plate 



CYTOR <0.001  0.727  0.432  0.211  <0.001  26_Mega.Plate 
CCNG1 <0.001  0.882  0.443  0.225  <0.001  26_Mega.Plate 
ORAI1 <0.001  0.550  0.255  0.093  <0.001  26_Mega.Plate 
SNX3 <0.001  0.754  0.656  0.494  <0.001  26_Mega.Plate 
BEX4 <0.001  0.520  0.342  0.152  <0.001  26_Mega.Plate 
GABARAPL2 <0.001  0.846  0.544  0.327  <0.001  26_Mega.Plate 
PARK7 <0.001  0.721  0.610  0.430  <0.001  26_Mega.Plate 
RAB4A <0.001  0.742  0.350  0.161  <0.001  26_Mega.Plate 
ARL6IP5 <0.001  0.888  0.599  0.399  <0.001  26_Mega.Plate 
SERF2 <0.001  0.539  0.936  0.924  <0.001  26_Mega.Plate 
SH3BGRL <0.001  0.901  0.635  0.438  <0.001  26_Mega.Plate 
HK1 <0.001  0.746  0.272  0.113  <0.001  26_Mega.Plate 
SNRPN <0.001  0.681  0.433  0.222  <0.001  26_Mega.Plate 
SMIM10L1 <0.001  0.529  0.279  0.115  <0.001  26_Mega.Plate 
CMTM6 <0.001  0.687  0.483  0.280  <0.001  26_Mega.Plate 
ARMCX6 <0.001  0.521  0.262  0.105  <0.001  26_Mega.Plate 
HMGN1 <0.001  0.703  0.660  0.572  <0.001  26_Mega.Plate 
RBBP6 <0.001  0.905  0.394  0.202  <0.001  26_Mega.Plate 
FTH1 <0.001  0.609  0.988  0.964  <0.001  26_Mega.Plate 
SRSF8 <0.001  0.729  0.376  0.185  <0.001  26_Mega.Plate 
CAP1 <0.001  0.707  0.575  0.381  <0.001  26_Mega.Plate 
C9orf16 <0.001  0.779  0.632  0.467  <0.001  26_Mega.Plate 
TUBB <0.001  0.719  0.507  0.319  <0.001  26_Mega.Plate 
SECISBP2 <0.001  0.593  0.318  0.145  <0.001  26_Mega.Plate 
RTN4 <0.001  0.775  0.518  0.357  <0.001  26_Mega.Plate 
STX11 <0.001  0.553  0.282  0.120  <0.001  26_Mega.Plate 
DOK2 <0.001  0.754  0.342  0.167  <0.001  26_Mega.Plate 
LSM1 <0.001  0.534  0.352  0.172  <0.001  26_Mega.Plate 
RHEB <0.001  0.629  0.422  0.235  <0.001  26_Mega.Plate 
SUPT4H1 <0.001  0.760  0.477  0.274  <0.001  26_Mega.Plate 
MPST <0.001  0.562  0.328  0.152  <0.001  26_Mega.Plate 
RIPOR2 <0.001  1.157  0.447  0.263  <0.001  26_Mega.Plate 
NDUFA6 <0.001  0.822  0.496  0.296  <0.001  26_Mega.Plate 
HLA-E <0.001  0.899  0.840  0.758  <0.001  26_Mega.Plate 
HIST1H1C <0.001  0.719  0.389  0.205  <0.001  26_Mega.Plate 
NDUFS5 <0.001  0.630  0.644  0.518  <0.001  26_Mega.Plate 
RAC1 <0.001  0.686  0.616  0.452  <0.001  26_Mega.Plate 
AKIRIN2 <0.001  0.904  0.352  0.182  <0.001  26_Mega.Plate 
CAPZB <0.001  0.671  0.612  0.455  <0.001  26_Mega.Plate 
INSIG1 <0.001  0.618  0.260  0.113  <0.001  26_Mega.Plate 
ANXA7 <0.001  0.617  0.414  0.231  <0.001  26_Mega.Plate 
CCDC85B <0.001  0.718  0.552  0.378  <0.001  26_Mega.Plate 
SAT1 <0.001  0.966  0.717  0.553  <0.001  26_Mega.Plate 



GTF3C6 <0.001  0.582  0.397  0.218  <0.001  26_Mega.Plate 
TMEM219 <0.001  0.687  0.494  0.300  <0.001  26_Mega.Plate 
RAB10 <0.001  0.593  0.296  0.143  <0.001  26_Mega.Plate 
PCLAF <0.001  0.527  0.282  0.133  <0.001  26_Mega.Plate 
RHOF <0.001  0.507  0.357  0.180  <0.001  26_Mega.Plate 
ANAPC5 <0.001  0.639  0.419  0.237  <0.001  26_Mega.Plate 
TRAPPC1 <0.001  0.734  0.606  0.428  <0.001  26_Mega.Plate 
ENO1 <0.001  0.621  0.581  0.473  <0.001  26_Mega.Plate 
FKBP8 <0.001  0.781  0.562  0.378  <0.001  26_Mega.Plate 
H2AFZ <0.001  0.879  0.559  0.441  <0.001  26_Mega.Plate 
NDUFA4 <0.001  0.567  0.696  0.646  <0.001  26_Mega.Plate 
EIF4E <0.001  0.563  0.347  0.184  <0.001  26_Mega.Plate 
VPS28 <0.001  0.614  0.518  0.345  <0.001  26_Mega.Plate 
HSBP1 <0.001  0.521  0.397  0.230  <0.001  26_Mega.Plate 
GLUL <0.001  0.519  0.438  0.255  <0.001  26_Mega.Plate 
YWHAQ <0.001  0.561  0.529  0.366  <0.001  26_Mega.Plate 
SEPTIN7 <0.001  0.574  0.656  0.534  <0.001  26_Mega.Plate 
POLR2E <0.001  0.511  0.383  0.222  <0.001  26_Mega.Plate 
NDUFA5 <0.001  0.622  0.471  0.297  <0.001  26_Mega.Plate 
FYB1 <0.001  0.519  0.566  0.367  <0.001  26_Mega.Plate 
DBNL <0.001  0.586  0.428  0.259  <0.001  26_Mega.Plate 
RHOA <0.001  0.532  0.660  0.552  <0.001  26_Mega.Plate 
TPI1 <0.001  0.702  0.550  0.475  <0.001  26_Mega.Plate 
TBPL1 <0.001  0.534  0.259  0.124  <0.001  26_Mega.Plate 
WIPF1 <0.001  0.611  0.440  0.263  <0.001  26_Mega.Plate 
MSN <0.001  0.614  0.510  0.328  <0.001  26_Mega.Plate 
EIF4G2 <0.001  0.625  0.596  0.453  <0.001  26_Mega.Plate 
IFI27L2 <0.001  0.585  0.394  0.230  <0.001  26_Mega.Plate 
ARF4 <0.001  0.514  0.370  0.216  <0.001  26_Mega.Plate 
ACP1 <0.001  0.538  0.432  0.271  <0.001  26_Mega.Plate 
DYNLRB1 <0.001  0.571  0.460  0.304  <0.001  26_Mega.Plate 
CMPK1 <0.001  0.667  0.560  0.399  <0.001  26_Mega.Plate 
ATF4 <0.001  0.651  0.506  0.363  <0.001  26_Mega.Plate 
SIAH2 <0.001  0.566  0.294  0.163  <0.001  26_Mega.Plate 
CD99 <0.001  0.824  0.603  0.477  <0.001  26_Mega.Plate 
ANP32B <0.001  0.534  0.555  0.481  <0.001  26_Mega.Plate 
PCNP <0.001  0.582  0.494  0.351  <0.001  26_Mega.Plate 
BRK1 <0.001  0.538  0.548  0.425  <0.001  26_Mega.Plate 
STMP1 <0.001  0.597  0.479  0.339  <0.001  26_Mega.Plate 
ATP6V0E1 <0.001  0.563  0.601  0.467  <0.001  26_Mega.Plate 
ASAH1 <0.001  0.546  0.447  0.301  <0.001  26_Mega.Plate 
RAP2B <0.001  0.540  0.284  0.167  <0.001  26_Mega.Plate 
SELENOT <0.001  0.504  0.440  0.306  <0.001  26_Mega.Plate 



EIF1B <0.001  0.523  0.441  0.314  <0.001  26_Mega.Plate 
CD36 <0.001  0.576  0.261  0.174  <0.001  26_Mega.Plate 
LDHB <0.001  0.547  0.518  0.528  <0.001  26_Mega.Plate 
IFRD1 <0.001  0.525  0.252  0.165  <0.001  26_Mega.Plate 
DUT <0.001  0.528  0.378  0.325  <0.001  26_Mega.Plate 
CXCL12 <0.001  4.612  0.672  0.001  <0.001  27_DC 
APOE <0.001  4.433  0.893  0.034  <0.001  27_DC 
SELENOP <0.001  3.615  0.912  0.020  <0.001  27_DC 
C1QA <0.001  3.523  0.446  0.008  <0.001  27_DC 
C1QB <0.001  3.517  0.450  0.004  <0.001  27_DC 
APOC1 <0.001  3.069  0.531  0.059  <0.001  27_DC 
C1QC <0.001  3.055  0.402  0.002  <0.001  27_DC 
VCAM1 <0.001  2.716  0.647  0.004  <0.001  27_DC 
HMOX1 <0.001  2.712  0.452  0.051  <0.001  27_DC 
LEPR <0.001  2.631  0.435  0.019  <0.001  27_DC 
EGR1 <0.001  2.604  0.411  0.064  <0.001  27_DC 
IFITM3 <0.001  2.504  0.697  0.151  <0.001  27_DC 
IGFBP5 <0.001  2.497  0.360  0.000  <0.001  27_DC 
NNMT <0.001  2.398  0.411  0.000  <0.001  27_DC 
CCL2 <0.001  2.357  0.296  0.002  <0.001  27_DC 
DEPP1 <0.001  2.274  0.291  0.005  <0.001  27_DC 
GAS6 <0.001  2.206  0.449  0.026  <0.001  27_DC 
MARCKS <0.001  2.157  0.647  0.110  <0.001  27_DC 
CP <0.001  2.141  0.386  0.000  <0.001  27_DC 
PTGDS <0.001  2.094  0.395  0.022  <0.001  27_DC 
CTGF <0.001  2.052  0.336  0.003  <0.001  27_DC 
MDK <0.001  2.035  0.437  0.029  <0.001  27_DC 
LGMN <0.001  2.009  0.385  0.023  <0.001  27_DC 
FCGRT <0.001  1.974  0.785  0.261  <0.001  27_DC 
TF <0.001  1.908  0.374  0.003  <0.001  27_DC 
ESM1 <0.001  1.897  0.385  0.001  <0.001  27_DC 
FRZB <0.001  1.859  0.353  0.001  <0.001  27_DC 
PCOLCE <0.001  1.795  0.411  0.006  <0.001  27_DC 
CYP1B1 <0.001  1.793  0.414  0.033  <0.001  27_DC 
DCN <0.001  1.792  0.351  0.000  <0.001  27_DC 
OLFML3 <0.001  1.741  0.370  0.001  <0.001  27_DC 
CALD1 <0.001  1.728  0.399  0.004  <0.001  27_DC 
C11orf96 <0.001  1.722  0.304  0.002  <0.001  27_DC 
MGP <0.001  1.706  0.305  0.001  <0.001  27_DC 
SERPING1 <0.001  1.706  0.467  0.020  <0.001  27_DC 
LUM <0.001  1.703  0.325  0.000  <0.001  27_DC 
FSTL1 <0.001  1.696  0.375  0.003  <0.001  27_DC 
LPL <0.001  1.696  0.356  0.002  <0.001  27_DC 



TAGLN <0.001  1.675  0.347  0.012  <0.001  27_DC 
CTSL <0.001  1.665  0.457  0.045  <0.001  27_DC 
TFPI <0.001  1.608  0.411  0.025  <0.001  27_DC 
IGFBP2 <0.001  1.586  0.333  0.009  <0.001  27_DC 
PLPP3 <0.001  1.572  0.378  0.002  <0.001  27_DC 
EPHX1 <0.001  1.545  0.410  0.018  <0.001  27_DC 
RARRES2 <0.001  1.538  0.363  0.001  <0.001  27_DC 
SERPINF1 <0.001  1.505  0.386  0.023  <0.001  27_DC 
TNFAIP6 <0.001  1.491  0.342  0.006  <0.001  27_DC 
ID3 <0.001  1.490  0.335  0.030  <0.001  27_DC 
LHFPL6 <0.001  1.467  0.375  0.011  <0.001  27_DC 
GGT5 <0.001  1.451  0.360  0.001  <0.001  27_DC 
HNMT <0.001  1.427  0.484  0.061  <0.001  27_DC 
DAB2 <0.001  1.412  0.363  0.019  <0.001  27_DC 
CCDC80 <0.001  1.372  0.357  0.001  <0.001  27_DC 
C1S <0.001  1.369  0.339  0.001  <0.001  27_DC 
ADIRF <0.001  1.347  0.279  0.002  <0.001  27_DC 
C1R <0.001  1.337  0.353  0.003  <0.001  27_DC 
CHL1 <0.001  1.302  0.318  0.000  <0.001  27_DC 
IGFBP3 <0.001  1.287  0.266  0.006  <0.001  27_DC 
GPM6B <0.001  1.278  0.346  0.040  <0.001  27_DC 
COL1A2 <0.001  1.252  0.273  0.000  <0.001  27_DC 
IGFBP4 <0.001  1.242  0.335  0.006  <0.001  27_DC 
LGALS3BP <0.001  1.225  0.381  0.055  <0.001  27_DC 
ANGPTL4 <0.001  1.214  0.275  0.001  <0.001  27_DC 
TNC <0.001  1.194  0.257  0.000  <0.001  27_DC 
COL6A2 <0.001  1.181  0.350  0.019  <0.001  27_DC 
FBLN1 <0.001  1.171  0.301  0.001  <0.001  27_DC 
EPAS1 <0.001  1.164  0.343  0.002  <0.001  27_DC 
CHRDL1 <0.001  1.143  0.315  0.002  <0.001  27_DC 
DDR2 <0.001  1.139  0.294  0.001  <0.001  27_DC 
ERRFI1 <0.001  1.122  0.273  0.003  <0.001  27_DC 
FHL1 <0.001  1.112  0.322  0.041  <0.001  27_DC 
TSPAN4 <0.001  1.111  0.382  0.058  <0.001  27_DC 
CFH <0.001  1.084  0.300  0.009  <0.001  27_DC 
PAPPA <0.001  1.073  0.266  0.001  <0.001  27_DC 
S100A13 <0.001  1.047  0.297  0.019  <0.001  27_DC 
FGF7 <0.001  1.013  0.282  0.004  <0.001  27_DC 
ANGPT1 <0.001  1.008  0.275  0.009  <0.001  27_DC 
BMP5 <0.001  1.007  0.259  0.000  <0.001  27_DC 
CAVIN1 <0.001  1.000  0.305  0.024  <0.001  27_DC 
GPX3 <0.001  0.987  0.258  0.006  <0.001  27_DC 
FBN1 <0.001  0.974  0.251  0.004  <0.001  27_DC 



COL6A1 <0.001  0.955  0.280  0.002  <0.001  27_DC 
SPARC <0.001  0.947  0.315  0.021  <0.001  27_DC 
MXRA8 <0.001  0.942  0.272  0.002  <0.001  27_DC 
NTRK2 <0.001  0.936  0.252  0.000  <0.001  27_DC 
RBMS3 <0.001  0.917  0.278  0.001  <0.001  27_DC 
CSF1 <0.001  0.890  0.271  0.022  <0.001  27_DC 
LTBP2 <0.001  0.882  0.268  0.002  <0.001  27_DC 
EMILIN1 <0.001  0.869  0.261  0.008  <0.001  27_DC 
AKAP12 <0.001  0.839  0.259  0.016  <0.001  27_DC 
CD63 <0.001  1.846  0.830  0.405  <0.001  27_DC 
SPATS2L <0.001  0.902  0.261  0.030  <0.001  27_DC 
GSN <0.001  1.246  0.389  0.069  <0.001  27_DC 
IGFBP7 <0.001  2.097  0.471  0.108  <0.001  27_DC 
TMEM176B <0.001  0.987  0.339  0.054  <0.001  27_DC 
IFI27 <0.001  2.077  0.304  0.046  <0.001  27_DC 
CFD <0.001  2.514  0.605  0.202  <0.001  27_DC 
LMNA <0.001  2.116  0.501  0.131  <0.001  27_DC 
TMEM176A <0.001  0.823  0.269  0.037  <0.001  27_DC 
LRP1 <0.001  0.893  0.310  0.049  <0.001  27_DC 
EBF1 <0.001  0.710  0.251  0.033  <0.001  27_DC 
TNFRSF1A <0.001  1.090  0.406  0.088  <0.001  27_DC 
GMDS <0.001  1.013  0.304  0.052  <0.001  27_DC 
TSC22D1 <0.001  1.264  0.386  0.086  <0.001  27_DC 
SLC40A1 <0.001  1.838  0.382  0.085  <0.001  27_DC 
IL6ST <0.001  1.033  0.350  0.070  <0.001  27_DC 
CYBRD1 <0.001  0.738  0.271  0.046  <0.001  27_DC 
FTH1 <0.001  1.267  0.985  0.964  <0.001  27_DC 
SELENOM <0.001  1.176  0.403  0.103  <0.001  27_DC 
APP <0.001  1.119  0.389  0.096  <0.001  27_DC 
CTSB <0.001  1.823  0.531  0.185  <0.001  27_DC 
SOCS3 <0.001  2.341  0.425  0.123  <0.001  27_DC 
CTSC <0.001  1.456  0.566  0.226  <0.001  27_DC 
CST3 <0.001  1.443  0.820  0.357  <0.001  27_DC 
NPC2 <0.001  1.335  0.732  0.390  <0.001  27_DC 
S100A11 <0.001  1.017  0.745  0.369  <0.001  27_DC 
CD81 <0.001  1.243  0.411  0.124  <0.001  27_DC 
HSPB1 <0.001  1.350  0.596  0.265  <0.001  27_DC 
PPP1R14A <0.001  0.726  0.265  0.054  <0.001  27_DC 
PTMS <0.001  1.005  0.358  0.098  <0.001  27_DC 
TCEAL9 <0.001  0.814  0.255  0.053  <0.001  27_DC 
BLVRB <0.001  1.436  0.576  0.229  <0.001  27_DC 
TPM1 <0.001  1.087  0.333  0.090  <0.001  27_DC 
FTL <0.001  2.369  0.989  0.968  <0.001  27_DC 



CD68 <0.001  1.600  0.420  0.136  <0.001  27_DC 
CEBPD <0.001  1.217  0.455  0.154  <0.001  27_DC 
IFI44L <0.001  0.869  0.279  0.064  <0.001  27_DC 
PLD3 <0.001  1.376  0.391  0.122  <0.001  27_DC 
UGCG <0.001  0.873  0.291  0.072  <0.001  27_DC 
HSPA1A <0.001  1.354  0.314  0.081  <0.001  27_DC 
ITM2B <0.001  0.919  0.837  0.757  <0.001  27_DC 
RCN1 <0.001  0.716  0.271  0.069  <0.001  27_DC 
ZFP36L1 <0.001  1.470  0.554  0.274  <0.001  27_DC 
MIR22HG <0.001  0.756  0.264  0.064  <0.001  27_DC 
PLA2G16 <0.001  0.686  0.268  0.065  <0.001  27_DC 
MS4A7 <0.001  1.481  0.266  0.070  <0.001  27_DC 
LEPROT <0.001  1.173  0.427  0.169  <0.001  27_DC 
RHOB <0.001  1.310  0.395  0.139  <0.001  27_DC 
TIMP2 <0.001  0.656  0.282  0.075  <0.001  27_DC 
CTSD <0.001  1.463  0.635  0.355  <0.001  27_DC 
LIPA <0.001  1.825  0.381  0.143  <0.001  27_DC 
SERTAD1 <0.001  0.757  0.296  0.085  <0.001  27_DC 
VCAN <0.001  1.582  0.445  0.185  <0.001  27_DC 
LAPTM4A <0.001  1.435  0.565  0.354  <0.001  27_DC 
IFI6 <0.001  1.021  0.444  0.185  <0.001  27_DC 
BEX3 <0.001  0.971  0.331  0.114  <0.001  27_DC 
FABP5 <0.001  1.926  0.378  0.153  <0.001  27_DC 
TNFSF10 <0.001  0.654  0.258  0.073  <0.001  27_DC 
MAFB <0.001  0.935  0.318  0.102  <0.001  27_DC 
RBMS1 <0.001  0.868  0.402  0.168  <0.001  27_DC 
APOL6 <0.001  0.589  0.283  0.094  <0.001  27_DC 
ARID5B <0.001  0.790  0.338  0.129  <0.001  27_DC 
CD151 <0.001  0.615  0.273  0.093  <0.001  27_DC 
PSAP <0.001  1.155  0.697  0.458  <0.001  27_DC 
BST2 <0.001  1.103  0.524  0.315  <0.001  27_DC 
PRDX1 <0.001  1.374  0.566  0.342  <0.001  27_DC 
RAB31 <0.001  0.571  0.346  0.134  <0.001  27_DC 
FOSB <0.001  1.945  0.487  0.311  <0.001  27_DC 
PGRMC1 <0.001  0.626  0.266  0.098  <0.001  27_DC 
DYNLL1 <0.001  0.827  0.529  0.312  <0.001  27_DC 
STOM <0.001  0.679  0.343  0.147  <0.001  27_DC 
RUNX1 <0.001  0.788  0.318  0.133  <0.001  27_DC 
DDAH2 <0.001  0.869  0.307  0.125  <0.001  27_DC 
C1orf122 <0.001  0.617  0.278  0.105  <0.001  27_DC 
RRBP1 <0.001  0.582  0.271  0.100  <0.001  27_DC 
VAMP5 <0.001  0.896  0.409  0.204  <0.001  27_DC 
CSTB <0.001  1.030  0.548  0.361  <0.001  27_DC 



GLUL <0.001  1.299  0.444  0.256  <0.001  27_DC 
MIDN <0.001  0.825  0.360  0.173  <0.001  27_DC 
LMO4 <0.001  0.632  0.272  0.112  <0.001  27_DC 
CALM2 <0.001  0.739  0.778  0.666  <0.001  27_DC 
ACTN1 <0.001  0.546  0.259  0.102  <0.001  27_DC 
NINJ1 <0.001  0.880  0.325  0.147  <0.001  27_DC 
GPX4 <0.001  0.780  0.658  0.535  <0.001  27_DC 
CHMP5 <0.001  0.721  0.339  0.167  <0.001  27_DC 
MGST3 <0.001  0.729  0.450  0.264  <0.001  27_DC 
CD59 <0.001  0.746  0.276  0.121  <0.001  27_DC 
DNAJA1 <0.001  0.908  0.427  0.259  <0.001  27_DC 
ANXA5 <0.001  0.728  0.431  0.235  <0.001  27_DC 
IFNGR2 <0.001  0.628  0.293  0.132  <0.001  27_DC 
CTSZ <0.001  0.837  0.311  0.145  <0.001  27_DC 
TUBA1B <0.001  0.510  0.636  0.417  <0.001  27_DC 
MAP4K4 <0.001  0.523  0.264  0.114  <0.001  27_DC 
CYB5A <0.001  0.590  0.257  0.115  <0.001  27_DC 
CEBPB <0.001  0.868  0.462  0.291  <0.001  27_DC 
VIM <0.001  1.142  0.646  0.653  <0.001  27_DC 
SQSTM1 <0.001  0.741  0.404  0.238  <0.001  27_DC 
TMSB4X <0.001  0.558  0.996  0.970  <0.001  27_DC 
IFI35 <0.001  0.558  0.251  0.110  <0.001  27_DC 
PLIN2 <0.001  0.954  0.287  0.141  <0.001  27_DC 
ATOX1 <0.001  0.819  0.392  0.232  <0.001  27_DC 
GADD45B <0.001  1.232  0.396  0.237  <0.001  27_DC 
H2AFJ <0.001  0.723  0.410  0.246  <0.001  27_DC 
SOX4 <0.001  0.704  0.319  0.159  <0.001  27_DC 
TIMP1 <0.001  0.567  0.471  0.295  <0.001  27_DC 
CREG1 <0.001  0.964  0.278  0.140  <0.001  27_DC 
NFKBIZ <0.001  0.907  0.314  0.169  <0.001  27_DC 
SAT1 <0.001  0.893  0.671  0.553  <0.001  27_DC 
TXN <0.001  0.840  0.550  0.391  <0.001  27_DC 
HSP90B1 <0.001  0.759  0.515  0.403  <0.001  27_DC 
TMEM50A <0.001  0.688  0.476  0.350  <0.001  27_DC 
BNIP3L <0.001  0.616  0.361  0.215  <0.001  27_DC 
DSTN <0.001  0.688  0.449  0.310  <0.001  27_DC 
JUND <0.001  1.289  0.566  0.485  <0.001  27_DC 
ZFP36 <0.001  1.745  0.536  0.474  <0.001  27_DC 
KLF4 <0.001  0.756  0.264  0.134  <0.001  27_DC 
UBC <0.001  0.552  0.803  0.847  <0.001  27_DC 
ACADVL <0.001  0.589  0.351  0.214  <0.001  27_DC 
YWHAE <0.001  0.536  0.446  0.288  <0.001  27_DC 
FKBP2 <0.001  0.572  0.361  0.222  <0.001  27_DC 



MS4A6A <0.001  0.877  0.279  0.156  <0.001  27_DC 
TMEM59 <0.001  0.745  0.530  0.461  <0.001  27_DC 
COMT <0.001  0.629  0.319  0.189  <0.001  27_DC 
PRDX4 <0.001  0.513  0.252  0.135  <0.001  27_DC 
HLA-DRB1 <0.001  0.560  0.576  0.422  <0.001  27_DC 
LY6E <0.001  0.703  0.517  0.425  <0.001  27_DC 
ARF4 <0.001  0.534  0.346  0.216  <0.001  27_DC 
FOS <0.001  1.343  0.572  0.550  <0.001  27_DC 
SOD2 <0.001  0.630  0.268  0.147  <0.001  27_DC 
KLF10 <0.001  0.740  0.291  0.168  <0.001  27_DC 
MT2A <0.001  1.347  0.462  0.350  <0.001  27_DC 
RTN4 <0.001  0.672  0.470  0.358  <0.001  27_DC 
AIF1 <0.001  1.070  0.449  0.355  <0.001  27_DC 
LGALS3 <0.001  0.533  0.303  0.175  <0.001  27_DC 
CTNNB1 <0.001  0.588  0.329  0.204  <0.001  27_DC 
RHEB <0.001  0.538  0.360  0.236  <0.001  27_DC 
BRI3 <0.001  0.701  0.303  0.183  <0.001  27_DC 
WSB1 <0.001  0.612  0.382  0.268  <0.001  27_DC 
ISG15 <0.001  0.739  0.365  0.250  <0.001  27_DC 
HLA-DPA1 <0.001  0.629  0.513  0.387  <0.001  27_DC 
ADI1 <0.001  0.864  0.282  0.183  <0.001  27_DC 
MYADM <0.001  0.654  0.291  0.186  <0.001  27_DC 
SDCBP <0.001  0.705  0.445  0.350  <0.001  27_DC 
HSBP1 <0.001  0.518  0.335  0.231  <0.001  27_DC 
CLTA <0.001  0.736  0.374  0.276  <0.001  27_DC 
POLR2L <0.001  0.550  0.586  0.521  <0.001  27_DC 
SNX6 <0.001  0.701  0.304  0.208  <0.001  27_DC 
OSTC <0.001  0.501  0.399  0.307  <0.001  27_DC 
RAC1 <0.001  0.514  0.531  0.453  <0.001  27_DC 
HLA-DPB1 <0.001  0.558  0.508  0.433  <0.001  27_DC 
IRF1 <0.001  0.727  0.393  0.322  <0.001  27_DC 
HLA-DMA <0.001  0.550  0.367  0.285  <0.001  27_DC 
CHCHD10 <0.001  0.598  0.357  0.282  <0.001  27_DC 
JUN <0.001  1.478  0.540  0.616  <0.001  27_DC 
PEBP1 <0.001  0.534  0.444  0.384  <0.001  27_DC 
AP2S1 <0.001  0.647  0.456  0.393  <0.001  27_DC 
PPP1R15A <0.001  0.609  0.425  0.387  <0.001  27_DC 
POMP <0.001  0.516  0.562  0.503  <0.001  27_DC 
FCER1G <0.001  0.622  0.382  0.322  <0.001  27_DC 
MCL1 <0.001  0.611  0.452  0.410  <0.001  27_DC 
CCNL1 <0.001  0.764  0.481  0.471  <0.001  27_DC 
TRAM1 <0.001  0.530  0.370  0.322  <0.001  27_DC 
ASAH1 <0.001  0.538  0.372  0.302  <0.001  27_DC 



KLF2 <0.001  0.803  0.400  0.357  <0.001  27_DC 
IGHM <0.001  1.176  0.903  0.158  <0.001  28_Unk.1 
CD79A <0.001  1.163  0.929  0.141  <0.001  28_Unk.1 
MS4A1 <0.001  1.080  0.744  0.079  <0.001  28_Unk.1 
LINC00926 <0.001  0.909  0.539  0.050  <0.001  28_Unk.1 
IGHD <0.001  0.843  0.678  0.075  <0.001  28_Unk.1 
TNFRSF13C <0.001  0.795  0.506  0.053  <0.001  28_Unk.1 
FCER2 <0.001  0.698  0.413  0.034  <0.001  28_Unk.1 
TCL1A <0.001  0.659  0.561  0.073  <0.001  28_Unk.1 
CD22 <0.001  0.596  0.402  0.047  <0.001  28_Unk.1 
BANK1 <0.001  0.615  0.439  0.061  <0.001  28_Unk.1 
ADAM28 <0.001  0.612  0.395  0.052  <0.001  28_Unk.1 
HLA-DQA1 <0.001  0.804  0.713  0.162  <0.001  28_Unk.1 
RALGPS2 <0.001  0.593  0.419  0.063  <0.001  28_Unk.1 
HLA-DQB1 <0.001  0.800  0.918  0.280  <0.001  28_Unk.1 
CD74 <0.001  1.039  1.000  0.645  <0.001  28_Unk.1 
NKG7 <0.001  0.627  0.974  0.310  <0.001  28_Unk.1 
CCL5 <0.001  0.656  0.914  0.267  <0.001  28_Unk.1 
GZMA <0.001  0.561  0.784  0.199  <0.001  28_Unk.1 
CST7 <0.001  0.543  0.870  0.245  <0.001  28_Unk.1 
KLRD1 <0.001  0.567  0.609  0.140  <0.001  28_Unk.1 
CD37 <0.001  0.855  0.991  0.618  <0.001  28_Unk.1 
GZMH <0.001  0.516  0.620  0.143  <0.001  28_Unk.1 
GNLY <0.001  0.704  0.704  0.194  <0.001  28_Unk.1 
HLA-DPB1 <0.001  0.705  0.978  0.432  <0.001  28_Unk.1 
HLA-DPA1 <0.001  0.704  0.938  0.386  <0.001  28_Unk.1 
FGFBP2 <0.001  0.503  0.572  0.133  <0.001  28_Unk.1 
HLA-DRA <0.001  0.623  0.998  0.466  <0.001  28_Unk.1 
HLA-DRB1 <0.001  0.642  0.949  0.422  <0.001  28_Unk.1 
HLA-DMB <0.001  0.564  0.603  0.172  <0.001  28_Unk.1 
HVCN1 <0.001  0.504  0.344  0.068  <0.001  28_Unk.1 
BIRC3 <0.001  0.616  0.543  0.149  <0.001  28_Unk.1 
HOPX <0.001  0.524  0.596  0.164  <0.001  28_Unk.1 
PLPP5 <0.001  0.568  0.386  0.089  <0.001  28_Unk.1 
CD83 <0.001  0.549  0.424  0.102  <0.001  28_Unk.1 
IL4R <0.001  0.508  0.351  0.075  <0.001  28_Unk.1 
CMC1 <0.001  0.574  0.607  0.202  <0.001  28_Unk.1 
MEF2C <0.001  0.636  0.578  0.190  <0.001  28_Unk.1 
LTB <0.001  0.510  0.901  0.383  <0.001  28_Unk.1 
BTG1 <0.001  0.531  0.993  0.815  <0.001  28_Unk.1 
TSC22D3 <0.001  0.587  0.954  0.600  <0.001  28_Unk.1 
CXCR4 <0.001  0.552  0.947  0.593  <0.001  28_Unk.1 
CD52 <0.001  0.501  0.989  0.701  <0.001  28_Unk.1 



STMN1 <0.001  2.112  1.000  0.229  <0.001  29_Unk.2 
PCNA <0.001  1.679  0.891  0.158  <0.001  29_Unk.2 
TYMS <0.001  1.575  0.900  0.108  <0.001  29_Unk.2 
PCLAF <0.001  1.465  0.919  0.132  <0.001  29_Unk.2 
RRM2 <0.001  1.356  0.682  0.064  <0.001  29_Unk.2 
UBE2C <0.001  1.251  0.608  0.067  <0.001  29_Unk.2 
MKI67 <0.001  1.216  0.752  0.072  <0.001  29_Unk.2 
NUSAP1 <0.001  1.197  0.701  0.080  <0.001  29_Unk.2 
CKS1B <0.001  1.190  0.828  0.132  <0.001  29_Unk.2 
PTTG1 <0.001  1.184  0.740  0.122  <0.001  29_Unk.2 
TK1 <0.001  1.172  0.735  0.077  <0.001  29_Unk.2 
BIRC5 <0.001  1.103  0.726  0.082  <0.001  29_Unk.2 
TOP2A <0.001  1.069  0.608  0.073  <0.001  29_Unk.2 
SMC4 <0.001  1.057  0.763  0.135  <0.001  29_Unk.2 
MCM7 <0.001  1.035  0.773  0.131  <0.001  29_Unk.2 
ZWINT <0.001  0.980  0.742  0.083  <0.001  29_Unk.2 
MAD2L1 <0.001  0.967  0.738  0.104  <0.001  29_Unk.2 
CENPM <0.001  0.966  0.694  0.081  <0.001  29_Unk.2 
CKS2 <0.001  0.931  0.731  0.126  <0.001  29_Unk.2 
CENPF <0.001  0.904  0.582  0.079  <0.001  29_Unk.2 
EBP <0.001  0.886  0.796  0.154  <0.001  29_Unk.2 
CDK1 <0.001  0.869  0.575  0.062  <0.001  29_Unk.2 
TMEM106C <0.001  0.861  0.664  0.091  <0.001  29_Unk.2 
H2AFX <0.001  0.861  0.617  0.094  <0.001  29_Unk.2 
SMC2 <0.001  0.826  0.664  0.100  <0.001  29_Unk.2 
LMNB1 <0.001  0.816  0.687  0.111  <0.001  29_Unk.2 
SH2D1A <0.001  0.814  0.654  0.068  <0.001  29_Unk.2 
ASF1B <0.001  0.811  0.568  0.051  <0.001  29_Unk.2 
CDT1 <0.001  0.791  0.596  0.078  <0.001  29_Unk.2 
AURKB <0.001  0.783  0.515  0.049  <0.001  29_Unk.2 
CENPN <0.001  0.771  0.615  0.075  <0.001  29_Unk.2 
MT1E <0.001  0.765  0.436  0.032  <0.001  29_Unk.2 
CLSPN <0.001  0.761  0.543  0.059  <0.001  29_Unk.2 
SAE1 <0.001  0.753  0.668  0.108  <0.001  29_Unk.2 
CENPU <0.001  0.735  0.629  0.091  <0.001  29_Unk.2 
CDKN3 <0.001  0.731  0.543  0.063  <0.001  29_Unk.2 
CCNA2 <0.001  0.691  0.501  0.060  <0.001  29_Unk.2 
ASPM <0.001  0.677  0.422  0.044  <0.001  29_Unk.2 
PHF19 <0.001  0.662  0.582  0.059  <0.001  29_Unk.2 
EZH2 <0.001  0.653  0.594  0.083  <0.001  29_Unk.2 
ACOT7 <0.001  0.650  0.571  0.062  <0.001  29_Unk.2 
CDCA7 <0.001  0.631  0.531  0.059  <0.001  29_Unk.2 
FBXO5 <0.001  0.618  0.455  0.047  <0.001  29_Unk.2 



CDCA5 <0.001  0.590  0.450  0.046  <0.001  29_Unk.2 
SPC25 <0.001  0.575  0.429  0.036  <0.001  29_Unk.2 
CDKN2A <0.001  0.551  0.404  0.018  <0.001  29_Unk.2 
WDR76 <0.001  0.535  0.476  0.053  <0.001  29_Unk.2 
GTSE1 <0.001  0.526  0.392  0.033  <0.001  29_Unk.2 
DUSP4 <0.001  0.502  0.316  0.020  <0.001  29_Unk.2 
KIFC1 <0.001  0.500  0.383  0.033  <0.001  29_Unk.2 
GMNN <0.001  0.688  0.589  0.086  <0.001  29_Unk.2 
C12orf75 <0.001  1.089  0.937  0.215  <0.001  29_Unk.2 
CCDC167 <0.001  0.897  0.754  0.142  <0.001  29_Unk.2 
CENPW <0.001  0.742  0.638  0.101  <0.001  29_Unk.2 
SKA2 <0.001  0.792  0.689  0.119  <0.001  29_Unk.2 
GGH <0.001  0.666  0.564  0.081  <0.001  29_Unk.2 
DTYMK <0.001  0.746  0.666  0.110  <0.001  29_Unk.2 
DNAJC9 <0.001  0.938  0.759  0.143  <0.001  29_Unk.2 
HIRIP3 <0.001  0.563  0.513  0.069  <0.001  29_Unk.2 
GZMA <0.001  1.551  0.854  0.199  <0.001  29_Unk.2 
TUBB <0.001  1.847  0.974  0.319  <0.001  29_Unk.2 
HELLS <0.001  0.631  0.531  0.075  <0.001  29_Unk.2 
UBE2T <0.001  0.662  0.510  0.071  <0.001  29_Unk.2 
DDX39A <0.001  0.941  0.840  0.191  <0.001  29_Unk.2 
TUBA1B <0.001  2.033  0.995  0.417  <0.001  29_Unk.2 
GINS2 <0.001  0.602  0.494  0.068  <0.001  29_Unk.2 
NUF2 <0.001  0.529  0.406  0.048  <0.001  29_Unk.2 
RAD51AP1 <0.001  0.615  0.476  0.065  <0.001  29_Unk.2 
CARHSP1 <0.001  0.947  0.840  0.195  <0.001  29_Unk.2 
DHFR <0.001  0.625  0.578  0.091  <0.001  29_Unk.2 
LIG1 <0.001  0.564  0.492  0.069  <0.001  29_Unk.2 
RPA3 <0.001  0.942  0.849  0.201  <0.001  29_Unk.2 
TPX2 <0.001  0.576  0.448  0.059  <0.001  29_Unk.2 
SPC24 <0.001  0.505  0.390  0.046  <0.001  29_Unk.2 
DEK <0.001  1.156  0.968  0.329  <0.001  29_Unk.2 
CENPH <0.001  0.630  0.615  0.105  <0.001  29_Unk.2 
USP1 <0.001  0.730  0.717  0.145  <0.001  29_Unk.2 
MCM3 <0.001  0.786  0.606  0.108  <0.001  29_Unk.2 
FABP5 <0.001  1.130  0.719  0.153  <0.001  29_Unk.2 
IDH2 <0.001  1.074  0.856  0.229  <0.001  29_Unk.2 
FEN1 <0.001  0.646  0.534  0.085  <0.001  29_Unk.2 
RRM1 <0.001  0.628  0.545  0.089  <0.001  29_Unk.2 
HIST1H4C <0.001  1.532  0.821  0.209  <0.001  29_Unk.2 
MCM5 <0.001  0.794  0.626  0.118  <0.001  29_Unk.2 
CCNB2 <0.001  0.685  0.471  0.069  <0.001  29_Unk.2 
NUDT1 <0.001  0.782  0.798  0.189  <0.001  29_Unk.2 



NASP <0.001  0.983  0.819  0.209  <0.001  29_Unk.2 
DUT <0.001  1.329  0.921  0.324  <0.001  29_Unk.2 
H2AFZ <0.001  1.391  0.979  0.441  <0.001  29_Unk.2 
CENPK <0.001  0.587  0.550  0.094  <0.001  29_Unk.2 
JPT1 <0.001  1.036  0.858  0.240  <0.001  29_Unk.2 
RFC4 <0.001  0.531  0.499  0.080  <0.001  29_Unk.2 
ANP32E <0.001  0.979  0.824  0.218  <0.001  29_Unk.2 
KIF22 <0.001  0.701  0.668  0.136  <0.001  29_Unk.2 
H2AFV <0.001  1.145  0.956  0.359  <0.001  29_Unk.2 
CFL1 <0.001  1.067  1.000  0.837  <0.001  29_Unk.2 
APOBEC3G <0.001  0.713  0.666  0.132  <0.001  29_Unk.2 
PFN1 <0.001  1.172  1.000  0.889  <0.001  29_Unk.2 
ATAD2 <0.001  0.559  0.480  0.077  <0.001  29_Unk.2 
CCDC28B <0.001  0.521  0.490  0.080  <0.001  29_Unk.2 
XCL2 <0.001  0.703  0.418  0.055  <0.001  29_Unk.2 
TAP1 <0.001  0.694  0.673  0.138  <0.001  29_Unk.2 
KPNA2 <0.001  0.721  0.573  0.108  <0.001  29_Unk.2 
DNMT1 <0.001  0.758  0.703  0.163  <0.001  29_Unk.2 
GBP1 <0.001  0.514  0.415  0.059  <0.001  29_Unk.2 
EIF4A3 <0.001  0.696  0.657  0.145  <0.001  29_Unk.2 
MT2A <0.001  1.293  0.937  0.349  <0.001  29_Unk.2 
PRF1 <0.001  0.730  0.696  0.141  <0.001  29_Unk.2 
HMGN2 <0.001  1.235  0.995  0.654  <0.001  29_Unk.2 
YEATS4 <0.001  0.619  0.631  0.131  <0.001  29_Unk.2 
ARPC5L <0.001  0.772  0.833  0.226  <0.001  29_Unk.2 
TMPO <0.001  0.701  0.710  0.168  <0.001  29_Unk.2 
ACTB <0.001  1.092  1.000  0.982  <0.001  29_Unk.2 
CDC25B <0.001  0.552  0.603  0.117  <0.001  29_Unk.2 
SLBP <0.001  0.819  0.735  0.187  <0.001  29_Unk.2 
ANXA6 <0.001  0.793  0.854  0.235  <0.001  29_Unk.2 
HSPB11 <0.001  0.800  0.735  0.190  <0.001  29_Unk.2 
HMGB2 <0.001  1.453  0.984  0.594  <0.001  29_Unk.2 
IFI16 <0.001  0.849  0.835  0.233  <0.001  29_Unk.2 
PSMB9 <0.001  1.058  0.949  0.370  <0.001  29_Unk.2 
CDCA4 <0.001  0.537  0.501  0.090  <0.001  29_Unk.2 
CALM3 <0.001  1.027  0.926  0.371  <0.001  29_Unk.2 
PSMB8 <0.001  0.952  0.896  0.311  <0.001  29_Unk.2 
PMVK <0.001  0.504  0.571  0.115  <0.001  29_Unk.2 
CBX5 <0.001  0.562  0.615  0.133  <0.001  29_Unk.2 
TUBB4B <0.001  1.005  0.756  0.205  <0.001  29_Unk.2 
YWHAQ <0.001  0.958  0.937  0.366  <0.001  29_Unk.2 
FDPS <0.001  0.683  0.763  0.200  <0.001  29_Unk.2 
CDC20 <0.001  0.587  0.378  0.056  <0.001  29_Unk.2 



CORO1A <0.001  1.163  0.981  0.635  <0.001  29_Unk.2 
HPRT1 <0.001  0.655  0.731  0.184  <0.001  29_Unk.2 
HNRNPA2B1 <0.001  0.940  0.993  0.683  <0.001  29_Unk.2 
CDK2AP2 <0.001  0.612  0.668  0.155  <0.001  29_Unk.2 
HMGB1 <0.001  1.070  1.000  0.772  <0.001  29_Unk.2 
SMC3 <0.001  0.718  0.731  0.192  <0.001  29_Unk.2 
CACYBP <0.001  0.782  0.821  0.246  <0.001  29_Unk.2 
RALY <0.001  0.792  0.896  0.296  <0.001  29_Unk.2 
PPIA <0.001  0.957  0.998  0.726  <0.001  29_Unk.2 
PSMB2 <0.001  0.787  0.805  0.247  <0.001  29_Unk.2 
RAN <0.001  1.018  0.954  0.421  <0.001  29_Unk.2 
RBBP7 <0.001  0.682  0.784  0.218  <0.001  29_Unk.2 
SNRNP25 <0.001  0.579  0.601  0.135  <0.001  29_Unk.2 
ACAA2 <0.001  0.546  0.592  0.133  <0.001  29_Unk.2 
BUB3 <0.001  0.765  0.842  0.260  <0.001  29_Unk.2 
ITGB3BP <0.001  0.564  0.550  0.117  <0.001  29_Unk.2 
NUDT21 <0.001  0.564  0.664  0.163  <0.001  29_Unk.2 
GZMH <0.001  0.765  0.650  0.143  <0.001  29_Unk.2 
PPP1CA <0.001  0.893  0.954  0.449  <0.001  29_Unk.2 
TMEM109 <0.001  0.565  0.624  0.147  <0.001  29_Unk.2 
GAPDH <0.001  1.002  0.998  0.826  <0.001  29_Unk.2 
SLC9A3R1 <0.001  0.574  0.682  0.165  <0.001  29_Unk.2 
HAT1 <0.001  0.574  0.659  0.163  <0.001  29_Unk.2 
CD247 <0.001  0.642  0.803  0.206  <0.001  29_Unk.2 
LDHA <0.001  0.998  0.958  0.465  <0.001  29_Unk.2 
HNRNPF <0.001  0.908  0.882  0.334  <0.001  29_Unk.2 
MRPL51 <0.001  0.690  0.789  0.237  <0.001  29_Unk.2 
SSRP1 <0.001  0.626  0.664  0.169  <0.001  29_Unk.2 
PSME2 <0.001  0.953  0.937  0.426  <0.001  29_Unk.2 
HDAC1 <0.001  0.621  0.745  0.210  <0.001  29_Unk.2 
GIMAP4 <0.001  0.632  0.613  0.138  <0.001  29_Unk.2 
NUDT5 <0.001  0.505  0.615  0.148  <0.001  29_Unk.2 
CALM1 <0.001  0.937  0.988  0.657  <0.001  29_Unk.2 
RPA2 <0.001  0.546  0.650  0.161  <0.001  29_Unk.2 
TXNDC17 <0.001  0.617  0.673  0.182  <0.001  29_Unk.2 
TACC3 <0.001  0.504  0.503  0.106  <0.001  29_Unk.2 
SNRPB <0.001  0.859  0.949  0.439  <0.001  29_Unk.2 
CENPX <0.001  0.627  0.675  0.178  <0.001  29_Unk.2 
SLC25A5 <0.001  0.943  0.921  0.440  <0.001  29_Unk.2 
COX8A <0.001  0.870  0.974  0.561  <0.001  29_Unk.2 
PSMA5 <0.001  0.683  0.738  0.222  <0.001  29_Unk.2 
RAD21 <0.001  0.751  0.777  0.240  <0.001  29_Unk.2 
ARHGDIB <0.001  0.871  0.988  0.750  <0.001  29_Unk.2 



PSMD14 <0.001  0.523  0.606  0.148  <0.001  29_Unk.2 
RANBP1 <0.001  0.889  0.875  0.331  <0.001  29_Unk.2 
UBE2S <0.001  0.758  0.459  0.093  <0.001  29_Unk.2 
ARPC2 <0.001  0.837  0.995  0.701  <0.001  29_Unk.2 
GZMK <0.001  0.713  0.425  0.075  <0.001  29_Unk.2 
CD99 <0.001  0.881  0.972  0.477  <0.001  29_Unk.2 
ITGB1BP1 <0.001  0.514  0.643  0.164  <0.001  29_Unk.2 
WDR1 <0.001  0.742  0.791  0.265  <0.001  29_Unk.2 
HOPX <0.001  0.779  0.657  0.164  <0.001  29_Unk.2 
NUCKS1 <0.001  0.789  0.900  0.326  <0.001  29_Unk.2 
RGS1 <0.001  0.707  0.545  0.121  <0.001  29_Unk.2 
IL2RG <0.001  0.622  0.884  0.274  <0.001  29_Unk.2 
LSM4 <0.001  0.782  0.842  0.296  <0.001  29_Unk.2 
ANP32B <0.001  0.876  0.961  0.480  <0.001  29_Unk.2 
UFD1 <0.001  0.503  0.680  0.182  <0.001  29_Unk.2 
SYNE2 <0.001  0.541  0.580  0.128  <0.001  29_Unk.2 
ACTG1 <0.001  1.188  0.984  0.747  <0.001  29_Unk.2 
RAC2 <0.001  0.886  0.951  0.442  <0.001  29_Unk.2 
PPP1R18 <0.001  0.528  0.731  0.197  <0.001  29_Unk.2 
ITM2A <0.001  0.847  0.705  0.211  <0.001  29_Unk.2 
PPM1G <0.001  0.658  0.731  0.225  <0.001  29_Unk.2 
TPM4 <0.001  0.561  0.661  0.177  <0.001  29_Unk.2 
PDCD5 <0.001  0.577  0.691  0.198  <0.001  29_Unk.2 
CRIP1 <0.001  0.774  0.852  0.277  <0.001  29_Unk.2 
VDAC3 <0.001  0.602  0.729  0.213  <0.001  29_Unk.2 
ENO1 <0.001  0.926  0.942  0.473  <0.001  29_Unk.2 
RNF167 <0.001  0.508  0.687  0.190  <0.001  29_Unk.2 
SIVA1 <0.001  0.741  0.889  0.331  <0.001  29_Unk.2 
CBX3 <0.001  0.720  0.879  0.341  <0.001  29_Unk.2 
CCT5 <0.001  0.583  0.677  0.192  <0.001  29_Unk.2 
PSMD8 <0.001  0.670  0.821  0.293  <0.001  29_Unk.2 
DCTN3 <0.001  0.675  0.805  0.272  <0.001  29_Unk.2 
HINT2 <0.001  0.513  0.684  0.193  <0.001  29_Unk.2 
PSMC3 <0.001  0.541  0.719  0.210  <0.001  29_Unk.2 
CYTOR <0.001  0.600  0.719  0.211  <0.001  29_Unk.2 
CCL4 <0.001  1.095  0.580  0.141  <0.001  29_Unk.2 
PTMA <0.001  0.650  1.000  0.977  <0.001  29_Unk.2 
TUBA4A <0.001  0.533  0.710  0.206  <0.001  29_Unk.2 
PGAM1 <0.001  0.752  0.863  0.338  <0.001  29_Unk.2 
ILF2 <0.001  0.597  0.763  0.236  <0.001  29_Unk.2 
HNRNPR <0.001  0.665  0.838  0.299  <0.001  29_Unk.2 
SMS <0.001  0.570  0.722  0.218  <0.001  29_Unk.2 
NDUFA12 <0.001  0.653  0.838  0.304  <0.001  29_Unk.2 



CCNB1 <0.001  0.502  0.332  0.057  <0.001  29_Unk.2 
PSIP1 <0.001  0.628  0.807  0.270  <0.001  29_Unk.2 
CHCHD2 <0.001  0.736  0.979  0.681  <0.001  29_Unk.2 
TUBA1C <0.001  0.605  0.548  0.138  <0.001  29_Unk.2 
NKG7 <0.001  0.748  0.882  0.310  <0.001  29_Unk.2 
YWHAH <0.001  0.549  0.724  0.218  <0.001  29_Unk.2 
ANXA2 <0.001  0.788  0.838  0.300  <0.001  29_Unk.2 
DBI <0.001  0.729  0.949  0.427  <0.001  29_Unk.2 
ARL6IP1 <0.001  0.911  0.824  0.295  <0.001  29_Unk.2 
PDIA6 <0.001  0.649  0.826  0.293  <0.001  29_Unk.2 
ARPC5 <0.001  0.789  0.912  0.439  <0.001  29_Unk.2 
MDH1 <0.001  0.586  0.689  0.214  <0.001  29_Unk.2 
IL32 <0.001  1.116  0.847  0.383  <0.001  29_Unk.2 
HSP90AA1 <0.001  0.817  0.988  0.635  <0.001  29_Unk.2 
TPI1 <0.001  0.834  0.940  0.474  <0.001  29_Unk.2 
PARK7 <0.001  0.763  0.916  0.430  <0.001  29_Unk.2 
SRP9 <0.001  0.667  0.903  0.364  <0.001  29_Unk.2 
SNRPG <0.001  0.771  0.900  0.397  <0.001  29_Unk.2 
POLR2G <0.001  0.546  0.768  0.251  <0.001  29_Unk.2 
CLIC1 <0.001  0.803  0.958  0.529  <0.001  29_Unk.2 
PSMA4 <0.001  0.769  0.905  0.397  <0.001  29_Unk.2 
UBE2L3 <0.001  0.664  0.889  0.365  <0.001  29_Unk.2 
CTSC <0.001  0.552  0.726  0.226  <0.001  29_Unk.2 
LCK <0.001  0.609  0.754  0.229  <0.001  29_Unk.2 
HNRNPA3 <0.001  0.735  0.954  0.504  <0.001  29_Unk.2 
NDUFB3 <0.001  0.567  0.733  0.243  <0.001  29_Unk.2 
NDUFA6 <0.001  0.587  0.828  0.296  <0.001  29_Unk.2 
DECR1 <0.001  0.519  0.689  0.212  <0.001  29_Unk.2 
LSM3 <0.001  0.626  0.886  0.354  <0.001  29_Unk.2 
BANF1 <0.001  0.646  0.796  0.281  <0.001  29_Unk.2 
COX6C <0.001  0.690  0.977  0.646  <0.001  29_Unk.2 
APOBEC3C <0.001  0.548  0.617  0.178  <0.001  29_Unk.2 
PSMA2 <0.001  0.630  0.803  0.300  <0.001  29_Unk.2 
HNRNPAB <0.001  0.516  0.624  0.178  <0.001  29_Unk.2 
TMSB4X <0.001  0.635  0.998  0.970  <0.001  29_Unk.2 
CLTA <0.001  0.549  0.784  0.275  <0.001  29_Unk.2 
CTSW <0.001  0.738  0.789  0.282  <0.001  29_Unk.2 
CCT7 <0.001  0.509  0.722  0.231  <0.001  29_Unk.2 
ANAPC11 <0.001  0.629  0.840  0.321  <0.001  29_Unk.2 
MZT2A <0.001  0.667  0.824  0.328  <0.001  29_Unk.2 
ATP1B3 <0.001  0.547  0.740  0.250  <0.001  29_Unk.2 
PSMA3 <0.001  0.560  0.698  0.233  <0.001  29_Unk.2 
CAPZB <0.001  0.687  0.914  0.455  <0.001  29_Unk.2 



COX5A <0.001  0.689  0.870  0.380  <0.001  29_Unk.2 
LYAR <0.001  0.579  0.710  0.229  <0.001  29_Unk.2 
SEM1 <0.001  0.656  0.812  0.327  <0.001  29_Unk.2 
ATP5MC3 <0.001  0.706  0.912  0.446  <0.001  29_Unk.2 
SNRPD1 <0.001  0.661  0.872  0.363  <0.001  29_Unk.2 
TRDC <0.001  0.916  0.348  0.070  <0.001  29_Unk.2 
UBE2N <0.001  0.567  0.747  0.272  <0.001  29_Unk.2 
MYL6 <0.001  0.574  0.993  0.836  <0.001  29_Unk.2 
GIMAP7 <0.001  0.525  0.619  0.176  <0.001  29_Unk.2 
CNN2 <0.001  0.714  0.677  0.242  <0.001  29_Unk.2 
ERH <0.001  0.664  0.905  0.452  <0.001  29_Unk.2 
PPP4C <0.001  0.529  0.777  0.290  <0.001  29_Unk.2 
MAZ <0.001  0.516  0.603  0.186  <0.001  29_Unk.2 
CCL5 <0.001  0.674  0.784  0.267  <0.001  29_Unk.2 
XRCC6 <0.001  0.580  0.819  0.323  <0.001  29_Unk.2 
SUB1 <0.001  0.767  0.984  0.705  <0.001  29_Unk.2 
ATP5F1B <0.001  0.678  0.877  0.395  <0.001  29_Unk.2 
SNRPD3 <0.001  0.536  0.766  0.279  <0.001  29_Unk.2 
CAP1 <0.001  0.630  0.863  0.382  <0.001  29_Unk.2 
PSMC5 <0.001  0.531  0.777  0.289  <0.001  29_Unk.2 
LCP1 <0.001  0.605  0.912  0.419  <0.001  29_Unk.2 
COX6A1 <0.001  0.643  0.956  0.556  <0.001  29_Unk.2 
ARHGDIA <0.001  0.583  0.849  0.354  <0.001  29_Unk.2 
HSPA8 <0.001  0.787  0.912  0.489  <0.001  29_Unk.2 
ARPC4 <0.001  0.623  0.877  0.390  <0.001  29_Unk.2 
PSMB6 <0.001  0.518  0.835  0.324  <0.001  29_Unk.2 
XRCC5 <0.001  0.569  0.787  0.300  <0.001  29_Unk.2 
CD47 <0.001  0.556  0.821  0.321  <0.001  29_Unk.2 
SRSF3 <0.001  0.661  0.968  0.571  <0.001  29_Unk.2 
ACTR3 <0.001  0.714  0.800  0.366  <0.001  29_Unk.2 
HMGA1 <0.001  0.529  0.724  0.246  <0.001  29_Unk.2 
HLA-A <0.001  0.559  1.000  0.912  <0.001  29_Unk.2 
MZT2B <0.001  0.636  0.933  0.467  <0.001  29_Unk.2 
CALR <0.001  0.714  0.875  0.425  <0.001  29_Unk.2 
VDAC1 <0.001  0.514  0.749  0.282  <0.001  29_Unk.2 
HNRNPD <0.001  0.558  0.759  0.295  <0.001  29_Unk.2 
PSMA7 <0.001  0.623  0.949  0.541  <0.001  29_Unk.2 
SRSF10 <0.001  0.533  0.777  0.292  <0.001  29_Unk.2 
SNRPF <0.001  0.630  0.868  0.400  <0.001  29_Unk.2 
PA2G4 <0.001  0.566  0.835  0.341  <0.001  29_Unk.2 
PAXX <0.001  0.522  0.787  0.294  <0.001  29_Unk.2 
ITGB2 <0.001  0.560  0.942  0.415  <0.001  29_Unk.2 
PKM <0.001  0.667  0.817  0.354  <0.001  29_Unk.2 



GZMB <0.001  0.840  0.522  0.151  <0.001  29_Unk.2 
NUCB2 <0.001  0.575  0.717  0.254  <0.001  29_Unk.2 
EIF3I <0.001  0.514  0.773  0.302  <0.001  29_Unk.2 
SRSF2 <0.001  0.620  0.912  0.459  <0.001  29_Unk.2 
PSMB3 <0.001  0.554  0.900  0.436  <0.001  29_Unk.2 
HMGN1 <0.001  0.596  0.977  0.572  <0.001  29_Unk.2 
ARPC1B <0.001  0.641  0.877  0.459  <0.001  29_Unk.2 
TRBC2 <0.001  0.586  0.810  0.304  <0.001  29_Unk.2 
ANXA5 <0.001  0.512  0.671  0.235  <0.001  29_Unk.2 
TRAPPC1 <0.001  0.532  0.905  0.428  <0.001  29_Unk.2 
UBB <0.001  0.783  1.000  0.763  <0.001  29_Unk.2 
RBM8A <0.001  0.529  0.870  0.381  <0.001  29_Unk.2 
SUMO2 <0.001  0.556  0.986  0.656  <0.001  29_Unk.2 
CD8A <0.001  0.559  0.429  0.113  <0.001  29_Unk.2 
ATP5MF <0.001  0.577  0.935  0.487  <0.001  29_Unk.2 
POMP <0.001  0.548  0.940  0.502  <0.001  29_Unk.2 
PSME1 <0.001  0.580  0.961  0.645  <0.001  29_Unk.2 
KLRD1 <0.001  0.562  0.487  0.141  <0.001  29_Unk.2 
UCP2 <0.001  0.549  0.849  0.382  <0.001  29_Unk.2 
SEPTIN7 <0.001  0.558  0.963  0.534  <0.001  29_Unk.2 
ATP5F1C <0.001  0.506  0.831  0.370  <0.001  29_Unk.2 
CAPZA1 <0.001  0.515  0.761  0.326  <0.001  29_Unk.2 
SLC25A3 <0.001  0.567  0.875  0.466  <0.001  29_Unk.2 
ATP5PF <0.001  0.519  0.865  0.423  <0.001  29_Unk.2 
TXN <0.001  0.563  0.835  0.391  <0.001  29_Unk.2 
ATP5F1A <0.001  0.524  0.828  0.374  <0.001  29_Unk.2 
LY6E <0.001  0.558  0.886  0.424  <0.001  29_Unk.2 
PSMB1 <0.001  0.507  0.898  0.456  <0.001  29_Unk.2 
YBX1 <0.001  0.501  0.993  0.786  <0.001  29_Unk.2 
MYL12B <0.001  0.552  0.954  0.617  <0.001  29_Unk.2 
DYNLL1 <0.001  0.565  0.735  0.312  <0.001  29_Unk.2 
SRSF7 <0.001  0.518  0.896  0.475  <0.001  29_Unk.2 
COTL1 <0.001  0.885  0.782  0.454  <0.001  29_Unk.2 
NDUFB2 <0.001  0.510  0.903  0.462  <0.001  29_Unk.2 
SET <0.001  0.604  0.872  0.440  <0.001  29_Unk.2 
PTGES3 <0.001  0.542  0.893  0.471  <0.001  29_Unk.2 
YWHAB <0.001  0.519  0.898  0.497  <0.001  29_Unk.2 
SERBP1 <0.001  0.513  0.858  0.406  <0.001  29_Unk.2 
PDIA3 <0.001  0.514  0.849  0.404  <0.001  29_Unk.2 
HLA-C <0.001  0.526  1.000  0.894  <0.001  29_Unk.2 
LSP1 <0.001  0.504  0.921  0.473  <0.001  29_Unk.2 
PPIB <0.001  0.518  0.893  0.492  <0.001  29_Unk.2 
SNRPE <0.001  0.504  0.840  0.394  <0.001  29_Unk.2 



S100A10 <0.001  0.504  0.958  0.530  <0.001  29_Unk.2 
LDHB <0.001  0.574  0.903  0.527  <0.001  29_Unk.2 
TRAC <0.001  0.563  0.710  0.313  <0.001  29_Unk.2 
GNLY <0.001  0.832  0.520  0.194  <0.001  29_Unk.2 
CD3D <0.001  0.596  0.698  0.337  <0.001  29_Unk.2 
VIM <0.001  0.556  0.949  0.652  <0.001  29_Unk.2 
EIF5A <0.001  0.545  0.852  0.476  <0.001  29_Unk.2 
KLRF1 <0.001  0.576  0.320  0.090  <0.001  29_Unk.2 
CALM2 <0.001  0.508  0.979  0.666  <0.001  29_Unk.2 
PRDX1 <0.001  0.519  0.677  0.342  <0.001  29_Unk.2 
CCL3 <0.001  0.668  0.297  0.097  <0.001  29_Unk.2 
 



Table SVI. Marker genes for manual annotation of immune cell types  
Cell type Marker gene 

HSC CD34  CRHBP 
    

Eryth GATA1  KLF1  CA1  HBB 
   

Mega/Plate PF4  ITGA2B  PPBP 
   

Gran MPO  ELANE  CTSG  PRTN3 
  

Mono CD14  FCGR3A  LYZ  MS4A7  MS4A6A  ANXA2 
DC FCER1A  CST3  MPEG1  IGKC 

   
B cells MS4A1  IGHD  IGHM  CD79A  CD79B  CD19 
Plasma IGHA1  IGHG1 

    

T cells CD3D  CD3E  CD3G  CD4  CD8A  CD8B 
 
IL7R 

CD4 T CD4  IL7R  CCR7  FOXP3 
  

CD8 T CD8A  CD8B  SELL  KLRG1  GZMB  GZMK 
NKT CD3E CD3D CD3G NKG7 GNLY 

  
NK GNLY  NKG7         
 
HSC, hemopoietic stem cell; Eryth, erythrocytes; Mega, megakaryocyte; Plate, platelet; 
Gran, granulocyte; Mono, monocyte; DC, dendritic cell; NK, natural killer.  



Table SVII. Numbers of cells expressing XIST gene in the X-SCID patient 
Sample XIST_ON XIST_OFF Total 
PatientBMMNC_rep1 2,303  4,299  6,602  
PatientBMMNC_rep2 2,599  5,360  7,959  
Total 4,902  9,659  14,561  
X-SCID, X-linked severe combined immunodeficiency. 



Table SVIII. Discrimination of the cell sources 
of the X-SCID patient BMMNCs 
Barcode Source 
rep1_CATTGCCGTACCAATC-1 Other 
rep2_TATATCCCACTCCGGA-1 Other 
rep1_CATAAGCAGGGCAAGG-1 Other 
rep1_CTCCGATTCTCGACCT-1 Other 
rep1_GAGGCAATCTAGCATG-1 Other 
rep1_GTAACCACAAATACAG-1 Other 
rep1_TACTTCACAATGCTCA-1 Other 
rep1_TCTACATCATATCTCT-1 Other 
rep1_TCTGGCTGTACTTCCC-1 Other 
rep2_AGGCCACTCGTTTACT-1 Other 
rep2_CGAGTGCGTTCAAACC-1 Other 
rep2_GAATCACCAAGCTACT-1 Other 
rep2_GCCATGGAGGTTAAAC-1 Other 
rep2_GGAGGTACATATCGGT-1 Other 
rep2_GTTGTGATCACAGAGG-1 Other 
rep2_TGGGATTAGCTGACCC-1 Other 
rep2_TTGAACGTCGTTCATT-1 Other 
rep1_AAACCCAAGATCGGTG-1 Autologous 
rep1_AAACCCAAGTCAGCGA-1 Autologous 
rep1_AAACCCAAGTGCTACT-1 Autologous 
rep1_AAACCCACAAGGTACG-1 Maternal 
rep1_AAACCCAGTCGAGCTC-1 Autologous 
rep1_AAACCCAGTTCTTAGG-1 Maternal 
rep1_AAACCCATCAGAGTGG-1 Autologous 
rep1_AAACGAAAGCATACTC-1 Maternal 
rep1_AAACGAAAGCTGCCTG-1 Autologous 
rep1_AAACGAAAGGTTACCT-1 Maternal 
rep1_AAACGAACATACTGTG-1 Autologous 
rep1_AAACGAATCATGTCTT-1 Autologous 
rep1_AAACGAATCGGTAGAG-1 Maternal 
rep1_AAACGAATCGTCCATC-1 Autologous 
rep1_AAACGCTAGGTTGGTG-1 Maternal 
rep1_AAACGCTCAAATAAGC-1 Autologous 
rep1_AAACGCTCACAAATGA-1 Autologous 
rep1_AAACGCTCATGCCATA-1 Maternal 
rep1_AAACGCTTCTTCACAT-1 Maternal 
rep1_AAAGAACCACTAGAGG-1 Autologous 
rep1_AAAGAACCAGACCATT-1 Autologous 
rep1_AAAGAACCATCTCAAG-1 Maternal 
rep1_AAAGAACTCACATACG-1 Autologous 
rep1_AAAGAACTCGAACGCC-1 Maternal 



rep1_AAAGGATCAAGGTCTT-1 Autologous 
rep1_AAAGGATCACGACGCT-1 Maternal 
rep1_AAAGGATTCCCGAGGT-1 Autologous 
rep1_AAAGGATTCGTACCTC-1 Autologous 
rep1_AAAGGGCAGATTAGAC-1 Autologous 
rep1_AAAGGGCAGCAAGGAA-1 Autologous 
rep1_AAAGGGCAGGCTAGCA-1 Maternal 
rep1_AAAGGGCAGGTAGTAT-1 Autologous 
rep1_AAAGGGCGTGGCTCTG-1 Autologous 
rep1_AAAGGGCTCACCTTAT-1 Autologous 
rep1_AAAGGGCTCTAAGGAA-1 Autologous 
rep1_AAAGGGCTCTATTCGT-1 Maternal 
rep1_AAAGGTATCACAATGC-1 Autologous 
rep1_AAAGGTATCCATCTGC-1 Autologous 
rep1_AAAGGTATCGTAACCA-1 Autologous 
rep1_AAAGGTATCTGGTCAA-1 Maternal 
rep1_AAAGTCCCAACTCGTA-1 Maternal 
rep1_AAAGTCCCAGTTTGGT-1 Autologous 
rep1_AAAGTCCGTTAGGCTT-1 Maternal 
rep1_AAAGTCCTCAAAGGTA-1 Autologous 
rep1_AAAGTCCTCGTTACCC-1 Maternal 
rep1_AAAGTGAAGCTATCCA-1 Autologous 
rep1_AAAGTGACAAACTAAG-1 Autologous 
rep1_AAAGTGACAAGAGATT-1 Autologous 
rep1_AAAGTGACACCCTTAC-1 Maternal 
rep1_AAAGTGACAGTCTGGC-1 Autologous 
rep1_AAAGTGACAGTGCGCT-1 Autologous 
rep1_AAAGTGACAGTGTACT-1 Autologous 
rep1_AAAGTGAGTGGCTGCT-1 Autologous 
rep1_AAAGTGATCGATTGAC-1 Autologous 
rep1_AAAGTGATCGTGGCGT-1 Maternal 
rep1_AAAGTGATCTTGGGCG-1 Maternal 
rep1_AAATGGAAGCGTGTCC-1 Autologous 
rep1_AAATGGAAGGAATTAC-1 Autologous 
rep1_AAATGGAAGTGGATAT-1 Autologous 
rep1_AAATGGAGTCCACAGC-1 Autologous 
rep1_AAATGGAGTGCAATGG-1 Autologous 
rep1_AAATGGAGTTCTAAGC-1 Autologous 
rep1_AAATGGAGTTGGTACT-1 Autologous 
rep1_AAATGGATCTGGTCAA-1 Autologous 
rep1_AAATGGATCTGTCTCG-1 Autologous 
rep1_AACAAAGAGAGCATTA-1 Maternal 
rep1_AACAAAGAGTGGATTA-1 Autologous 
rep1_AACAAAGCACCGTACG-1 Autologous 



rep1_AACAAAGCACGGCCAT-1 Maternal 
rep1_AACAAAGCAGAGCCCT-1 Autologous 
rep1_AACAAAGGTGGATCAG-1 Autologous 
rep1_AACAAAGGTGTTGATC-1 Maternal 
rep1_AACAAAGGTTGACTGT-1 Autologous 
rep1_AACAAAGTCATGCAGT-1 Maternal 
rep1_AACAACCAGAAGCCAC-1 Maternal 
rep1_AACAACCAGCATATGA-1 Autologous 
rep1_AACAACCGTAATCAAG-1 Autologous 
rep1_AACAACCGTCACTCGG-1 Autologous 
rep1_AACAACCGTCTAATCG-1 Autologous 
rep1_AACAACCGTGTTACAC-1 Maternal 
rep1_AACAACCTCAGCTCTC-1 Autologous 
rep1_AACAACCTCCGTGACG-1 Autologous 
rep1_AACAAGACACGCGGTT-1 Maternal 
rep1_AACAAGACAGTGGGTA-1 Autologous 
rep1_AACACACAGAAGTATC-1 Autologous 
rep1_AACACACAGACGTCCC-1 Autologous 
rep1_AACACACAGCTCGGCT-1 Autologous 
rep1_AACACACCACATACTG-1 Maternal 
rep1_AACACACCATCTCATT-1 Autologous 
rep1_AACACACGTGTTAGCT-1 Autologous 
rep1_AACACACGTTTACCTT-1 Autologous 
rep1_AACACACTCGGAAACG-1 Maternal 
rep1_AACAGGGAGAGGTGCT-1 Autologous 
rep1_AACAGGGCATAGGTTC-1 Maternal 
rep1_AACAGGGCATGGAAGC-1 Maternal 
rep1_AACAGGGGTGGCATCC-1 Autologous 
rep1_AACCAACAGAATGTTG-1 Maternal 
rep1_AACCAACAGAGTCCGA-1 Autologous 
rep1_AACCAACAGCTAATCC-1 Maternal 
rep1_AACCAACAGTGATTCC-1 Maternal 
rep1_AACCAACCACCAGCTG-1 Autologous 
rep1_AACCAACGTCACAGAG-1 Maternal 
rep1_AACCAACGTTCCACAA-1 Autologous 
rep1_AACCAACGTTCGGTCG-1 Autologous 
rep1_AACCAACTCCCGAGAC-1 Autologous 
rep1_AACCAACTCTACGCAA-1 Maternal 
rep1_AACCACAAGACAACTA-1 Autologous 
rep1_AACCACAAGACGCATG-1 Maternal 
rep1_AACCACAAGAGTCCGA-1 Maternal 
rep1_AACCACACAATGTCTG-1 Maternal 
rep1_AACCACACACAGCCAC-1 Autologous 
rep1_AACCACAGTAATCAGA-1 Autologous 



rep1_AACCACAGTAGGTAGC-1 Maternal 
rep1_AACCACAGTGAGCGAT-1 Maternal 
rep1_AACCACAGTGTTGAGG-1 Maternal 
rep1_AACCACAGTTAGTCGT-1 Autologous 
rep1_AACCACATCACACCGG-1 Maternal 
rep1_AACCACATCCCAAGTA-1 Autologous 
rep1_AACCATGAGGCAGGTT-1 Autologous 
rep1_AACCATGAGGGCCCTT-1 Autologous 
rep1_AACCATGGTCGATTCA-1 Autologous 
rep1_AACCATGTCAAATGAG-1 Autologous 
rep1_AACCCAAAGCATGCGA-1 Maternal 
rep1_AACCCAAAGGGCAGGA-1 Maternal 
rep1_AACCCAAAGTTTGCTG-1 Maternal 
rep1_AACCCAACACTAGGCC-1 Maternal 
rep1_AACCCAAGTCATGCAT-1 Autologous 
rep1_AACCCAATCGTGGCGT-1 Maternal 
rep1_AACCCAATCTATTCGT-1 Autologous 
rep1_AACCTGACACAACCGC-1 Autologous 
rep1_AACCTGACATAACAGA-1 Autologous 
rep1_AACCTGACATCACGGC-1 Maternal 
rep1_AACCTGACATGTACGT-1 Autologous 
rep1_AACCTGAGTATGGGAC-1 Maternal 
rep1_AACCTGAGTATTGACC-1 Maternal 
rep1_AACCTGAGTTCTTCAT-1 Autologous 
rep1_AACCTGATCTCCTGCA-1 Autologous 
rep1_AACCTTTAGCACCAGA-1 Maternal 
rep1_AACCTTTAGCCTGGAA-1 Autologous 
rep1_AACCTTTCACTAGAGG-1 Maternal 
rep1_AACCTTTGTATTCCGA-1 Maternal 
rep1_AACCTTTTCAACCGAT-1 Autologous 
rep1_AACGAAAAGACAGTCG-1 Autologous 
rep1_AACGAAAAGATGAACT-1 Autologous 
rep1_AACGAAACAAAGGCGT-1 Maternal 
rep1_AACGAAACACATTACG-1 Autologous 
rep1_AACGAAAGTAGAGCTG-1 Maternal 
rep1_AACGAAAGTCGAGTGA-1 Maternal 
rep1_AACGAAAGTGCAACAG-1 Maternal 
rep1_AACGAAAGTGTGCCTG-1 Maternal 
rep1_AACGAAATCACTTTGT-1 Autologous 
rep1_AACGAAATCGGATACT-1 Autologous 
rep1_AACGGGAAGCCGTTAT-1 Autologous 
rep1_AACGGGAAGGAGCTGT-1 Autologous 
rep1_AACGGGAAGGCATTTC-1 Maternal 
rep1_AACGGGAGTCTACACA-1 Autologous 



rep1_AACGGGATCCACACCT-1 Maternal 
rep1_AACGGGATCGACGATT-1 Autologous 
rep1_AACGGGATCGCTAGCG-1 Autologous 
rep1_AACGGGATCTGGTGGC-1 Maternal 
rep1_AACGTCAAGAGGGCGA-1 Maternal 
rep1_AACGTCAAGCCAGTAG-1 Autologous 
rep1_AACGTCAAGTTCCGTA-1 Autologous 
rep1_AACGTCACAACAAGAT-1 Autologous 
rep1_AACGTCACAGAGTGAC-1 Maternal 
rep1_AACGTCACATGACCCG-1 Autologous 
rep1_AACGTCAGTCTTCCGT-1 Autologous 
rep1_AACGTCAGTGGGATTG-1 Autologous 
rep1_AACGTCAGTTGTTTGG-1 Maternal 
rep1_AACTTCTAGAGTGAAG-1 Autologous 
rep1_AACTTCTAGATCCTAC-1 Autologous 
rep1_AACTTCTAGTCTAGAA-1 Autologous 
rep1_AACTTCTGTTCTCACC-1 Maternal 
rep1_AACTTCTGTTGTATGC-1 Maternal 
rep1_AACTTCTGTTTCGATG-1 Autologous 
rep1_AACTTCTTCAGACATC-1 Maternal 
rep1_AAGAACAAGTCTGGAG-1 Autologous 
rep1_AAGAACACAGGTCAGA-1 Autologous 
rep1_AAGAACAGTGCCTGCA-1 Autologous 
rep1_AAGAACAGTTGCTTGA-1 Maternal 
rep1_AAGACAAAGTCGGCAA-1 Autologous 
rep1_AAGACAACAAACGTGG-1 Autologous 
rep1_AAGACAACATGCCATA-1 Autologous 
rep1_AAGACAAGTATGAGGC-1 Autologous 
rep1_AAGACAAGTCGATTTG-1 Maternal 
rep1_AAGACTCAGAGAGGGC-1 Autologous 
rep1_AAGACTCAGATGCGAC-1 Maternal 
rep1_AAGACTCAGGACGGAG-1 Autologous 
rep1_AAGACTCCAACTCCCT-1 Autologous 
rep1_AAGACTCCACGACGCT-1 Maternal 
rep1_AAGACTCCACGCTGTG-1 Autologous 
rep1_AAGACTCCATATGCGT-1 Autologous 
rep1_AAGACTCCATGAATAG-1 Autologous 
rep1_AAGACTCGTAACATGA-1 Autologous 
rep1_AAGACTCGTTCCTAGA-1 Maternal 
rep1_AAGACTCTCCTGGGTG-1 Autologous 
rep1_AAGATAGCAATTGTGC-1 Maternal 
rep1_AAGATAGGTGGTAACG-1 Autologous 
rep1_AAGCATCAGAGCCATG-1 Autologous 
rep1_AAGCATCCAAAGTATG-1 Autologous 



rep1_AAGCATCCAACACGTT-1 Maternal 
rep1_AAGCATCCACTACTTT-1 Autologous 
rep1_AAGCATCCATTCTTCA-1 Maternal 
rep1_AAGCATCGTCACTAGT-1 Autologous 
rep1_AAGCATCTCTTGGCTC-1 Autologous 
rep1_AAGCCATAGCGATTCT-1 Autologous 
rep1_AAGCCATAGTCGCGAA-1 Maternal 
rep1_AAGCCATCAAACTAGA-1 Maternal 
rep1_AAGCCATGTTTAGAGA-1 Autologous 
rep1_AAGCCATTCATAGACC-1 Autologous 
rep1_AAGCCATTCCAAGCTA-1 Autologous 
rep1_AAGCCATTCCTACTGC-1 Autologous 
rep1_AAGCCATTCGTGCGAC-1 Autologous 
rep1_AAGCCATTCTGGCCAG-1 Autologous 
rep1_AAGCGAGAGCACTAGG-1 Maternal 
rep1_AAGCGAGAGCCTCAGC-1 Autologous 
rep1_AAGCGAGAGCTTTGTG-1 Maternal 
rep1_AAGCGAGAGGGTGAAA-1 Maternal 
rep1_AAGCGAGCAACATACC-1 Maternal 
rep1_AAGCGAGGTGCTGATT-1 Maternal 
rep1_AAGCGAGTCAACGCTA-1 Autologous 
rep1_AAGCGAGTCGAAACAA-1 Maternal 
rep1_AAGCGAGTCTTCGTAT-1 Autologous 
rep1_AAGCGTTAGGTGATAT-1 Autologous 
rep1_AAGCGTTAGTCATTGC-1 Autologous 
rep1_AAGCGTTTCACATCAG-1 Autologous 
rep1_AAGCGTTTCCGTTGGG-1 Autologous 
rep1_AAGCGTTTCTATGCCC-1 Autologous 
rep1_AAGGAATAGAGGGTGG-1 Maternal 
rep1_AAGGAATAGGGCGAAG-1 Maternal 
rep1_AAGGAATAGTAGAATC-1 Maternal 
rep1_AAGGAATCAAATGGTA-1 Autologous 
rep1_AAGGAATCAGTCAACT-1 Autologous 
rep1_AAGGAATCATTCCTCG-1 Maternal 
rep1_AAGGAATCATTGCTGA-1 Autologous 
rep1_AAGGAATGTAACCCGC-1 Maternal 
rep1_AAGGAATGTTACCCTC-1 Autologous 
rep1_AAGGAATTCAGCAGAG-1 Maternal 
rep1_AAGGAATTCCTCTAAT-1 Maternal 
rep1_AAGGTAAAGGTATCTC-1 Maternal 
rep1_AAGGTAACAAACAGGC-1 Maternal 
rep1_AAGGTAAGTATGGAGC-1 Autologous 
rep1_AAGGTAAGTCTCAGGC-1 Autologous 
rep1_AAGGTAAGTGGACAGT-1 Autologous 



rep1_AAGGTAATCTCCCTAG-1 Maternal 
rep1_AAGTACCAGCTCAGAG-1 Autologous 
rep1_AAGTACCAGCTGAGCA-1 Maternal 
rep1_AAGTACCAGGCCTGCT-1 Maternal 
rep1_AAGTACCAGTCGCTAT-1 Autologous 
rep1_AAGTACCCACAGTATC-1 Autologous 
rep1_AAGTACCCAGCGGATA-1 Maternal 
rep1_AAGTACCGTATCGCAT-1 Maternal 
rep1_AAGTACCGTGAGGCAT-1 Autologous 
rep1_AAGTACCGTTCAGCGC-1 Autologous 
rep1_AAGTACCGTTGTCATG-1 Autologous 
rep1_AAGTACCTCTTCCGTG-1 Autologous 
rep1_AAGTCGTAGGTAAGGA-1 Autologous 
rep1_AAGTCGTCACGACAGA-1 Maternal 
rep1_AAGTCGTCAGCCGGTT-1 Maternal 
rep1_AAGTCGTCATCTCGTC-1 Autologous 
rep1_AAGTCGTGTCTAACGT-1 Autologous 
rep1_AAGTGAAAGTGCACCC-1 Maternal 
rep1_AAGTGAAGTACCACGC-1 Autologous 
rep1_AAGTGAAGTCATCAGT-1 Autologous 
rep1_AAGTGAAGTGCCTACG-1 Autologous 
rep1_AAGTGAATCCCACAGG-1 Autologous 
rep1_AAGTGAATCGACGAGA-1 Maternal 
rep1_AAGTTCGAGAGAATCT-1 Autologous 
rep1_AAGTTCGAGGCGCTCT-1 Autologous 
rep1_AAGTTCGAGGTAGCCA-1 Autologous 
rep1_AAGTTCGCACTACGGC-1 Autologous 
rep1_AAGTTCGCAGGGTTGA-1 Maternal 
rep1_AAGTTCGGTCAACATC-1 Autologous 
rep1_AAGTTCGGTTGGAGAC-1 Autologous 
rep1_AAGTTCGTCACTTTGT-1 Maternal 
rep1_AAGTTCGTCCTAGCTC-1 Maternal 
rep1_AAGTTCGTCCTTATAC-1 Maternal 
rep1_AATAGAGAGCAACTCT-1 Autologous 
rep1_AATAGAGAGCGACAGT-1 Autologous 
rep1_AATAGAGCAAACGGCA-1 Autologous 
rep1_AATAGAGCAACTTGGT-1 Autologous 
rep1_AATAGAGCACATACGT-1 Autologous 
rep1_AATAGAGCAGTTTCGA-1 Maternal 
rep1_AATAGAGGTACTAGCT-1 Autologous 
rep1_AATAGAGGTGTCTTGA-1 Autologous 
rep1_AATAGAGTCCGACAGC-1 Autologous 
rep1_AATAGAGTCCTAGCCT-1 Autologous 
rep1_AATAGAGTCTCTCGCA-1 Autologous 



rep1_AATCACGAGTGCTACT-1 Autologous 
rep1_AATCACGCACGAAGAC-1 Maternal 
rep1_AATCACGCACTACAGT-1 Maternal 
rep1_AATCACGGTAGCACGA-1 Autologous 
rep1_AATCACGGTCGTGGTC-1 Autologous 
rep1_AATCACGGTGTGGTCC-1 Maternal 
rep1_AATCACGTCATTTGTC-1 Maternal 
rep1_AATCACGTCGCTTTAT-1 Autologous 
rep1_AATCGACAGGGTAGCT-1 Autologous 
rep1_AATCGACAGGTGCATG-1 Autologous 
rep1_AATCGACCAAGTCCAT-1 Maternal 
rep1_AATCGACCACAAGGTG-1 Maternal 
rep1_AATCGACCAGCGAGTA-1 Autologous 
rep1_AATCGACCAGCTATTG-1 Maternal 
rep1_AATCGACCATGGCTAT-1 Autologous 
rep1_AATCGACGTACAAAGT-1 Autologous 
rep1_AATCGACTCGAGTCTA-1 Maternal 
rep1_AATCGACTCGATGCTA-1 Maternal 
rep1_AATCGTGAGGACACTG-1 Autologous 
rep1_AATCGTGAGGTGCGAT-1 Autologous 
rep1_AATCGTGAGTCATCGT-1 Maternal 
rep1_AATCGTGAGTCTGCGC-1 Autologous 
rep1_AATCGTGAGTTGTACC-1 Maternal 
rep1_AATCGTGCACGGTGTC-1 Autologous 
rep1_AATCGTGCAGAGTGTG-1 Autologous 
rep1_AATCGTGGTGCGACAA-1 Maternal 
rep1_AATCGTGGTGGAGAAA-1 Autologous 
rep1_AATCGTGGTGGGCTTC-1 Maternal 
rep1_AATCGTGGTTCGAAGG-1 Autologous 
rep1_AATGAAGAGGGCAAGG-1 Maternal 
rep1_AATGAAGAGGTAAGAG-1 Maternal 
rep1_AATGAAGGTATCTCGA-1 Maternal 
rep1_AATGAAGGTCAGCTTA-1 Autologous 
rep1_AATGAAGGTCGTATGT-1 Maternal 
rep1_AATGAAGGTGCGGCTT-1 Autologous 
rep1_AATGAAGGTTCCGCTT-1 Autologous 
rep1_AATGACCAGTTCAACC-1 Autologous 
rep1_AATGACCCAACCGATT-1 Autologous 
rep1_AATGACCCAACGACTT-1 Maternal 
rep1_AATGACCCAGGTCCCA-1 Maternal 
rep1_AATGACCCATGGCCCA-1 Autologous 
rep1_AATGACCTCTTTCGAT-1 Maternal 
rep1_AATGCCAAGGCCACCT-1 Autologous 
rep1_AATGCCAAGGCCTAGA-1 Maternal 



rep1_AATGCCAAGTCACTCA-1 Maternal 
rep1_AATGCCACACAGCGCT-1 Autologous 
rep1_AATGCCACAGCGAACA-1 Maternal 
rep1_AATGCCACAGGGACTA-1 Maternal 
rep1_AATGCCATCCCATTTA-1 Autologous 
rep1_AATGCCATCCTACACC-1 Autologous 
rep1_AATGCCATCGAGATGG-1 Maternal 
rep1_AATGGAAAGCAACTTC-1 Autologous 
rep1_AATGGAAAGGGTACGT-1 Maternal 
rep1_AATGGAACAAAGGCGT-1 Autologous 
rep1_AATGGAACACACCAGC-1 Autologous 
rep1_AATGGAACACCAAATC-1 Autologous 
rep1_AATGGAACACGGTGAA-1 Maternal 
rep1_AATGGAAGTGCTCTTC-1 Autologous 
rep1_AATGGAATCCGCATAA-1 Autologous 
rep1_AATGGAATCGCGTGCA-1 Maternal 
rep1_AATGGCTAGCCACCGT-1 Maternal 
rep1_AATGGCTAGGCCTAGA-1 Autologous 
rep1_AATGGCTAGGGCAGAG-1 Maternal 
rep1_AATGGCTGTAACAGTA-1 Autologous 
rep1_AATGGCTGTAGCTTGT-1 Autologous 
rep1_AATGGCTGTGGTCAAG-1 Autologous 
rep1_AATGGCTTCCTAAGTG-1 Maternal 
rep1_AATTCCTCAGGAGGTT-1 Autologous 
rep1_AATTCCTCATCAGCAT-1 Maternal 
rep1_AATTCCTGTAACATAG-1 Maternal 
rep1_AATTCCTGTCTGTAGT-1 Autologous 
rep1_AATTCCTTCATTTACC-1 Maternal 
rep1_AATTCCTTCGATTCCC-1 Maternal 
rep1_AATTCCTTCGGCTATA-1 Autologous 
rep1_AATTCCTTCTTTACAC-1 Autologous 
rep1_AATTTCCCATAACGGG-1 Maternal 
rep1_AATTTCCGTAGCTGAG-1 Maternal 
rep1_AATTTCCGTAGGCAGT-1 Autologous 
rep1_AATTTCCGTGAGATAT-1 Maternal 
rep1_AATTTCCTCCGTCAAA-1 Autologous 
rep1_ACAAAGAAGTCATGGG-1 Autologous 
rep1_ACAAAGAAGTCTCCTC-1 Maternal 
rep1_ACAAAGAAGTGCTCGC-1 Autologous 
rep1_ACAAAGACAGCTGTTA-1 Autologous 
rep1_ACAAAGACAGGACTAG-1 Autologous 
rep1_ACAAAGATCCACTTTA-1 Autologous 
rep1_ACAAAGATCTCTCGCA-1 Autologous 
rep1_ACAAAGATCTGGTTGA-1 Maternal 



rep1_ACAACCAAGACTTGTC-1 Autologous 
rep1_ACAACCAAGCACCTGC-1 Autologous 
rep1_ACAACCAAGGTAGCAC-1 Autologous 
rep1_ACAACCAGTTCTCCTG-1 Autologous 
rep1_ACAACCAGTTTGAAAG-1 Autologous 
rep1_ACAACCATCATTTCGT-1 Autologous 
rep1_ACAAGCTAGCTTCTAG-1 Autologous 
rep1_ACAAGCTAGTGGACGT-1 Autologous 
rep1_ACAAGCTAGTTGAAAC-1 Autologous 
rep1_ACAAGCTCAAGGAGTC-1 Autologous 
rep1_ACAAGCTGTATGTCAC-1 Maternal 
rep1_ACAAGCTGTGTCACAT-1 Maternal 
rep1_ACAAGCTTCACTCACC-1 Autologous 
rep1_ACAAGCTTCCGATAAC-1 Maternal 
rep1_ACAAGCTTCGACCTAA-1 Maternal 
rep1_ACAAGCTTCGAGTACT-1 Maternal 
rep1_ACAAGCTTCGGCCTTT-1 Autologous 
rep1_ACACAGTAGACTTCCA-1 Autologous 
rep1_ACACAGTAGCATATGA-1 Maternal 
rep1_ACACAGTCAAAGCTAA-1 Autologous 
rep1_ACACAGTCAAGAGGCT-1 Maternal 
rep1_ACACAGTCAGCGATTT-1 Autologous 
rep1_ACACAGTGTCATCGGC-1 Autologous 
rep1_ACACAGTTCAAGAATG-1 Autologous 
rep1_ACACAGTTCGCGTTTC-1 Autologous 
rep1_ACACAGTTCTCGTGGG-1 Autologous 
rep1_ACACAGTTCTTTGGAG-1 Maternal 
rep1_ACACCAAAGCCGTAAG-1 Maternal 
rep1_ACACCAACAACCTATG-1 Autologous 
rep1_ACACCAACATAACCCA-1 Autologous 
rep1_ACACCAAGTTATTCCT-1 Autologous 
rep1_ACACCAATCGCCGTGA-1 Autologous 
rep1_ACACCAATCTGGAAGG-1 Maternal 
rep1_ACACGCGGTAAGCTCT-1 Autologous 
rep1_ACACGCGGTACTTGTG-1 Maternal 
rep1_ACACGCGTCGACACTA-1 Autologous 
rep1_ACACGCGTCTTCGACC-1 Autologous 
rep1_ACACTGAAGAACGCGT-1 Autologous 
rep1_ACACTGAAGCTCACTA-1 Autologous 
rep1_ACACTGACAAATTGCC-1 Autologous 
rep1_ACACTGAGTAAGAACT-1 Autologous 
rep1_ACACTGAGTGATTCAC-1 Maternal 
rep1_ACACTGAGTGTGGACA-1 Maternal 
rep1_ACACTGAGTTCTCAGA-1 Autologous 



rep1_ACACTGATCCATCCGT-1 Maternal 
rep1_ACACTGATCCCATTCG-1 Autologous 
rep1_ACAGAAAAGTGGACTG-1 Autologous 
rep1_ACAGAAACACTGAATC-1 Maternal 
rep1_ACAGCCGAGCCTGACC-1 Maternal 
rep1_ACAGCCGCACTCGATA-1 Autologous 
rep1_ACAGCCGGTCATCCGG-1 Autologous 
rep1_ACAGCCGGTGACGCCT-1 Autologous 
rep1_ACAGCCGTCCGCTTAC-1 Autologous 
rep1_ACAGCCGTCTTAGCCC-1 Maternal 
rep1_ACAGGGAAGGGTCAAC-1 Autologous 
rep1_ACAGGGACAGTGACCC-1 Autologous 
rep1_ACAGGGACATCCTTGC-1 Autologous 
rep1_ACAGGGAGTAGCGATG-1 Autologous 
rep1_ACAGGGAGTTGCATCA-1 Autologous 
rep1_ACAGGGATCACTGGGC-1 Autologous 
rep1_ACAGGGATCGGCCTTT-1 Maternal 
rep1_ACAGGGATCTCCTGCA-1 Autologous 
rep1_ACATCCCAGCCTGTGC-1 Autologous 
rep1_ACATCCCCACAATCTG-1 Maternal 
rep1_ACATCCCCAGTTGAAA-1 Maternal 
rep1_ACATCCCGTACACTCA-1 Autologous 
rep1_ACATCCCGTAGTTACC-1 Autologous 
rep1_ACATCCCGTCTGTCAA-1 Maternal 
rep1_ACATCCCGTGTCCCTT-1 Autologous 
rep1_ACATCGAAGACTCATC-1 Autologous 
rep1_ACATCGAAGGTCGAGT-1 Autologous 
rep1_ACATCGAAGGTTGACG-1 Autologous 
rep1_ACATCGATCAAGCCTA-1 Autologous 
rep1_ACATCGATCGTCGATA-1 Autologous 
rep1_ACATCGATCTATTGTC-1 Autologous 
rep1_ACATGCAAGTATGACA-1 Autologous 
rep1_ACATGCACAAAGGGTC-1 Maternal 
rep1_ACATGCACAGCTACAT-1 Autologous 
rep1_ACATGCAGTCCAGCGT-1 Maternal 
rep1_ACATGCATCCCGAATA-1 Maternal 
rep1_ACATTTCAGCAACAAT-1 Autologous 
rep1_ACATTTCCAAAGAACT-1 Autologous 
rep1_ACATTTCCAGCTTTGA-1 Autologous 
rep1_ACATTTCGTAGGGTAC-1 Autologous 
rep1_ACATTTCTCACTTGGA-1 Autologous 
rep1_ACATTTCTCCGTATGA-1 Autologous 
rep1_ACATTTCTCGATTGGT-1 Maternal 
rep1_ACATTTCTCTCCGAAA-1 Autologous 



rep1_ACCAAACAGCGCTTCG-1 Autologous 
rep1_ACCAAACAGCTCACTA-1 Autologous 
rep1_ACCAAACAGGACAGTC-1 Maternal 
rep1_ACCAAACCACGTAGAG-1 Maternal 
rep1_ACCAAACGTCACTTAG-1 Maternal 
rep1_ACCAAACGTCTAGGTT-1 Autologous 
rep1_ACCAAACTCGCCACTT-1 Autologous 
rep1_ACCAACAAGAGATCGC-1 Autologous 
rep1_ACCAACAAGCGCCTAC-1 Maternal 
rep1_ACCAACAAGTAAACTG-1 Autologous 
rep1_ACCAACACACCCTTGT-1 Maternal 
rep1_ACCAACACAGACCATT-1 Maternal 
rep1_ACCAACAGTACGTACT-1 Maternal 
rep1_ACCAACAGTCACAATC-1 Autologous 
rep1_ACCAACATCCTCTTTC-1 Autologous 
rep1_ACCACAAAGCCTTTCC-1 Autologous 
rep1_ACCACAAAGTAGACAT-1 Autologous 
rep1_ACCACAACACCATTCC-1 Autologous 
rep1_ACCACAACACTCTGCT-1 Autologous 
rep1_ACCACAACAGCATTGT-1 Autologous 
rep1_ACCACAACATACTGTG-1 Autologous 
rep1_ACCACAACATGGGATG-1 Autologous 
rep1_ACCATTTAGAGTCTGG-1 Autologous 
rep1_ACCATTTAGGCAATGC-1 Maternal 
rep1_ACCATTTTCATTACCT-1 Autologous 
rep1_ACCATTTTCCACGTGG-1 Autologous 
rep1_ACCATTTTCCCTCTCC-1 Autologous 
rep1_ACCCAAAAGAACTTCC-1 Autologous 
rep1_ACCCAAAAGCCTCTGG-1 Autologous 
rep1_ACCCAAAAGCGTACAG-1 Maternal 
rep1_ACCCAAAAGTGGTGGT-1 Autologous 
rep1_ACCCAAAGTCTTTCTA-1 Maternal 
rep1_ACCCAAATCACTGCTC-1 Autologous 
rep1_ACCCTCAAGAGTCAAT-1 Maternal 
rep1_ACCCTCAAGTCTAGAA-1 Autologous 
rep1_ACCCTCACACATAGCT-1 Maternal 
rep1_ACCCTCAGTCTGTGAT-1 Autologous 
rep1_ACCCTCAGTGTTGAGG-1 Maternal 
rep1_ACCCTCATCAAACGTC-1 Maternal 
rep1_ACCCTCATCTCAACGA-1 Maternal 
rep1_ACCCTTGAGACTTAAG-1 Maternal 
rep1_ACCCTTGAGGGAGAAT-1 Autologous 
rep1_ACCCTTGAGTCGCTAT-1 Autologous 
rep1_ACCCTTGCAGGCCTGT-1 Autologous 



rep1_ACCCTTGCATCTAGAC-1 Autologous 
rep1_ACCCTTGGTCAATGGG-1 Autologous 
rep1_ACCCTTGGTCGATTAC-1 Autologous 
rep1_ACCCTTGGTGCCCACA-1 Autologous 
rep1_ACCCTTGGTGGTACAG-1 Autologous 
rep1_ACCGTTCAGACGACGT-1 Maternal 
rep1_ACCGTTCAGCGCATCC-1 Maternal 
rep1_ACCGTTCCAACACACT-1 Autologous 
rep1_ACCGTTCCAAGAGGCT-1 Maternal 
rep1_ACCGTTCCAGTTGAAA-1 Maternal 
rep1_ACCGTTCTCAAGAGGC-1 Autologous 
rep1_ACCGTTCTCTACGGGC-1 Maternal 
rep1_ACCGTTCTCTTAATCC-1 Autologous 
rep1_ACCTACCGTCGAACGA-1 Maternal 
rep1_ACCTACCTCAACACGT-1 Maternal 
rep1_ACCTACCTCCGTCACT-1 Autologous 
rep1_ACCTACCTCCGTGACG-1 Autologous 
rep1_ACCTACCTCGAGCTGC-1 Maternal 
rep1_ACCTACCTCGTAACTG-1 Autologous 
rep1_ACCTGAACAAATAGCA-1 Maternal 
rep1_ACCTGAACAAATGAAC-1 Maternal 
rep1_ACCTGAACAAGCGAGT-1 Autologous 
rep1_ACCTGAATCGTCTACC-1 Maternal 
rep1_ACCTGAATCGTGCATA-1 Autologous 
rep1_ACCTGAATCTATTTCG-1 Autologous 
rep1_ACCTGTCAGCGTTCCG-1 Autologous 
rep1_ACCTGTCAGGCGACAT-1 Maternal 
rep1_ACCTGTCCATTGGGAG-1 Maternal 
rep1_ACCTGTCGTAGCGATG-1 Autologous 
rep1_ACCTGTCGTCAGGCAA-1 Autologous 
rep1_ACCTGTCTCAACTCTT-1 Maternal 
rep1_ACCTGTCTCCGCACTT-1 Maternal 
rep1_ACGATCAAGCATCAGG-1 Autologous 
rep1_ACGATCAAGTAAACGT-1 Autologous 
rep1_ACGATCACAGAACCGA-1 Autologous 
rep1_ACGATCACAGTCCGTG-1 Autologous 
rep1_ACGATCACATAATCCG-1 Autologous 
rep1_ACGATCAGTAATGTGA-1 Maternal 
rep1_ACGATCAGTCACCTTC-1 Autologous 
rep1_ACGATCAGTGGTTTAC-1 Maternal 
rep1_ACGATCAGTTGTCAGT-1 Autologous 
rep1_ACGATGTAGATGCTAA-1 Autologous 
rep1_ACGATGTAGCAACTTC-1 Maternal 
rep1_ACGATGTAGCTAGCCC-1 Autologous 



rep1_ACGATGTCAATGTCAC-1 Autologous 
rep1_ACGATGTGTCAACCTA-1 Autologous 
rep1_ACGATGTGTCCTTTGC-1 Autologous 
rep1_ACGATGTGTGTTACTG-1 Maternal 
rep1_ACGATGTTCTCGCTCA-1 Maternal 
rep1_ACGCACGAGCGAACTG-1 Maternal 
rep1_ACGCACGCAAGCACAG-1 Autologous 
rep1_ACGCACGTCCGCAAAT-1 Autologous 
rep1_ACGCACGTCGCGTTTC-1 Autologous 
rep1_ACGCACGTCTTCACAT-1 Autologous 
rep1_ACGGAAGAGGACTTCT-1 Autologous 
rep1_ACGGAAGCAACAGCCC-1 Autologous 
rep1_ACGGAAGCACAACGTT-1 Autologous 
rep1_ACGGAAGCACACACGC-1 Autologous 
rep1_ACGGAAGCAGGAGGTT-1 Autologous 
rep1_ACGGAAGGTAACTTCG-1 Autologous 
rep1_ACGGAAGGTCACGCTG-1 Autologous 
rep1_ACGGAAGGTCCGATCG-1 Autologous 
rep1_ACGGAAGGTGTTAACC-1 Autologous 
rep1_ACGGAAGTCACGAACT-1 Autologous 
rep1_ACGGAAGTCTGCGGAC-1 Autologous 
rep1_ACGGGTCAGAAACCAT-1 Maternal 
rep1_ACGGGTCAGTCGGGAT-1 Autologous 
rep1_ACGGGTCGTAAGGCCA-1 Autologous 
rep1_ACGGGTCGTAGCCCTG-1 Maternal 
rep1_ACGGGTCGTAGCGTAG-1 Autologous 
rep1_ACGGGTCGTATCACGT-1 Autologous 
rep1_ACGGGTCGTTATCCAG-1 Maternal 
rep1_ACGGGTCTCATAGACC-1 Autologous 
rep1_ACGGGTCTCGGCTATA-1 Maternal 
rep1_ACGGGTCTCTCTTCAA-1 Autologous 
rep1_ACGGTCGAGTACAGCG-1 Maternal 
rep1_ACGGTCGCAGAGTGAC-1 Autologous 
rep1_ACGGTCGGTTCCGTTC-1 Maternal 
rep1_ACGGTCGTCCTCCACA-1 Maternal 
rep1_ACGGTTAAGCCACAAG-1 Maternal 
rep1_ACGGTTACAACGACAG-1 Autologous 
rep1_ACGGTTACAATTGCCA-1 Autologous 
rep1_ACGGTTAGTAGGTAGC-1 Autologous 
rep1_ACGGTTATCATGCATG-1 Autologous 
rep1_ACGTAACAGAGTGAAG-1 Maternal 
rep1_ACGTAACAGATCACTC-1 Maternal 
rep1_ACGTAACCAAACCATC-1 Autologous 
rep1_ACGTAACCACTGGATT-1 Maternal 



rep1_ACGTAACGTAGTCGGA-1 Autologous 
rep1_ACGTAACGTCGGCCTA-1 Maternal 
rep1_ACGTAACGTCGGTAAG-1 Autologous 
rep1_ACGTAACGTGACTATC-1 Maternal 
rep1_ACGTAACGTTTGAACC-1 Autologous 
rep1_ACGTAACTCAGCTGTA-1 Maternal 
rep1_ACGTAACTCTGCTTTA-1 Autologous 
rep1_ACGTACAAGTGAACAT-1 Autologous 
rep1_ACGTACACAATACCCA-1 Autologous 
rep1_ACGTACACATGGGAAC-1 Maternal 
rep1_ACGTACAGTACCCACG-1 Autologous 
rep1_ACGTACAGTACGATGG-1 Autologous 
rep1_ACGTACAGTTTCCCAC-1 Autologous 
rep1_ACGTACATCAGACCCG-1 Autologous 
rep1_ACGTACATCCCATACC-1 Maternal 
rep1_ACGTAGTAGCTATCCA-1 Autologous 
rep1_ACGTAGTCAAAGGCAC-1 Autologous 
rep1_ACGTAGTCACCCTCTA-1 Autologous 
rep1_ACGTAGTTCATGGGAG-1 Autologous 
rep1_ACGTCCTAGGCTTAAA-1 Autologous 
rep1_ACGTCCTCAAATTGCC-1 Maternal 
rep1_ACGTCCTCACCATATG-1 Autologous 
rep1_ACGTCCTCAGATCATC-1 Maternal 
rep1_ACGTCCTCAGTTCACA-1 Autologous 
rep1_ACGTCCTGTAACATAG-1 Autologous 
rep1_ACGTCCTGTCGCATGC-1 Maternal 
rep1_ACGTCCTGTTTAGACC-1 Autologous 
rep1_ACGTCCTTCAAGTAAG-1 Autologous 
rep1_ACGTCCTTCGAAGCAG-1 Maternal 
rep1_ACGTCCTTCTATCGCC-1 Autologous 
rep1_ACGTCCTTCTCGACGG-1 Autologous 
rep1_ACGTTCCAGAGGTGCT-1 Maternal 
rep1_ACGTTCCAGATGTAGT-1 Autologous 
rep1_ACGTTCCCAATCGCAT-1 Maternal 
rep1_ACGTTCCCAGTTACCA-1 Autologous 
rep1_ACGTTCCCATGTGTCA-1 Autologous 
rep1_ACGTTCCCATGTTCAG-1 Maternal 
rep1_ACGTTCCGTACCTAAC-1 Maternal 
rep1_ACGTTCCTCAGATTGC-1 Autologous 
rep1_ACGTTCCTCCATAAGC-1 Maternal 
rep1_ACTACGAAGCATAGGC-1 Autologous 
rep1_ACTACGAGTTTCGCTC-1 Autologous 
rep1_ACTACGATCTTACACT-1 Autologous 
rep1_ACTATCTAGAAGTGTT-1 Maternal 



rep1_ACTATCTGTGTCTTGA-1 Autologous 
rep1_ACTATCTGTTGCATAC-1 Maternal 
rep1_ACTATCTTCCGCGAGT-1 Maternal 
rep1_ACTATGGAGTAGCATA-1 Autologous 
rep1_ACTATGGCAAATTGGA-1 Maternal 
rep1_ACTATGGCAGTGTGCC-1 Autologous 
rep1_ACTATGGCATCACGGC-1 Autologous 
rep1_ACTATGGCATGGAACG-1 Maternal 
rep1_ACTATGGGTACGGTTT-1 Autologous 
rep1_ACTATTCAGAGTTGCG-1 Autologous 
rep1_ACTATTCAGCCTGTGC-1 Maternal 
rep1_ACTATTCAGGTAGTCG-1 Maternal 
rep1_ACTATTCAGGTGAGAA-1 Autologous 
rep1_ACTATTCAGTATGCAA-1 Maternal 
rep1_ACTATTCCATCCGTGG-1 Maternal 
rep1_ACTATTCCATTCCTAT-1 Autologous 
rep1_ACTATTCGTATCGTGT-1 Autologous 
rep1_ACTATTCGTCATCACA-1 Autologous 
rep1_ACTATTCGTTAAGAAC-1 Maternal 
rep1_ACTATTCTCATGAGAA-1 Maternal 
rep1_ACTCCCAAGAGCATTA-1 Autologous 
rep1_ACTCCCAAGTAAATGC-1 Autologous 
rep1_ACTCCCACAAATCGTC-1 Autologous 
rep1_ACTCCCACACAGCCTG-1 Autologous 
rep1_ACTCCCACAGCGAACA-1 Autologous 
rep1_ACTCCCAGTCAGTCGC-1 Autologous 
rep1_ACTCCCAGTGTTGCCG-1 Autologous 
rep1_ACTCCCATCGCCGAGT-1 Autologous 
rep1_ACTCTCGAGCGGTATG-1 Autologous 
rep1_ACTCTCGCAAGAGAGA-1 Autologous 
rep1_ACTCTCGGTAGAAACT-1 Maternal 
rep1_ACTCTCGTCGGACCAC-1 Autologous 
rep1_ACTGATGAGACGTCGA-1 Autologous 
rep1_ACTGATGAGCAGATAT-1 Autologous 
rep1_ACTGATGAGCGTGTCC-1 Autologous 
rep1_ACTGATGAGTGAACAT-1 Autologous 
rep1_ACTGATGCACGCGCAT-1 Maternal 
rep1_ACTGATGCACTGCTTC-1 Autologous 
rep1_ACTGATGCAGGCCTGT-1 Autologous 
rep1_ACTGATGGTGGTAATA-1 Autologous 
rep1_ACTGATGTCGGCACTG-1 Autologous 
rep1_ACTGCAAAGAAATCCA-1 Autologous 
rep1_ACTGCAAGTGGAATGC-1 Maternal 
rep1_ACTGCAAGTTGGATCT-1 Autologous 



rep1_ACTGCAATCGGACGTC-1 Autologous 
rep1_ACTGCAATCTCGCTCA-1 Autologous 
rep1_ACTGCAATCTCTAGGA-1 Maternal 
rep1_ACTGTCCAGGACAAGA-1 Maternal 
rep1_ACTGTCCAGGTTCTTG-1 Maternal 
rep1_ACTGTCCCAGACGGAT-1 Autologous 
rep1_ACTGTCCCATGACACT-1 Maternal 
rep1_ACTGTCCGTCGTGTTA-1 Autologous 
rep1_ACTGTCCGTGAATTAG-1 Autologous 
rep1_ACTGTCCGTGATCATC-1 Maternal 
rep1_ACTGTCCGTTATGTGC-1 Maternal 
rep1_ACTGTCCTCACACGAT-1 Maternal 
rep1_ACTGTCCTCCCGAGAC-1 Autologous 
rep1_ACTGTCCTCGAAATCC-1 Autologous 
rep1_ACTGTCCTCGTTGTTT-1 Autologous 
rep1_ACTGTGAAGCGACATG-1 Maternal 
rep1_ACTGTGATCGGTGAAG-1 Autologous 
rep1_ACTTAGGAGACCTCAT-1 Autologous 
rep1_ACTTAGGAGGCCTGAA-1 Autologous 
rep1_ACTTAGGCACAGAGCA-1 Autologous 
rep1_ACTTAGGGTCGCTTGG-1 Maternal 
rep1_ACTTAGGTCACTACTT-1 Maternal 
rep1_ACTTAGGTCTAGCAAC-1 Autologous 
rep1_ACTTATCAGACTCTAC-1 Maternal 
rep1_ACTTATCCACATATCG-1 Maternal 
rep1_ACTTATCGTACGGATG-1 Autologous 
rep1_ACTTATCGTATCACGT-1 Autologous 
rep1_ACTTATCGTTTGGGTT-1 Autologous 
rep1_ACTTATCTCAGCGGAA-1 Maternal 
rep1_ACTTATCTCCTCAGGG-1 Autologous 
rep1_ACTTATCTCTACTGCC-1 Autologous 
rep1_ACTTCCGAGAAGCGGG-1 Maternal 
rep1_ACTTCCGAGCTAATCC-1 Autologous 
rep1_ACTTCCGGTATGGTAA-1 Maternal 
rep1_ACTTCGCAGCCTGTGC-1 Maternal 
rep1_ACTTCGCCAAACCATC-1 Autologous 
rep1_ACTTCGCCATCACCAA-1 Autologous 
rep1_ACTTCGCTCGAGTTGT-1 Maternal 
rep1_ACTTCGCTCGTCCTCA-1 Maternal 
rep1_ACTTTCAAGGGCAATC-1 Maternal 
rep1_ACTTTCACAACAGTGG-1 Autologous 
rep1_ACTTTCACATACAGCT-1 Autologous 
rep1_ACTTTCAGTCCGTACG-1 Autologous 
rep1_ACTTTCATCACAAGGG-1 Autologous 



rep1_ACTTTCATCATCTACT-1 Maternal 
rep1_ACTTTCATCCGAACGC-1 Maternal 
rep1_ACTTTCATCTGTACAG-1 Autologous 
rep1_ACTTTGTCAAATCGGG-1 Autologous 
rep1_ACTTTGTCAGGTTCGC-1 Maternal 
rep1_ACTTTGTGTAGGCTGA-1 Maternal 
rep1_ACTTTGTGTCTTGAAC-1 Autologous 
rep1_ACTTTGTTCTAGAGCT-1 Autologous 
rep1_ACTTTGTTCTATGTGG-1 Autologous 
rep1_ACTTTGTTCTTAGCCC-1 Autologous 
rep1_AGAAATGAGGGATGTC-1 Maternal 
rep1_AGAAATGAGTCCGCCA-1 Autologous 
rep1_AGAAATGCAAACTGCT-1 Maternal 
rep1_AGAAATGCACTCCGGA-1 Autologous 
rep1_AGAAATGCATCAACCA-1 Autologous 
rep1_AGAAATGCATCGGTTA-1 Autologous 
rep1_AGAAATGGTAGCACGA-1 Autologous 
rep1_AGAAATGGTCATAACC-1 Maternal 
rep1_AGAAATGGTGGTCTCG-1 Autologous 
rep1_AGAAATGTCCCTCATG-1 Maternal 
rep1_AGAAATGTCCGTCAAA-1 Autologous 
rep1_AGAAATGTCGGCTTGG-1 Autologous 
rep1_AGAAATGTCTCCCAAC-1 Maternal 
rep1_AGAACAAAGGTAGTAT-1 Autologous 
rep1_AGAACAACAAATACGA-1 Autologous 
rep1_AGAACAAGTACATACC-1 Maternal 
rep1_AGAACAAGTAGGAGGG-1 Autologous 
rep1_AGAACAAGTCTTGAGT-1 Maternal 
rep1_AGAACAATCCACTTCG-1 Maternal 
rep1_AGAACAATCGCAATGT-1 Maternal 
rep1_AGAACCTAGTATTGCC-1 Maternal 
rep1_AGAACCTCATTGAAAG-1 Autologous 
rep1_AGAACCTTCGCAATGT-1 Maternal 
rep1_AGAACCTTCTACCCAC-1 Maternal 
rep1_AGAAGCGAGATAGGGA-1 Autologous 
rep1_AGAAGCGGTGTTGAGG-1 Autologous 
rep1_AGAAGCGTCTTTCAGT-1 Autologous 
rep1_AGAAGTAAGCATATGA-1 Autologous 
rep1_AGAAGTAAGGTCTACT-1 Autologous 
rep1_AGAAGTACAACAGCCC-1 Autologous 
rep1_AGAAGTAGTAGAAACT-1 Autologous 
rep1_AGAAGTAGTTATAGCC-1 Autologous 
rep1_AGAAGTAGTTCGTAAC-1 Autologous 
rep1_AGAAGTAGTTTCGATG-1 Autologous 



rep1_AGAAGTATCCTTGACC-1 Maternal 
rep1_AGAAGTATCTTCCCGA-1 Autologous 
rep1_AGACAAAAGCGTGCTC-1 Maternal 
rep1_AGACAAAAGGAAAGGT-1 Maternal 
rep1_AGACAAAAGGAATTAC-1 Maternal 
rep1_AGACAAAAGGTAAGAG-1 Autologous 
rep1_AGACAAACAATGTCTG-1 Maternal 
rep1_AGACAAACACTTGTCC-1 Autologous 
rep1_AGACAAAGTCGACTGC-1 Autologous 
rep1_AGACAAAGTGGTTTGT-1 Autologous 
rep1_AGACACTCAGAATTCC-1 Maternal 
rep1_AGACACTGTACGTTCA-1 Maternal 
rep1_AGACACTGTACTGTTG-1 Maternal 
rep1_AGACACTGTCTCAAGT-1 Autologous 
rep1_AGACACTGTGACAACG-1 Autologous 
rep1_AGACACTGTTACGATC-1 Autologous 
rep1_AGACACTTCACCGACG-1 Autologous 
rep1_AGACACTTCATGCCAA-1 Autologous 
rep1_AGACACTTCATTGGTG-1 Autologous 
rep1_AGACACTTCCATTGTT-1 Autologous 
rep1_AGACAGGAGAAGCCTG-1 Autologous 
rep1_AGACAGGCAACTCCAA-1 Maternal 
rep1_AGACAGGCAGACACCC-1 Autologous 
rep1_AGACAGGGTGAGCAGT-1 Autologous 
rep1_AGACAGGGTGGAACAC-1 Autologous 
rep1_AGACAGGTCGCTACAA-1 Autologous 
rep1_AGACCATAGGTACAGC-1 Autologous 
rep1_AGACCATCACGGTAGA-1 Autologous 
rep1_AGACCATGTGTCTTAG-1 Autologous 
rep1_AGACCATTCCACAGCG-1 Autologous 
rep1_AGACCATTCGGCCCAA-1 Autologous 
rep1_AGACCCGAGCATTTCG-1 Autologous 
rep1_AGACCCGAGCTCAGAG-1 Maternal 
rep1_AGACCCGCAACTTGGT-1 Maternal 
rep1_AGACCCGGTATGAAAC-1 Autologous 
rep1_AGACCCGGTCGAGATG-1 Autologous 
rep1_AGACCCGGTTCTCTAT-1 Maternal 
rep1_AGACCCGTCAGAGCGA-1 Maternal 
rep1_AGACCCGTCCATCACC-1 Maternal 
rep1_AGACCCGTCGACCTAA-1 Autologous 
rep1_AGACTCAAGCAGTCTT-1 Maternal 
rep1_AGACTCAAGCATGATA-1 Autologous 
rep1_AGACTCACAGAGACTG-1 Autologous 
rep1_AGACTCAGTCAACATC-1 Autologous 



rep1_AGACTCAGTCTGTGGC-1 Maternal 
rep1_AGACTCAGTGACCGAA-1 Maternal 
rep1_AGACTCATCCATTTGT-1 Autologous 
rep1_AGAGAATAGAAGGTAG-1 Autologous 
rep1_AGAGAATAGCGAGAAA-1 Autologous 
rep1_AGAGAATAGGGAGGAC-1 Autologous 
rep1_AGAGAATAGTCAGCCC-1 Autologous 
rep1_AGAGAATCAGTAGTTC-1 Maternal 
rep1_AGAGAATCATCTCCCA-1 Autologous 
rep1_AGAGAATGTCTCGACG-1 Autologous 
rep1_AGAGAATGTGTACAGG-1 Maternal 
rep1_AGAGAATTCTAGTGTG-1 Maternal 
rep1_AGAGAGCAGAAGCGAA-1 Autologous 
rep1_AGAGAGCAGGTTGTTC-1 Maternal 
rep1_AGAGAGCCAAGACCTT-1 Autologous 
rep1_AGAGAGCCAGTAGGAC-1 Maternal 
rep1_AGAGAGCCATGGCACC-1 Autologous 
rep1_AGAGAGCGTATACAGA-1 Autologous 
rep1_AGAGAGCTCTTCGATT-1 Maternal 
rep1_AGAGCAGAGCGAATGC-1 Maternal 
rep1_AGAGCAGAGTCGAGGT-1 Autologous 
rep1_AGAGCAGGTATGGGAC-1 Autologous 
rep1_AGAGCAGTCTCAGAAC-1 Maternal 
rep1_AGAGCCCAGCGGCTCT-1 Maternal 
rep1_AGAGCCCCAGTACTAC-1 Maternal 
rep1_AGAGCCCGTAGGACCA-1 Maternal 
rep1_AGAGCCCGTATTAAGG-1 Maternal 
rep1_AGAGCCCGTGTTGCCG-1 Maternal 
rep1_AGAGCCCGTTCCAAAC-1 Maternal 
rep1_AGAGCCCTCGGTATGT-1 Autologous 
rep1_AGATAGAAGACTCATC-1 Autologous 
rep1_AGATAGAAGCGACTTT-1 Autologous 
rep1_AGATAGACAAACCACT-1 Maternal 
rep1_AGATAGACACGATTCA-1 Maternal 
rep1_AGATAGACACGGGTAA-1 Autologous 
rep1_AGATAGACAGACAAGC-1 Autologous 
rep1_AGATAGACAGGTGTGA-1 Autologous 
rep1_AGATAGAGTATTGCCA-1 Maternal 
rep1_AGATAGATCAGTGATC-1 Maternal 
rep1_AGATCCAAGAATTCAG-1 Autologous 
rep1_AGATCCAAGTATGGCG-1 Autologous 
rep1_AGATCCACAACAAGTA-1 Maternal 
rep1_AGATCCACAATCAGCT-1 Maternal 
rep1_AGATCCACAATTAGGA-1 Autologous 



rep1_AGATCCACATCCTATT-1 Autologous 
rep1_AGATCCAGTGATACTC-1 Autologous 
rep1_AGATCCATCCCTCTAG-1 Autologous 
rep1_AGATCCATCTTAGCCC-1 Autologous 
rep1_AGATCGTAGAGGCTGT-1 Autologous 
rep1_AGATCGTAGCCGCTTG-1 Autologous 
rep1_AGATCGTAGTAAGCAT-1 Maternal 
rep1_AGATCGTCAAACTCGT-1 Maternal 
rep1_AGATCGTCAAGTCCCG-1 Autologous 
rep1_AGATCGTCACTGTGTA-1 Maternal 
rep1_AGATCGTTCAAGTAAG-1 Autologous 
rep1_AGATCGTTCCAAGAGG-1 Autologous 
rep1_AGATGAAAGCTCGGCT-1 Maternal 
rep1_AGATGAAAGGGAGGAC-1 Autologous 
rep1_AGATGAAAGTCCCTAA-1 Maternal 
rep1_AGATGAACAGCATGCC-1 Autologous 
rep1_AGATGCTAGCCTCAGC-1 Autologous 
rep1_AGATGCTAGGACTAAT-1 Autologous 
rep1_AGATGCTCAACCTATG-1 Maternal 
rep1_AGATGCTCAGTTCTAG-1 Autologous 
rep1_AGATGCTCATGAAGGC-1 Autologous 
rep1_AGATGCTCATTAAAGG-1 Autologous 
rep1_AGATGCTCATTGGGAG-1 Maternal 
rep1_AGCATCACAAGCAGGT-1 Autologous 
rep1_AGCATCACACATAACC-1 Autologous 
rep1_AGCATCACACTTGAGT-1 Autologous 
rep1_AGCATCACATTCTCTA-1 Maternal 
rep1_AGCATCAGTAGGTCAG-1 Autologous 
rep1_AGCATCAGTTTGTTGG-1 Maternal 
rep1_AGCATCATCACACCGG-1 Maternal 
rep1_AGCATCATCAGAGTTC-1 Autologous 
rep1_AGCATCATCTATCGCC-1 Maternal 
rep1_AGCCAATAGACCAAAT-1 Maternal 
rep1_AGCCAATGTATGATCC-1 Autologous 
rep1_AGCCAATGTCCCTAAA-1 Maternal 
rep1_AGCCAATGTCGAACAG-1 Maternal 
rep1_AGCCAATGTGTTCGAT-1 Autologous 
rep1_AGCCAATTCTACAGGT-1 Autologous 
rep1_AGCCACGAGGAAACGA-1 Maternal 
rep1_AGCCACGCAAGCTGCC-1 Autologous 
rep1_AGCCACGCATCAGTCA-1 Maternal 
rep1_AGCCACGCATGCCGGT-1 Autologous 
rep1_AGCCACGGTAGTATAG-1 Maternal 
rep1_AGCCACGGTGCGGATA-1 Maternal 



rep1_AGCCAGCAGAAGAGCA-1 Maternal 
rep1_AGCCAGCAGAAGCGAA-1 Maternal 
rep1_AGCCAGCCATTCGGGC-1 Autologous 
rep1_AGCCAGCTCACCCATC-1 Maternal 
rep1_AGCCAGCTCTGTTGGA-1 Autologous 
rep1_AGCGATTAGCAACTTC-1 Maternal 
rep1_AGCGATTCAGGCACAA-1 Autologous 
rep1_AGCGATTCAGTGCGCT-1 Maternal 
rep1_AGCGATTGTCTCGACG-1 Maternal 
rep1_AGCGATTGTGATACAA-1 Maternal 
rep1_AGCGATTTCCATTCAT-1 Maternal 
rep1_AGCGATTTCCCATACC-1 Maternal 
rep1_AGCGATTTCTTGGCTC-1 Autologous 
rep1_AGCGCCACATCGAGCC-1 Autologous 
rep1_AGCGCCACATGTACGT-1 Maternal 
rep1_AGCGCCAGTGTGGTCC-1 Autologous 
rep1_AGCGCCAGTTAGTCGT-1 Autologous 
rep1_AGCGCCAGTTGCTCGG-1 Maternal 
rep1_AGCGCCATCCGGCAGT-1 Maternal 
rep1_AGCGCCATCGGTAGGA-1 Autologous 
rep1_AGCGCTGAGACCAGAC-1 Autologous 
rep1_AGCGCTGCAGGCTATT-1 Autologous 
rep1_AGCGCTGGTATGACAA-1 Autologous 
rep1_AGCGCTGGTGGACTAG-1 Autologous 
rep1_AGCGCTGTCAGCGTCG-1 Autologous 
rep1_AGCGCTGTCATCGTAG-1 Autologous 
rep1_AGCGCTGTCCTTGACC-1 Autologous 
rep1_AGCGTATAGCCGCACT-1 Autologous 
rep1_AGCGTATAGCGTGTCC-1 Maternal 
rep1_AGCGTATAGCTATCCA-1 Maternal 
rep1_AGCGTATCACGTAGTT-1 Maternal 
rep1_AGCGTCGAGAGAATCT-1 Autologous 
rep1_AGCGTCGAGTCCGTCG-1 Autologous 
rep1_AGCGTCGGTATGCGTT-1 Autologous 
rep1_AGCGTCGGTGGCAACA-1 Autologous 
rep1_AGCGTCGTCCCAGGCA-1 Autologous 
rep1_AGCTACAAGTTTCAGC-1 Autologous 
rep1_AGCTACACATATGGCT-1 Autologous 
rep1_AGCTACACATCCGGTG-1 Maternal 
rep1_AGCTACAGTCAGTTTG-1 Autologous 
rep1_AGCTACAGTCTCGGGT-1 Maternal 
rep1_AGCTACAGTTCGGCTG-1 Maternal 
rep1_AGCTCAAAGAAGGTAG-1 Maternal 
rep1_AGCTCAAAGCACTGGA-1 Maternal 



rep1_AGCTTCCAGCCAAGCA-1 Maternal 
rep1_AGCTTCCGTCGTGGTC-1 Maternal 
rep1_AGCTTCCGTGCTAGCC-1 Autologous 
rep1_AGCTTCCTCCGTGTGG-1 Autologous 
rep1_AGCTTCCTCCTAGCCT-1 Maternal 
rep1_AGCTTCCTCTGCGATA-1 Autologous 
rep1_AGGAAATAGACGAGCT-1 Autologous 
rep1_AGGAAATAGAGTGACC-1 Autologous 
rep1_AGGAAATAGATAACAC-1 Autologous 
rep1_AGGAAATAGCGCCTAC-1 Maternal 
rep1_AGGAAATAGGCTTAGG-1 Autologous 
rep1_AGGAAATAGGGTACAC-1 Autologous 
rep1_AGGAAATAGTGAGTTA-1 Autologous 
rep1_AGGAAATAGTTGAAGT-1 Autologous 
rep1_AGGAAATAGTTGGGAC-1 Autologous 
rep1_AGGAAATCAACCAGAG-1 Autologous 
rep1_AGGAAATCAGCAAGAC-1 Maternal 
rep1_AGGAAATCATAGGTTC-1 Autologous 
rep1_AGGAAATTCATCCCGT-1 Autologous 
rep1_AGGAAATTCCTTACCG-1 Autologous 
rep1_AGGAATAAGTGCAACG-1 Autologous 
rep1_AGGAATACAGTTGTCA-1 Maternal 
rep1_AGGAATAGTATGAGGC-1 Autologous 
rep1_AGGACGAAGCATAGGC-1 Autologous 
rep1_AGGACGAAGCGTTCAT-1 Autologous 
rep1_AGGACGAGTGAGCAGT-1 Maternal 
rep1_AGGACGATCTCTGCCA-1 Autologous 
rep1_AGGACTTAGTCATAGA-1 Autologous 
rep1_AGGACTTAGTGGATAT-1 Maternal 
rep1_AGGACTTCAGTGGCTC-1 Autologous 
rep1_AGGACTTGTCGTCATA-1 Maternal 
rep1_AGGACTTTCAAGCCGC-1 Autologous 
rep1_AGGACTTTCCAGCCTT-1 Maternal 
rep1_AGGACTTTCGGTGTTA-1 Autologous 
rep1_AGGACTTTCTCATGGA-1 Autologous 
rep1_AGGACTTTCTTCCACG-1 Autologous 
rep1_AGGAGGTAGACGGTTG-1 Autologous 
rep1_AGGAGGTAGAGATTCA-1 Autologous 
rep1_AGGAGGTCAAGCACCC-1 Autologous 
rep1_AGGAGGTCACCACATA-1 Maternal 
rep1_AGGAGGTCACCAGCCA-1 Autologous 
rep1_AGGAGGTCAGAACTCT-1 Autologous 
rep1_AGGAGGTCAGGTATGG-1 Maternal 
rep1_AGGAGGTGTCGGATTT-1 Autologous 



rep1_AGGAGGTGTTCCAGGC-1 Autologous 
rep1_AGGAGGTGTTCCGTTC-1 Maternal 
rep1_AGGAGGTTCATGACAC-1 Autologous 
rep1_AGGAGGTTCATTCACT-1 Autologous 
rep1_AGGAGGTTCTCATTAC-1 Maternal 
rep1_AGGATAAAGCAACCAG-1 Autologous 
rep1_AGGATAAAGCCGGATA-1 Maternal 
rep1_AGGATAAAGGGCAGTT-1 Maternal 
rep1_AGGATAACAAGTATAG-1 Autologous 
rep1_AGGATAACAATGGGTG-1 Autologous 
rep1_AGGATAAGTGCACATT-1 Autologous 
rep1_AGGATAAGTTCCGCTT-1 Maternal 
rep1_AGGATAAGTTGCGGCT-1 Autologous 
rep1_AGGATCTAGACGTCGA-1 Maternal 
rep1_AGGATCTAGATTTGCC-1 Autologous 
rep1_AGGATCTAGCCTGGAA-1 Maternal 
rep1_AGGATCTCAGACATCT-1 Autologous 
rep1_AGGATCTGTATGATCC-1 Maternal 
rep1_AGGATCTGTCAGTTTG-1 Autologous 
rep1_AGGATCTGTTCTGACA-1 Autologous 
rep1_AGGCATTAGAAGGTAG-1 Autologous 
rep1_AGGCATTAGTGATCGG-1 Maternal 
rep1_AGGCATTCAAAGGATT-1 Autologous 
rep1_AGGCATTTCAAGTAAG-1 Maternal 
rep1_AGGCCACAGGGTTAAT-1 Autologous 
rep1_AGGCCACAGTTGGCTT-1 Autologous 
rep1_AGGCCACCAAGCTCTA-1 Autologous 
rep1_AGGCCACTCACAACCA-1 Autologous 
rep1_AGGCCACTCACTGTCC-1 Autologous 
rep1_AGGCCACTCCTATTGT-1 Maternal 
rep1_AGGCCACTCGAGAATA-1 Maternal 
rep1_AGGCCACTCGCGTGAC-1 Maternal 
rep1_AGGCCACTCTGGGTCG-1 Maternal 
rep1_AGGCTGCGTGTTGAGG-1 Maternal 
rep1_AGGCTGCGTTGACTGT-1 Autologous 
rep1_AGGCTGCGTTGCAAGG-1 Maternal 
rep1_AGGCTGCTCAGGAAAT-1 Autologous 
rep1_AGGCTGCTCCATTTCA-1 Autologous 
rep1_AGGGAGTAGGAAGTAG-1 Autologous 
rep1_AGGGAGTAGTGAGCCA-1 Maternal 
rep1_AGGGAGTCAACTAGAA-1 Autologous 
rep1_AGGGAGTCACCTATCC-1 Autologous 
rep1_AGGGAGTCACGACAAG-1 Maternal 
rep1_AGGGAGTCAGTAGAGC-1 Autologous 



rep1_AGGGAGTGTGCCTGCA-1 Maternal 
rep1_AGGGAGTTCCAACCAA-1 Maternal 
rep1_AGGGCCTAGGTCGTGA-1 Autologous 
rep1_AGGGCCTCAATCCAGT-1 Autologous 
rep1_AGGGCCTCAATGAACA-1 Autologous 
rep1_AGGGCCTGTGAGGATC-1 Autologous 
rep1_AGGGCCTGTGGTCTAT-1 Autologous 
rep1_AGGGCCTTCCCAGTGG-1 Autologous 
rep1_AGGGCTCCAACGGCCT-1 Maternal 
rep1_AGGGCTCCAATGTGGG-1 Autologous 
rep1_AGGGCTCCAGAAGCTG-1 Autologous 
rep1_AGGGCTCCATAATCCG-1 Autologous 
rep1_AGGGCTCGTAGACACG-1 Autologous 
rep1_AGGGCTCGTCGACTTA-1 Autologous 
rep1_AGGGCTCTCAGCAATC-1 Autologous 
rep1_AGGGCTCTCGAACCAT-1 Autologous 
rep1_AGGGTCCAGCACGATG-1 Autologous 
rep1_AGGGTCCAGTTTCTTC-1 Autologous 
rep1_AGGGTCCCAAGGAGTC-1 Maternal 
rep1_AGGGTCCCAGTAGTTC-1 Maternal 
rep1_AGGGTCCTCAATGCAC-1 Maternal 
rep1_AGGGTCCTCCATATGG-1 Maternal 
rep1_AGGGTCCTCGCTCCTA-1 Autologous 
rep1_AGGGTCCTCTTCGATT-1 Maternal 
rep1_AGGGTGAAGACTAGAT-1 Autologous 
rep1_AGGGTGAAGGCACGAT-1 Autologous 
rep1_AGGGTGACACCTTCCA-1 Maternal 
rep1_AGGGTGACAGTGCGCT-1 Maternal 
rep1_AGGGTGAGTATGGAAT-1 Autologous 
rep1_AGGGTGAGTTCAGCTA-1 Autologous 
rep1_AGGGTTTAGGGTTAAT-1 Maternal 
rep1_AGGGTTTCACTCCTGT-1 Autologous 
rep1_AGGGTTTCAGCAGGAT-1 Autologous 
rep1_AGGGTTTGTACCCAGC-1 Maternal 
rep1_AGGGTTTGTGCCAAGA-1 Autologous 
rep1_AGGGTTTGTTCCTAAG-1 Maternal 
rep1_AGGGTTTGTTCGGCTG-1 Autologous 
rep1_AGGGTTTTCAACGAGG-1 Maternal 
rep1_AGGGTTTTCATTCGGA-1 Autologous 
rep1_AGGGTTTTCCACGTCT-1 Maternal 
rep1_AGGTAGGAGATAACGT-1 Maternal 
rep1_AGGTAGGCAGGTCCCA-1 Maternal 
rep1_AGGTAGGCAGTGTATC-1 Autologous 
rep1_AGGTAGGCATCATCCC-1 Autologous 



rep1_AGGTAGGCATGGCCCA-1 Autologous 
rep1_AGGTAGGCATTGACTG-1 Autologous 
rep1_AGGTAGGGTCTAGATC-1 Autologous 
rep1_AGGTAGGGTTGATGTC-1 Maternal 
rep1_AGGTAGGTCCGTGACG-1 Maternal 
rep1_AGGTAGGTCTGATTCT-1 Autologous 
rep1_AGGTCATAGTTCTACG-1 Maternal 
rep1_AGGTCATGTAGACTGG-1 Autologous 
rep1_AGGTCATTCGATCCCT-1 Maternal 
rep1_AGGTCTAAGCACCTGC-1 Autologous 
rep1_AGGTCTAAGGTTCCGC-1 Autologous 
rep1_AGGTCTACATGACTGT-1 Autologous 
rep1_AGGTCTAGTCGCCACA-1 Autologous 
rep1_AGGTCTATCAGCCCAG-1 Maternal 
rep1_AGGTGTTCACGCAAAG-1 Maternal 
rep1_AGGTGTTCATAATGAG-1 Autologous 
rep1_AGGTGTTGTGAGTAGC-1 Maternal 
rep1_AGGTGTTTCGGCTCTT-1 Maternal 
rep1_AGGTGTTTCGGCTTCT-1 Maternal 
rep1_AGGTGTTTCTATACGG-1 Maternal 
rep1_AGGTTACAGGCCTAGA-1 Autologous 
rep1_AGGTTACCATAGCTGT-1 Autologous 
rep1_AGGTTACCATCCGAAT-1 Autologous 
rep1_AGGTTACTCAGGAAGC-1 Autologous 
rep1_AGGTTACTCGCCGAGT-1 Autologous 
rep1_AGGTTACTCGGCTCTT-1 Autologous 
rep1_AGGTTGTAGGGCAGGA-1 Autologous 
rep1_AGGTTGTAGTAAATGC-1 Autologous 
rep1_AGGTTGTCACAATGTC-1 Autologous 
rep1_AGTAACCAGAAATTGC-1 Autologous 
rep1_AGTAACCGTCTGTGGC-1 Maternal 
rep1_AGTAACCGTGAGGCAT-1 Autologous 
rep1_AGTAACCGTTTCCAAG-1 Maternal 
rep1_AGTAACCTCAAACCTG-1 Autologous 
rep1_AGTAACCTCATTGCCC-1 Maternal 
rep1_AGTACCAAGAGGTGCT-1 Maternal 
rep1_AGTACCAAGTCCTGTA-1 Maternal 
rep1_AGTACCAAGTTGTCAC-1 Autologous 
rep1_AGTACCACAGACGATG-1 Autologous 
rep1_AGTACCACAGTAACCT-1 Maternal 
rep1_AGTACCAGTGGATCGA-1 Maternal 
rep1_AGTACCATCAACACGT-1 Autologous 
rep1_AGTACCATCATGTCTT-1 Autologous 
rep1_AGTACCATCGTACCTC-1 Autologous 



rep1_AGTACTGAGACAGCTG-1 Autologous 
rep1_AGTACTGCACGCACCA-1 Autologous 
rep1_AGTACTGCACTTCTCG-1 Maternal 
rep1_AGTACTGCAGAAACCG-1 Autologous 
rep1_AGTACTGGTCCTTGTC-1 Autologous 
rep1_AGTACTGGTCGTCAGC-1 Maternal 
rep1_AGTACTGGTGCACAAG-1 Autologous 
rep1_AGTACTGTCCCAAGCG-1 Maternal 
rep1_AGTACTGTCCTCACTG-1 Maternal 
rep1_AGTACTGTCGATCCCT-1 Maternal 
rep1_AGTAGCTAGAGCAGAA-1 Maternal 
rep1_AGTAGCTAGCACCGTC-1 Maternal 
rep1_AGTAGCTAGTAAAGCT-1 Autologous 
rep1_AGTAGCTAGTCAACAA-1 Maternal 
rep1_AGTAGCTAGTGCACTT-1 Autologous 
rep1_AGTAGCTCACAAGTTC-1 Autologous 
rep1_AGTAGCTCACCAGCGT-1 Autologous 
rep1_AGTAGCTCATCTAGAC-1 Autologous 
rep1_AGTAGCTCATTGTAGC-1 Autologous 
rep1_AGTAGCTGTACAGGTG-1 Autologous 
rep1_AGTAGCTGTCAGTTTG-1 Autologous 
rep1_AGTAGCTGTTAGGCTT-1 Autologous 
rep1_AGTAGCTTCACTGGTA-1 Autologous 
rep1_AGTAGCTTCATCCTGC-1 Autologous 
rep1_AGTAGCTTCCAAGAGG-1 Maternal 
rep1_AGTAGCTTCCATCTAT-1 Maternal 
rep1_AGTAGCTTCGGCTGTG-1 Autologous 
rep1_AGTAGTCAGCCTCAGC-1 Autologous 
rep1_AGTAGTCCAATTCTTC-1 Maternal 
rep1_AGTAGTCCAGATTAAG-1 Autologous 
rep1_AGTAGTCCATCATCCC-1 Autologous 
rep1_AGTAGTCGTCCGATCG-1 Autologous 
rep1_AGTAGTCGTCGCTTAA-1 Maternal 
rep1_AGTAGTCGTTGGAGGT-1 Autologous 
rep1_AGTAGTCTCAAATGCC-1 Maternal 
rep1_AGTAGTCTCCATCACC-1 Maternal 
rep1_AGTAGTCTCGGTTGTA-1 Autologous 
rep1_AGTAGTCTCTGCGGAC-1 Autologous 
rep1_AGTCAACCATGAAAGT-1 Maternal 
rep1_AGTCAACTCCGCACTT-1 Autologous 
rep1_AGTCAACTCTGAGAGG-1 Autologous 
rep1_AGTCACAAGAAGCGCT-1 Maternal 
rep1_AGTCACAAGGCAGTCA-1 Autologous 
rep1_AGTCACAAGGCTCACC-1 Autologous 



rep1_AGTCACAAGTGGAAGA-1 Autologous 
rep1_AGTCACACAAGATTGA-1 Autologous 
rep1_AGTCACACACACCTAA-1 Maternal 
rep1_AGTCACACACCAATTG-1 Autologous 
rep1_AGTCACACACCCAAGC-1 Autologous 
rep1_AGTCACACACGACGCT-1 Maternal 
rep1_AGTCACACAGATCCAT-1 Autologous 
rep1_AGTCACAGTGCTCTCT-1 Autologous 
rep1_AGTCACAGTGGAAGTC-1 Autologous 
rep1_AGTCACAGTTCTCGTC-1 Autologous 
rep1_AGTCACATCTATTCGT-1 Autologous 
rep1_AGTCACATCTCCGTGT-1 Autologous 
rep1_AGTCATGAGATGCAGC-1 Autologous 
rep1_AGTCATGCACAGTCAT-1 Autologous 
rep1_AGTCATGGTGGACCAA-1 Autologous 
rep1_AGTCATGGTGGGATTG-1 Autologous 
rep1_AGTCATGGTTAAGACA-1 Autologous 
rep1_AGTCATGTCAAGCGTT-1 Maternal 
rep1_AGTCTCCAGCGATCGA-1 Autologous 
rep1_AGTCTCCAGGCGAAGG-1 Maternal 
rep1_AGTCTCCCACGTAGTT-1 Maternal 
rep1_AGTCTCCCACTTGGGC-1 Maternal 
rep1_AGTCTCCCATCGTTCC-1 Autologous 
rep1_AGTCTCCCATCTATCT-1 Autologous 
rep1_AGTCTCCGTCTTTCTA-1 Maternal 
rep1_AGTCTCCGTTCAAACC-1 Maternal 
rep1_AGTCTCCTCACCACAA-1 Autologous 
rep1_AGTCTCCTCACGTAGT-1 Autologous 
rep1_AGTGACTCACAAATAG-1 Autologous 
rep1_AGTGACTCAGCAATTC-1 Maternal 
rep1_AGTGACTGTCCTCATC-1 Autologous 
rep1_AGTGACTGTCGCGGTT-1 Autologous 
rep1_AGTGACTGTCGCTCGA-1 Autologous 
rep1_AGTGACTGTTAGAGAT-1 Maternal 
rep1_AGTGACTTCAGATTGC-1 Autologous 
rep1_AGTGACTTCATCCCGT-1 Autologous 
rep1_AGTGACTTCCGACGGT-1 Autologous 
rep1_AGTGACTTCGGTAGAG-1 Autologous 
rep1_AGTGATCCAAGTGGTG-1 Maternal 
rep1_AGTGATCCACTCGATA-1 Maternal 
rep1_AGTGATCCAGTCGCTG-1 Autologous 
rep1_AGTGATCCATCTGGGC-1 Autologous 
rep1_AGTGATCGTTGCGGAA-1 Autologous 
rep1_AGTGATCGTTTCTATC-1 Maternal 



rep1_AGTGCCGAGAATGTTG-1 Autologous 
rep1_AGTGCCGGTCATGACT-1 Maternal 
rep1_AGTGCCGGTGGCAACA-1 Autologous 
rep1_AGTGCCGGTTGTCTAG-1 Autologous 
rep1_AGTGCCGTCCATCACC-1 Maternal 
rep1_AGTGCCGTCGGCTTGG-1 Maternal 
rep1_AGTGTTGAGAGGGTAA-1 Autologous 
rep1_AGTGTTGAGATGCTGG-1 Maternal 
rep1_AGTGTTGCAAGACCTT-1 Autologous 
rep1_AGTGTTGCAATACGCT-1 Maternal 
rep1_AGTGTTGCACCGTGGT-1 Autologous 
rep1_AGTGTTGCAGATTCGT-1 Autologous 
rep1_AGTGTTGCAGTCGGAA-1 Autologous 
rep1_AGTGTTGGTCCTTGTC-1 Autologous 
rep1_AGTGTTGGTCGTCATA-1 Maternal 
rep1_AGTGTTGGTGGAAATT-1 Maternal 
rep1_AGTGTTGTCGAAGGAC-1 Autologous 
rep1_AGTGTTGTCTGCAGCG-1 Maternal 
rep1_AGTTAGCAGGCTTTCA-1 Autologous 
rep1_AGTTAGCAGTGTCATC-1 Autologous 
rep1_AGTTAGCCACTAGTAC-1 Maternal 
rep1_AGTTAGCCAGATAAAC-1 Maternal 
rep1_AGTTAGCGTTCAGCGC-1 Autologous 
rep1_AGTTAGCTCAGTCTTT-1 Autologous 
rep1_AGTTAGCTCATCACCC-1 Autologous 
rep1_AGTTCCCAGTAAACTG-1 Maternal 
rep1_AGTTCCCCAATGGGTG-1 Autologous 
rep1_AGTTCCCCATTCACCC-1 Maternal 
rep1_AGTTCCCGTAATTAGG-1 Maternal 
rep1_AGTTCCCGTCGTATGT-1 Autologous 
rep1_AGTTCCCGTGAGCTCC-1 Autologous 
rep1_AGTTCCCTCTGAACGT-1 Autologous 
rep1_AGTTCGAAGACTTCCA-1 Autologous 
rep1_AGTTCGAAGATCCCGC-1 Autologous 
rep1_AGTTCGAAGGAAGTAG-1 Autologous 
rep1_AGTTCGAAGGAATGTT-1 Maternal 
rep1_AGTTCGAGTGGATTTC-1 Maternal 
rep1_AGTTCGAGTGTAAACA-1 Autologous 
rep1_AGTTCGAGTTTACCAG-1 Autologous 
rep1_AGTTCGATCCCATACC-1 Maternal 
rep1_AGTTCGATCCGCGATG-1 Maternal 
rep1_AGTTCGATCTGGTGGC-1 Autologous 
rep1_AGTTCGATCTGTGCAA-1 Maternal 
rep1_ATACCGAAGATCCGAG-1 Maternal 



rep1_ATACCGAAGTAGATCA-1 Autologous 
rep1_ATACCGACAGAACTCT-1 Autologous 
rep1_ATACCGACAGACACCC-1 Maternal 
rep1_ATACCGACAGCGTGAA-1 Maternal 
rep1_ATACCGAGTATTGACC-1 Maternal 
rep1_ATACCTTAGCTGTTCA-1 Autologous 
rep1_ATACCTTAGGGCCAAT-1 Autologous 
rep1_ATACCTTAGTACAGAT-1 Autologous 
rep1_ATACCTTCAATCGCCG-1 Autologous 
rep1_ATACCTTCACGTCTCT-1 Maternal 
rep1_ATACCTTGTCATAGTC-1 Autologous 
rep1_ATACCTTGTCGTACTA-1 Autologous 
rep1_ATACCTTTCTCGCTCA-1 Autologous 
rep1_ATACCTTTCTGTCGCT-1 Autologous 
rep1_ATACTTCCATGGCGCT-1 Autologous 
rep1_ATACTTCGTCAGACTT-1 Maternal 
rep1_ATACTTCGTTCAGCTA-1 Autologous 
rep1_ATACTTCTCGGTCACG-1 Maternal 
rep1_ATACTTCTCGTGTTCC-1 Maternal 
rep1_ATAGACCAGGATATGT-1 Autologous 
rep1_ATAGACCAGTCTCCTC-1 Autologous 
rep1_ATAGACCCAGTTTCAG-1 Maternal 
rep1_ATAGACCGTGGAGGTT-1 Autologous 
rep1_ATAGACCTCCTTCTGG-1 Autologous 
rep1_ATAGAGAAGAATAACC-1 Autologous 
rep1_ATAGAGAAGCATCAGG-1 Autologous 
rep1_ATAGAGACATTGCTTT-1 Autologous 
rep1_ATAGAGAGTCTTGAAC-1 Maternal 
rep1_ATAGAGAGTGTGTCGC-1 Autologous 
rep1_ATAGAGATCCATCACC-1 Autologous 
rep1_ATAGGCTAGTATGCAA-1 Autologous 
rep1_ATAGGCTAGTCATACC-1 Maternal 
rep1_ATAGGCTCAACGCCCA-1 Autologous 
rep1_ATAGGCTCACTTGAGT-1 Autologous 
rep1_ATAGGCTGTACGATGG-1 Autologous 
rep1_ATATCCTCACGCCACA-1 Autologous 
rep1_ATATCCTCATATCGGT-1 Autologous 
rep1_ATATCCTGTCAAGCGA-1 Autologous 
rep1_ATATCCTGTGCCTAAT-1 Maternal 
rep1_ATATCCTGTTCTTGTT-1 Autologous 
rep1_ATATCCTTCCAGTACA-1 Autologous 
rep1_ATATCCTTCGGACTTA-1 Autologous 
rep1_ATATCCTTCTCAGGCG-1 Autologous 
rep1_ATATCCTTCTTAGTTC-1 Maternal 



rep1_ATCACAGAGCAAGGAA-1 Maternal 
rep1_ATCACAGCACAATCTG-1 Autologous 
rep1_ATCACAGGTACAAGTA-1 Maternal 
rep1_ATCACAGGTCAGGTGA-1 Maternal 
rep1_ATCACAGGTCGAGCTC-1 Maternal 
rep1_ATCACAGGTGCATCTA-1 Maternal 
rep1_ATCACAGGTTGCCTAA-1 Maternal 
rep1_ATCACAGTCATCGCTC-1 Maternal 
rep1_ATCACAGTCCGAGATT-1 Autologous 
rep1_ATCACAGTCGATTGAC-1 Maternal 
rep1_ATCACAGTCGCATTAG-1 Autologous 
rep1_ATCACAGTCTCACCCA-1 Autologous 
rep1_ATCACAGTCTGGTGCG-1 Autologous 
rep1_ATCACGAAGACGAGCT-1 Autologous 
rep1_ATCACGAAGATGCGAC-1 Autologous 
rep1_ATCACGAAGCAACAAT-1 Autologous 
rep1_ATCACGAAGGCACTCC-1 Autologous 
rep1_ATCACGAAGGCTAAAT-1 Maternal 
rep1_ATCACGAAGGTCGAGT-1 Autologous 
rep1_ATCACGAAGTCGAAGC-1 Maternal 
rep1_ATCACGACACCCATAA-1 Autologous 
rep1_ATCACGACACGACAAG-1 Autologous 
rep1_ATCACGACAGCGTAGA-1 Maternal 
rep1_ATCACGACAGGCTACC-1 Autologous 
rep1_ATCACGAGTCACCGCA-1 Autologous 
rep1_ATCACGAGTGACACAG-1 Maternal 
rep1_ATCACGATCCAAAGGG-1 Maternal 
rep1_ATCACTTAGAGGATCC-1 Autologous 
rep1_ATCACTTAGCCGATCC-1 Maternal 
rep1_ATCACTTAGGCTCAAG-1 Maternal 
rep1_ATCACTTAGTCTCCTC-1 Autologous 
rep1_ATCACTTGTCGAGTGA-1 Autologous 
rep1_ATCACTTGTGAGTAGC-1 Autologous 
rep1_ATCACTTTCGTACCTC-1 Maternal 
rep1_ATCAGGTAGAGGTCAC-1 Maternal 
rep1_ATCAGGTAGGGACTGT-1 Maternal 
rep1_ATCAGGTCAATAGTGA-1 Autologous 
rep1_ATCAGGTCAGACAAGC-1 Autologous 
rep1_ATCAGGTCAGTAGAAT-1 Maternal 
rep1_ATCAGGTCATACCGTA-1 Maternal 
rep1_ATCAGGTCATGCAGGA-1 Maternal 
rep1_ATCAGGTGTATTCCGA-1 Autologous 
rep1_ATCAGGTGTCAATCTG-1 Autologous 
rep1_ATCAGGTTCAAGCCAT-1 Autologous 



rep1_ATCAGGTTCATGCTAG-1 Autologous 
rep1_ATCAGGTTCCACAGGC-1 Autologous 
rep1_ATCATTCAGTTGCGAG-1 Autologous 
rep1_ATCATTCGTAGCGCCT-1 Autologous 
rep1_ATCATTCTCCACCCTA-1 Maternal 
rep1_ATCATTCTCCTGGCTT-1 Maternal 
rep1_ATCATTCTCGCCAATA-1 Autologous 
rep1_ATCCACCAGACATCCT-1 Autologous 
rep1_ATCCACCAGGATACGC-1 Autologous 
rep1_ATCCACCCACTTCATT-1 Autologous 
rep1_ATCCACCGTTCACGAT-1 Maternal 
rep1_ATCCACCGTTCTTCAT-1 Autologous 
rep1_ATCCACCTCTTTCCAA-1 Autologous 
rep1_ATCCATTAGGGCTGAT-1 Autologous 
rep1_ATCCATTCACAGCCTG-1 Maternal 
rep1_ATCCATTCAGGCATTT-1 Autologous 
rep1_ATCCATTCAGGTTTAC-1 Maternal 
rep1_ATCCATTCATGGCTGC-1 Autologous 
rep1_ATCCATTTCAACTACG-1 Autologous 
rep1_ATCCCTGAGCCTCCAG-1 Autologous 
rep1_ATCCCTGCACCCTATC-1 Autologous 
rep1_ATCCCTGCACCGAATT-1 Autologous 
rep1_ATCCCTGCAGCGAGTA-1 Autologous 
rep1_ATCCCTGCATTGAAGA-1 Autologous 
rep1_ATCCCTGGTACTCGTA-1 Autologous 
rep1_ATCCCTGTCAAGCCAT-1 Autologous 
rep1_ATCCCTGTCCATTGGA-1 Maternal 
rep1_ATCCCTGTCCCGTGTT-1 Maternal 
rep1_ATCCCTGTCGTCCATC-1 Autologous 
rep1_ATCCCTGTCTATCACT-1 Autologous 
rep1_ATCCGTCAGAATTGCA-1 Maternal 
rep1_ATCCGTCAGCCTTTCC-1 Maternal 
rep1_ATCCGTCGTAGACAAT-1 Maternal 
rep1_ATCCTATAGACCTTTG-1 Autologous 
rep1_ATCCTATAGGATACCG-1 Maternal 
rep1_ATCCTATCAGAGGCAT-1 Autologous 
rep1_ATCCTATCAGTCTCTC-1 Autologous 
rep1_ATCCTATGTATACCTG-1 Autologous 
rep1_ATCCTATGTCAGGCAA-1 Autologous 
rep1_ATCCTATGTCGGTGTC-1 Maternal 
rep1_ATCCTATGTGGATTTC-1 Autologous 
rep1_ATCCTATTCAAACCCA-1 Autologous 
rep1_ATCCTATTCAAGAATG-1 Autologous 
rep1_ATCCTATTCTCGTGAA-1 Autologous 



rep1_ATCCTATTCTCTCTTC-1 Autologous 
rep1_ATCCTATTCTGAGTCA-1 Autologous 
rep1_ATCGATGAGCACACAG-1 Autologous 
rep1_ATCGATGAGTATAGGT-1 Autologous 
rep1_ATCGATGGTAAGAACT-1 Autologous 
rep1_ATCGATGGTCGACGCT-1 Autologous 
rep1_ATCGATGTCGTTGTAG-1 Autologous 
rep1_ATCGCCTAGAACTCCT-1 Autologous 
rep1_ATCGCCTAGGAACATT-1 Autologous 
rep1_ATCGCCTAGGAAGTGA-1 Maternal 
rep1_ATCGCCTAGGTATTGA-1 Maternal 
rep1_ATCGCCTCAAACAGGC-1 Maternal 
rep1_ATCGCCTGTTCTCCTG-1 Maternal 
rep1_ATCGCCTTCAACTACG-1 Maternal 
rep1_ATCGCCTTCATGTCTT-1 Autologous 
rep1_ATCGCCTTCCACTAGA-1 Autologous 
rep1_ATCGCCTTCCTTCTTC-1 Autologous 
rep1_ATCGCCTTCTGGACCG-1 Autologous 
rep1_ATCGCCTTCTGGCCGA-1 Autologous 
rep1_ATCGGATAGTGTACCT-1 Autologous 
rep1_ATCGGATCAAGTGGGT-1 Autologous 
rep1_ATCGGATCAGTTGCGC-1 Autologous 
rep1_ATCGGATGTGATTAGA-1 Maternal 
rep1_ATCGGATGTGGTCCCA-1 Autologous 
rep1_ATCGGATGTTGCAACT-1 Maternal 
rep1_ATCGGATTCAAAGAAC-1 Autologous 
rep1_ATCGGATTCATTGCGA-1 Autologous 
rep1_ATCGGATTCGCAGTTA-1 Autologous 
rep1_ATCGGCGAGATGCCGA-1 Autologous 
rep1_ATCGGCGAGCTTCGTA-1 Autologous 
rep1_ATCGGCGTCAAGGTGG-1 Autologous 
rep1_ATCGGCGTCAGAACCT-1 Maternal 
rep1_ATCGGCGTCGAGCCTG-1 Autologous 
rep1_ATCGGCGTCTGAATCG-1 Autologous 
rep1_ATCGTAGCAACCACGC-1 Autologous 
rep1_ATCGTAGGTAAGCGGT-1 Autologous 
rep1_ATCGTAGGTACTTGTG-1 Autologous 
rep1_ATCGTAGGTCTACGAT-1 Autologous 
rep1_ATCGTAGTCTTACGGA-1 Maternal 
rep1_ATCGTAGTCTTTCTAG-1 Autologous 
rep1_ATCGTCCAGCCTGACC-1 Maternal 
rep1_ATCGTCCAGGACAACC-1 Autologous 
rep1_ATCGTCCGTAAGTTAG-1 Maternal 
rep1_ATCGTCCGTAATACCC-1 Autologous 



rep1_ATCGTCCGTAATGTGA-1 Autologous 
rep1_ATCGTCCGTAGCGATG-1 Autologous 
rep1_ATCGTCCGTCCAGTTA-1 Maternal 
rep1_ATCGTCCGTGGTACAG-1 Maternal 
rep1_ATCGTCCTCAAATAGG-1 Maternal 
rep1_ATCGTCCTCCACGTAA-1 Maternal 
rep1_ATCGTGAAGGACACTG-1 Autologous 
rep1_ATCGTGACAAGTGACG-1 Maternal 
rep1_ATCGTGACAGCTTCCT-1 Maternal 
rep1_ATCGTGAGTCCAAAGG-1 Autologous 
rep1_ATCGTGAGTTCTCCAC-1 Maternal 
rep1_ATCGTGAGTTGCCGAC-1 Autologous 
rep1_ATCGTGAGTTGGGCCT-1 Autologous 
rep1_ATCGTGATCTTGGAAC-1 Maternal 
rep1_ATCTCTAAGAAACCCG-1 Maternal 
rep1_ATCTCTAAGCTCTATG-1 Autologous 
rep1_ATCTCTAAGGCTGGAT-1 Autologous 
rep1_ATCTCTACAGACGATG-1 Autologous 
rep1_ATCTCTAGTCTGTTAG-1 Maternal 
rep1_ATCTCTATCTATACGG-1 Autologous 
rep1_ATCTCTATCTCCCATG-1 Autologous 
rep1_ATCTTCAAGAAACCCG-1 Maternal 
rep1_ATCTTCACAGATACTC-1 Autologous 
rep1_ATCTTCACAGTAGAAT-1 Autologous 
rep1_ATCTTCAGTGATCGTT-1 Autologous 
rep1_ATCTTCAGTTTACGAC-1 Autologous 
rep1_ATGAAAGAGAACTGAT-1 Autologous 
rep1_ATGAAAGAGGAGATAG-1 Autologous 
rep1_ATGAAAGCAAGGCAAC-1 Autologous 
rep1_ATGAAAGGTAATGCTC-1 Autologous 
rep1_ATGAAAGTCAAGCGTT-1 Autologous 
rep1_ATGAAAGTCTGTCGCT-1 Maternal 
rep1_ATGACCAAGTACTCGT-1 Autologous 
rep1_ATGACCAGTATTTCGG-1 Autologous 
rep1_ATGACCAGTGTCATGT-1 Autologous 
rep1_ATGACCAGTTGCCTAA-1 Autologous 
rep1_ATGAGGGCAAGAGATT-1 Maternal 
rep1_ATGAGGGCAAGGCAAC-1 Autologous 
rep1_ATGAGGGGTGTATACC-1 Autologous 
rep1_ATGAGTCAGAGTCCGA-1 Autologous 
rep1_ATGAGTCAGATAGCAT-1 Maternal 
rep1_ATGAGTCAGCTGGAGT-1 Autologous 
rep1_ATGAGTCCAACACGTT-1 Autologous 
rep1_ATGAGTCCAACACTAC-1 Maternal 



rep1_ATGAGTCCACTATCGA-1 Autologous 
rep1_ATGAGTCGTGTACAGG-1 Autologous 
rep1_ATGAGTCTCGAAGAAT-1 Autologous 
rep1_ATGAGTCTCGACCACG-1 Maternal 
rep1_ATGATCGAGATGCTAA-1 Autologous 
rep1_ATGATCGAGGTGCAGT-1 Autologous 
rep1_ATGATCGCACGTACAT-1 Autologous 
rep1_ATGATCGCATCATCTT-1 Autologous 
rep1_ATGATCGGTTCCGTTC-1 Maternal 
rep1_ATGATCGTCTTACACT-1 Maternal 
rep1_ATGATCGTCTTCTGTA-1 Maternal 
rep1_ATGATCGTCTTGAGCA-1 Autologous 
rep1_ATGCATGAGGAACGAA-1 Maternal 
rep1_ATGCATGAGGTTCTAC-1 Autologous 
rep1_ATGCATGCACCGGAAA-1 Maternal 
rep1_ATGCATGGTCATAGTC-1 Autologous 
rep1_ATGCATGGTTCGGACC-1 Maternal 
rep1_ATGCATGTCATTACCT-1 Maternal 
rep1_ATGCCTCCACGCTATA-1 Autologous 
rep1_ATGCCTCCACTTGGGC-1 Autologous 
rep1_ATGCCTCGTAATGCTC-1 Autologous 
rep1_ATGCCTCGTGCCTTTC-1 Autologous 
rep1_ATGCCTCGTTCTTAGG-1 Autologous 
rep1_ATGCGATAGCCTCATA-1 Autologous 
rep1_ATGCGATAGTTTCGGT-1 Autologous 
rep1_ATGCGATCAAACACGG-1 Maternal 
rep1_ATGCGATCAGACCATT-1 Autologous 
rep1_ATGCGATGTCTTCAAG-1 Autologous 
rep1_ATGCGATGTGCGCTCA-1 Maternal 
rep1_ATGCGATTCTATTCGT-1 Autologous 
rep1_ATGGAGGAGCGATGAC-1 Maternal 
rep1_ATGGAGGAGGCTTAGG-1 Autologous 
rep1_ATGGAGGAGGGAGGTG-1 Maternal 
rep1_ATGGAGGGTAACAGTA-1 Autologous 
rep1_ATGGATCAGTTTGCTG-1 Maternal 
rep1_ATGGATCCAAGACAAT-1 Autologous 
rep1_ATGGATCCACAATGAA-1 Maternal 
rep1_ATGGATCCACTTGAGT-1 Maternal 
rep1_ATGGATCCATGTGGTT-1 Autologous 
rep1_ATGGATCTCGATGGAG-1 Autologous 
rep1_ATGGATCTCGCCATAA-1 Autologous 
rep1_ATGGATCTCGTGCAGC-1 Autologous 
rep1_ATGGGAGAGGTTGCCC-1 Autologous 
rep1_ATGGGAGGTCCAGGTC-1 Autologous 



rep1_ATGGGAGGTCGTACTA-1 Autologous 
rep1_ATGGGAGGTTCAAGGG-1 Maternal 
rep1_ATGGGAGTCCGTTGGG-1 Autologous 
rep1_ATGGGAGTCTACTCAT-1 Autologous 
rep1_ATGGGTTAGCCAGACA-1 Autologous 
rep1_ATGGGTTCAAACTCTG-1 Maternal 
rep1_ATGGGTTCACACGGTC-1 Autologous 
rep1_ATGGGTTCATAGATGA-1 Maternal 
rep1_ATGGGTTGTGAACGGT-1 Autologous 
rep1_ATGGTTGAGTGCCTCG-1 Maternal 
rep1_ATGGTTGAGTTGAATG-1 Autologous 
rep1_ATGGTTGCACTCACTC-1 Maternal 
rep1_ATGGTTGCATACAGAA-1 Autologous 
rep1_ATGGTTGCATAGTCGT-1 Autologous 
rep1_ATGTCCCAGTAGCTCT-1 Autologous 
rep1_ATGTCCCGTACTCAAC-1 Autologous 
rep1_ATGTCCCGTATTCTCT-1 Autologous 
rep1_ATGTCCCGTCGCGGTT-1 Autologous 
rep1_ATGTCCCTCGAGATAA-1 Maternal 
rep1_ATGTCCCTCGTCTCAC-1 Maternal 
rep1_ATGTCCCTCGTTCCTG-1 Maternal 
rep1_ATGTCTTAGGTCATAA-1 Maternal 
rep1_ATGTCTTCAGTGTATC-1 Autologous 
rep1_ATGTCTTGTAGGTAGC-1 Autologous 
rep1_ATGTCTTGTATTGCCA-1 Autologous 
rep1_ATGTCTTGTCTACAGT-1 Autologous 
rep1_ATGTCTTTCCGTGGTG-1 Autologous 
rep1_ATTACCTAGACGCAGT-1 Autologous 
rep1_ATTACCTAGCACCGTC-1 Autologous 
rep1_ATTACCTAGTGGCCTC-1 Autologous 
rep1_ATTACCTCATTCTTCA-1 Autologous 
rep1_ATTACTCAGAGAGTGA-1 Maternal 
rep1_ATTACTCAGGCATGGT-1 Autologous 
rep1_ATTACTCCATAGTCAC-1 Autologous 
rep1_ATTACTCGTTCGTGCG-1 Autologous 
rep1_ATTACTCTCATACGAC-1 Maternal 
rep1_ATTACTCTCTCGACGG-1 Autologous 
rep1_ATTACTCTCTGGGAGA-1 Autologous 
rep1_ATTATCCCACAAGTTC-1 Maternal 
rep1_ATTATCCCAGCCCAGT-1 Autologous 
rep1_ATTATCCGTACTGTTG-1 Autologous 
rep1_ATTATCCGTATGTCTG-1 Autologous 
rep1_ATTATCCGTGTGTGGA-1 Autologous 
rep1_ATTATCCTCGAACGCC-1 Autologous 



rep1_ATTATCCTCTGCTGAA-1 Maternal 
rep1_ATTATCCTCTTAGCAG-1 Autologous 
rep1_ATTCACTAGACTTGTC-1 Maternal 
rep1_ATTCACTAGATCCCAT-1 Autologous 
rep1_ATTCACTCATCACAGT-1 Autologous 
rep1_ATTCACTGTCCTCCAT-1 Autologous 
rep1_ATTCAGGCAGCTATAC-1 Maternal 
rep1_ATTCAGGCAGTAACAA-1 Autologous 
rep1_ATTCAGGGTAACGCGA-1 Maternal 
rep1_ATTCAGGGTATTCCGA-1 Maternal 
rep1_ATTCAGGGTGCATGTT-1 Maternal 
rep1_ATTCAGGTCACTGGTA-1 Autologous 
rep1_ATTCAGGTCCCGAATA-1 Autologous 
rep1_ATTCAGGTCGCCGAAC-1 Autologous 
rep1_ATTCAGGTCGCCGAGT-1 Autologous 
rep1_ATTCATCAGGACATCG-1 Maternal 
rep1_ATTCATCCACAAGGTG-1 Autologous 
rep1_ATTCATCCACCGAATT-1 Autologous 
rep1_ATTCATCCAGGTTTAC-1 Autologous 
rep1_ATTCATCGTCCCTGTT-1 Maternal 
rep1_ATTCATCGTCCTCCTA-1 Maternal 
rep1_ATTCATCGTGTGGTCC-1 Autologous 
rep1_ATTCATCTCCCGAATA-1 Maternal 
rep1_ATTCATCTCTGCCTCA-1 Maternal 
rep1_ATTCATCTCTGTCAGA-1 Maternal 
rep1_ATTCCATAGGTACTGG-1 Autologous 
rep1_ATTCCATCATTGACCA-1 Autologous 
rep1_ATTCCATGTAGACGTG-1 Autologous 
rep1_ATTCCATTCGAGAGCA-1 Autologous 
rep1_ATTCCCGAGATTAGCA-1 Autologous 
rep1_ATTCCCGGTCGTACAT-1 Autologous 
rep1_ATTCCCGTCAGACTGT-1 Maternal 
rep1_ATTCCCGTCGCGATCG-1 Maternal 
rep1_ATTCCTAAGGCATCTT-1 Autologous 
rep1_ATTCCTAAGTGATGGC-1 Maternal 
rep1_ATTCCTACACATCATG-1 Maternal 
rep1_ATTCCTAGTAACATCC-1 Autologous 
rep1_ATTCCTAGTGGAGAAA-1 Autologous 
rep1_ATTCGTTAGATTCGAA-1 Maternal 
rep1_ATTCGTTAGCCTTCTC-1 Maternal 
rep1_ATTCGTTCACGGTAGA-1 Maternal 
rep1_ATTCGTTCATGGCACC-1 Autologous 
rep1_ATTCGTTGTTATGGTC-1 Autologous 
rep1_ATTCGTTTCAAAGGTA-1 Autologous 



rep1_ATTCTACAGAGAGGTA-1 Maternal 
rep1_ATTCTACAGCCGAATG-1 Maternal 
rep1_ATTCTACAGGCACTAG-1 Autologous 
rep1_ATTCTACAGGTATCTC-1 Autologous 
rep1_ATTCTACGTATTGGCT-1 Autologous 
rep1_ATTCTACGTGCAACGA-1 Maternal 
rep1_ATTCTACGTGCCGTTG-1 Maternal 
rep1_ATTCTACGTTAAGCAA-1 Maternal 
rep1_ATTCTACTCCGAGCTG-1 Autologous 
rep1_ATTCTACTCTCATTAC-1 Autologous 
rep1_ATTCTACTCTGGGCCA-1 Autologous 
rep1_ATTCTTGAGACTGGGT-1 Autologous 
rep1_ATTCTTGAGAGGTCGT-1 Autologous 
rep1_ATTCTTGCACTCCTGT-1 Autologous 
rep1_ATTCTTGGTAAGTTGA-1 Autologous 
rep1_ATTCTTGGTTCTAAGC-1 Maternal 
rep1_ATTCTTGTCGTGGCGT-1 Autologous 
rep1_ATTGGGTAGCCTTCTC-1 Autologous 
rep1_ATTGGGTAGCCTTTCC-1 Autologous 
rep1_ATTGGGTGTCTTCGAA-1 Maternal 
rep1_ATTGGGTGTGCTCTCT-1 Autologous 
rep1_ATTGTTCAGGTCACCC-1 Maternal 
rep1_ATTGTTCCAATGCTCA-1 Autologous 
rep1_ATTGTTCCACAATGTC-1 Autologous 
rep1_ATTGTTCCACCCAATA-1 Maternal 
rep1_ATTGTTCCACGCACCA-1 Maternal 
rep1_ATTGTTCCACGCGCAT-1 Maternal 
rep1_ATTGTTCCAGAGGGTT-1 Maternal 
rep1_ATTGTTCCATCGATAC-1 Maternal 
rep1_ATTGTTCCATCTTCGC-1 Autologous 
rep1_ATTGTTCGTATTCCTT-1 Maternal 
rep1_ATTGTTCGTGTCCAAT-1 Autologous 
rep1_ATTGTTCTCGACACTA-1 Maternal 
rep1_ATTGTTCTCGTGCACG-1 Autologous 
rep1_ATTGTTCTCTACCAGA-1 Maternal 
rep1_ATTTACCAGCCTTCTC-1 Maternal 
rep1_ATTTACCAGCTCCGAC-1 Maternal 
rep1_ATTTACCAGTTACGGG-1 Maternal 
rep1_ATTTACCCAATGGGTG-1 Maternal 
rep1_ATTTACCCACATGACT-1 Maternal 
rep1_ATTTACCGTGCACATT-1 Maternal 
rep1_ATTTACCTCTGCGGAC-1 Maternal 
rep1_ATTTCACAGAATCTAG-1 Autologous 
rep1_ATTTCACAGACCGTTT-1 Maternal 



rep1_ATTTCACAGAGGGTCT-1 Autologous 
rep1_ATTTCACCAAGAAATC-1 Maternal 
rep1_ATTTCACCAAGAGTAT-1 Autologous 
rep1_ATTTCACCACTAACGT-1 Autologous 
rep1_ATTTCACCACTATCCC-1 Autologous 
rep1_ATTTCACCATACACCA-1 Maternal 
rep1_ATTTCACGTGACGTCC-1 Autologous 
rep1_ATTTCACGTTGAGGAC-1 Autologous 
rep1_ATTTCACGTTTGGCTA-1 Maternal 
rep1_ATTTCACTCCCGGTAG-1 Autologous 
rep1_ATTTCTGAGATGCTGG-1 Maternal 
rep1_ATTTCTGAGCTTCATG-1 Maternal 
rep1_ATTTCTGAGTGGATTA-1 Autologous 
rep1_ATTTCTGCAGGTGACA-1 Autologous 
rep1_ATTTCTGTCCCGATCT-1 Autologous 
rep1_ATTTCTGTCCTACGAA-1 Autologous 
rep1_CAAAGAAAGCCACCGT-1 Maternal 
rep1_CAAAGAAAGGAGGCAG-1 Autologous 
rep1_CAAAGAAAGGATTACA-1 Autologous 
rep1_CAAAGAAAGGATTCCT-1 Autologous 
rep1_CAAAGAAAGGTGCATG-1 Autologous 
rep1_CAAAGAACAAGTCCCG-1 Autologous 
rep1_CAAAGAACAGAATTCC-1 Autologous 
rep1_CAAAGAAGTATACAGA-1 Autologous 
rep1_CAAAGAAGTCGCCACA-1 Autologous 
rep1_CAAAGAAGTGAGGATC-1 Maternal 
rep1_CAAAGAAGTGTGAGCA-1 Autologous 
rep1_CAAAGAAGTTGTAGCT-1 Autologous 
rep1_CAAAGAATCAATCTTC-1 Maternal 
rep1_CAAAGAATCGAATGCT-1 Autologous 
rep1_CAACAACAGATCCCGC-1 Autologous 
rep1_CAACAACAGCCTCGTG-1 Autologous 
rep1_CAACAACAGCGTGTCC-1 Autologous 
rep1_CAACAACCAAAGCGTG-1 Maternal 
rep1_CAACAACCACTGTCGG-1 Maternal 
rep1_CAACAACGTACGTTCA-1 Maternal 
rep1_CAACAACTCATGAAAG-1 Maternal 
rep1_CAACAACTCCATACAG-1 Autologous 
rep1_CAACAGTAGAAAGTCT-1 Autologous 
rep1_CAACAGTAGACGGATC-1 Autologous 
rep1_CAACAGTAGACTCCGC-1 Autologous 
rep1_CAACAGTAGGCGTTGA-1 Maternal 
rep1_CAACAGTCAAGCGATG-1 Autologous 
rep1_CAACAGTCACCTCTGT-1 Autologous 



rep1_CAACAGTCACGCAGTC-1 Autologous 
rep1_CAACAGTCAGTTACCA-1 Maternal 
rep1_CAACAGTCATCGGTTA-1 Autologous 
rep1_CAACAGTGTATGATCC-1 Maternal 
rep1_CAACAGTTCATGTCTT-1 Autologous 
rep1_CAACAGTTCGACCTAA-1 Autologous 
rep1_CAACAGTTCTTTCTAG-1 Autologous 
rep1_CAACCAAAGGACGCTA-1 Autologous 
rep1_CAACCAAAGTCTGCAT-1 Autologous 
rep1_CAACCAACAACAGCCC-1 Autologous 
rep1_CAACCAACAAGTATCC-1 Maternal 
rep1_CAACCAACAGACCTGC-1 Maternal 
rep1_CAACCAACATCGAACT-1 Autologous 
rep1_CAACCAACATTGCCTC-1 Autologous 
rep1_CAACCAATCCAATGCA-1 Autologous 
rep1_CAACCAATCGTAACCA-1 Autologous 
rep1_CAACCAATCTTCTTCC-1 Autologous 
rep1_CAACCAATCTTGTTAC-1 Autologous 
rep1_CAACCTCAGCACCGTC-1 Autologous 
rep1_CAACCTCAGTCACTAC-1 Autologous 
rep1_CAACCTCGTCTGCCTT-1 Autologous 
rep1_CAACCTCTCAGGGATG-1 Autologous 
rep1_CAACGATAGTTGCGAG-1 Autologous 
rep1_CAACGATCAACACACT-1 Autologous 
rep1_CAACGATGTCACGCTG-1 Autologous 
rep1_CAACGATGTTCGTACA-1 Maternal 
rep1_CAACGATGTTGCTCGG-1 Maternal 
rep1_CAACGATTCCGCAAAT-1 Autologous 
rep1_CAACGATTCCTGGTCT-1 Autologous 
rep1_CAACGGCAGAGCCTGA-1 Maternal 
rep1_CAACGGCCAGCGTATT-1 Autologous 
rep1_CAACGGCGTCTACGAT-1 Autologous 
rep1_CAAGACTGTGCCTAAT-1 Maternal 
rep1_CAAGACTTCTTCTGGC-1 Maternal 
rep1_CAAGAGGAGAAGAGCA-1 Maternal 
rep1_CAAGAGGAGAATCGCG-1 Autologous 
rep1_CAAGAGGAGTTCTCTT-1 Autologous 
rep1_CAAGAGGCACAAGCCC-1 Autologous 
rep1_CAAGAGGCACCCAAGC-1 Autologous 
rep1_CAAGAGGCAGATCCTA-1 Autologous 
rep1_CAAGAGGCATGGATCT-1 Autologous 
rep1_CAAGAGGTCAGGCGAA-1 Autologous 
rep1_CAAGCTAAGAAAGCGA-1 Autologous 
rep1_CAAGCTAGTAGTCGTT-1 Autologous 



rep1_CAAGCTAGTCAGGTAG-1 Autologous 
rep1_CAAGCTAGTTTAGTCG-1 Autologous 
rep1_CAAGCTATCAAACCCA-1 Autologous 
rep1_CAAGGGAAGACGCCAA-1 Autologous 
rep1_CAAGGGAAGAGTCGAC-1 Autologous 
rep1_CAAGGGACACCTGTCT-1 Maternal 
rep1_CAAGGGACACTGGATT-1 Autologous 
rep1_CAAGGGATCAACTCTT-1 Maternal 
rep1_CAATACGAGTGCTCAT-1 Autologous 
rep1_CAATACGCACAGCTGC-1 Autologous 
rep1_CAATACGCAGCTGGTC-1 Maternal 
rep1_CAATACGTCCTCACGT-1 Autologous 
rep1_CAATACGTCCTGTAAG-1 Autologous 
rep1_CAATCGAAGAATTGCA-1 Maternal 
rep1_CAATCGACACATAACC-1 Autologous 
rep1_CAATCGACATATCGGT-1 Autologous 
rep1_CAATCGAGTAGTGATA-1 Autologous 
rep1_CAATCGAGTGGGCTTC-1 Autologous 
rep1_CAATGACAGGCTTAAA-1 Autologous 
rep1_CAATGACAGTGAGGCT-1 Maternal 
rep1_CAATGACCATCTGGGC-1 Maternal 
rep1_CAATTTCAGAAGATCT-1 Autologous 
rep1_CAATTTCAGGTCGCCT-1 Autologous 
rep1_CAATTTCAGTATGGCG-1 Autologous 
rep1_CAATTTCCAAGAATAC-1 Autologous 
rep1_CAATTTCGTCCTACGG-1 Maternal 
rep1_CAATTTCGTGTCTAAC-1 Autologous 
rep1_CAATTTCGTGTTTGCA-1 Autologous 
rep1_CAATTTCGTTTAAGGA-1 Autologous 
rep1_CAATTTCGTTTGATCG-1 Autologous 
rep1_CAATTTCTCAAGAGTA-1 Autologous 
rep1_CAATTTCTCGGAAACG-1 Autologous 
rep1_CACAACAAGTGAGTTA-1 Maternal 
rep1_CACAACACAAGAGTGC-1 Autologous 
rep1_CACAACACACCAGCCA-1 Autologous 
rep1_CACAACACAGCACAGA-1 Autologous 
rep1_CACAACACATGGATCT-1 Autologous 
rep1_CACAACATCCGGTAAT-1 Autologous 
rep1_CACAACATCTAGTGAC-1 Autologous 
rep1_CACAACATCTGCGTCT-1 Autologous 
rep1_CACACAAAGCCTAGGA-1 Autologous 
rep1_CACACAAAGGAACTCG-1 Autologous 
rep1_CACACAAAGGTACTGG-1 Autologous 
rep1_CACACAAAGTTCCAGT-1 Maternal 



rep1_CACACAAGTGGTCTTA-1 Autologous 
rep1_CACACAAGTTAAGAAC-1 Maternal 
rep1_CACAGATAGCTGTCCG-1 Maternal 
rep1_CACAGATCAATTTCTC-1 Autologous 
rep1_CACAGATCAGGAGGTT-1 Autologous 
rep1_CACAGATTCAGTCTTT-1 Autologous 
rep1_CACAGATTCGCTAAAC-1 Maternal 
rep1_CACAGGCAGAAACTAC-1 Autologous 
rep1_CACAGGCAGTGTGTTC-1 Autologous 
rep1_CACAGGCCAAAGGATT-1 Autologous 
rep1_CACAGGCCAAAGTGTA-1 Autologous 
rep1_CACAGGCCAATCGAAA-1 Autologous 
rep1_CACAGGCCACCGGCTA-1 Autologous 
rep1_CACAGGCCATGCAGGA-1 Autologous 
rep1_CACAGGCGTATCTTCT-1 Autologous 
rep1_CACAGGCTCCGTTGAA-1 Maternal 
rep1_CACATGAAGATTGAGT-1 Maternal 
rep1_CACATGAAGGCATCAG-1 Autologous 
rep1_CACATGATCTATCGTT-1 Autologous 
rep1_CACATGATCTGCTCTG-1 Maternal 
rep1_CACCAAAAGAGGCGGA-1 Autologous 
rep1_CACCAAAAGCCGCTTG-1 Maternal 
rep1_CACCAAACAAATCAGA-1 Autologous 
rep1_CACCAAACAGTGTACT-1 Autologous 
rep1_CACCAAAGTAAGATTG-1 Autologous 
rep1_CACCAAAGTCTGCGCA-1 Autologous 
rep1_CACCAAAGTGTATACC-1 Maternal 
rep1_CACCAAATCCAAGCAT-1 Maternal 
rep1_CACCGTTAGGATATAC-1 Autologous 
rep1_CACCGTTCAGTCGCTG-1 Autologous 
rep1_CACCGTTGTCCAATCA-1 Maternal 
rep1_CACCGTTGTCTACAAC-1 Maternal 
rep1_CACCGTTGTGACAACG-1 Autologous 
rep1_CACGAATAGACAACTA-1 Autologous 
rep1_CACGAATAGTGAATAC-1 Autologous 
rep1_CACGAATGTGAGATAT-1 Autologous 
rep1_CACGAATTCGCGTAGC-1 Autologous 
rep1_CACGAATTCGCGTCGA-1 Autologous 
rep1_CACGAATTCTGGGCAC-1 Autologous 
rep1_CACGAATTCTTTGCGC-1 Autologous 
rep1_CACGGGTCATACATCG-1 Autologous 
rep1_CACGGGTGTAAGTTAG-1 Maternal 
rep1_CACGTGGGTATACAGA-1 Autologous 
rep1_CACGTGGGTGGCATCC-1 Maternal 



rep1_CACGTGGGTGGTACAG-1 Maternal 
rep1_CACGTTCAGCCAAGCA-1 Autologous 
rep1_CACGTTCGTATGCTTG-1 Maternal 
rep1_CACGTTCGTGCCCGTA-1 Autologous 
rep1_CACGTTCGTGGACTAG-1 Autologous 
rep1_CACGTTCGTGGCTTGC-1 Autologous 
rep1_CACGTTCGTTCTCCCA-1 Maternal 
rep1_CACTAAGAGTATAACG-1 Autologous 
rep1_CACTAAGCAGAGATTA-1 Autologous 
rep1_CACTAAGCATGACTGT-1 Autologous 
rep1_CACTAAGGTACCTTCC-1 Autologous 
rep1_CACTAAGGTCATAAAG-1 Autologous 
rep1_CACTAAGGTCTCAGGC-1 Maternal 
rep1_CACTGAAAGACTGTTC-1 Autologous 
rep1_CACTGAAAGCCGTTGC-1 Autologous 
rep1_CACTGAAAGGAGCAAA-1 Autologous 
rep1_CACTGAAAGGATATGT-1 Autologous 
rep1_CACTGAAAGTCATAGA-1 Maternal 
rep1_CACTGAACAAGCGGAT-1 Autologous 
rep1_CACTGAACAGCAGTTT-1 Autologous 
rep1_CACTGAACAGGTCTCG-1 Autologous 
rep1_CACTGAACATACACCA-1 Autologous 
rep1_CACTGAAGTGCAACAG-1 Maternal 
rep1_CACTGAATCACTCTTA-1 Maternal 
rep1_CACTGGGAGAACCCGA-1 Autologous 
rep1_CACTGGGAGTCATGAA-1 Autologous 
rep1_CACTGGGGTACGTACT-1 Maternal 
rep1_CACTGGGGTCAGTCCG-1 Autologous 
rep1_CACTGGGGTTACAGCT-1 Autologous 
rep1_CACTGGGTCCATTTCA-1 Autologous 
rep1_CACTGGGTCCTACGGG-1 Maternal 
rep1_CACTGGGTCGACACTA-1 Maternal 
rep1_CACTGTCAGGAGGTTC-1 Maternal 
rep1_CACTGTCCACGACGCT-1 Autologous 
rep1_CACTGTCCATTCAGCA-1 Autologous 
rep1_CACTGTCTCAAGCCCG-1 Maternal 
rep1_CACTTCGAGAGCCATG-1 Autologous 
rep1_CACTTCGAGATGTTAG-1 Autologous 
rep1_CACTTCGAGCGCACAA-1 Autologous 
rep1_CACTTCGCAGATCCAT-1 Maternal 
rep1_CACTTCGGTATCATGC-1 Autologous 
rep1_CACTTCGGTGTAACGG-1 Maternal 
rep1_CACTTCGTCCCAGTGG-1 Maternal 
rep1_CACTTCGTCCGAAATC-1 Autologous 



rep1_CAGAGCCAGCCGTCGT-1 Maternal 
rep1_CAGAGCCCAAATGGTA-1 Maternal 
rep1_CAGAGCCCAAGTGATA-1 Autologous 
rep1_CAGAGCCCACGAAAGC-1 Autologous 
rep1_CAGAGCCCATCCGTGG-1 Autologous 
rep1_CAGAGCCCATTCACCC-1 Maternal 
rep1_CAGAGCCGTTAGCTAC-1 Autologous 
rep1_CAGAGCCTCCTAGCGG-1 Maternal 
rep1_CAGATACGTACCACGC-1 Maternal 
rep1_CAGATACGTATTGACC-1 Autologous 
rep1_CAGATACGTCTTACTT-1 Autologous 
rep1_CAGATACTCACCTGTC-1 Autologous 
rep1_CAGATACTCATTCATC-1 Autologous 
rep1_CAGATACTCCAATCCC-1 Maternal 
rep1_CAGATACTCGGTAAGG-1 Autologous 
rep1_CAGATCAAGCGAGTCA-1 Autologous 
rep1_CAGATCACATGGACAG-1 Maternal 
rep1_CAGATCAGTTGAAGTA-1 Autologous 
rep1_CAGATCATCCGTGTCT-1 Autologous 
rep1_CAGATCATCGCATGAT-1 Autologous 
rep1_CAGATCATCGTCAGAT-1 Autologous 
rep1_CAGATTGAGAGGGTAA-1 Autologous 
rep1_CAGATTGAGCAGAAAG-1 Autologous 
rep1_CAGATTGAGGCACTCC-1 Autologous 
rep1_CAGATTGAGGGATCTG-1 Maternal 
rep1_CAGATTGAGGGCAATC-1 Autologous 
rep1_CAGATTGCAGTTCTAG-1 Autologous 
rep1_CAGATTGCATAGAGGC-1 Autologous 
rep1_CAGATTGGTAATTAGG-1 Autologous 
rep1_CAGATTGGTAGTGCGA-1 Maternal 
rep1_CAGATTGTCCGATAGT-1 Maternal 
rep1_CAGATTGTCGTCGCTT-1 Autologous 
rep1_CAGATTGTCTCTTAAC-1 Autologous 
rep1_CAGATTGTCTTACGGA-1 Maternal 
rep1_CAGCAATCAACCTATG-1 Autologous 
rep1_CAGCAATCACATGGTT-1 Maternal 
rep1_CAGCAATCATGGCGCT-1 Maternal 
rep1_CAGCAATGTAGTCTGT-1 Autologous 
rep1_CAGCAATGTATCGTAC-1 Autologous 
rep1_CAGCAATGTCTCTCCA-1 Autologous 
rep1_CAGCAATTCACTACTT-1 Maternal 
rep1_CAGCAATTCTCGCTTG-1 Autologous 
rep1_CAGCACGCAGGGACTA-1 Autologous 
rep1_CAGCACGCATGAATAG-1 Autologous 



rep1_CAGCACGGTTAGGCCC-1 Autologous 
rep1_CAGCACGTCAACTGAC-1 Autologous 
rep1_CAGCACGTCTTCACAT-1 Autologous 
rep1_CAGCAGCAGCCTGACC-1 Autologous 
rep1_CAGCAGCCATTCGGGC-1 Autologous 
rep1_CAGCAGCGTAGGTGCA-1 Autologous 
rep1_CAGCAGCTCAACACCA-1 Maternal 
rep1_CAGCCAGAGAATCGAT-1 Autologous 
rep1_CAGCCAGGTTGGTACT-1 Maternal 
rep1_CAGCGTGAGGTCTTTG-1 Autologous 
rep1_CAGCGTGAGTCATACC-1 Autologous 
rep1_CAGCGTGCACAGCTTA-1 Autologous 
rep1_CAGCGTGTCCCATTTA-1 Autologous 
rep1_CAGCGTGTCGGCCCAA-1 Autologous 
rep1_CAGGCCAAGACATGCG-1 Autologous 
rep1_CAGGCCAAGCGAGAAA-1 Maternal 
rep1_CAGGCCAAGCGTTCAT-1 Autologous 
rep1_CAGGCCAAGGCGCTCT-1 Autologous 
rep1_CAGGCCAAGTCTAACC-1 Maternal 
rep1_CAGGCCACACACAGCC-1 Autologous 
rep1_CAGGCCAGTCCTTGTC-1 Autologous 
rep1_CAGGCCAGTGCAACAG-1 Autologous 
rep1_CAGGCCATCTATACTC-1 Autologous 
rep1_CAGGGCTAGACATAGT-1 Maternal 
rep1_CAGGGCTAGCCTGACC-1 Autologous 
rep1_CAGGGCTAGCGTTAGG-1 Maternal 
rep1_CAGGGCTAGTTCAACC-1 Autologous 
rep1_CAGGGCTCATCGTGGC-1 Autologous 
rep1_CAGGGCTTCAGGACAG-1 Autologous 
rep1_CAGGGCTTCCACTGAA-1 Autologous 
rep1_CAGGGCTTCCTGTAAG-1 Autologous 
rep1_CAGGGCTTCTAGTACG-1 Maternal 
rep1_CAGGTATAGGTGGTTG-1 Maternal 
rep1_CAGGTATCAGGGACTA-1 Autologous 
rep1_CAGGTATGTCCACAGC-1 Autologous 
rep1_CAGGTATGTCCGGCAT-1 Autologous 
rep1_CAGGTATGTGAGATCG-1 Autologous 
rep1_CAGGTATGTGTCGCTG-1 Maternal 
rep1_CAGGTATTCTTGCAGA-1 Maternal 
rep1_CAGGTATTCTTGGTCC-1 Autologous 
rep1_CAGTGCGAGCAGCCTC-1 Maternal 
rep1_CAGTGCGCAAGTATAG-1 Autologous 
rep1_CAGTGCGCAGTTGTCA-1 Autologous 
rep1_CAGTGCGCATCGAAGG-1 Autologous 



rep1_CAGTGCGGTCGCGGTT-1 Autologous 
rep1_CAGTGCGTCAGTGTTG-1 Autologous 
rep1_CAGTGCGTCCCAACTC-1 Autologous 
rep1_CAGTGCGTCTTCGCTG-1 Autologous 
rep1_CAGTGCGTCTTGAACG-1 Autologous 
rep1_CAGTTAGAGAAGGCTC-1 Autologous 
rep1_CAGTTAGAGAAGGTAG-1 Autologous 
rep1_CAGTTAGAGATGAATC-1 Autologous 
rep1_CAGTTAGAGGAGCAAA-1 Maternal 
rep1_CAGTTAGAGGCTGTAG-1 Maternal 
rep1_CAGTTAGAGTAACGAT-1 Autologous 
rep1_CAGTTAGCACGTCGGT-1 Autologous 
rep1_CAGTTAGCAGGAAGTC-1 Maternal 
rep1_CAGTTAGGTATTGCCA-1 Maternal 
rep1_CAGTTAGGTGCTGTCG-1 Maternal 
rep1_CAGTTAGTCACGACTA-1 Autologous 
rep1_CAGTTAGTCCTTGGAA-1 Maternal 
rep1_CAGTTAGTCGCCGAAC-1 Autologous 
rep1_CAGTTCCAGGAAGAAC-1 Autologous 
rep1_CAGTTCCAGTATAGGT-1 Autologous 
rep1_CAGTTCCCAACCTAAC-1 Maternal 
rep1_CAGTTCCCACCAACAT-1 Autologous 
rep1_CAGTTCCCACGACTAT-1 Autologous 
rep1_CAGTTCCCACGTGAGA-1 Autologous 
rep1_CAGTTCCCAGGTCCGT-1 Autologous 
rep1_CAGTTCCCATCAGCAT-1 Maternal 
rep1_CAGTTCCGTTCAGTAC-1 Maternal 
rep1_CAGTTCCTCCGTGGTG-1 Maternal 
rep1_CAGTTCCTCGTCCTTG-1 Maternal 
rep1_CAGTTCCTCGTTATCT-1 Autologous 
rep1_CATAAGCAGACACACG-1 Maternal 
rep1_CATAAGCAGACGCAGT-1 Autologous 
rep1_CATAAGCAGTATCTGC-1 Maternal 
rep1_CATAAGCAGTTGAAGT-1 Autologous 
rep1_CATAAGCCAGAGAAAG-1 Autologous 
rep1_CATAAGCCATTGGGAG-1 Autologous 
rep1_CATAAGCTCAGCACCG-1 Autologous 
rep1_CATAAGCTCCAGTGTA-1 Maternal 
rep1_CATAAGCTCGATGCAT-1 Autologous 
rep1_CATAAGCTCTTGGATG-1 Autologous 
rep1_CATACAGAGCCACTCG-1 Autologous 
rep1_CATACAGAGCTGAGCA-1 Maternal 
rep1_CATACAGAGGAACATT-1 Autologous 
rep1_CATACAGAGGTAGCAC-1 Autologous 



rep1_CATACAGCACCGGTCA-1 Maternal 
rep1_CATACAGCAGTTGTCA-1 Autologous 
rep1_CATACAGGTCAAAGAT-1 Autologous 
rep1_CATACAGGTCGTCATA-1 Maternal 
rep1_CATACAGGTCTCAGGC-1 Autologous 
rep1_CATACAGGTGTGTTTG-1 Maternal 
rep1_CATACAGTCGAGTCCG-1 Autologous 
rep1_CATACCCAGGCGAAGG-1 Autologous 
rep1_CATACCCCAGAAGTGC-1 Autologous 
rep1_CATACCCGTATCTCGA-1 Maternal 
rep1_CATACCCGTCTGCCTT-1 Autologous 
rep1_CATACCCGTTAGAGAT-1 Autologous 
rep1_CATACCCTCATTACTC-1 Autologous 
rep1_CATACCCTCCACCTGT-1 Autologous 
rep1_CATACCCTCGGTCTAA-1 Maternal 
rep1_CATACCCTCTTCCACG-1 Autologous 
rep1_CATACTTAGAAACCAT-1 Maternal 
rep1_CATACTTAGGTAGCCA-1 Maternal 
rep1_CATACTTAGTATAGAC-1 Autologous 
rep1_CATACTTAGTTATGGA-1 Autologous 
rep1_CATACTTAGTTGGGAC-1 Autologous 
rep1_CATACTTCAATTCGTG-1 Maternal 
rep1_CATACTTGTACAGGTG-1 Autologous 
rep1_CATACTTGTACTCAAC-1 Autologous 
rep1_CATACTTTCCCTCTCC-1 Autologous 
rep1_CATACTTTCGAACCTA-1 Autologous 
rep1_CATACTTTCTTAGGAC-1 Autologous 
rep1_CATAGACAGCACGATG-1 Autologous 
rep1_CATAGACCACAGTGAG-1 Maternal 
rep1_CATAGACCACGACCTG-1 Maternal 
rep1_CATAGACCAGCGTACC-1 Autologous 
rep1_CATAGACCAGTCAGTT-1 Autologous 
rep1_CATAGACGTAAGATCA-1 Autologous 
rep1_CATAGACGTATTCCTT-1 Maternal 
rep1_CATAGACGTTGCGAAG-1 Autologous 
rep1_CATAGACGTTGCTGAT-1 Autologous 
rep1_CATAGACTCGCCAGAC-1 Autologous 
rep1_CATCAAGAGGTCACTT-1 Maternal 
rep1_CATCAAGCACAGAAGC-1 Maternal 
rep1_CATCAAGCAGAGTTCT-1 Autologous 
rep1_CATCAAGCATCTTAGG-1 Autologous 
rep1_CATCAAGGTCCAGCCA-1 Autologous 
rep1_CATCAAGGTCTGTGAT-1 Autologous 
rep1_CATCAAGGTGAGACGT-1 Autologous 



rep1_CATCCACAGATCCTAC-1 Autologous 
rep1_CATCCACAGCAAATCA-1 Autologous 
rep1_CATCCACAGGCATCAG-1 Autologous 
rep1_CATCCACAGTTGCCTA-1 Autologous 
rep1_CATCCACGTCTACGAT-1 Autologous 
rep1_CATCCACGTTAGTTCG-1 Autologous 
rep1_CATCCACTCCGTATAG-1 Maternal 
rep1_CATCCACTCGGTGCAC-1 Autologous 
rep1_CATCCACTCTAGTCAG-1 Autologous 
rep1_CATCCCAAGACGGATC-1 Autologous 
rep1_CATCCCAAGCCGTTAT-1 Autologous 
rep1_CATCCCAAGGGCAAGG-1 Autologous 
rep1_CATCCCAAGTAAACGT-1 Maternal 
rep1_CATCCCACAACACGAG-1 Maternal 
rep1_CATCCCACACGGCACT-1 Autologous 
rep1_CATCCCACAGGTGAGT-1 Autologous 
rep1_CATCCCACATAGACTC-1 Maternal 
rep1_CATCCCAGTAGATGTA-1 Autologous 
rep1_CATCCCAGTGGAAATT-1 Autologous 
rep1_CATCCCAGTTCCTACC-1 Autologous 
rep1_CATCCCAGTTCGGTAT-1 Autologous 
rep1_CATCCCATCTCTTAAC-1 Autologous 
rep1_CATCCGTAGACTCTTG-1 Autologous 
rep1_CATCCGTAGTGCAACG-1 Maternal 
rep1_CATCCGTCAAACGAGC-1 Maternal 
rep1_CATCCGTGTCGATGCC-1 Maternal 
rep1_CATCCGTTCAAAGGTA-1 Maternal 
rep1_CATCCGTTCAAGGCTT-1 Autologous 
rep1_CATCCGTTCCCATAAG-1 Autologous 
rep1_CATCCGTTCGAAATCC-1 Autologous 
rep1_CATCCGTTCTGCGAGC-1 Autologous 
rep1_CATCGCTAGGTGCTTT-1 Autologous 
rep1_CATCGCTCAAAGGAGA-1 Autologous 
rep1_CATCGCTCAAGCAGGT-1 Maternal 
rep1_CATCGCTCATCACAGT-1 Maternal 
rep1_CATCGCTGTTATGTGC-1 Autologous 
rep1_CATCGCTTCCGGCAAC-1 Autologous 
rep1_CATCGCTTCGCTTAAG-1 Autologous 
rep1_CATCGCTTCTCGGCTT-1 Autologous 
rep1_CATCGCTTCTCTCTAA-1 Autologous 
rep1_CATCGGGAGTCTCTGA-1 Autologous 
rep1_CATCGGGCAAGTGGCA-1 Autologous 
rep1_CATCGGGGTATCTCTT-1 Autologous 
rep1_CATCGGGGTCGGTGTC-1 Autologous 



rep1_CATCGGGTCTGAGATC-1 Autologous 
rep1_CATCGTCAGTGGCCTC-1 Maternal 
rep1_CATCGTCGTTCGTGCG-1 Maternal 
rep1_CATGAGTCAGTTGGTT-1 Autologous 
rep1_CATGAGTGTCGTCATA-1 Autologous 
rep1_CATGAGTGTGTTTGCA-1 Autologous 
rep1_CATGAGTTCTCAGGCG-1 Autologous 
rep1_CATGAGTTCTGTCGTC-1 Autologous 
rep1_CATGCAAAGCGAGGAG-1 Maternal 
rep1_CATGCAAAGGGAACAA-1 Maternal 
rep1_CATGCAAGTTTGGGAG-1 Maternal 
rep1_CATGCCTCATCGGATT-1 Autologous 
rep1_CATGCCTTCCAATGCA-1 Autologous 
rep1_CATGCGGAGACTTCCA-1 Autologous 
rep1_CATGCGGGTCAACGCC-1 Autologous 
rep1_CATGCGGGTCTATGAC-1 Maternal 
rep1_CATGCGGTCGAGAAAT-1 Autologous 
rep1_CATGCTCAGTTAACGA-1 Maternal 
rep1_CATGCTCCAAGTGACG-1 Maternal 
rep1_CATGCTCTCGAGTGGA-1 Maternal 
rep1_CATGCTCTCGGATAAA-1 Maternal 
rep1_CATGGATAGCTAAATG-1 Maternal 
rep1_CATGGATCAAGGCCTC-1 Autologous 
rep1_CATGGATCAAGTCCCG-1 Autologous 
rep1_CATGGATCAGATTCGT-1 Autologous 
rep1_CATGGATCATTGTCGA-1 Maternal 
rep1_CATGGATGTATCGAAA-1 Autologous 
rep1_CATGGATGTCTTACAG-1 Maternal 
rep1_CATGGATGTGTTGAGG-1 Maternal 
rep1_CATGGATTCACGGAGA-1 Maternal 
rep1_CATGGATTCTGAGGTT-1 Autologous 
rep1_CATGGTAAGACGCCAA-1 Maternal 
rep1_CATGGTAAGAGTTCGG-1 Autologous 
rep1_CATGGTACAATACCTG-1 Autologous 
rep1_CATGGTAGTTCCGCGA-1 Autologous 
rep1_CATGGTATCACTACTT-1 Maternal 
rep1_CATGGTATCAGAATAG-1 Autologous 
rep1_CATTCATAGATGGGCT-1 Autologous 
rep1_CATTCATCACTTCAAG-1 Autologous 
rep1_CATTCCGCAATGACCT-1 Maternal 
rep1_CATTCCGCATCATCCC-1 Autologous 
rep1_CATTCCGGTCACTCGG-1 Autologous 
rep1_CATTCCGGTGAGCCAA-1 Autologous 
rep1_CATTCCGGTGTCACAT-1 Maternal 



rep1_CATTCCGGTGTTAACC-1 Autologous 
rep1_CATTCCGTCATCAGTG-1 Autologous 
rep1_CATTCCGTCCTTCAGC-1 Autologous 
rep1_CATTCCGTCGATAACC-1 Autologous 
rep1_CATTCCGTCGCCTAGG-1 Autologous 
rep1_CATTCCGTCGGCCTTT-1 Autologous 
rep1_CATTCCGTCGTGGCTG-1 Autologous 
rep1_CATTCTAAGCTAGTTC-1 Autologous 
rep1_CATTCTAAGTTTGTCG-1 Autologous 
rep1_CATTCTACAAGGATGC-1 Maternal 
rep1_CATTCTACACAAAGTA-1 Maternal 
rep1_CATTCTACAGGCGAAT-1 Autologous 
rep1_CATTCTAGTCGGTGTC-1 Maternal 
rep1_CATTCTATCCTATTGT-1 Autologous 
rep1_CATTCTATCTACCCAC-1 Maternal 
rep1_CATTGAGAGCGTTCAT-1 Autologous 
rep1_CATTGAGCAGTTAAAG-1 Autologous 
rep1_CATTGCCAGTGATAAC-1 Maternal 
rep1_CATTGCCCAGGTCCCA-1 Autologous 
rep1_CATTGCCGTCAACCAT-1 Maternal 
rep1_CATTGCCGTGTATTCG-1 Maternal 
rep1_CATTGTTAGAGTTGTA-1 Maternal 
rep1_CATTGTTAGCTGACTT-1 Autologous 
rep1_CATTGTTCAGCGGATA-1 Autologous 
rep1_CATTGTTCAGTTGCGC-1 Autologous 
rep1_CATTGTTCATCGATCA-1 Autologous 
rep1_CATTGTTGTACCGCGT-1 Autologous 
rep1_CATTGTTGTGTGTTTG-1 Autologous 
rep1_CATTGTTTCAGCTGAT-1 Autologous 
rep1_CATTGTTTCGCCAATA-1 Maternal 
rep1_CATTTCAAGACTTAAG-1 Autologous 
rep1_CATTTCAAGAGTCTTC-1 Autologous 
rep1_CATTTCAAGGTAGGCT-1 Maternal 
rep1_CATTTCAAGGTGGGTT-1 Maternal 
rep1_CATTTCACACGTGTGC-1 Autologous 
rep1_CATTTCAGTCTTCTAT-1 Autologous 
rep1_CATTTCAGTGATGTAA-1 Autologous 
rep1_CATTTCAGTGTTACTG-1 Autologous 
rep1_CATTTCAGTTGTTGAC-1 Maternal 
rep1_CCAAGCGAGAATTTGG-1 Autologous 
rep1_CCAAGCGAGGGAGGTG-1 Maternal 
rep1_CCAAGCGGTAGGTGCA-1 Autologous 
rep1_CCAAGCGGTTCCGGTG-1 Maternal 
rep1_CCAAGCGTCCAAATGC-1 Autologous 



rep1_CCAAGCGTCTGTACAG-1 Autologous 
rep1_CCAATGAAGAATAACC-1 Autologous 
rep1_CCAATGAAGAATTGTG-1 Autologous 
rep1_CCAATGAAGACCAGAC-1 Autologous 
rep1_CCAATGAAGACTCATC-1 Autologous 
rep1_CCAATGAAGAGTACCG-1 Autologous 
rep1_CCAATGAAGATAGGGA-1 Autologous 
rep1_CCAATGACACAAGGTG-1 Maternal 
rep1_CCAATGAGTCGCAACC-1 Autologous 
rep1_CCAATGAGTCTCCCTA-1 Autologous 
rep1_CCAATGAGTTTCGTTT-1 Maternal 
rep1_CCAATGATCGTCCTTG-1 Autologous 
rep1_CCAATTTAGGAAAGAC-1 Autologous 
rep1_CCAATTTAGGAGTCTG-1 Maternal 
rep1_CCAATTTCACGCTATA-1 Maternal 
rep1_CCAATTTGTCCAGAAG-1 Autologous 
rep1_CCAATTTGTCGTACTA-1 Autologous 
rep1_CCAATTTTCACCTGGG-1 Autologous 
rep1_CCACAAAAGACGGATC-1 Autologous 
rep1_CCACAAAAGCTCCACG-1 Maternal 
rep1_CCACAAACACTTGACA-1 Autologous 
rep1_CCACAAAGTCAACCAT-1 Autologous 
rep1_CCACAAAGTCCCTCAT-1 Autologous 
rep1_CCACAAAGTGAGTTGG-1 Maternal 
rep1_CCACAAATCATTCCTA-1 Maternal 
rep1_CCACACTAGAATGTTG-1 Maternal 
rep1_CCACACTAGGACAGTC-1 Autologous 
rep1_CCACACTCAAGGATGC-1 Autologous 
rep1_CCACACTCATAATCGC-1 Autologous 
rep1_CCACACTCATATAGCC-1 Autologous 
rep1_CCACACTGTAAGACCG-1 Autologous 
rep1_CCACACTGTCACGCTG-1 Maternal 
rep1_CCACACTGTGCCGTAC-1 Maternal 
rep1_CCACACTGTGGACCTC-1 Autologous 
rep1_CCACACTTCCGTGTAA-1 Autologous 
rep1_CCACACTTCTAGCAAC-1 Autologous 
rep1_CCACCATAGATTGTGA-1 Maternal 
rep1_CCACCATAGCCTGGAA-1 Maternal 
rep1_CCACCATAGGTAGACC-1 Autologous 
rep1_CCACCATGTATTGCCA-1 Autologous 
rep1_CCACCATGTGACACAG-1 Maternal 
rep1_CCACCATGTGTCCGTG-1 Autologous 
rep1_CCACCATTCACGAACT-1 Autologous 
rep1_CCACCATTCGAGCCTG-1 Autologous 



rep1_CCACGAGAGCCGGAAT-1 Maternal 
rep1_CCACGAGAGGCCTTGC-1 Maternal 
rep1_CCACGAGCAGCAGAAC-1 Maternal 
rep1_CCACGAGCAGGAATAT-1 Autologous 
rep1_CCACGAGTCAAGTGGG-1 Autologous 
rep1_CCACGAGTCCACTTCG-1 Autologous 
rep1_CCACGAGTCTCATGGA-1 Maternal 
rep1_CCACGTTAGAGTCACG-1 Autologous 
rep1_CCACGTTAGCGATGAC-1 Autologous 
rep1_CCACGTTAGCTAAATG-1 Autologous 
rep1_CCACGTTAGGATTTCC-1 Autologous 
rep1_CCACGTTCAGCAGAAC-1 Autologous 
rep1_CCACGTTGTAGGACTG-1 Autologous 
rep1_CCACGTTGTGTATCCA-1 Maternal 
rep1_CCACGTTTCACCTGTC-1 Autologous 
rep1_CCACGTTTCGCGATCG-1 Autologous 
rep1_CCACGTTTCGCGCCAA-1 Autologous 
rep1_CCACTTGAGCCGTTAT-1 Autologous 
rep1_CCACTTGAGGATTTAG-1 Autologous 
rep1_CCACTTGAGGTGATCG-1 Autologous 
rep1_CCACTTGAGTTGGACG-1 Autologous 
rep1_CCACTTGCATATGCGT-1 Maternal 
rep1_CCACTTGGTATCGTTG-1 Autologous 
rep1_CCACTTGGTTCAACGT-1 Autologous 
rep1_CCACTTGTCTGCAGCG-1 Maternal 
rep1_CCATAAGAGCGGATCA-1 Maternal 
rep1_CCATAAGAGGATTCCT-1 Autologous 
rep1_CCATAAGAGGGATCTG-1 Autologous 
rep1_CCATAAGCATAAGCAA-1 Autologous 
rep1_CCATAAGGTATCCCAA-1 Autologous 
rep1_CCATAAGGTCTGTCCT-1 Autologous 
rep1_CCATAAGGTTCAGCTA-1 Maternal 
rep1_CCATAAGTCCACTGAA-1 Autologous 
rep1_CCATCACAGAAATGGG-1 Maternal 
rep1_CCATCACAGAGCTTTC-1 Autologous 
rep1_CCATCACAGCAGCAGT-1 Maternal 
rep1_CCATCACAGCCGTTGC-1 Autologous 
rep1_CCATCACAGCGTCGAA-1 Maternal 
rep1_CCATCACAGGGCAGGA-1 Autologous 
rep1_CCATCACAGGGCAGTT-1 Autologous 
rep1_CCATCACAGTCAATCC-1 Autologous 
rep1_CCATCACCAATGAAAC-1 Autologous 
rep1_CCATCACCACAAAGCG-1 Autologous 
rep1_CCATCACCACGTACTA-1 Maternal 



rep1_CCATCACCAGTTGTCA-1 Autologous 
rep1_CCATCACGTGGTTTAC-1 Maternal 
rep1_CCATCACTCAAACCCA-1 Maternal 
rep1_CCATCACTCATCGACA-1 Autologous 
rep1_CCATCACTCCACAGGC-1 Maternal 
rep1_CCCAACTAGTGCAACG-1 Maternal 
rep1_CCCAACTCAACATACC-1 Maternal 
rep1_CCCAACTCAGAGGCTA-1 Autologous 
rep1_CCCAACTCAGGCATGA-1 Autologous 
rep1_CCCAACTCATAGGCGA-1 Autologous 
rep1_CCCAACTGTCTCGCGA-1 Maternal 
rep1_CCCAACTTCAACTCTT-1 Maternal 
rep1_CCCAACTTCCCAATAG-1 Maternal 
rep1_CCCAACTTCGATCCCT-1 Autologous 
rep1_CCCAACTTCTCTCTTC-1 Maternal 
rep1_CCCATTGAGCGACATG-1 Autologous 
rep1_CCCATTGCAAGTTGGG-1 Autologous 
rep1_CCCATTGCAGCCTATA-1 Autologous 
rep1_CCCATTGGTAGTGGCA-1 Autologous 
rep1_CCCATTGGTCGTCTCT-1 Autologous 
rep1_CCCATTGTCGCTAAAC-1 Autologous 
rep1_CCCGAAGAGAAACACT-1 Maternal 
rep1_CCCGAAGAGGCCCAAA-1 Maternal 
rep1_CCCGAAGCAAAGACGC-1 Autologous 
rep1_CCCGAAGCAACCGCTG-1 Autologous 
rep1_CCCGAAGGTTGGGCCT-1 Maternal 
rep1_CCCGAAGTCCCTCTTT-1 Autologous 
rep1_CCCGAAGTCGAGTCTA-1 Autologous 
rep1_CCCGAAGTCTGAGGCC-1 Maternal 
rep1_CCCGGAAAGCAACTTC-1 Maternal 
rep1_CCCGGAACAATCCAGT-1 Autologous 
rep1_CCCGGAACAGTAGATA-1 Autologous 
rep1_CCCGGAAGTATTTCGG-1 Maternal 
rep1_CCCGGAAGTCGGCCTA-1 Autologous 
rep1_CCCGGAAGTCTCGGAC-1 Autologous 
rep1_CCCGGAAGTGAACCGA-1 Maternal 
rep1_CCCGGAAGTTGGACTT-1 Autologous 
rep1_CCCGGAATCATTACTC-1 Autologous 
rep1_CCCGGAATCCGTGGTG-1 Autologous 
rep1_CCCTAACAGAATCCCT-1 Autologous 
rep1_CCCTAACAGTCTTCCC-1 Maternal 
rep1_CCCTAACCAGGACGAT-1 Autologous 
rep1_CCCTAACGTGAATATG-1 Autologous 
rep1_CCCTAACGTGAGGCAT-1 Autologous 



rep1_CCCTAACTCGTAACCA-1 Autologous 
rep1_CCCTAACTCGTTGTTT-1 Autologous 
rep1_CCCTCAAAGAGAACCC-1 Autologous 
rep1_CCCTCAACAAACTGCT-1 Maternal 
rep1_CCCTCAACATCATCCC-1 Autologous 
rep1_CCCTCAAGTTGCCTAA-1 Maternal 
rep1_CCCTCAATCATCTATC-1 Autologous 
rep1_CCCTCTCAGCTGACAG-1 Autologous 
rep1_CCCTCTCGTACATACC-1 Autologous 
rep1_CCCTCTCTCTATGCCC-1 Autologous 
rep1_CCCTGATCACGCTGTG-1 Maternal 
rep1_CCCTGATGTGTCATTG-1 Autologous 
rep1_CCCTGATGTTATGACC-1 Maternal 
rep1_CCCTGATTCCTCTCGA-1 Autologous 
rep1_CCCTGATTCGTTCCTG-1 Autologous 
rep1_CCCTTAGCAGAAGTGC-1 Maternal 
rep1_CCCTTAGCATGCCATA-1 Maternal 
rep1_CCCTTAGGTCGAATGG-1 Maternal 
rep1_CCCTTAGGTGATGAAT-1 Autologous 
rep1_CCCTTAGGTGTTACTG-1 Maternal 
rep1_CCCTTAGTCTAGACAC-1 Maternal 
rep1_CCGAACGAGCCGATAG-1 Autologous 
rep1_CCGAACGCAACGACAG-1 Maternal 
rep1_CCGAACGCACTAGTAC-1 Autologous 
rep1_CCGAACGGTCACCTTC-1 Autologous 
rep1_CCGAACGGTCTCCCTA-1 Maternal 
rep1_CCGAACGGTGCTATTG-1 Autologous 
rep1_CCGAACGGTTGCTCCT-1 Autologous 
rep1_CCGATCTAGCAACCAG-1 Autologous 
rep1_CCGATCTAGTAACGTA-1 Autologous 
rep1_CCGATCTAGTTAGTAG-1 Autologous 
rep1_CCGATCTCAGCGCGTT-1 Autologous 
rep1_CCGATCTGTACCTAAC-1 Autologous 
rep1_CCGATCTGTACGGCAA-1 Autologous 
rep1_CCGATCTGTCACTCGG-1 Autologous 
rep1_CCGATCTGTTACCTGA-1 Maternal 
rep1_CCGATCTGTTTGCCGG-1 Autologous 
rep1_CCGATCTTCCGCAGTG-1 Maternal 
rep1_CCGATCTTCCGCTGTT-1 Autologous 
rep1_CCGATGGAGTTGAATG-1 Maternal 
rep1_CCGATGGCAATAGGAT-1 Maternal 
rep1_CCGATGGGTGTTGAGG-1 Autologous 
rep1_CCGATGGGTTGATGTC-1 Autologous 
rep1_CCGATGGTCGCAGAGA-1 Autologous 



rep1_CCGATGGTCTTCTGGC-1 Maternal 
rep1_CCGCAAGAGCCACCGT-1 Maternal 
rep1_CCGCAAGAGGGTTGCA-1 Maternal 
rep1_CCGCAAGCAAGGTCGA-1 Maternal 
rep1_CCGCAAGCACAATGAA-1 Autologous 
rep1_CCGCAAGCACCCGTAG-1 Autologous 
rep1_CCGCAAGCACCGGCTA-1 Autologous 
rep1_CCGCAAGCACTACTTT-1 Autologous 
rep1_CCGCAAGCACTGGCCA-1 Autologous 
rep1_CCGCAAGCAGTCAGTT-1 Autologous 
rep1_CCGCAAGGTCAAGGCA-1 Maternal 
rep1_CCGCAAGGTCCTGTCT-1 Autologous 
rep1_CCGCAAGGTCTGCCTT-1 Autologous 
rep1_CCGCAAGGTTAGAGAT-1 Autologous 
rep1_CCGCAAGTCGCTATTT-1 Maternal 
rep1_CCGCAAGTCTCGCTTG-1 Autologous 
rep1_CCGGACAAGGTTAAAC-1 Autologous 
rep1_CCGGACAAGTGTGTTC-1 Autologous 
rep1_CCGGACAAGTTAGAAC-1 Maternal 
rep1_CCGGACAGTCGTTTCC-1 Autologous 
rep1_CCGGACATCTCGAACA-1 Autologous 
rep1_CCGGGTAAGATAACGT-1 Autologous 
rep1_CCGGGTAAGTCATGAA-1 Maternal 
rep1_CCGGGTAAGTGCAGCA-1 Autologous 
rep1_CCGGGTAGTCTCTCAC-1 Autologous 
rep1_CCGGGTATCACAAGAA-1 Maternal 
rep1_CCGGGTATCGGTCTGG-1 Autologous 
rep1_CCGGGTATCTCCGTGT-1 Autologous 
rep1_CCGGTAGAGTGAGGCT-1 Autologous 
rep1_CCGGTAGAGTGTGTTC-1 Autologous 
rep1_CCGGTAGGTCAGTCGC-1 Autologous 
rep1_CCGGTAGGTGCCGGTT-1 Autologous 
rep1_CCGGTAGTCAAGGACG-1 Autologous 
rep1_CCGGTGAAGCACTAGG-1 Autologous 
rep1_CCGGTGAAGGTTTACC-1 Maternal 
rep1_CCGGTGAAGTCACTGT-1 Autologous 
rep1_CCGGTGACATTACGGT-1 Maternal 
rep1_CCGGTGACATTCATCT-1 Maternal 
rep1_CCGGTGAGTAATTGGA-1 Autologous 
rep1_CCGGTGAGTGACACAG-1 Maternal 
rep1_CCGTAGGAGCCATTGT-1 Maternal 
rep1_CCGTAGGCAAACGGCA-1 Maternal 
rep1_CCGTAGGCAACATCGT-1 Autologous 
rep1_CCGTAGGGTATACCCA-1 Autologous 



rep1_CCGTAGGGTTAATCGC-1 Autologous 
rep1_CCGTAGGTCAAGAGTA-1 Autologous 
rep1_CCGTAGGTCGCAATTG-1 Autologous 
rep1_CCGTGAGAGAAGCCAC-1 Autologous 
rep1_CCGTGAGAGACGAAGA-1 Autologous 
rep1_CCGTGAGAGTGATAAC-1 Autologous 
rep1_CCGTGAGAGTGTAGTA-1 Autologous 
rep1_CCGTGAGGTAGCGTCC-1 Autologous 
rep1_CCGTGAGGTATGTCTG-1 Maternal 
rep1_CCGTGAGGTATTGGCT-1 Autologous 
rep1_CCGTTCAAGACTCTAC-1 Autologous 
rep1_CCGTTCAAGAGCCTGA-1 Autologous 
rep1_CCGTTCACAATGACCT-1 Maternal 
rep1_CCGTTCACACACCTTC-1 Autologous 
rep1_CCGTTCACAGCCGTCA-1 Maternal 
rep1_CCGTTCATCGAGCTGC-1 Autologous 
rep1_CCTAACCAGAAGTCAT-1 Maternal 
rep1_CCTAACCAGGAGCTGT-1 Maternal 
rep1_CCTAACCCAACAACAA-1 Autologous 
rep1_CCTAACCGTCGCCTAG-1 Autologous 
rep1_CCTAACCGTTGAAGTA-1 Maternal 
rep1_CCTAACCTCAAAGGTA-1 Autologous 
rep1_CCTAACCTCGTTCCCA-1 Autologous 
rep1_CCTAAGAAGAGCACTG-1 Maternal 
rep1_CCTAAGAAGCTACTAC-1 Autologous 
rep1_CCTAAGACAACAAGAT-1 Maternal 
rep1_CCTAAGAGTACACTCA-1 Autologous 
rep1_CCTAAGAGTAGTTCCA-1 Autologous 
rep1_CCTACGTAGCTCAGAG-1 Maternal 
rep1_CCTACGTGTACGCTAT-1 Autologous 
rep1_CCTACGTTCGAGAAGC-1 Autologous 
rep1_CCTATCGAGCGGCTCT-1 Autologous 
rep1_CCTATCGCAAACTAGA-1 Autologous 
rep1_CCTATCGCACCAGTAT-1 Autologous 
rep1_CCTATCGCAGGACTAG-1 Maternal 
rep1_CCTATCGGTAGGAGTC-1 Autologous 
rep1_CCTATCGTCACTACTT-1 Maternal 
rep1_CCTATCGTCGTGAGAG-1 Autologous 
rep1_CCTATCGTCGTTCGCT-1 Maternal 
rep1_CCTCAACAGCTAAACA-1 Autologous 
rep1_CCTCAACCAAAGGATT-1 Autologous 
rep1_CCTCAACCATTGCTGA-1 Autologous 
rep1_CCTCAACTCACTGGTA-1 Maternal 
rep1_CCTCAACTCCGTATAG-1 Autologous 



rep1_CCTCACAAGATGCTTC-1 Maternal 
rep1_CCTCACAAGTAATCCC-1 Autologous 
rep1_CCTCACAAGTTGGCGA-1 Maternal 
rep1_CCTCACAAGTTTCTTC-1 Maternal 
rep1_CCTCACAGTCAGTCTA-1 Maternal 
rep1_CCTCACATCATCCCGT-1 Autologous 
rep1_CCTCACATCTAGATCG-1 Maternal 
rep1_CCTCACATCTCTTAAC-1 Autologous 
rep1_CCTCAGTAGCGGGTAT-1 Maternal 
rep1_CCTCAGTAGGCTCTAT-1 Maternal 
rep1_CCTCAGTCAAGTGGGT-1 Autologous 
rep1_CCTCAGTCATGATGCT-1 Maternal 
rep1_CCTCAGTGTGAGGATC-1 Autologous 
rep1_CCTCAGTGTTGCATTG-1 Autologous 
rep1_CCTCAGTTCGAAGTGG-1 Autologous 
rep1_CCTCATGAGCTGACAG-1 Autologous 
rep1_CCTCATGAGGTTACCT-1 Autologous 
rep1_CCTCATGCATCGATCA-1 Autologous 
rep1_CCTCATGGTCCCGGTA-1 Autologous 
rep1_CCTCATGGTCGTATTG-1 Autologous 
rep1_CCTCATGTCCTCAGGG-1 Autologous 
rep1_CCTCATGTCGAGAACG-1 Autologous 
rep1_CCTCCAAAGACTTCGT-1 Maternal 
rep1_CCTCCAAAGGTACCTT-1 Autologous 
rep1_CCTCCAACAACCTATG-1 Maternal 
rep1_CCTCCAACAGTCAGTT-1 Maternal 
rep1_CCTCCAAGTGAGTGAC-1 Autologous 
rep1_CCTCCAATCCTTTGAT-1 Maternal 
rep1_CCTCCAATCTAGCAAC-1 Autologous 
rep1_CCTCCAATCTGTAACG-1 Autologous 
rep1_CCTCCTCAGGACTAAT-1 Autologous 
rep1_CCTCCTCAGGCGCTTC-1 Maternal 
rep1_CCTCCTCAGGGTTAAT-1 Autologous 
rep1_CCTCCTCCAGCTACCG-1 Autologous 
rep1_CCTCCTCCATATAGCC-1 Autologous 
rep1_CCTCCTCCATATGCGT-1 Autologous 
rep1_CCTCCTCGTCATCCCT-1 Autologous 
rep1_CCTCCTCTCTACTCAT-1 Maternal 
rep1_CCTCTAGGTACCAGAG-1 Autologous 
rep1_CCTCTAGGTAGTTCCA-1 Maternal 
rep1_CCTCTAGGTGCTTATG-1 Autologous 
rep1_CCTCTAGTCCGTCACT-1 Maternal 
rep1_CCTCTCCAGCCAAGTG-1 Autologous 
rep1_CCTCTCCAGTAGAGTT-1 Autologous 



rep1_CCTCTCCCAACTGCTA-1 Autologous 
rep1_CCTCTCCCAGGCGAAT-1 Maternal 
rep1_CCTCTCCTCGTCGCTT-1 Maternal 
rep1_CCTCTCCTCTGAGGCC-1 Maternal 
rep1_CCTGCATAGCCACCGT-1 Maternal 
rep1_CCTGCATAGGTGCATG-1 Autologous 
rep1_CCTGCATAGGTTCTAC-1 Autologous 
rep1_CCTGCATAGTCTGCAT-1 Maternal 
rep1_CCTGCATCAACACGAG-1 Autologous 
rep1_CCTGCATCAGTACTAC-1 Autologous 
rep1_CCTGCATGTCATCACA-1 Autologous 
rep1_CCTGCATGTCATTGCA-1 Autologous 
rep1_CCTGCATGTTGCTTGA-1 Autologous 
rep1_CCTGCATTCATTCCTA-1 Maternal 
rep1_CCTGCATTCCCTTCCC-1 Maternal 
rep1_CCTGCATTCGACCAAT-1 Maternal 
rep1_CCTGCATTCGTTCTGC-1 Autologous 
rep1_CCTGTTGCATAATGAG-1 Autologous 
rep1_CCTGTTGTCAGACCGC-1 Maternal 
rep1_CCTGTTGTCCGGCAAC-1 Maternal 
rep1_CCTGTTGTCGGCCAAC-1 Autologous 
rep1_CCTTCAGAGCACACAG-1 Autologous 
rep1_CCTTCAGAGCAGGTCA-1 Autologous 
rep1_CCTTCAGAGTTGGGAC-1 Maternal 
rep1_CCTTCAGGTAGACAAT-1 Autologous 
rep1_CCTTCAGGTCATGACT-1 Autologous 
rep1_CCTTCAGGTGACAGCA-1 Autologous 
rep1_CCTTCAGTCACGGTCG-1 Maternal 
rep1_CCTTCAGTCATCCTGC-1 Autologous 
rep1_CCTTGTGCATGCAGGA-1 Autologous 
rep1_CCTTGTGGTAGCTTGT-1 Autologous 
rep1_CCTTGTGGTCCGAAGA-1 Autologous 
rep1_CCTTGTGGTCGACTTA-1 Maternal 
rep1_CCTTGTGGTCTTGTCC-1 Autologous 
rep1_CCTTGTGGTGCATGTT-1 Maternal 
rep1_CCTTGTGTCATATGGC-1 Maternal 
rep1_CCTTTGGAGCCACCGT-1 Maternal 
rep1_CCTTTGGAGCTAAATG-1 Autologous 
rep1_CCTTTGGAGGGCGAGA-1 Maternal 
rep1_CCTTTGGAGTTGCTCA-1 Maternal 
rep1_CGAAGGAAGTCACGCC-1 Autologous 
rep1_CGAAGGAAGTTGGGAC-1 Autologous 
rep1_CGAAGGACAAAGCTAA-1 Maternal 
rep1_CGAAGGACAAGCCCAC-1 Autologous 



rep1_CGAAGGACAGAAATCA-1 Autologous 
rep1_CGAAGGAGTCGGTAAG-1 Autologous 
rep1_CGAAGGAGTGCATGAG-1 Autologous 
rep1_CGAAGGAGTTGGCCGT-1 Maternal 
rep1_CGAAGGATCCATAGAC-1 Maternal 
rep1_CGAAGTTAGCACGGAT-1 Autologous 
rep1_CGAAGTTAGTCTTGGT-1 Autologous 
rep1_CGAAGTTAGTGCACTT-1 Autologous 
rep1_CGAAGTTCACTGCACG-1 Autologous 
rep1_CGAAGTTGTTCGTTCC-1 Maternal 
rep1_CGAAGTTTCACGACTA-1 Autologous 
rep1_CGAATTGAGATGAAGG-1 Maternal 
rep1_CGAATTGCAAACGGCA-1 Autologous 
rep1_CGAATTGCACTTCATT-1 Autologous 
rep1_CGAATTGGTGCTTATG-1 Maternal 
rep1_CGAATTGTCCATACAG-1 Maternal 
rep1_CGAATTGTCTCATAGG-1 Autologous 
rep1_CGAATTGTCTGCTGAA-1 Maternal 
rep1_CGAATTGTCTTGGATG-1 Autologous 
rep1_CGACAGCAGCCTCAAT-1 Autologous 
rep1_CGACAGCCAACACAGG-1 Maternal 
rep1_CGACAGCCAGCGTACC-1 Maternal 
rep1_CGACAGCGTAATTAGG-1 Maternal 
rep1_CGACAGCGTAGATTGA-1 Autologous 
rep1_CGACAGCGTTGCTCAA-1 Autologous 
rep1_CGACAGCTCGTGTGGC-1 Autologous 
rep1_CGACAGCTCTACTCAT-1 Autologous 
rep1_CGAGAAGAGAAACTCA-1 Autologous 
rep1_CGAGAAGAGCTTAAGA-1 Autologous 
rep1_CGAGAAGCACATAACC-1 Maternal 
rep1_CGAGAAGCACTATCGA-1 Autologous 
rep1_CGAGAAGCATGCACTA-1 Maternal 
rep1_CGAGAAGCATTCATCT-1 Maternal 
rep1_CGAGAAGGTACCTAAC-1 Autologous 
rep1_CGAGAAGGTCGTTGCG-1 Autologous 
rep1_CGAGGAAAGCTAAGTA-1 Autologous 
rep1_CGAGGAAAGCTGAAAT-1 Autologous 
rep1_CGAGGAATCGATCCCT-1 Autologous 
rep1_CGAGGAATCTGCGATA-1 Autologous 
rep1_CGAGGCTAGGTCTTTG-1 Maternal 
rep1_CGAGGCTCACAAAGCG-1 Autologous 
rep1_CGAGGCTCAGATCATC-1 Autologous 
rep1_CGAGGCTGTCGCATCG-1 Maternal 
rep1_CGAGGCTTCCGTTTCG-1 Autologous 



rep1_CGAGTGCCAAGTTGGG-1 Autologous 
rep1_CGAGTGCCAGAGAGGG-1 Autologous 
rep1_CGAGTGCCATGACTCA-1 Maternal 
rep1_CGAGTGCGTCCTCCTA-1 Autologous 
rep1_CGAGTGCGTTTCGTTT-1 Maternal 
rep1_CGAGTGCTCACGGGCT-1 Maternal 
rep1_CGAGTGCTCTAAACGC-1 Autologous 
rep1_CGAGTGCTCTCCGCAT-1 Autologous 
rep1_CGAGTGCTCTGATGGT-1 Autologous 
rep1_CGAGTTACAGTCTGGC-1 Autologous 
rep1_CGAGTTAGTATTCCTT-1 Autologous 
rep1_CGAGTTAGTGGACAGT-1 Maternal 
rep1_CGATCGGAGACTTGTC-1 Autologous 
rep1_CGATCGGCACTTGGCG-1 Autologous 
rep1_CGATCGGCAGTTTCAG-1 Autologous 
rep1_CGATCGGCATCCTTCG-1 Autologous 
rep1_CGATCGGGTAGTTCCA-1 Autologous 
rep1_CGATCGGGTATCACGT-1 Maternal 
rep1_CGATCGGTCAAGCTGT-1 Autologous 
rep1_CGATGCGAGTCTAGAA-1 Autologous 
rep1_CGATGCGCACTATGTG-1 Maternal 
rep1_CGATGCGCAGGTTCAT-1 Autologous 
rep1_CGATGCGCATTGAGGG-1 Autologous 
rep1_CGATGCGGTTGACTGT-1 Autologous 
rep1_CGATGGCAGCCATCCG-1 Autologous 
rep1_CGATGGCAGCCTCACG-1 Autologous 
rep1_CGATGGCGTGGCGCTT-1 Maternal 
rep1_CGATGGCGTGTAGTGG-1 Maternal 
rep1_CGATGGCTCCATTCGC-1 Autologous 
rep1_CGCAGGTAGATTAGCA-1 Maternal 
rep1_CGCAGGTCAATTGAAG-1 Autologous 
rep1_CGCAGGTCATGGGCAA-1 Autologous 
rep1_CGCAGGTGTCGACTTA-1 Autologous 
rep1_CGCAGGTGTCTTCAAG-1 Autologous 
rep1_CGCAGGTGTTCATCTT-1 Maternal 
rep1_CGCAGGTTCACCACAA-1 Autologous 
rep1_CGCAGGTTCGATTGAC-1 Maternal 
rep1_CGCAGGTTCGCACGGT-1 Autologous 
rep1_CGCAGGTTCGTGTCAA-1 Autologous 
rep1_CGCAGGTTCTATTGTC-1 Maternal 
rep1_CGCATAAAGCATGAAT-1 Maternal 
rep1_CGCATAAAGGTCACCC-1 Autologous 
rep1_CGCATAACACTATCCC-1 Autologous 
rep1_CGCATAACAGGTACGA-1 Autologous 



rep1_CGCATAACATACAGAA-1 Maternal 
rep1_CGCATAACATCGAGCC-1 Autologous 
rep1_CGCATAAGTTCGTGCG-1 Autologous 
rep1_CGCATAATCAGAACCT-1 Autologous 
rep1_CGCATAATCTGCATAG-1 Autologous 
rep1_CGCATAATCTGGGCAC-1 Autologous 
rep1_CGCATGGCATAATGCC-1 Maternal 
rep1_CGCATGGCATACGCAT-1 Maternal 
rep1_CGCATGGGTACAAGTA-1 Autologous 
rep1_CGCATGGGTATGGAAT-1 Maternal 
rep1_CGCATGGGTTACAGCT-1 Autologous 
rep1_CGCATGGTCACTACGA-1 Autologous 
rep1_CGCATGGTCTAGTGTG-1 Autologous 
rep1_CGCCAGAAGAGTATAC-1 Autologous 
rep1_CGCCAGAAGCAGTAAT-1 Autologous 
rep1_CGCCAGAAGGCTCTAT-1 Autologous 
rep1_CGCCAGAAGGGTATAT-1 Autologous 
rep1_CGCCAGAAGTCACTCA-1 Autologous 
rep1_CGCCAGAAGTGCTCGC-1 Autologous 
rep1_CGCCAGACAGCAGTCC-1 Maternal 
rep1_CGCCAGACAGGACGAT-1 Maternal 
rep1_CGCCAGAGTTGTAAAG-1 Autologous 
rep1_CGCCAGATCACGAACT-1 Autologous 
rep1_CGCCAGATCCACATAG-1 Autologous 
rep1_CGCCAGATCGCGTGCA-1 Maternal 
rep1_CGCCATTAGAGGTATT-1 Maternal 
rep1_CGCCATTAGCCGTTGC-1 Autologous 
rep1_CGCCATTAGGCTTCCG-1 Maternal 
rep1_CGCCATTCACACCGCA-1 Autologous 
rep1_CGCCATTCACGACGAA-1 Autologous 
rep1_CGCCATTGTCTGTGCG-1 Maternal 
rep1_CGCCATTTCAAGCCTA-1 Maternal 
rep1_CGCCATTTCCACATAG-1 Autologous 
rep1_CGCCATTTCCTTCTGG-1 Autologous 
rep1_CGCGTGAAGAAAGTCT-1 Autologous 
rep1_CGCGTGACACATGACT-1 Autologous 
rep1_CGCGTGACATCGGTTA-1 Autologous 
rep1_CGCGTGAGTCTGCCTT-1 Maternal 
rep1_CGCGTGATCCAGTGTA-1 Maternal 
rep1_CGCGTGATCCCTCGAT-1 Autologous 
rep1_CGCGTGATCGAGAACG-1 Maternal 
rep1_CGCGTGATCTAGTTCT-1 Maternal 
rep1_CGGAACCAGTGATCGG-1 Maternal 
rep1_CGGAACCCAACGTAAA-1 Maternal 



rep1_CGGAACCCAATTCACG-1 Autologous 
rep1_CGGAACCGTTTGGAGG-1 Autologous 
rep1_CGGAACCTCCAAGCAT-1 Maternal 
rep1_CGGAACCTCCACTAGA-1 Autologous 
rep1_CGGAACCTCGGTGTTA-1 Autologous 
rep1_CGGAACCTCTTAGCCC-1 Autologous 
rep1_CGGAACCTCTTGCGCT-1 Maternal 
rep1_CGGAATTAGCAGGGAG-1 Autologous 
rep1_CGGAATTAGTAACCGG-1 Maternal 
rep1_CGGAATTCAGAACCGA-1 Autologous 
rep1_CGGAATTGTATCGTAC-1 Autologous 
rep1_CGGAATTTCACTACGA-1 Autologous 
rep1_CGGACACCAAAGACGC-1 Autologous 
rep1_CGGACACCAGGAGACT-1 Autologous 
rep1_CGGACACGTCAGCGTC-1 Autologous 
rep1_CGGACACGTTGGATCT-1 Autologous 
rep1_CGGAGAAAGCCGAATG-1 Maternal 
rep1_CGGAGAACACGCGTCA-1 Maternal 
rep1_CGGAGAACACGGCCAT-1 Autologous 
rep1_CGGAGAACAGAGGTAC-1 Maternal 
rep1_CGGAGAACAGCGGTTC-1 Maternal 
rep1_CGGAGAAGTCACTTCC-1 Autologous 
rep1_CGGAGAAGTCCGACGT-1 Autologous 
rep1_CGGAGAAGTGCAACGA-1 Autologous 
rep1_CGGAGAAGTTCTTGCC-1 Autologous 
rep1_CGGAGAATCAGGACAG-1 Maternal 
rep1_CGGAGAATCCCATACC-1 Autologous 
rep1_CGGAGAATCTCCCAAC-1 Maternal 
rep1_CGGCAGTAGTCACGCC-1 Autologous 
rep1_CGGCAGTTCCGAACGC-1 Maternal 
rep1_CGGCAGTTCGTAACCA-1 Autologous 
rep1_CGGGACTAGAGAACCC-1 Maternal 
rep1_CGGGACTGTAGGTACG-1 Autologous 
rep1_CGGGACTGTGTACGCC-1 Autologous 
rep1_CGGGACTGTTGCTGAT-1 Autologous 
rep1_CGGGACTTCGGCTTGG-1 Maternal 
rep1_CGGGCATAGATTAGTG-1 Autologous 
rep1_CGGGCATAGGGATCAC-1 Autologous 
rep1_CGGGCATAGGTCGTAG-1 Maternal 
rep1_CGGGCATCACTGGCCA-1 Autologous 
rep1_CGGGCATCATAGCACT-1 Maternal 
rep1_CGGGCATTCGGTCACG-1 Maternal 
rep1_CGGGCATTCGTGCACG-1 Maternal 
rep1_CGGGTCAAGCCTGACC-1 Autologous 



rep1_CGGGTCACAGAGCCCT-1 Autologous 
rep1_CGGGTCACATTGAGCT-1 Autologous 
rep1_CGGGTCAGTGTCACAT-1 Autologous 
rep1_CGGGTCAGTTGGGCCT-1 Autologous 
rep1_CGGGTCATCAAACTGC-1 Autologous 
rep1_CGGGTCATCTGACGCG-1 Autologous 
rep1_CGGGTGTCAAAGACTA-1 Autologous 
rep1_CGGGTGTCAGAGGCTA-1 Maternal 
rep1_CGGGTGTGTCTTAGTG-1 Autologous 
rep1_CGGGTGTTCGCCACTT-1 Autologous 
rep1_CGGGTGTTCTGCGGGT-1 Autologous 
rep1_CGGGTGTTCTTAAGGC-1 Maternal 
rep1_CGGTCAGAGCACGGAT-1 Autologous 
rep1_CGGTCAGCAACGATCT-1 Autologous 
rep1_CGGTCAGCAGCCGGTT-1 Maternal 
rep1_CGGTCAGGTACGTTCA-1 Autologous 
rep1_CGGTCAGGTGGGACAT-1 Autologous 
rep1_CGGTCAGTCACTGGTA-1 Autologous 
rep1_CGGTCAGTCATTTGGG-1 Maternal 
rep1_CGTAAGTAGACAAGCC-1 Autologous 
rep1_CGTAAGTAGTCTCGTA-1 Maternal 
rep1_CGTAAGTCACTACACA-1 Autologous 
rep1_CGTAAGTGTGTCACAT-1 Maternal 
rep1_CGTAAGTTCCCGAGGT-1 Maternal 
rep1_CGTAATGAGACCTGGA-1 Autologous 
rep1_CGTAATGAGAGCAGAA-1 Maternal 
rep1_CGTAATGCAAAGAACT-1 Autologous 
rep1_CGTAATGCAGCTAACT-1 Maternal 
rep1_CGTAATGGTAACGATA-1 Autologous 
rep1_CGTAATGGTACGATTC-1 Autologous 
rep1_CGTAATGTCAAGCCTA-1 Autologous 
rep1_CGTAATGTCATTACCT-1 Maternal 
rep1_CGTAATGTCCATATGG-1 Autologous 
rep1_CGTAATGTCCGATGTA-1 Autologous 
rep1_CGTAATGTCCTCAGAA-1 Autologous 
rep1_CGTAATGTCGCGATCG-1 Autologous 
rep1_CGTAGTAAGAAGCCTG-1 Autologous 
rep1_CGTAGTAAGAGAACCC-1 Autologous 
rep1_CGTAGTAAGCAATTCC-1 Autologous 
rep1_CGTAGTACAAGGTCTT-1 Maternal 
rep1_CGTAGTAGTACCTTCC-1 Maternal 
rep1_CGTAGTAGTAGTACGG-1 Autologous 
rep1_CGTAGTAGTTGTTGAC-1 Maternal 
rep1_CGTAGTAGTTTACACG-1 Maternal 



rep1_CGTAGTATCACTACGA-1 Autologous 
rep1_CGTAGTATCAGCCCAG-1 Autologous 
rep1_CGTAGTATCCGATAAC-1 Maternal 
rep1_CGTAGTATCTCGCAGG-1 Maternal 
rep1_CGTCAAAAGGTCCAGA-1 Autologous 
rep1_CGTCAAAAGGTGCTGA-1 Maternal 
rep1_CGTCAAAAGGTTATAG-1 Maternal 
rep1_CGTCAAACAGAACCGA-1 Autologous 
rep1_CGTCAAACAGTTAGAA-1 Autologous 
rep1_CGTCAAAGTGGCTGAA-1 Maternal 
rep1_CGTCAAAGTGGGATTG-1 Maternal 
rep1_CGTCAAATCAGAACCT-1 Autologous 
rep1_CGTCAAATCGACATCA-1 Autologous 
rep1_CGTCCATAGAAGATCT-1 Maternal 
rep1_CGTCCATAGAGGCCAT-1 Autologous 
rep1_CGTCCATCAAGGAGTC-1 Maternal 
rep1_CGTCCATGTACCCACG-1 Autologous 
rep1_CGTCCATGTCAGTCCG-1 Maternal 
rep1_CGTCCATGTTGTGTTG-1 Maternal 
rep1_CGTCCATTCCTCACTG-1 Autologous 
rep1_CGTCCATTCGACGAGA-1 Autologous 
rep1_CGTCCATTCGATGCAT-1 Maternal 
rep1_CGTCCATTCTCCCATG-1 Maternal 
rep1_CGTGAATAGACTAAGT-1 Autologous 
rep1_CGTGAATAGCCATTGT-1 Autologous 
rep1_CGTGAATCAACATCGT-1 Autologous 
rep1_CGTGAATCAGCCCAGT-1 Maternal 
rep1_CGTGAATCAGCTATTG-1 Maternal 
rep1_CGTGAATCAGTATGAA-1 Autologous 
rep1_CGTGAATGTGTCTCCT-1 Maternal 
rep1_CGTGAATTCGCTAGCG-1 Autologous 
rep1_CGTGATAAGATGTAGT-1 Maternal 
rep1_CGTGATACAAGTGGCA-1 Autologous 
rep1_CGTGATACATACCACA-1 Autologous 
rep1_CGTGATAGTATAATGG-1 Autologous 
rep1_CGTGATAGTCACAGAG-1 Autologous 
rep1_CGTGATAGTTAGGCTT-1 Maternal 
rep1_CGTGATAGTTGGGACA-1 Maternal 
rep1_CGTGATATCCCATAAG-1 Autologous 
rep1_CGTGATATCGTTCTGC-1 Maternal 
rep1_CGTGCTTAGAAGCCAC-1 Maternal 
rep1_CGTGCTTAGAGCCTGA-1 Autologous 
rep1_CGTGCTTCATGGAAGC-1 Autologous 
rep1_CGTGCTTGTCGTTTCC-1 Autologous 



rep1_CGTGCTTTCCACAGCG-1 Autologous 
rep1_CGTGTCTAGAAACCCG-1 Autologous 
rep1_CGTGTCTAGACTTAAG-1 Autologous 
rep1_CGTGTCTGTCGACTTA-1 Autologous 
rep1_CGTGTCTGTGCGTTTA-1 Autologous 
rep1_CGTGTCTGTGTGAGCA-1 Autologous 
rep1_CGTTAGAAGTGATCGG-1 Autologous 
rep1_CGTTAGACAAGAAATC-1 Autologous 
rep1_CGTTAGACAGTCAGCC-1 Autologous 
rep1_CGTTAGACAGTGTGCC-1 Maternal 
rep1_CGTTAGACATGGCACC-1 Autologous 
rep1_CGTTAGAGTCCACAGC-1 Autologous 
rep1_CGTTAGAGTCCGAAAG-1 Autologous 
rep1_CGTTAGAGTCTTGCGG-1 Maternal 
rep1_CGTTAGAGTGGCTGCT-1 Maternal 
rep1_CGTTAGATCACGGAGA-1 Autologous 
rep1_CGTTAGATCATGAGAA-1 Autologous 
rep1_CGTTAGATCTATCGTT-1 Autologous 
rep1_CGTTCTGAGCATGGGT-1 Autologous 
rep1_CGTTCTGAGTTAACGA-1 Maternal 
rep1_CGTTCTGCAGAGACTG-1 Autologous 
rep1_CGTTCTGCATCCTCAC-1 Autologous 
rep1_CGTTCTGCATCCTGTC-1 Autologous 
rep1_CGTTCTGGTCGCGTCA-1 Autologous 
rep1_CGTTCTGGTGGCGTAA-1 Autologous 
rep1_CGTTCTGTCACTGATG-1 Autologous 
rep1_CGTTCTGTCAGACAAA-1 Autologous 
rep1_CGTTCTGTCATGCGGC-1 Maternal 
rep1_CGTTCTGTCGAGGCAA-1 Autologous 
rep1_CGTTGGGAGATGACCG-1 Autologous 
rep1_CGTTGGGAGCTACTAC-1 Autologous 
rep1_CGTTGGGCAAATGATG-1 Maternal 
rep1_CGTTGGGCAAGATTGA-1 Autologous 
rep1_CGTTGGGCAGAGGCAT-1 Autologous 
rep1_CGTTGGGCAGCGACAA-1 Autologous 
rep1_CGTTGGGCATAGGCGA-1 Autologous 
rep1_CGTTGGGCATGAGAAT-1 Autologous 
rep1_CGTTGGGGTAGAGGAA-1 Autologous 
rep1_CGTTGGGGTGAGATCG-1 Autologous 
rep1_CTAACCCGTCTACATG-1 Maternal 
rep1_CTAACCCTCTGCCCTA-1 Maternal 
rep1_CTAACCCTCTTGCGCT-1 Maternal 
rep1_CTAACCCTCTTTGCGC-1 Autologous 
rep1_CTAACTTAGAGAGCCT-1 Autologous 



rep1_CTAACTTCAACACGTT-1 Autologous 
rep1_CTAACTTCATCAGCGC-1 Autologous 
rep1_CTAACTTGTACTGTTG-1 Autologous 
rep1_CTAACTTTCCGCGATG-1 Maternal 
rep1_CTAACTTTCTCGCTCA-1 Autologous 
rep1_CTAAGTGAGGAACATT-1 Autologous 
rep1_CTAAGTGAGGGCTAAC-1 Autologous 
rep1_CTAAGTGCAAAGGATT-1 Maternal 
rep1_CTAAGTGCAAGGCCTC-1 Autologous 
rep1_CTAAGTGGTCGGCCTA-1 Maternal 
rep1_CTAAGTGTCAAGGCTT-1 Autologous 
rep1_CTAAGTGTCGTCGCTT-1 Maternal 
rep1_CTACAGAAGCTATCCA-1 Maternal 
rep1_CTACAGAAGGGCTGAT-1 Autologous 
rep1_CTACAGACACGACGCT-1 Autologous 
rep1_CTACAGACACGATAGG-1 Maternal 
rep1_CTACAGAGTAATGTGA-1 Maternal 
rep1_CTACATTAGACAACTA-1 Maternal 
rep1_CTACATTAGCTTACGT-1 Autologous 
rep1_CTACATTCACACGCCA-1 Maternal 
rep1_CTACATTCAGCATGCC-1 Autologous 
rep1_CTACATTCATCGATAC-1 Autologous 
rep1_CTACATTGTGGCATCC-1 Maternal 
rep1_CTACATTTCGGCATAT-1 Autologous 
rep1_CTACATTTCTGGGCAC-1 Autologous 
rep1_CTACCCAAGCGCTTCG-1 Autologous 
rep1_CTACCCAAGTGCGACA-1 Autologous 
rep1_CTACCCACAAGAATAC-1 Autologous 
rep1_CTACCCACATCCTATT-1 Maternal 
rep1_CTACCCACATCTATCT-1 Autologous 
rep1_CTACCCAGTATTCCGA-1 Autologous 
rep1_CTACCTGAGCTGGTGA-1 Maternal 
rep1_CTACCTGCAAGTGGTG-1 Autologous 
rep1_CTACCTGCACAAGCCC-1 Autologous 
rep1_CTACCTGGTTGCCAAT-1 Autologous 
rep1_CTACCTGTCACTTGTT-1 Maternal 
rep1_CTACCTGTCGAAGGAC-1 Maternal 
rep1_CTACGGGAGCATTTGC-1 Maternal 
rep1_CTACGGGCAAATGAGT-1 Autologous 
rep1_CTACGGGCAACGAGGT-1 Autologous 
rep1_CTACGGGTCACGGGAA-1 Maternal 
rep1_CTACTATCAAACGAGC-1 Autologous 
rep1_CTAGACACACCTCTAC-1 Maternal 
rep1_CTAGACACAGCGTTGC-1 Autologous 



rep1_CTAGACACATACCATG-1 Maternal 
rep1_CTAGACACATCGGATT-1 Maternal 
rep1_CTAGGTAAGCACTAAA-1 Autologous 
rep1_CTAGGTAAGGTGCTAG-1 Autologous 
rep1_CTAGGTACAGAGACTG-1 Autologous 
rep1_CTAGGTAGTAGGGTAC-1 Maternal 
rep1_CTAGGTAGTCGTACAT-1 Autologous 
rep1_CTAGGTAGTGGATCGA-1 Maternal 
rep1_CTAGGTAGTTAGTTCG-1 Autologous 
rep1_CTAGGTATCGTCAAAC-1 Autologous 
rep1_CTATAGGAGAACTGAT-1 Autologous 
rep1_CTATAGGAGCAAGTCG-1 Autologous 
rep1_CTATAGGAGCTGCCTG-1 Autologous 
rep1_CTATAGGAGGCGATAC-1 Autologous 
rep1_CTATAGGAGTAAATGC-1 Autologous 
rep1_CTATAGGGTCTGTAGT-1 Autologous 
rep1_CTATAGGTCCGTCCTA-1 Maternal 
rep1_CTATCCGAGCACAAAT-1 Autologous 
rep1_CTATCCGAGCGTGAGT-1 Maternal 
rep1_CTATCCGAGGGTGAGG-1 Autologous 
rep1_CTATCCGCATGCCGGT-1 Maternal 
rep1_CTATCCGGTCTGTAAC-1 Autologous 
rep1_CTATCCGGTGCGGATA-1 Autologous 
rep1_CTATCCGGTTACCTTT-1 Maternal 
rep1_CTATCCGGTTGTAAAG-1 Autologous 
rep1_CTATCCGGTTTCGGCG-1 Autologous 
rep1_CTATCCGTCAGTGGGA-1 Maternal 
rep1_CTATCCGTCGCAGTCG-1 Autologous 
rep1_CTATCTAAGTCCCAAT-1 Autologous 
rep1_CTATCTACACTGCGTG-1 Autologous 
rep1_CTATCTACAGCGTGAA-1 Autologous 
rep1_CTATCTATCACAATGC-1 Autologous 
rep1_CTATCTATCCTGATAG-1 Autologous 
rep1_CTCAACCAGATCCCGC-1 Autologous 
rep1_CTCAACCAGCGCTGCT-1 Autologous 
rep1_CTCAACCCACCGGCTA-1 Autologous 
rep1_CTCAACCGTAGATGTA-1 Autologous 
rep1_CTCAACCGTTCTATCT-1 Autologous 
rep1_CTCAACCTCAGACCCG-1 Maternal 
rep1_CTCAAGAAGGTCTTTG-1 Maternal 
rep1_CTCAAGAAGTGATCGG-1 Autologous 
rep1_CTCAAGAGTATGCGTT-1 Maternal 
rep1_CTCAAGAGTATTGACC-1 Autologous 
rep1_CTCAAGATCAGTCAGT-1 Maternal 



rep1_CTCAAGATCCCGAGGT-1 Autologous 
rep1_CTCAAGATCCCTCTTT-1 Autologous 
rep1_CTCAATTAGGTCGTAG-1 Maternal 
rep1_CTCAATTGTTGCTGAT-1 Autologous 
rep1_CTCACTGGTCTTTATC-1 Autologous 
rep1_CTCACTGGTGCAATGG-1 Autologous 
rep1_CTCACTGGTGGACCAA-1 Autologous 
rep1_CTCAGAACAAGGTCTT-1 Autologous 
rep1_CTCAGAAGTACAGAGC-1 Maternal 
rep1_CTCAGAAGTTTACCTT-1 Maternal 
rep1_CTCAGAATCATTGCCC-1 Autologous 
rep1_CTCAGGGAGATGGGCT-1 Autologous 
rep1_CTCAGGGAGGACGCAT-1 Autologous 
rep1_CTCAGGGAGGCGAAGG-1 Maternal 
rep1_CTCAGGGCATCATGAC-1 Maternal 
rep1_CTCAGGGGTTGAGTCT-1 Autologous 
rep1_CTCAGGGTCCATCTAT-1 Autologous 
rep1_CTCAGGGTCGAGTTGT-1 Autologous 
rep1_CTCAGTCAGGCTAGCA-1 Autologous 
rep1_CTCAGTCCACACCGCA-1 Autologous 
rep1_CTCAGTCCACTGAGGA-1 Maternal 
rep1_CTCAGTCCAGAAATTG-1 Autologous 
rep1_CTCAGTCTCGGTTAGT-1 Maternal 
rep1_CTCATCGAGACTACCT-1 Autologous 
rep1_CTCATCGGTCTCGGAC-1 Autologous 
rep1_CTCATCGGTGCATGAG-1 Autologous 
rep1_CTCATCGGTGGTCTAT-1 Autologous 
rep1_CTCATCGGTTGTGGCC-1 Autologous 
rep1_CTCATCGTCAAACGTC-1 Maternal 
rep1_CTCATCGTCGTGGAAG-1 Autologous 
rep1_CTCATGCAGGTCCCTG-1 Autologous 
rep1_CTCATGCGTTCCCAAA-1 Maternal 
rep1_CTCATGCGTTGGCCTG-1 Maternal 
rep1_CTCATGCTCCGTAGTA-1 Maternal 
rep1_CTCATTAAGCCTCAGC-1 Autologous 
rep1_CTCATTAAGGGAACAA-1 Autologous 
rep1_CTCATTAAGTTCCGGC-1 Autologous 
rep1_CTCATTACACTGGAAG-1 Autologous 
rep1_CTCATTACATCTCGTC-1 Maternal 
rep1_CTCATTAGTATGCAAA-1 Autologous 
rep1_CTCATTATCCGGCTTT-1 Autologous 
rep1_CTCATTATCTGCTTTA-1 Autologous 
rep1_CTCCAACAGGAATCGC-1 Autologous 
rep1_CTCCAACAGTCCCGAC-1 Autologous 



rep1_CTCCAACGTAGCTGCC-1 Autologous 
rep1_CTCCAACGTGGAGGTT-1 Autologous 
rep1_CTCCAACTCAGACCTA-1 Autologous 
rep1_CTCCAACTCGACGTCG-1 Maternal 
rep1_CTCCAACTCTGAGCAT-1 Autologous 
rep1_CTCCACAAGGATTCCT-1 Autologous 
rep1_CTCCACAAGGTGCATG-1 Autologous 
rep1_CTCCACAAGTAGGATT-1 Autologous 
rep1_CTCCACACACGGTGTC-1 Maternal 
rep1_CTCCACAGTGCGAGTA-1 Maternal 
rep1_CTCCACAGTGGCTCTG-1 Autologous 
rep1_CTCCACATCCGTCCTA-1 Autologous 
rep1_CTCCACATCGTCTCAC-1 Maternal 
rep1_CTCCATGCAAGATTGA-1 Autologous 
rep1_CTCCATGCACCCTTAC-1 Autologous 
rep1_CTCCATGGTATACGGG-1 Autologous 
rep1_CTCCATGGTCGAGCTC-1 Maternal 
rep1_CTCCATGGTGGTCTCG-1 Autologous 
rep1_CTCCATGGTTCTCTAT-1 Autologous 
rep1_CTCCCAAAGTACAGCG-1 Autologous 
rep1_CTCCCAAGTATACCCA-1 Autologous 
rep1_CTCCCAAGTTTGTTGG-1 Maternal 
rep1_CTCCCAATCCAGCTCT-1 Maternal 
rep1_CTCCCTCAGAATTTGG-1 Autologous 
rep1_CTCCCTCAGCGCACAA-1 Maternal 
rep1_CTCCCTCAGGGCAAGG-1 Autologous 
rep1_CTCCCTCCAAGTGCAG-1 Autologous 
rep1_CTCCCTCCAGAGTAAT-1 Maternal 
rep1_CTCCCTCCAGCCTATA-1 Autologous 
rep1_CTCCCTCCATCCGGCA-1 Autologous 
rep1_CTCCCTCGTCCCAAAT-1 Maternal 
rep1_CTCCCTCGTCCGGACT-1 Maternal 
rep1_CTCCCTCGTCTACATG-1 Autologous 
rep1_CTCCCTCGTCTCTCAC-1 Maternal 
rep1_CTCCCTCGTCTTCCGT-1 Maternal 
rep1_CTCCCTCTCATCGGGC-1 Autologous 
rep1_CTCCCTCTCGAACCTA-1 Autologous 
rep1_CTCCGATGTAAGATTG-1 Maternal 
rep1_CTCCGATGTGCCTTCT-1 Autologous 
rep1_CTCCGATGTGTCCAAT-1 Maternal 
rep1_CTCCGATTCATTCCTA-1 Maternal 
rep1_CTCCGATTCCACGGAC-1 Autologous 
rep1_CTCCGATTCCATTTGT-1 Maternal 
rep1_CTCCGATTCCTGTACC-1 Maternal 



rep1_CTCCGATTCTGCGGCA-1 Maternal 
rep1_CTCCTCCCAATTGAAG-1 Maternal 
rep1_CTCCTCCGTAACGGTG-1 Maternal 
rep1_CTCCTCCGTACGAAAT-1 Autologous 
rep1_CTCCTCCGTCACGACC-1 Autologous 
rep1_CTCCTCCGTCGCGTTG-1 Autologous 
rep1_CTCCTCCGTTGTCTAG-1 Autologous 
rep1_CTCCTTTAGGAAGTGA-1 Autologous 
rep1_CTCCTTTAGTTCCAGT-1 Maternal 
rep1_CTCCTTTCAAAGGATT-1 Maternal 
rep1_CTCCTTTCATCTGGGC-1 Maternal 
rep1_CTCCTTTCATGGGTCC-1 Autologous 
rep1_CTCCTTTGTAAGGCCA-1 Autologous 
rep1_CTCCTTTGTAGTTCCA-1 Autologous 
rep1_CTCCTTTGTGTACGCC-1 Autologous 
rep1_CTCCTTTTCAAAGGTA-1 Autologous 
rep1_CTCCTTTTCCCAATAG-1 Autologous 
rep1_CTCCTTTTCGACTCCT-1 Autologous 
rep1_CTCGAGGAGCTGACCC-1 Maternal 
rep1_CTCGAGGAGGAGGGTG-1 Autologous 
rep1_CTCGAGGAGTTAGTAG-1 Maternal 
rep1_CTCGAGGCAATTCTCT-1 Autologous 
rep1_CTCGAGGCACAAACGG-1 Autologous 
rep1_CTCGAGGCATCGGTTA-1 Maternal 
rep1_CTCGAGGGTACTCCCT-1 Autologous 
rep1_CTCGAGGTCCTTGACC-1 Autologous 
rep1_CTCTCAGAGACTCATC-1 Maternal 
rep1_CTCTCAGCAAAGCTCT-1 Autologous 
rep1_CTCTCAGCAGCTGAGA-1 Maternal 
rep1_CTCTCAGGTCGCGTCA-1 Maternal 
rep1_CTCTCAGTCATCCTAT-1 Maternal 
rep1_CTCTCAGTCCACTTCG-1 Maternal 
rep1_CTCTCAGTCTATTTCG-1 Autologous 
rep1_CTCTCAGTCTGAGCAT-1 Maternal 
rep1_CTCTCGAAGCAACAAT-1 Autologous 
rep1_CTCTCGAAGGACACTG-1 Maternal 
rep1_CTCTCGAAGGGTGGGA-1 Autologous 
rep1_CTCTCGAAGTTTGAGA-1 Autologous 
rep1_CTCTCGACACTTTATC-1 Autologous 
rep1_CTCTCGACAGGACATG-1 Autologous 
rep1_CTCTCGACAGTTAGAA-1 Autologous 
rep1_CTCTCGAGTACTCGTA-1 Autologous 
rep1_CTCTCGAGTCAAAGTA-1 Maternal 
rep1_CTCTCGAGTGCATGAG-1 Autologous 



rep1_CTCTCGATCCTAGCGG-1 Maternal 
rep1_CTCTCGATCTTCGACC-1 Autologous 
rep1_CTCTGGTAGACCAACG-1 Maternal 
rep1_CTCTGGTAGTTCCTGA-1 Autologous 
rep1_CTCTGGTGTCTGTCAA-1 Maternal 
rep1_CTCTGGTGTCTTCATT-1 Autologous 
rep1_CTCTGGTGTTATGACC-1 Maternal 
rep1_CTCTGGTTCAGGAAAT-1 Autologous 
rep1_CTCTGGTTCTGCGTCT-1 Autologous 
rep1_CTGAATGAGAGCCGAT-1 Maternal 
rep1_CTGAATGAGGTGATCG-1 Autologous 
rep1_CTGAATGCACTACGGC-1 Autologous 
rep1_CTGAATGCATGATCTG-1 Maternal 
rep1_CTGAATGCATGATGCT-1 Autologous 
rep1_CTGAATGGTGAGATCG-1 Autologous 
rep1_CTGAATGGTTCGGACC-1 Maternal 
rep1_CTGAATGGTTGGAGAC-1 Autologous 
rep1_CTGAATGTCCCGGTAG-1 Maternal 
rep1_CTGAGCGAGCATCAGG-1 Autologous 
rep1_CTGAGCGAGCTGTTAC-1 Autologous 
rep1_CTGAGCGAGGCCGCTT-1 Maternal 
rep1_CTGAGCGGTGAACGGT-1 Autologous 
rep1_CTGAGCGTCACGGTCG-1 Autologous 
rep1_CTGAGCGTCTGTGCTC-1 Autologous 
rep1_CTGAGGCAGCGTACAG-1 Autologous 
rep1_CTGAGGCCACGTAGAG-1 Autologous 
rep1_CTGAGGCGTCATAGTC-1 Maternal 
rep1_CTGAGGCGTCCATAGT-1 Autologous 
rep1_CTGAGGCGTCTACAGT-1 Autologous 
rep1_CTGAGGCTCAGTGGGA-1 Autologous 
rep1_CTGAGGCTCGCTGATA-1 Maternal 
rep1_CTGAGGCTCTAGGAAA-1 Autologous 
rep1_CTGAGGCTCTTGCGCT-1 Autologous 
rep1_CTGATCCAGGACTTCT-1 Maternal 
rep1_CTGATCCAGTTTCAGC-1 Autologous 
rep1_CTGATCCCACGGTGAA-1 Autologous 
rep1_CTGATCCGTTCTGAGT-1 Maternal 
rep1_CTGATCCTCCACCTGT-1 Autologous 
rep1_CTGATCCTCTAGCAAC-1 Autologous 
rep1_CTGATCCTCTATGCCC-1 Autologous 
rep1_CTGCAGGAGCAGCAGT-1 Autologous 
rep1_CTGCAGGAGCGAGTCA-1 Autologous 
rep1_CTGCAGGAGGCACGAT-1 Autologous 
rep1_CTGCAGGCACGGCTAC-1 Maternal 



rep1_CTGCAGGCACTTCCTG-1 Autologous 
rep1_CTGCAGGGTGACTATC-1 Maternal 
rep1_CTGCATCGTCGGTGTC-1 Autologous 
rep1_CTGCATCGTGGTGATG-1 Autologous 
rep1_CTGCATCGTTGCAACT-1 Autologous 
rep1_CTGCATCTCAAGAGTA-1 Autologous 
rep1_CTGCATCTCATGCCAA-1 Maternal 
rep1_CTGCCATCAGTATTCG-1 Maternal 
rep1_CTGCCATTCATTGAGC-1 Autologous 
rep1_CTGCCATTCCAGCTCT-1 Autologous 
rep1_CTGCCATTCGAACGGA-1 Maternal 
rep1_CTGCCTACACCAGCCA-1 Autologous 
rep1_CTGCCTACACTGGAAG-1 Maternal 
rep1_CTGCCTACAGCCTACG-1 Maternal 
rep1_CTGCCTACAGCGTATT-1 Autologous 
rep1_CTGCCTACATACACCA-1 Maternal 
rep1_CTGCCTAGTGTAAATG-1 Autologous 
rep1_CTGCCTAGTGTACATC-1 Autologous 
rep1_CTGCCTAGTGTCGATT-1 Autologous 
rep1_CTGCCTAGTTGCTGAT-1 Autologous 
rep1_CTGCCTATCCTGATAG-1 Autologous 
rep1_CTGCGAGAGGAGACCT-1 Autologous 
rep1_CTGCGAGAGTGAATAC-1 Maternal 
rep1_CTGCGAGCAGACGCTC-1 Maternal 
rep1_CTGCGAGCAGCAGATG-1 Autologous 
rep1_CTGCGAGGTCCGAAAG-1 Maternal 
rep1_CTGCGAGGTCGCGTTG-1 Autologous 
rep1_CTGCGAGTCAAGTGGG-1 Autologous 
rep1_CTGCGAGTCACCGCTT-1 Autologous 
rep1_CTGCGAGTCCGGACTG-1 Autologous 
rep1_CTGCGAGTCTCTCCGA-1 Autologous 
rep1_CTGCTCAAGAGCATTA-1 Autologous 
rep1_CTGCTCACAATCGCAT-1 Autologous 
rep1_CTGCTCACACAGTCCG-1 Autologous 
rep1_CTGCTCACATACTTTC-1 Maternal 
rep1_CTGCTCAGTCCAAAGG-1 Maternal 
rep1_CTGCTCAGTTATCTGG-1 Maternal 
rep1_CTGCTCAGTTCCGTTC-1 Maternal 
rep1_CTGCTCATCCGGTTCT-1 Maternal 
rep1_CTGCTCATCTGCGGGT-1 Maternal 
rep1_CTGGACGAGTCGCTAT-1 Autologous 
rep1_CTGGACGGTAAGATCA-1 Autologous 
rep1_CTGGACGTCCAAAGGG-1 Autologous 
rep1_CTGGACGTCCGTAATG-1 Autologous 



rep1_CTGGACGTCGGCTGGT-1 Autologous 
rep1_CTGGACGTCTCTGACC-1 Autologous 
rep1_CTGGACGTCTGAGGTT-1 Autologous 
rep1_CTGGACGTCTTCGTGC-1 Autologous 
rep1_CTGGCAGCACCCTTAC-1 Autologous 
rep1_CTGGCAGTCAGGAAAT-1 Autologous 
rep1_CTGGTCTAGTATGCAA-1 Autologous 
rep1_CTGGTCTCAGTATGAA-1 Maternal 
rep1_CTGGTCTGTTCTTGCC-1 Autologous 
rep1_CTGTACCAGCAGCACA-1 Maternal 
rep1_CTGTACCCACTTGTCC-1 Autologous 
rep1_CTGTACCGTGCTCTTC-1 Autologous 
rep1_CTGTACCTCTCTTAAC-1 Autologous 
rep1_CTGTAGAAGAGCAAGA-1 Autologous 
rep1_CTGTAGAAGCGTTAGG-1 Autologous 
rep1_CTGTAGAAGGTATCTC-1 Maternal 
rep1_CTGTAGAAGTACGTCT-1 Autologous 
rep1_CTGTAGAAGTATGATG-1 Maternal 
rep1_CTGTAGAAGTTTCAGC-1 Autologous 
rep1_CTGTAGACAATCTGCA-1 Maternal 
rep1_CTGTAGACACGGCCAT-1 Maternal 
rep1_CTGTAGAGTACAATAG-1 Maternal 
rep1_CTGTAGATCAGCTGTA-1 Autologous 
rep1_CTGTAGATCCCGTAAA-1 Autologous 
rep1_CTGTAGATCCGTATAG-1 Maternal 
rep1_CTGTATTAGCGAGTAC-1 Autologous 
rep1_CTGTATTAGCGCAATG-1 Autologous 
rep1_CTGTATTCAGAGGAAA-1 Maternal 
rep1_CTGTATTGTCCGAAGA-1 Autologous 
rep1_CTGTCGTAGAAGCGGG-1 Maternal 
rep1_CTGTCGTAGGGCAGGA-1 Autologous 
rep1_CTGTCGTAGTTGCCCG-1 Maternal 
rep1_CTGTCGTCAAAGAGTT-1 Autologous 
rep1_CTGTCGTCACTACTTT-1 Autologous 
rep1_CTGTCGTGTACGCGTC-1 Maternal 
rep1_CTGTCGTTCACTGGTA-1 Autologous 
rep1_CTGTGAAAGAGCAGTC-1 Autologous 
rep1_CTGTGAACATAAGATG-1 Autologous 
rep1_CTGTGAACATAATCGC-1 Maternal 
rep1_CTGTGAAGTAGCGTAG-1 Autologous 
rep1_CTGTGAATCAACTGGT-1 Autologous 
rep1_CTGTGAATCCACGAAT-1 Maternal 
rep1_CTGTGAATCGACCAAT-1 Autologous 
rep1_CTGTGAATCGTCCTTG-1 Autologous 



rep1_CTGTGGGAGCGAAACC-1 Autologous 
rep1_CTGTGGGAGGTAAACT-1 Autologous 
rep1_CTGTGGGAGTGAGTTA-1 Autologous 
rep1_CTGTGGGCAAAGAGTT-1 Autologous 
rep1_CTGTGGGCACTCCGGA-1 Maternal 
rep1_CTGTGGGCATGACCCG-1 Autologous 
rep1_CTGTGGGGTTAGAGAT-1 Autologous 
rep1_CTGTGGGGTTTCCCAC-1 Autologous 
rep1_CTGTGGGTCCTTCAGC-1 Autologous 
rep1_CTTACCGAGAACAAGG-1 Autologous 
rep1_CTTACCGAGTGCGTCC-1 Autologous 
rep1_CTTACCGCAGGCGAAT-1 Autologous 
rep1_CTTACCGCATCTTTCA-1 Autologous 
rep1_CTTACCGGTAAGCAAT-1 Maternal 
rep1_CTTACCGGTCCTGTTC-1 Autologous 
rep1_CTTACCGGTTCTCTCG-1 Maternal 
rep1_CTTACCGTCGAAATCC-1 Maternal 
rep1_CTTACCGTCGCTAAAC-1 Autologous 
rep1_CTTAGGAAGATACATG-1 Maternal 
rep1_CTTAGGAAGTAACCGG-1 Autologous 
rep1_CTTAGGAGTAATCAGA-1 Autologous 
rep1_CTTAGGAGTCTTTCTA-1 Autologous 
rep1_CTTCAATAGCATTTCG-1 Maternal 
rep1_CTTCAATAGCGCTGCT-1 Maternal 
rep1_CTTCAATAGTGATCGG-1 Autologous 
rep1_CTTCAATGTGCCCGTA-1 Autologous 
rep1_CTTCAATGTGTTAAAG-1 Maternal 
rep1_CTTCAATGTTTCACAG-1 Autologous 
rep1_CTTCAATTCTGAGGTT-1 Autologous 
rep1_CTTCCGAAGACGACTG-1 Autologous 
rep1_CTTCCGAAGGACAAGA-1 Autologous 
rep1_CTTCCGAAGGACTGGT-1 Autologous 
rep1_CTTCCGAAGTCACAGG-1 Autologous 
rep1_CTTCCGACAGCTTTCC-1 Autologous 
rep1_CTTCCGAGTGGCCCAT-1 Autologous 
rep1_CTTCCGAGTGGTCCGT-1 Autologous 
rep1_CTTCCGATCTCCGATC-1 Maternal 
rep1_CTTCCTTAGACTTCAC-1 Maternal 
rep1_CTTCCTTAGTTGAAGT-1 Maternal 
rep1_CTTCCTTCACACGCCA-1 Maternal 
rep1_CTTCCTTTCGGCCTTT-1 Autologous 
rep1_CTTCCTTTCTAACGGT-1 Autologous 
rep1_CTTCGGTAGAACTTCC-1 Autologous 
rep1_CTTCGGTCATAATCCG-1 Maternal 



rep1_CTTCGGTGTAGACTGG-1 Autologous 
rep1_CTTCGGTTCTGCACCT-1 Autologous 
rep1_CTTCTAAAGATTAGCA-1 Autologous 
rep1_CTTCTAACACACGTGC-1 Autologous 
rep1_CTTCTAATCGCCAGAC-1 Autologous 
rep1_CTTCTCTAGCACCCAC-1 Autologous 
rep1_CTTCTCTCATCTCATT-1 Maternal 
rep1_CTTCTCTGTCGTGCCA-1 Maternal 
rep1_CTTCTCTGTGACTATC-1 Maternal 
rep1_CTTCTCTGTTCTTGTT-1 Autologous 
rep1_CTTCTCTTCAAGAATG-1 Autologous 
rep1_CTTCTCTTCGTGGACC-1 Autologous 
rep1_CTTGAGAAGAGTGTTA-1 Autologous 
rep1_CTTGAGAAGTGGGAAA-1 Autologous 
rep1_CTTGAGACACATTACG-1 Maternal 
rep1_CTTGAGACACTACCGG-1 Autologous 
rep1_CTTGAGAGTGGTCAAG-1 Maternal 
rep1_CTTGAGATCTCAACGA-1 Autologous 
rep1_CTTGAGATCTGGAGAG-1 Autologous 
rep1_CTTGATTCAAGGTCTT-1 Autologous 
rep1_CTTGATTCACCTGTCT-1 Maternal 
rep1_CTTGATTCACGCACCA-1 Autologous 
rep1_CTTGATTGTGACTGTT-1 Autologous 
rep1_CTTGATTTCAGGGATG-1 Autologous 
rep1_CTTGATTTCCGCATAA-1 Maternal 
rep1_CTTGATTTCTACACAG-1 Autologous 
rep1_CTTTCAAAGCCTGACC-1 Maternal 
rep1_CTTTCAACAAGATGGC-1 Autologous 
rep1_CTTTCAACAAGGACAC-1 Autologous 
rep1_CTTTCAACAGGCCTGT-1 Maternal 
rep1_CTTTCAAGTATGGGAC-1 Autologous 
rep1_CTTTCAAGTGTGAGCA-1 Autologous 
rep1_CTTTCAAGTTTACCAG-1 Autologous 
rep1_CTTTCAATCTGCATAG-1 Maternal 
rep1_CTTTCGGAGTAACAGT-1 Autologous 
rep1_CTTTCGGCAAATGCGG-1 Autologous 
rep1_CTTTCGGCACAGTATC-1 Autologous 
rep1_CTTTCGGGTCACATTG-1 Maternal 
rep1_CTTTCGGTCCCAGGAC-1 Autologous 
rep1_GAAACCTAGAAGCTGC-1 Autologous 
rep1_GAAACCTAGAGGGTCT-1 Autologous 
rep1_GAAACCTCAGGCATTT-1 Autologous 
rep1_GAAACCTGTGGACCTC-1 Autologous 
rep1_GAAACCTTCTACGGTA-1 Autologous 



rep1_GAAATGAGTGTATTCG-1 Autologous 
rep1_GAAATGAGTTGCCGCA-1 Maternal 
rep1_GAAATGATCAGCGTCG-1 Autologous 
rep1_GAAATGATCGAGCCTG-1 Autologous 
rep1_GAAATGATCGCAACAT-1 Autologous 
rep1_GAACACTAGCCGCTTG-1 Autologous 
rep1_GAACACTAGCCTCTGG-1 Autologous 
rep1_GAACACTAGGTATAGT-1 Maternal 
rep1_GAACACTCAAGACCTT-1 Maternal 
rep1_GAACACTCATCAGCAT-1 Autologous 
rep1_GAACACTCATGGATCT-1 Maternal 
rep1_GAACACTGTCTGTAAC-1 Autologous 
rep1_GAACACTGTGCCAAGA-1 Autologous 
rep1_GAACACTGTTAGAAGT-1 Autologous 
rep1_GAACACTTCATCCTAT-1 Maternal 
rep1_GAACGTTAGAATCGAT-1 Autologous 
rep1_GAACGTTAGACGACGT-1 Autologous 
rep1_GAACGTTAGAGTAACT-1 Autologous 
rep1_GAACGTTAGATACCAA-1 Autologous 
rep1_GAACGTTCACAAATCC-1 Maternal 
rep1_GAACGTTGTAGCCCTG-1 Autologous 
rep1_GAACGTTGTCATGCAT-1 Autologous 
rep1_GAACGTTTCTCTTCAA-1 Maternal 
rep1_GAACTGTGTGCAAGAC-1 Maternal 
rep1_GAAGAATAGTCGTTAC-1 Autologous 
rep1_GAAGAATCATATGAAG-1 Maternal 
rep1_GAAGAATGTCACCGAC-1 Autologous 
rep1_GAAGAATGTGCGAGTA-1 Maternal 
rep1_GAAGAATGTTGCTAGT-1 Autologous 
rep1_GAAGAATTCCAGCACG-1 Autologous 
rep1_GAAGCCCAGCATATGA-1 Autologous 
rep1_GAAGCCCAGTGTAGTA-1 Autologous 
rep1_GAAGCCCCACCAGGTC-1 Autologous 
rep1_GAAGCCCCAGAGTAAT-1 Maternal 
rep1_GAAGCCCCAGGTCAGA-1 Maternal 
rep1_GAAGCCCCATCGCCTT-1 Autologous 
rep1_GAAGCCCGTGATACAA-1 Autologous 
rep1_GAAGCCCTCAGACCGC-1 Autologous 
rep1_GAAGCCCTCGACCCAG-1 Autologous 
rep1_GAAGCCCTCTACTGCC-1 Autologous 
rep1_GAAGCGAAGAGTTCGG-1 Autologous 
rep1_GAAGCGAAGTCTTCGA-1 Autologous 
rep1_GAAGCGACAAGTGCAG-1 Autologous 
rep1_GAAGCGACATAACAGA-1 Autologous 



rep1_GAAGCGAGTAACGCGA-1 Autologous 
rep1_GAAGCGAGTGATTCAC-1 Autologous 
rep1_GAAGCGATCATCTATC-1 Autologous 
rep1_GAAGGACAGATTACCC-1 Maternal 
rep1_GAAGGACAGCGTTAGG-1 Maternal 
rep1_GAAGGACAGGACTGGT-1 Maternal 
rep1_GAAGGACAGGATCACG-1 Autologous 
rep1_GAAGGACAGGTCTGGA-1 Autologous 
rep1_GAAGGACCAGACGATG-1 Autologous 
rep1_GAAGGACCATACCATG-1 Maternal 
rep1_GAAGGACGTAGGGAGG-1 Autologous 
rep1_GAAGGGTCAATCACGT-1 Autologous 
rep1_GAAGGGTCAGAGGCTA-1 Maternal 
rep1_GAAGGGTTCCGCGGAT-1 Autologous 
rep1_GAAGTAAAGAGCACTG-1 Autologous 
rep1_GAAGTAAGTATTTCCT-1 Autologous 
rep1_GAAGTAAGTCACTTCC-1 Autologous 
rep1_GAAGTAAGTGAGTTTC-1 Autologous 
rep1_GAATAGAAGAGGTCGT-1 Autologous 
rep1_GAATAGAAGTTCCATG-1 Autologous 
rep1_GAATAGACACCTTCCA-1 Autologous 
rep1_GAATAGACACTCTAGA-1 Autologous 
rep1_GAATAGAGTCCCTGAG-1 Autologous 
rep1_GAATAGAGTGGTAACG-1 Autologous 
rep1_GAATAGAGTTAGCGGA-1 Autologous 
rep1_GAATAGAGTTCGTACA-1 Maternal 
rep1_GAATAGATCCACAGGC-1 Autologous 
rep1_GAATCACAGACAGTCG-1 Autologous 
rep1_GAATCACAGGCGTCCT-1 Autologous 
rep1_GAATCACAGGTTATAG-1 Autologous 
rep1_GAATCACCATCGGAGA-1 Maternal 
rep1_GAATCACGTCTGTGAT-1 Maternal 
rep1_GAATCACGTTTGTTCT-1 Autologous 
rep1_GAATCGTAGCTAAGTA-1 Autologous 
rep1_GAATCGTCAACTCATG-1 Autologous 
rep1_GAATCGTCAATCCTTT-1 Autologous 
rep1_GAATCGTCACTATCGA-1 Autologous 
rep1_GAATCGTCAGCTGTCG-1 Maternal 
rep1_GAATCGTGTCGCACAC-1 Autologous 
rep1_GAATCGTGTCTCTCAC-1 Maternal 
rep1_GAATCGTTCGAATGCT-1 Maternal 
rep1_GACACGCAGATCCTAC-1 Autologous 
rep1_GACACGCCATCGAACT-1 Maternal 
rep1_GACAGCCAGACATAGT-1 Maternal 



rep1_GACAGCCCACAGTCCG-1 Autologous 
rep1_GACAGCCCACATCCCT-1 Autologous 
rep1_GACAGCCCAGGACGAT-1 Autologous 
rep1_GACAGCCCATTATGCG-1 Autologous 
rep1_GACAGCCGTGCGGCTT-1 Maternal 
rep1_GACAGCCGTTTATGCG-1 Autologous 
rep1_GACATCAAGTAATACG-1 Autologous 
rep1_GACATCACAAGTGGGT-1 Autologous 
rep1_GACATCAGTCTTCGAA-1 Autologous 
rep1_GACATCAGTTAAAGTG-1 Maternal 
rep1_GACATCATCCGATAGT-1 Autologous 
rep1_GACATCATCTTAGCTT-1 Maternal 
rep1_GACCAATAGTCTCTGA-1 Autologous 
rep1_GACCAATTCCATTTAC-1 Autologous 
rep1_GACCAATTCCTGTAGA-1 Maternal 
rep1_GACCCAGAGCGTTAGG-1 Autologous 
rep1_GACCCAGAGCTGCCTG-1 Maternal 
rep1_GACCCAGAGCTTTCCC-1 Autologous 
rep1_GACCCAGAGTGCGACA-1 Autologous 
rep1_GACCCAGAGTTGTCAC-1 Maternal 
rep1_GACCCAGGTATTTCTC-1 Maternal 
rep1_GACCCAGTCCGTGTCT-1 Maternal 
rep1_GACCCTTAGACGCATG-1 Maternal 
rep1_GACCCTTAGACGGATC-1 Maternal 
rep1_GACCCTTAGGAAAGGT-1 Maternal 
rep1_GACCCTTAGTTACGAA-1 Maternal 
rep1_GACCCTTGTTGCAAGG-1 Autologous 
rep1_GACCCTTTCGCCGAAC-1 Autologous 
rep1_GACCGTGAGAGTCTTC-1 Autologous 
rep1_GACCGTGAGCGTATAA-1 Autologous 
rep1_GACCGTGAGTATCCTG-1 Autologous 
rep1_GACCGTGCAACACAGG-1 Autologous 
rep1_GACCGTGCACATGAAA-1 Autologous 
rep1_GACCGTGTCAGTGTGT-1 Autologous 
rep1_GACCGTGTCTGAGATC-1 Maternal 
rep1_GACCTTCAGCTAAGTA-1 Autologous 
rep1_GACCTTCAGGCTGTAG-1 Autologous 
rep1_GACCTTCAGTTGTAAG-1 Maternal 
rep1_GACCTTCCAGGCATTT-1 Maternal 
rep1_GACCTTCGTTGGGTAG-1 Autologous 
rep1_GACCTTCTCCATAGAC-1 Autologous 
rep1_GACCTTCTCGAGAATA-1 Autologous 
rep1_GACGCTGAGTCATGCT-1 Autologous 
rep1_GACGCTGCACGCAAAG-1 Autologous 



rep1_GACGCTGTCAGCGCAC-1 Autologous 
rep1_GACGCTGTCGAGAAAT-1 Maternal 
rep1_GACGCTGTCTTCTTCC-1 Maternal 
rep1_GACGCTGTCTTGGTGA-1 Autologous 
rep1_GACGTTAAGTGGTGGT-1 Maternal 
rep1_GACGTTAAGTTGAAGT-1 Autologous 
rep1_GACGTTACAGACCAGA-1 Maternal 
rep1_GACGTTAGTAACGTTC-1 Autologous 
rep1_GACGTTAGTCCCTGAG-1 Autologous 
rep1_GACGTTAGTGGTCTCG-1 Autologous 
rep1_GACGTTAGTTGGCTAT-1 Maternal 
rep1_GACTATGAGAGGCGGA-1 Maternal 
rep1_GACTATGAGTGACCTT-1 Maternal 
rep1_GACTATGAGTGCTAGG-1 Maternal 
rep1_GACTATGCATCATTTC-1 Maternal 
rep1_GACTATGGTGACGTCC-1 Autologous 
rep1_GACTATGTCCGATTAG-1 Autologous 
rep1_GACTCAACAAAGCGTG-1 Maternal 
rep1_GACTCAAGTACAAACA-1 Autologous 
rep1_GACTCAATCCAATCTT-1 Maternal 
rep1_GACTCAATCCATTCAT-1 Maternal 
rep1_GACTCAATCCATTGCC-1 Maternal 
rep1_GACTCAATCGAGTGAG-1 Maternal 
rep1_GACTCAATCGCTACAA-1 Maternal 
rep1_GACTCTCAGATCCCGC-1 Autologous 
rep1_GACTCTCAGGATGGCT-1 Autologous 
rep1_GACTCTCCAACCGCTG-1 Maternal 
rep1_GACTCTCCACGCTGTG-1 Maternal 
rep1_GACTCTCGTAGCTGCC-1 Autologous 
rep1_GACTCTCGTCCTCATC-1 Autologous 
rep1_GACTCTCTCCATCCGT-1 Autologous 
rep1_GACTGATAGCACCTGC-1 Maternal 
rep1_GACTGATCAACGTATC-1 Autologous 
rep1_GACTGATGTACCTATG-1 Autologous 
rep1_GACTGATGTATGCTTG-1 Autologous 
rep1_GACTGATGTCTTGCTC-1 Maternal 
rep1_GACTGATGTTCGAGCC-1 Autologous 
rep1_GACTGATGTTGAGTCT-1 Maternal 
rep1_GACTGATTCGACGAGA-1 Maternal 
rep1_GACTGATTCTAATTCC-1 Maternal 
rep1_GACTGATTCTCCTACG-1 Maternal 
rep1_GACTTCCAGGGATCGT-1 Autologous 
rep1_GACTTCCGTAGTAAGT-1 Autologous 
rep1_GACTTCCGTATCGAAA-1 Autologous 



rep1_GACTTCCGTCGAACAG-1 Autologous 
rep1_GACTTCCGTGGTCCGT-1 Autologous 
rep1_GAGAAATCAAACTAAG-1 Autologous 
rep1_GAGACCCAGCCAAGCA-1 Autologous 
rep1_GAGACCCAGTAGCATA-1 Maternal 
rep1_GAGACCCAGTTCACTG-1 Autologous 
rep1_GAGACCCCAAGTGACG-1 Maternal 
rep1_GAGACCCGTAGTCTTG-1 Maternal 
rep1_GAGACCCGTTGTCCCT-1 Autologous 
rep1_GAGACCCGTTTACTTC-1 Autologous 
rep1_GAGACCCTCAGTGGGA-1 Maternal 
rep1_GAGACTTGTCGTCAGC-1 Autologous 
rep1_GAGACTTGTGGTCAAG-1 Autologous 
rep1_GAGACTTTCAATCCGA-1 Maternal 
rep1_GAGAGGTAGGATGAGA-1 Maternal 
rep1_GAGAGGTAGGCCTGAA-1 Autologous 
rep1_GAGAGGTAGGTAGATT-1 Autologous 
rep1_GAGAGGTAGTCGCGAA-1 Autologous 
rep1_GAGAGGTAGTTGCGCC-1 Autologous 
rep1_GAGAGGTCAATGTGGG-1 Autologous 
rep1_GAGAGGTGTACGTAGG-1 Autologous 
rep1_GAGAGGTGTGAGCGAT-1 Autologous 
rep1_GAGAGGTTCAGCCTCT-1 Maternal 
rep1_GAGAGGTTCGGCCTTT-1 Autologous 
rep1_GAGATGGAGCATGGGT-1 Autologous 
rep1_GAGATGGAGGTAAGTT-1 Autologous 
rep1_GAGATGGTCCATAAGC-1 Maternal 
rep1_GAGATGGTCTCCAATT-1 Autologous 
rep1_GAGATGGTCTCTCTTC-1 Maternal 
rep1_GAGATGGTCTGGGAGA-1 Maternal 
rep1_GAGCCTGAGAGGACTC-1 Maternal 
rep1_GAGCCTGAGATTGACA-1 Maternal 
rep1_GAGCCTGGTACTTCCC-1 Autologous 
rep1_GAGCCTGGTCCAGCCA-1 Maternal 
rep1_GAGCCTGGTTCCGCAG-1 Autologous 
rep1_GAGCCTGTCGCTCTCA-1 Autologous 
rep1_GAGCTGCCACAGGATG-1 Autologous 
rep1_GAGCTGCCAGAGGGTT-1 Autologous 
rep1_GAGCTGCGTGTCATTG-1 Maternal 
rep1_GAGCTGCGTTTACCTT-1 Maternal 
rep1_GAGCTGCTCACCATCC-1 Autologous 
rep1_GAGCTGCTCGACATCA-1 Autologous 
rep1_GAGGCAACACTGTGTA-1 Autologous 
rep1_GAGGCAACATGAAGCG-1 Autologous 



rep1_GAGGCAATCTCCGATC-1 Maternal 
rep1_GAGGCAATCTGTGCAA-1 Autologous 
rep1_GAGGCCTAGAGGCCAT-1 Autologous 
rep1_GAGGCCTAGTAGGAAG-1 Maternal 
rep1_GAGGCCTCACGTGAGA-1 Autologous 
rep1_GAGGCCTCACTTGACA-1 Autologous 
rep1_GAGGCCTCAGGTGTGA-1 Autologous 
rep1_GAGGCCTGTATACGGG-1 Autologous 
rep1_GAGGCCTGTATGGTAA-1 Maternal 
rep1_GAGGCCTGTTTCGATG-1 Autologous 
rep1_GAGGGATAGATGTTAG-1 Maternal 
rep1_GAGGGATAGTCGAATA-1 Maternal 
rep1_GAGGGATAGTGCACTT-1 Autologous 
rep1_GAGGGATCAAGGTACG-1 Autologous 
rep1_GAGGGATCAGAGGCTA-1 Autologous 
rep1_GAGGGATCATCGAGCC-1 Autologous 
rep1_GAGGGATCATCGGTTA-1 Autologous 
rep1_GAGGGATGTAGCTTAC-1 Maternal 
rep1_GAGGGATTCTGTGCGG-1 Maternal 
rep1_GAGGGTAAGCACTAAA-1 Maternal 
rep1_GAGGGTAAGTCACGCC-1 Autologous 
rep1_GAGGGTAAGTGAGGTC-1 Autologous 
rep1_GAGGGTACACTGCATA-1 Maternal 
rep1_GAGGGTACATAACGGG-1 Autologous 
rep1_GAGGGTAGTAGGAGTC-1 Autologous 
rep1_GAGGGTATCTGACGCG-1 Maternal 
rep1_GAGTCATAGTTAGTAG-1 Autologous 
rep1_GAGTCATCACCAGCTG-1 Autologous 
rep1_GAGTCATCATGTGGTT-1 Autologous 
rep1_GAGTCATGTAGATTGA-1 Autologous 
rep1_GAGTCATTCTCCTACG-1 Maternal 
rep1_GAGTCTACAAATCGTC-1 Autologous 
rep1_GAGTCTATCACATACG-1 Autologous 
rep1_GAGTCTATCTCAACGA-1 Maternal 
rep1_GAGTCTATCTCGCTTG-1 Autologous 
rep1_GAGTGAGAGGAAACGA-1 Autologous 
rep1_GAGTGAGAGTAATTGG-1 Autologous 
rep1_GAGTGAGGTAGAAACT-1 Maternal 
rep1_GAGTGAGTCGTAGAGG-1 Maternal 
rep1_GAGTGAGTCTACTCAT-1 Autologous 
rep1_GAGTGTTAGCACCAGA-1 Maternal 
rep1_GAGTGTTAGGAACATT-1 Maternal 
rep1_GAGTGTTAGTTGGAAT-1 Autologous 
rep1_GAGTGTTCAAGACCGA-1 Maternal 



rep1_GAGTGTTCAATAGGAT-1 Maternal 
rep1_GAGTGTTCAGGTTTAC-1 Autologous 
rep1_GAGTGTTGTATGTCAC-1 Autologous 
rep1_GAGTGTTGTTGTTGCA-1 Maternal 
rep1_GAGTGTTTCAGACAAA-1 Autologous 
rep1_GAGTTACAGACCTGGA-1 Autologous 
rep1_GAGTTACAGAGGATCC-1 Autologous 
rep1_GAGTTACAGGGTACGT-1 Autologous 
rep1_GAGTTACAGTCGGGAT-1 Maternal 
rep1_GAGTTACCAATAGTAG-1 Autologous 
rep1_GAGTTACCACAGTATC-1 Maternal 
rep1_GAGTTACGTGGTCTAT-1 Maternal 
rep1_GAGTTACTCAACGTGT-1 Maternal 
rep1_GAGTTACTCGCTTTAT-1 Maternal 
rep1_GAGTTGTCATAGTCAC-1 Autologous 
rep1_GAGTTGTCATCGTGCG-1 Maternal 
rep1_GAGTTGTTCCTACCGT-1 Autologous 
rep1_GAGTTGTTCCTAGCGG-1 Maternal 
rep1_GAGTTGTTCGATACTG-1 Autologous 
rep1_GAGTTGTTCTTCGTGC-1 Autologous 
rep1_GAGTTTGAGCCATTGT-1 Autologous 
rep1_GAGTTTGAGGTAGTCG-1 Maternal 
rep1_GAGTTTGCAACTGGTT-1 Autologous 
rep1_GAGTTTGCATCGATGT-1 Autologous 
rep1_GAGTTTGGTCTTCCGT-1 Autologous 
rep1_GAGTTTGGTTAGAAAC-1 Autologous 
rep1_GAGTTTGGTTTACACG-1 Autologous 
rep1_GATAGAAAGAGCCCAA-1 Autologous 
rep1_GATAGAAAGATTCGAA-1 Autologous 
rep1_GATAGAAAGGTCGTCC-1 Maternal 
rep1_GATAGAAAGTCCCGGT-1 Maternal 
rep1_GATAGAAAGTTACGGG-1 Maternal 
rep1_GATAGAACAACAGATA-1 Autologous 
rep1_GATAGAACACCTGTCT-1 Autologous 
rep1_GATAGAACACTCCGGA-1 Maternal 
rep1_GATAGAACAGACATCT-1 Autologous 
rep1_GATAGAACAGCATGCC-1 Autologous 
rep1_GATAGAATCACTGGGC-1 Maternal 
rep1_GATAGAATCGCCATAA-1 Autologous 
rep1_GATAGCTAGGTACCTT-1 Autologous 
rep1_GATAGCTCAGTTTCAG-1 Autologous 
rep1_GATAGCTCATGAGGGT-1 Autologous 
rep1_GATAGCTGTCGAACAG-1 Autologous 
rep1_GATAGCTGTTCTCCCA-1 Maternal 



rep1_GATAGCTTCGCCACTT-1 Autologous 
rep1_GATAGCTTCTTTGATC-1 Autologous 
rep1_GATCACAAGACAACAT-1 Autologous 
rep1_GATCACAAGTGTAGTA-1 Autologous 
rep1_GATCACACAGTTCCAA-1 Autologous 
rep1_GATCACAGTATATGGA-1 Autologous 
rep1_GATCACAGTCAAGTTC-1 Maternal 
rep1_GATCACAGTGTCTTCC-1 Autologous 
rep1_GATCAGTAGGGATGTC-1 Maternal 
rep1_GATCAGTAGTCTGTAC-1 Autologous 
rep1_GATCAGTCACGTAGAG-1 Maternal 
rep1_GATCAGTGTATGGTAA-1 Autologous 
rep1_GATCAGTGTTCGTGCG-1 Autologous 
rep1_GATCAGTTCATCTGTT-1 Autologous 
rep1_GATCAGTTCGTGACTA-1 Maternal 
rep1_GATCATGAGAAACCCG-1 Autologous 
rep1_GATCATGAGCGATGAC-1 Autologous 
rep1_GATCATGAGCGTTCCG-1 Maternal 
rep1_GATCATGAGTGCACTT-1 Autologous 
rep1_GATCATGCAACAGATA-1 Autologous 
rep1_GATCATGCAACTGAAA-1 Maternal 
rep1_GATCATGCACAAACGG-1 Autologous 
rep1_GATCATGCACCCAACG-1 Autologous 
rep1_GATCATGGTAGCTTTG-1 Maternal 
rep1_GATCATGGTCGTTATG-1 Autologous 
rep1_GATCATGTCTCTATAC-1 Maternal 
rep1_GATCCCTAGTCGCCAC-1 Autologous 
rep1_GATCCCTAGTTGCTGT-1 Maternal 
rep1_GATCCCTCAGTTTGGT-1 Maternal 
rep1_GATCCCTGTAGACTGG-1 Maternal 
rep1_GATCCCTGTAGCTTGT-1 Autologous 
rep1_GATCCCTGTTCCCAAA-1 Autologous 
rep1_GATCCCTTCAAGGACG-1 Autologous 
rep1_GATCCCTTCACCTCTG-1 Maternal 
rep1_GATCCCTTCGGTCACG-1 Maternal 
rep1_GATCCCTTCTACTCAT-1 Autologous 
rep1_GATCGTAAGACAACTA-1 Maternal 
rep1_GATCGTACAAGGCAAC-1 Maternal 
rep1_GATCGTAGTAGCTGTT-1 Autologous 
rep1_GATCGTAGTATTTCGG-1 Autologous 
rep1_GATCGTAGTCCACACG-1 Autologous 
rep1_GATCGTAGTTTCTATC-1 Autologous 
rep1_GATCGTATCTAGACCA-1 Maternal 
rep1_GATCGTATCTGCGTCT-1 Autologous 



rep1_GATGACTAGAGCATCG-1 Maternal 
rep1_GATGACTCAAGTGCTT-1 Autologous 
rep1_GATGACTGTGCAACAG-1 Autologous 
rep1_GATGAGGCACCTTCGT-1 Autologous 
rep1_GATGAGGCACTAAACC-1 Autologous 
rep1_GATGAGGGTAGTTACC-1 Autologous 
rep1_GATGAGGGTTCCCACT-1 Autologous 
rep1_GATGATCAGCCAGACA-1 Autologous 
rep1_GATGATCAGCGTATAA-1 Autologous 
rep1_GATGATCCAAGTCATC-1 Autologous 
rep1_GATGATCGTGGCCACT-1 Autologous 
rep1_GATGATCGTTCAGGTT-1 Maternal 
rep1_GATGATCTCCTTTGAT-1 Autologous 
rep1_GATGATCTCGACCATA-1 Autologous 
rep1_GATGATCTCGAGCCAC-1 Maternal 
rep1_GATGATCTCGATCCCT-1 Maternal 
rep1_GATGCTACAAATGAAC-1 Autologous 
rep1_GATGCTACACCCTATC-1 Autologous 
rep1_GATGCTACATCGCTCT-1 Maternal 
rep1_GATGCTAGTACGGGAT-1 Autologous 
rep1_GATGCTAGTCAAGCCC-1 Autologous 
rep1_GATGCTATCGAAGCAG-1 Autologous 
rep1_GATGGAGAGCCAGACA-1 Maternal 
rep1_GATGGAGCACTTCTCG-1 Autologous 
rep1_GATGGAGCATGTCGTA-1 Maternal 
rep1_GATGGAGCATTGACTG-1 Autologous 
rep1_GATGGAGGTGACCGTC-1 Autologous 
rep1_GATGGAGTCAGTCATG-1 Autologous 
rep1_GATGGAGTCTTAGCAG-1 Autologous 
rep1_GATGTTGAGAGCAAGA-1 Autologous 
rep1_GATGTTGAGAGGTCAC-1 Autologous 
rep1_GATGTTGAGATAGCTA-1 Autologous 
rep1_GATGTTGAGCAGCCCT-1 Maternal 
rep1_GATGTTGAGCTGCCTG-1 Autologous 
rep1_GATGTTGAGTCAATCC-1 Autologous 
rep1_GATGTTGGTTGATGTC-1 Autologous 
rep1_GATGTTGTCCACGTGG-1 Autologous 
rep1_GATTCGAAGACGGTCA-1 Autologous 
rep1_GATTCGAAGCGGACAT-1 Autologous 
rep1_GATTCGAAGCTTTCTT-1 Autologous 
rep1_GATTCGACAGACTGCC-1 Maternal 
rep1_GATTCGACATTGTAGC-1 Maternal 
rep1_GATTCGAGTCAAACGG-1 Autologous 
rep1_GATTCGAGTCAATGGG-1 Autologous 



rep1_GATTCGATCCTACTGC-1 Maternal 
rep1_GATTCGATCTTGGTGA-1 Autologous 
rep1_GATTCTTAGACCAAGC-1 Autologous 
rep1_GATTCTTAGTCTACCA-1 Autologous 
rep1_GATTCTTAGTTTCGAC-1 Maternal 
rep1_GATTCTTCACCTATCC-1 Maternal 
rep1_GATTCTTCAGAAGTGC-1 Autologous 
rep1_GATTCTTGTCCCGCAA-1 Maternal 
rep1_GATTCTTTCCACACCT-1 Maternal 
rep1_GATTCTTTCGGATAAA-1 Maternal 
rep1_GATTGGTAGCACTCGC-1 Maternal 
rep1_GATTGGTAGCGGGTAT-1 Maternal 
rep1_GATTGGTCAAGGTACG-1 Maternal 
rep1_GATTGGTCACAAATGA-1 Autologous 
rep1_GATTGGTCATGGAAGC-1 Maternal 
rep1_GATTGGTGTAGTCTTG-1 Maternal 
rep1_GATTGGTGTCAGACTT-1 Autologous 
rep1_GATTGGTGTCTGTGCG-1 Autologous 
rep1_GATTGGTTCATTCGTT-1 Autologous 
rep1_GATTGGTTCGCAATTG-1 Maternal 
rep1_GATTGGTTCGGTTGTA-1 Autologous 
rep1_GATTTCTAGATGGGCT-1 Maternal 
rep1_GATTTCTCAAGAGTGC-1 Maternal 
rep1_GATTTCTCACGCAAAG-1 Maternal 
rep1_GATTTCTGTTGACTGT-1 Autologous 
rep1_GATTTCTTCGCAACAT-1 Maternal 
rep1_GCAACATAGAGTCCGA-1 Autologous 
rep1_GCAACCGAGGGTGAAA-1 Autologous 
rep1_GCAACCGAGTTGTCGT-1 Autologous 
rep1_GCAACCGCATACCGTA-1 Autologous 
rep1_GCAACCGGTCAGATTC-1 Autologous 
rep1_GCAACCGGTGATAGAT-1 Maternal 
rep1_GCAACCGGTTCGGTTA-1 Autologous 
rep1_GCAACCGTCCGATGTA-1 Autologous 
rep1_GCAACCGTCCTCACCA-1 Autologous 
rep1_GCACATAAGTCGAAAT-1 Maternal 
rep1_GCACATACAGGGTCTC-1 Maternal 
rep1_GCACATAGTAACGATA-1 Autologous 
rep1_GCACATATCAACTCTT-1 Autologous 
rep1_GCACATATCACTCTTA-1 Autologous 
rep1_GCACATATCAGCGCAC-1 Autologous 
rep1_GCACGGTAGATTGACA-1 Autologous 
rep1_GCACGGTAGCTGACTT-1 Autologous 
rep1_GCACGGTAGGTACCTT-1 Autologous 



rep1_GCACGGTGTGGGACAT-1 Autologous 
rep1_GCACGGTGTGGTACAG-1 Autologous 
rep1_GCACGGTTCTGAATGC-1 Autologous 
rep1_GCACGTGAGCTAGATA-1 Autologous 
rep1_GCACGTGGTAAGACCG-1 Autologous 
rep1_GCACGTGGTGATGTAA-1 Autologous 
rep1_GCACGTGGTGGTCTGC-1 Autologous 
rep1_GCACGTGTCAGCTTCC-1 Autologous 
rep1_GCACTAAAGCGCATCC-1 Maternal 
rep1_GCACTAAAGGAAACGA-1 Autologous 
rep1_GCACTAACAACTGATC-1 Autologous 
rep1_GCACTAACAAGTGGAC-1 Autologous 
rep1_GCACTAACAGGTTCGC-1 Maternal 
rep1_GCACTAAGTCATGCAT-1 Autologous 
rep1_GCACTAAGTCCATCTC-1 Maternal 
rep1_GCAGCCAAGACGTCCC-1 Autologous 
rep1_GCAGCCACACGCTGCA-1 Autologous 
rep1_GCAGCCACAGCTGTGC-1 Autologous 
rep1_GCAGCCACATGAGATA-1 Autologous 
rep1_GCAGCCAGTAGTAAGT-1 Maternal 
rep1_GCAGCCAGTGGCCTCA-1 Maternal 
rep1_GCAGCCATCGGTATGT-1 Maternal 
rep1_GCAGCTGAGACCTCAT-1 Autologous 
rep1_GCAGCTGAGGAACTAT-1 Autologous 
rep1_GCAGCTGAGTCCCAGC-1 Autologous 
rep1_GCAGCTGGTCGAATGG-1 Maternal 
rep1_GCAGCTGGTGTTTCTT-1 Maternal 
rep1_GCAGCTGTCTTAGCAG-1 Maternal 
rep1_GCAGGCTCAACTCATG-1 Autologous 
rep1_GCAGGCTCATCCTGTC-1 Autologous 
rep1_GCAGGCTTCCGTGCGA-1 Autologous 
rep1_GCAGTTAAGATGAATC-1 Maternal 
rep1_GCAGTTACATCCGTTC-1 Autologous 
rep1_GCAGTTATCAAGGTGG-1 Autologous 
rep1_GCAGTTATCGCTAGCG-1 Autologous 
rep1_GCAGTTATCTGTCGCT-1 Maternal 
rep1_GCATCGGCAACAGCCC-1 Autologous 
rep1_GCATCGGCACGTAGTT-1 Autologous 
rep1_GCATCGGGTGAAGCTG-1 Autologous 
rep1_GCATCGGGTGCGACAA-1 Autologous 
rep1_GCATCGGTCGTGTGGC-1 Autologous 
rep1_GCATCTCCAAGTGCTT-1 Autologous 
rep1_GCATCTCCAATGAGCG-1 Autologous 
rep1_GCATCTCCACTTGACA-1 Autologous 



rep1_GCATCTCCATAACAGA-1 Autologous 
rep1_GCATCTCCATCGTGCG-1 Maternal 
rep1_GCATCTCGTATGATCC-1 Maternal 
rep1_GCATCTCGTGGTTTGT-1 Autologous 
rep1_GCATCTCGTGTCCCTT-1 Maternal 
rep1_GCATCTCGTTTACACG-1 Autologous 
rep1_GCATCTCTCACAAGAA-1 Maternal 
rep1_GCATCTCTCATGGATC-1 Maternal 
rep1_GCATCTCTCATTCGTT-1 Maternal 
rep1_GCATCTCTCTCTGACC-1 Autologous 
rep1_GCATCTCTCTGCGGCA-1 Autologous 
rep1_GCATGATCAAACCATC-1 Maternal 
rep1_GCATGATCAAGGTTGG-1 Maternal 
rep1_GCATGATCACCTATCC-1 Autologous 
rep1_GCATGATCATCATTTC-1 Autologous 
rep1_GCATGATGTGACCTGC-1 Autologous 
rep1_GCATGATGTTATCTTC-1 Maternal 
rep1_GCATGATTCGAGTCTA-1 Maternal 
rep1_GCATGATTCGGCATAT-1 Maternal 
rep1_GCATGATTCTGGAAGG-1 Autologous 
rep1_GCATTAGAGCAAGTCG-1 Maternal 
rep1_GCATTAGCACAGAGAC-1 Maternal 
rep1_GCATTAGCAGAAATCA-1 Maternal 
rep1_GCATTAGGTGGTCTGC-1 Autologous 
rep1_GCATTAGTCAGGACAG-1 Autologous 
rep1_GCATTAGTCCACTTTA-1 Maternal 
rep1_GCCAACGAGCTTGTGT-1 Autologous 
rep1_GCCAACGAGGACAGTC-1 Maternal 
rep1_GCCAACGGTTAGGACG-1 Autologous 
rep1_GCCAACGTCAGGCGAA-1 Maternal 
rep1_GCCAGCACACGTGTGC-1 Autologous 
rep1_GCCAGCAGTGGTTTGT-1 Maternal 
rep1_GCCAGCATCACAAGGG-1 Autologous 
rep1_GCCAGCATCGTGGTAT-1 Maternal 
rep1_GCCAGCATCTGCGTCT-1 Autologous 
rep1_GCCAGTGAGAATCGTA-1 Maternal 
rep1_GCCAGTGAGGTAAGTT-1 Autologous 
rep1_GCCAGTGAGGTCCCGT-1 Autologous 
rep1_GCCAGTGAGTCTGGAG-1 Autologous 
rep1_GCCAGTGGTATAATGG-1 Maternal 
rep1_GCCAGTGTCGGTCTAA-1 Autologous 
rep1_GCCATGGAGATTAGCA-1 Maternal 
rep1_GCCATGGCACAAACGG-1 Maternal 
rep1_GCCATGGTCAGCCTCT-1 Autologous 



rep1_GCCATGGTCATCCTAT-1 Maternal 
rep1_GCCATGGTCCAGCTCT-1 Maternal 
rep1_GCCATGGTCGATTCCC-1 Autologous 
rep1_GCCATTCAGGGTAATT-1 Maternal 
rep1_GCCATTCAGTGGAAAG-1 Autologous 
rep1_GCCATTCCAGCCGTTG-1 Autologous 
rep1_GCCATTCCATAATGCC-1 Maternal 
rep1_GCCATTCGTAAGGCCA-1 Autologous 
rep1_GCCATTCGTCACCGCA-1 Maternal 
rep1_GCCATTCTCCCTCTTT-1 Maternal 
rep1_GCCATTCTCCGGGACT-1 Maternal 
rep1_GCCATTCTCCTTGACC-1 Maternal 
rep1_GCCCAGAAGCTGACTT-1 Maternal 
rep1_GCCCAGAAGGAAAGTG-1 Maternal 
rep1_GCCCAGACACAGTACT-1 Maternal 
rep1_GCCCAGACACGACGAA-1 Autologous 
rep1_GCCCAGAGTACGACAG-1 Maternal 
rep1_GCCCAGAGTCCGGACT-1 Autologous 
rep1_GCCCAGAGTGACATCT-1 Maternal 
rep1_GCCCAGATCATAAGGA-1 Maternal 
rep1_GCCCAGATCGTCCTTG-1 Autologous 
rep1_GCCCAGATCGTGGCTG-1 Autologous 
rep1_GCCCGAAAGCACCGAA-1 Autologous 
rep1_GCCCGAAAGTTACGAA-1 Autologous 
rep1_GCCCGAACATTGACCA-1 Maternal 
rep1_GCCCGAAGTATCGAAA-1 Maternal 
rep1_GCCCGAAGTGAGTTGG-1 Autologous 
rep1_GCCCGAATCTCTAGGA-1 Maternal 
rep1_GCCCGAATCTTGCAGA-1 Autologous 
rep1_GCCGATGAGACTGTTC-1 Maternal 
rep1_GCCGATGAGTCAGCCC-1 Maternal 
rep1_GCCGATGAGTTGTACC-1 Autologous 
rep1_GCCGATGCAGTATGAA-1 Autologous 
rep1_GCCGATGGTAAGGAGA-1 Autologous 
rep1_GCCGTGACAAATTAGG-1 Autologous 
rep1_GCCGTGACAAGAGTTA-1 Maternal 
rep1_GCCGTGAGTCCACACG-1 Autologous 
rep1_GCCGTGAGTCCATACA-1 Maternal 
rep1_GCCGTGAGTTCCTAAG-1 Autologous 
rep1_GCCGTGATCCCATAAG-1 Maternal 
rep1_GCCGTGATCTGAGCAT-1 Autologous 
rep1_GCCTGTTAGATCGCTT-1 Autologous 
rep1_GCCTGTTAGCTGGCCT-1 Maternal 
rep1_GCCTGTTAGTACTGTC-1 Maternal 



rep1_GCCTGTTCACTCCGGA-1 Maternal 
rep1_GCCTGTTCAGTCAGTT-1 Maternal 
rep1_GCCTGTTGTTCCGGTG-1 Autologous 
rep1_GCCTGTTTCAGGAAAT-1 Maternal 
rep1_GCGAGAAAGGTCCCTG-1 Autologous 
rep1_GCGAGAACAACAGAGC-1 Autologous 
rep1_GCGAGAACAGTAACAA-1 Maternal 
rep1_GCGATCGAGGGACACT-1 Autologous 
rep1_GCGATCGGTCATGGCC-1 Autologous 
rep1_GCGATCGGTTACGCCG-1 Maternal 
rep1_GCGGAAAAGACGGTCA-1 Maternal 
rep1_GCGGAAACACTGCGAC-1 Autologous 
rep1_GCGGAAACAGACCTAT-1 Autologous 
rep1_GCGGAAAGTGATGTAA-1 Autologous 
rep1_GCGGAAAGTTCCAGGC-1 Maternal 
rep1_GCGGAAATCATCTCTA-1 Autologous 
rep1_GCGGAAATCCGCTGTT-1 Autologous 
rep1_GCGGATCCAAATGCGG-1 Maternal 
rep1_GCGGATCCACTTGTGA-1 Autologous 
rep1_GCGGATCGTATTTCGG-1 Maternal 
rep1_GCGGATCGTCCGAAAG-1 Autologous 
rep1_GCGGATCGTTCTATCT-1 Autologous 
rep1_GCGGATCTCATTCGGA-1 Maternal 
rep1_GCGTGCAAGTTGCCCG-1 Maternal 
rep1_GCGTGCACAACGTATC-1 Autologous 
rep1_GCGTGCACAATAGTGA-1 Autologous 
rep1_GCGTGCACAGAACTAA-1 Maternal 
rep1_GCGTGCACATCATCTT-1 Autologous 
rep1_GCGTGCAGTCTGCCTT-1 Autologous 
rep1_GCGTGCATCCGTATAG-1 Maternal 
rep1_GCGTGCATCGAGATAA-1 Autologous 
rep1_GCGTGCATCGATTGAC-1 Maternal 
rep1_GCGTTTCAGGTTGCCC-1 Autologous 
rep1_GCGTTTCCATCGTTCC-1 Maternal 
rep1_GCGTTTCGTCTTGAAC-1 Autologous 
rep1_GCGTTTCTCTTGAACG-1 Autologous 
rep1_GCTACAAAGACAGCGT-1 Autologous 
rep1_GCTACAACAATCGCCG-1 Autologous 
rep1_GCTACAACAGCAGTGA-1 Autologous 
rep1_GCTACAATCCTACCGT-1 Maternal 
rep1_GCTACCTAGGCGAAGG-1 Maternal 
rep1_GCTACCTAGTATGATG-1 Autologous 
rep1_GCTACCTAGTCCTACA-1 Autologous 
rep1_GCTACCTCAAAGGTTA-1 Autologous 



rep1_GCTACCTCAGCCCACA-1 Maternal 
rep1_GCTACCTCATCCGCGA-1 Autologous 
rep1_GCTACCTGTACTCGTA-1 Maternal 
rep1_GCTACCTTCATTCGTT-1 Autologous 
rep1_GCTACCTTCTCTATAC-1 Autologous 
rep1_GCTCAAAAGACTTAAG-1 Autologous 
rep1_GCTCAAAAGTACCGGA-1 Autologous 
rep1_GCTCAAACAGTAGTTC-1 Autologous 
rep1_GCTCAAAGTATCCCTC-1 Autologous 
rep1_GCTCAAAGTGATGTAA-1 Maternal 
rep1_GCTCAAAGTGCCCTTT-1 Autologous 
rep1_GCTCAAATCACCATCC-1 Autologous 
rep1_GCTGAATAGTCAGCCC-1 Maternal 
rep1_GCTGAATCAAATGGTA-1 Autologous 
rep1_GCTGAATCAGTTGGTT-1 Maternal 
rep1_GCTGAATGTAGGTCAG-1 Maternal 
rep1_GCTGAATGTCCGGACT-1 Autologous 
rep1_GCTGAATGTGCTTCAA-1 Autologous 
rep1_GCTGAATGTTGTAAAG-1 Autologous 
rep1_GCTGAATTCCAAGAGG-1 Autologous 
rep1_GCTGAATTCTCTCCGA-1 Autologous 
rep1_GCTGAATTCTGTTCAT-1 Autologous 
rep1_GCTGCAGAGATTGCGG-1 Maternal 
rep1_GCTGCAGAGCAGCCTC-1 Autologous 
rep1_GCTGCAGAGTTCACTG-1 Autologous 
rep1_GCTGCAGCAACGTATC-1 Autologous 
rep1_GCTGCAGCACTGCGAC-1 Autologous 
rep1_GCTGCAGGTCTCGGGT-1 Autologous 
rep1_GCTGCAGTCTCAGTCC-1 Autologous 
rep1_GCTGGGTAGCCTCTCT-1 Maternal 
rep1_GCTGGGTAGTTAACGA-1 Autologous 
rep1_GCTGGGTCACGGATCC-1 Autologous 
rep1_GCTGGGTCAGCTACCG-1 Autologous 
rep1_GCTGGGTGTACAATAG-1 Maternal 
rep1_GCTGGGTTCTACACAG-1 Maternal 
rep1_GCTTCACGTATGCTTG-1 Maternal 
rep1_GCTTGGGAGCCTCTTC-1 Autologous 
rep1_GCTTGGGAGTTTGTCG-1 Maternal 
rep1_GCTTGGGCAGCTCTGG-1 Maternal 
rep1_GCTTGGGCATGTACGT-1 Autologous 
rep1_GCTTGGGGTACGTACT-1 Maternal 
rep1_GCTTGGGGTCGCATCG-1 Autologous 
rep1_GCTTGGGTCGGAGTAG-1 Autologous 
rep1_GCTTTCGAGATCCCGC-1 Maternal 



rep1_GCTTTCGAGGCAGGGA-1 Maternal 
rep1_GCTTTCGAGGTTGCCC-1 Maternal 
rep1_GCTTTCGCAAGAGCTG-1 Autologous 
rep1_GCTTTCGCAAGCACAG-1 Autologous 
rep1_GCTTTCGCAGCTACCG-1 Autologous 
rep1_GCTTTCGCATCGATGT-1 Maternal 
rep1_GCTTTCGGTGATACCT-1 Autologous 
rep1_GCTTTCGGTGCCTTCT-1 Autologous 
rep1_GCTTTCGTCGTAACTG-1 Autologous 
rep1_GGAACCCCAAGACAAT-1 Autologous 
rep1_GGAACCCCAATACGCT-1 Maternal 
rep1_GGAACCCCAGACAATA-1 Autologous 
rep1_GGAACCCGTGACTATC-1 Autologous 
rep1_GGAACCCTCCATGAGT-1 Autologous 
rep1_GGAAGTGAGACCACGA-1 Maternal 
rep1_GGAAGTGAGTATAGAC-1 Autologous 
rep1_GGAAGTGAGTCATTGC-1 Autologous 
rep1_GGAAGTGCAAACTAAG-1 Autologous 
rep1_GGAAGTGCACACTGGC-1 Autologous 
rep1_GGAAGTGCATCCCGTT-1 Autologous 
rep1_GGAAGTGGTAAGTTGA-1 Maternal 
rep1_GGAAGTGGTCTGATCA-1 Maternal 
rep1_GGAAGTGTCCCGTTCA-1 Autologous 
rep1_GGAATCTAGTCAATCC-1 Autologous 
rep1_GGAATCTCACCCTGTT-1 Autologous 
rep1_GGAATCTGTGAGCCAA-1 Autologous 
rep1_GGAATCTTCAACGCTA-1 Autologous 
rep1_GGAATCTTCCGTGTCT-1 Maternal 
rep1_GGAATGGCAAGCGCTC-1 Autologous 
rep1_GGAATGGCACTCTCGT-1 Maternal 
rep1_GGAATGGGTTGTGGCC-1 Autologous 
rep1_GGAATGGTCAGCACCG-1 Maternal 
rep1_GGAATGGTCCGGTAAT-1 Maternal 
rep1_GGACGTCAGCTAAGTA-1 Autologous 
rep1_GGACGTCCAAGGTCTT-1 Maternal 
rep1_GGACGTCGTAGAGACC-1 Autologous 
rep1_GGACGTCTCAAACCCA-1 Autologous 
rep1_GGACGTCTCATGCCCT-1 Maternal 
rep1_GGACGTCTCCCTTGGT-1 Autologous 
rep1_GGACGTCTCTGTTGGA-1 Autologous 
rep1_GGAGAACCACCCAATA-1 Autologous 
rep1_GGAGAACGTCTCAGGC-1 Autologous 
rep1_GGAGATGAGTTACGAA-1 Autologous 
rep1_GGAGATGAGTTCCGTA-1 Autologous 



rep1_GGAGATGGTCTCAAGT-1 Autologous 
rep1_GGAGATGTCACGGAGA-1 Autologous 
rep1_GGAGATGTCTACACAG-1 Autologous 
rep1_GGAGATGTCTACACTT-1 Autologous 
rep1_GGAGATGTCTCCAAGA-1 Maternal 
rep1_GGAGCAAAGCCTTCTC-1 Autologous 
rep1_GGAGCAACACCCTAAA-1 Autologous 
rep1_GGAGCAACACCTCGTT-1 Autologous 
rep1_GGAGCAAGTATACCCA-1 Autologous 
rep1_GGAGCAAGTCAGGCAA-1 Autologous 
rep1_GGAGCAAGTCGAACGA-1 Maternal 
rep1_GGAGCAAGTTGGACCC-1 Maternal 
rep1_GGAGCAAGTTGTGGCC-1 Maternal 
rep1_GGAGCAATCTCACTCG-1 Autologous 
rep1_GGAGGATAGAGAAGGT-1 Autologous 
rep1_GGAGGATAGGAAGTGA-1 Maternal 
rep1_GGAGGATCATCACCAA-1 Autologous 
rep1_GGAGGATGTATTAAGG-1 Autologous 
rep1_GGAGGATGTGACACAG-1 Autologous 
rep1_GGAGGATTCACATCAG-1 Autologous 
rep1_GGAGGATTCGGAGATG-1 Autologous 
rep1_GGAGGTAAGCATGGGT-1 Autologous 
rep1_GGAGGTAAGGCGATAC-1 Maternal 
rep1_GGAGGTACAGACGATG-1 Autologous 
rep1_GGAGGTAGTATGGGAC-1 Autologous 
rep1_GGAGGTAGTTACCTGA-1 Autologous 
rep1_GGAGGTAGTTCGAAGG-1 Maternal 
rep1_GGAGGTAGTTGCCGAC-1 Autologous 
rep1_GGAGGTATCCTACAAG-1 Autologous 
rep1_GGAGGTATCCTTTGAT-1 Autologous 
rep1_GGAGGTATCTCGAGTA-1 Maternal 
rep1_GGATCTAAGGCCTAGA-1 Autologous 
rep1_GGATCTAGTGCACGCT-1 Maternal 
rep1_GGATCTAGTGTTCCTC-1 Maternal 
rep1_GGATCTATCATCCTGC-1 Maternal 
rep1_GGATCTATCCTCTCGA-1 Maternal 
rep1_GGATCTATCGACCATA-1 Maternal 
rep1_GGATCTATCGCATAGT-1 Autologous 
rep1_GGATGTTAGCAAACAT-1 Autologous 
rep1_GGATGTTAGTGCGACA-1 Maternal 
rep1_GGATGTTCAGGAAGTC-1 Autologous 
rep1_GGATGTTTCGTCGCTT-1 Autologous 
rep1_GGCACGTAGATGCTAA-1 Autologous 
rep1_GGCACGTAGTCTCGTA-1 Maternal 



rep1_GGCACGTCAACACGAG-1 Autologous 
rep1_GGCACGTCAATTGAAG-1 Autologous 
rep1_GGCACGTGTATCTCTT-1 Autologous 
rep1_GGCACGTGTCCCAAAT-1 Autologous 
rep1_GGCACGTGTTCTGAGT-1 Autologous 
rep1_GGCACGTTCATACGGT-1 Maternal 
rep1_GGCACGTTCCTACCGT-1 Autologous 
rep1_GGCACGTTCTTCGTGC-1 Maternal 
rep1_GGCAGTCAGACTTCCA-1 Autologous 
rep1_GGCAGTCGTCCTGGTG-1 Autologous 
rep1_GGCGTCAAGCTTTGTG-1 Maternal 
rep1_GGCGTCAGTTTGTTCT-1 Autologous 
rep1_GGCGTCATCCATCCGT-1 Autologous 
rep1_GGCGTCATCCTGTTGC-1 Autologous 
rep1_GGCGTCATCGTAACAC-1 Autologous 
rep1_GGCTGTGAGCGCCTCA-1 Autologous 
rep1_GGCTGTGAGGCACAAC-1 Autologous 
rep1_GGCTGTGAGTCTGTAC-1 Maternal 
rep1_GGCTGTGCAGGCATGA-1 Maternal 
rep1_GGCTGTGCATGACTGT-1 Maternal 
rep1_GGCTGTGGTGCATTAC-1 Maternal 
rep1_GGCTGTGGTTACAGCT-1 Autologous 
rep1_GGCTGTGGTTGTTGTG-1 Autologous 
rep1_GGCTGTGTCGACCAAT-1 Autologous 
rep1_GGCTGTGTCGCAGTCG-1 Autologous 
rep1_GGCTTGGAGCCGTAAG-1 Maternal 
rep1_GGCTTGGAGCTTACGT-1 Autologous 
rep1_GGCTTGGAGGTCCCGT-1 Maternal 
rep1_GGCTTGGCACAGCTTA-1 Maternal 
rep1_GGCTTGGCACCGTCGA-1 Autologous 
rep1_GGCTTGGCAGCACGAA-1 Autologous 
rep1_GGCTTGGGTATCGATC-1 Maternal 
rep1_GGCTTGGTCGCTGACG-1 Autologous 
rep1_GGCTTGGTCTGCATAG-1 Maternal 
rep1_GGCTTTCAGCTGCCTG-1 Autologous 
rep1_GGCTTTCAGGTTGAGC-1 Autologous 
rep1_GGCTTTCAGTCATCCA-1 Autologous 
rep1_GGCTTTCCAAGTACCT-1 Maternal 
rep1_GGCTTTCCACAAATCC-1 Autologous 
rep1_GGCTTTCCAGCTATAC-1 Autologous 
rep1_GGCTTTCGTCACTCGG-1 Maternal 
rep1_GGCTTTCGTCCAGCAC-1 Maternal 
rep1_GGCTTTCGTGCACATT-1 Autologous 
rep1_GGCTTTCGTGCGGTAA-1 Maternal 



rep1_GGCTTTCGTTATAGCC-1 Maternal 
rep1_GGCTTTCGTTGGGTAG-1 Autologous 
rep1_GGCTTTCTCACTTGTT-1 Autologous 
rep1_GGGAAGTAGCAACTTC-1 Autologous 
rep1_GGGAAGTAGCAGCGAT-1 Autologous 
rep1_GGGAAGTAGTCTGTAC-1 Autologous 
rep1_GGGAAGTCATCCCACT-1 Maternal 
rep1_GGGAAGTGTTGTTGCA-1 Autologous 
rep1_GGGAAGTTCACCATCC-1 Maternal 
rep1_GGGAAGTTCTCATGGA-1 Autologous 
rep1_GGGAAGTTCTGTCCCA-1 Maternal 
rep1_GGGACAAAGATCCTAC-1 Autologous 
rep1_GGGACAACAACTAGAA-1 Maternal 
rep1_GGGACAACACTGCACG-1 Maternal 
rep1_GGGACAACAGTGGCTC-1 Autologous 
rep1_GGGACAAGTCGTATGT-1 Autologous 
rep1_GGGACAAGTTACCCAA-1 Autologous 
rep1_GGGACAAGTTGAATCC-1 Maternal 
rep1_GGGACCTAGAGGCGGA-1 Autologous 
rep1_GGGACCTCAACACGTT-1 Autologous 
rep1_GGGACCTGTCGTTGCG-1 Autologous 
rep1_GGGACCTGTGTGGACA-1 Autologous 
rep1_GGGACCTTCTTTCCGG-1 Maternal 
rep1_GGGACTCAGTGCCTCG-1 Maternal 
rep1_GGGACTCAGTTGGAAT-1 Autologous 
rep1_GGGACTCCAAGCAATA-1 Autologous 
rep1_GGGACTCCATCTCGTC-1 Autologous 
rep1_GGGACTCGTAGCCAGA-1 Maternal 
rep1_GGGACTCGTCGTTTCC-1 Autologous 
rep1_GGGACTCTCTGGGCAC-1 Autologous 
rep1_GGGAGATAGAGGCTGT-1 Maternal 
rep1_GGGAGATAGGAAGAAC-1 Maternal 
rep1_GGGAGATCAAGGGCAT-1 Maternal 
rep1_GGGAGATGTACAAACA-1 Autologous 
rep1_GGGAGATGTACCGCGT-1 Autologous 
rep1_GGGAGATGTAGCTCGC-1 Autologous 
rep1_GGGAGATGTTTGAACC-1 Autologous 
rep1_GGGAGATTCCGAACGC-1 Autologous 
rep1_GGGAGATTCGAACCAT-1 Autologous 
rep1_GGGAGATTCTGCTAGA-1 Maternal 
rep1_GGGAGTAAGCGGATCA-1 Autologous 
rep1_GGGAGTACAGACCAAG-1 Autologous 
rep1_GGGAGTAGTCACTTCC-1 Maternal 
rep1_GGGAGTAGTTGTAAAG-1 Maternal 



rep1_GGGAGTATCATAGACC-1 Autologous 
rep1_GGGAGTATCATCTGTT-1 Maternal 
rep1_GGGAGTATCGGTGAAG-1 Maternal 
rep1_GGGAGTATCTTCCACG-1 Autologous 
rep1_GGGATCCAGTAGAGTT-1 Autologous 
rep1_GGGATCCCAAATGGAT-1 Autologous 
rep1_GGGATCCCAAGGGTCA-1 Autologous 
rep1_GGGATCCCAATCGTCA-1 Autologous 
rep1_GGGATCCCATCTAGAC-1 Maternal 
rep1_GGGATCCGTACAATAG-1 Autologous 
rep1_GGGATCCGTTCAAACC-1 Autologous 
rep1_GGGATCCTCTCGGTAA-1 Autologous 
rep1_GGGATGAAGAAGCCTG-1 Maternal 
rep1_GGGATGAAGTGAACAT-1 Autologous 
rep1_GGGATGACAATAGTCC-1 Maternal 
rep1_GGGATGAGTATGTCCA-1 Maternal 
rep1_GGGATGAGTGGCTGAA-1 Maternal 
rep1_GGGATGATCACGGGAA-1 Autologous 
rep1_GGGATGATCATTGTGG-1 Maternal 
rep1_GGGCCATCACGGGTAA-1 Maternal 
rep1_GGGCCATCAGTGCCTG-1 Maternal 
rep1_GGGCCATGTCTACATG-1 Autologous 
rep1_GGGCCATGTTACACTG-1 Autologous 
rep1_GGGCCATTCATGAGAA-1 Autologous 
rep1_GGGCCATTCCAAGGGA-1 Maternal 
rep1_GGGCGTTAGTCTAGCT-1 Autologous 
rep1_GGGCGTTCAGAGGTAC-1 Autologous 
rep1_GGGCGTTCAGGGTTGA-1 Autologous 
rep1_GGGCGTTGTACGTACT-1 Autologous 
rep1_GGGCGTTTCAAGCGTT-1 Maternal 
rep1_GGGCTACCAACTGCTA-1 Autologous 
rep1_GGGCTACGTACGATCT-1 Maternal 
rep1_GGGCTACGTCTCGGGT-1 Autologous 
rep1_GGGCTACGTCTGTGGC-1 Maternal 
rep1_GGGCTACGTGGCTTGC-1 Autologous 
rep1_GGGCTACGTTCCATTT-1 Autologous 
rep1_GGGCTACGTTTCCAAG-1 Autologous 
rep1_GGGCTACTCGCCGATG-1 Autologous 
rep1_GGGCTCAAGCAGGCAT-1 Autologous 
rep1_GGGCTCAAGCGAGTCA-1 Maternal 
rep1_GGGCTCAAGTTATGGA-1 Autologous 
rep1_GGGCTCACACGTACTA-1 Autologous 
rep1_GGGCTCACACTAGGTT-1 Maternal 
rep1_GGGCTCACACTTGAGT-1 Maternal 



rep1_GGGCTCAGTTAACCTG-1 Autologous 
rep1_GGGCTCATCCACTAGA-1 Autologous 
rep1_GGGCTCATCCTGTTGC-1 Maternal 
rep1_GGGCTCATCGCCTATC-1 Autologous 
rep1_GGGTAGAGTATATGGA-1 Maternal 
rep1_GGGTAGAGTCTTGAGT-1 Autologous 
rep1_GGGTAGATCCTTTGAT-1 Maternal 
rep1_GGGTAGATCTTCACGC-1 Maternal 
rep1_GGGTATTAGCAGCGAT-1 Autologous 
rep1_GGGTATTAGCCACCGT-1 Maternal 
rep1_GGGTATTCAAGAATAC-1 Autologous 
rep1_GGGTATTGTATCCCTC-1 Maternal 
rep1_GGGTATTTCTTGGTCC-1 Maternal 
rep1_GGGTCACAGCTGTTCA-1 Maternal 
rep1_GGGTCACAGGCCTTCG-1 Autologous 
rep1_GGGTCACCAACGAGGT-1 Maternal 
rep1_GGGTCACTCCAACACA-1 Maternal 
rep1_GGGTCTGAGCCTCTTC-1 Maternal 
rep1_GGGTCTGCACAACGTT-1 Maternal 
rep1_GGGTCTGCATGGCACC-1 Autologous 
rep1_GGGTCTGGTGATGTAA-1 Autologous 
rep1_GGGTCTGTCCCACAGG-1 Autologous 
rep1_GGGTGAAAGCAAGCCA-1 Maternal 
rep1_GGGTGAAGTGGGCTCT-1 Autologous 
rep1_GGGTGAAGTTGCGGAA-1 Autologous 
rep1_GGGTGAAGTTTCGTTT-1 Maternal 
rep1_GGGTGAATCGGTGAAG-1 Autologous 
rep1_GGGTGAATCTAGAACC-1 Autologous 
rep1_GGGTGAATCTTCCGTG-1 Maternal 
rep1_GGGTGTCAGAAGCCAC-1 Autologous 
rep1_GGGTGTCCATCTGGGC-1 Maternal 
rep1_GGGTGTCTCGAGAAGC-1 Autologous 
rep1_GGGTTATCACGATTCA-1 Autologous 
rep1_GGGTTATTCACAAGAA-1 Autologous 
rep1_GGGTTATTCACCATGA-1 Autologous 
rep1_GGGTTATTCAGACTGT-1 Autologous 
rep1_GGGTTTATCCTTATAC-1 Autologous 
rep1_GGGTTTATCTACCAGA-1 Autologous 
rep1_GGTAACTAGCTGGAGT-1 Autologous 
rep1_GGTAACTAGTACTCGT-1 Autologous 
rep1_GGTAACTAGTATGAGT-1 Autologous 
rep1_GGTAACTAGTCCCGGT-1 Autologous 
rep1_GGTAACTCATATGAAG-1 Autologous 
rep1_GGTAACTCATGGACAG-1 Autologous 



rep1_GGTAACTGTAACTTCG-1 Maternal 
rep1_GGTAACTGTATGCTAC-1 Autologous 
rep1_GGTAACTGTGTCGATT-1 Autologous 
rep1_GGTAACTTCAATCCAG-1 Maternal 
rep1_GGTAACTTCCCAGTGG-1 Maternal 
rep1_GGTAACTTCGCAACAT-1 Autologous 
rep1_GGTAATCAGGAACGCT-1 Maternal 
rep1_GGTAATCAGGTGTGAC-1 Autologous 
rep1_GGTAATCCAAAGAGTT-1 Maternal 
rep1_GGTAATCCACAAGTTC-1 Autologous 
rep1_GGTAATCGTAGGGTAC-1 Autologous 
rep1_GGTAATCGTATGGTAA-1 Autologous 
rep1_GGTAATCGTCCAAAGG-1 Autologous 
rep1_GGTAATCTCAACCCGG-1 Autologous 
rep1_GGTAATCTCATTGTTC-1 Maternal 
rep1_GGTAATCTCGAAACAA-1 Maternal 
rep1_GGTAGAGAGTACAGCG-1 Autologous 
rep1_GGTAGAGCATACATCG-1 Autologous 
rep1_GGTAGAGCATTACGGT-1 Autologous 
rep1_GGTAGAGGTACCCGAC-1 Autologous 
rep1_GGTAGAGGTGATATAG-1 Autologous 
rep1_GGTAGAGGTTGCCGAC-1 Maternal 
rep1_GGTAGAGTCTCCAATT-1 Maternal 
rep1_GGTCACGAGCCGTCGT-1 Autologous 
rep1_GGTCACGAGCCTCAGC-1 Autologous 
rep1_GGTCACGAGGTCCAGA-1 Maternal 
rep1_GGTCACGGTATCGTGT-1 Autologous 
rep1_GGTCACGGTCGCTTGG-1 Autologous 
rep1_GGTCACGTCAATCCGA-1 Autologous 
rep1_GGTCACGTCCACTGAA-1 Autologous 
rep1_GGTCACGTCTCCAATT-1 Maternal 
rep1_GGTCTGGCAGCTGTAT-1 Maternal 
rep1_GGTCTGGGTAGATCGG-1 Maternal 
rep1_GGTCTGGGTGTAGCAG-1 Maternal 
rep1_GGTCTGGTCCGAGTGC-1 Maternal 
rep1_GGTGAAGAGACTTCAC-1 Autologous 
rep1_GGTGAAGAGATGCCGA-1 Maternal 
rep1_GGTGAAGAGTGCGCTC-1 Maternal 
rep1_GGTGAAGGTGGAGGTT-1 Autologous 
rep1_GGTGAAGGTTCGTTCC-1 Maternal 
rep1_GGTGAAGGTTCTTGTT-1 Maternal 
rep1_GGTGAAGTCCACGGGT-1 Autologous 
rep1_GGTGAAGTCCTCGCAT-1 Autologous 
rep1_GGTGATTAGTACGTCT-1 Autologous 



rep1_GGTGATTCACGGCCAT-1 Maternal 
rep1_GGTGATTCATGAAAGT-1 Autologous 
rep1_GGTGATTTCCTCACCA-1 Maternal 
rep1_GGTGATTTCGGAGATG-1 Autologous 
rep1_GGTGGCTAGCTACAAA-1 Autologous 
rep1_GGTGGCTAGCTCCCTT-1 Maternal 
rep1_GGTGGCTCAGCGTGCT-1 Autologous 
rep1_GGTGGCTCATGACGTT-1 Autologous 
rep1_GGTGGCTGTCCATCTC-1 Maternal 
rep1_GGTGGCTGTGTCATCA-1 Autologous 
rep1_GGTGTCGAGCTCGACC-1 Maternal 
rep1_GGTGTCGAGGGCAATC-1 Autologous 
rep1_GGTGTCGCAAGGACAC-1 Maternal 
rep1_GGTGTCGCACCGTGCA-1 Autologous 
rep1_GGTGTCGGTACCGGCT-1 Autologous 
rep1_GGTGTCGGTAGACGTG-1 Maternal 
rep1_GGTGTCGGTTCGCGTG-1 Maternal 
rep1_GGTGTCGGTTTACACG-1 Autologous 
rep1_GGTGTTAAGATGGCAC-1 Maternal 
rep1_GGTGTTACACGTCGGT-1 Autologous 
rep1_GGTGTTATCAGACATC-1 Autologous 
rep1_GGTGTTATCCCGGTAG-1 Autologous 
rep1_GGTGTTATCTTTACAC-1 Maternal 
rep1_GGTTAACGTATCGCGC-1 Maternal 
rep1_GGTTAACTCATGCAGT-1 Autologous 
rep1_GGTTAACTCATTCCTA-1 Maternal 
rep1_GGTTCTCAGACAAGCC-1 Maternal 
rep1_GGTTCTCAGTCACAGG-1 Maternal 
rep1_GGTTCTCAGTTGGAGC-1 Autologous 
rep1_GGTTCTCCAGCGAGTA-1 Autologous 
rep1_GGTTCTCGTCTAGGCC-1 Maternal 
rep1_GGTTCTCTCTACGCAA-1 Autologous 
rep1_GGTTGTAAGATGGTCG-1 Autologous 
rep1_GGTTGTAGTCACTTCC-1 Autologous 
rep1_GGTTGTAGTCGGCTAC-1 Autologous 
rep1_GGTTGTAGTGCCCTTT-1 Autologous 
rep1_GGTTGTATCACAGAGG-1 Autologous 
rep1_GGTTGTATCACCTGTC-1 Autologous 
rep1_GTAACACAGATGACAT-1 Autologous 
rep1_GTAACACAGCTGGAGT-1 Maternal 
rep1_GTAACACAGCTTTCCC-1 Autologous 
rep1_GTAACACAGGCCTGAA-1 Autologous 
rep1_GTAACACCACAACCGC-1 Autologous 
rep1_GTAACACCAGAGGAAA-1 Autologous 



rep1_GTAACACGTAATCAAG-1 Autologous 
rep1_GTAACACGTCACTCGG-1 Autologous 
rep1_GTAACACGTTAGAAAC-1 Autologous 
rep1_GTAACACTCACCTCTG-1 Autologous 
rep1_GTAACACTCCATCGTC-1 Autologous 
rep1_GTAACACTCTGTTCAT-1 Maternal 
rep1_GTAACACTCTTAGTTC-1 Maternal 
rep1_GTAACCAAGATACCAA-1 Autologous 
rep1_GTAACCAAGGAATTAC-1 Autologous 
rep1_GTAACCAAGTGCGACA-1 Autologous 
rep1_GTAACCACAACAGCTT-1 Maternal 
rep1_GTAACCACAGTTTCGA-1 Autologous 
rep1_GTAAGTCAGTTTCGAC-1 Autologous 
rep1_GTAAGTCCAATAGGGC-1 Autologous 
rep1_GTAAGTCCACCAATTG-1 Maternal 
rep1_GTAAGTCGTCATCGCG-1 Maternal 
rep1_GTAATCGAGAGAGCAA-1 Maternal 
rep1_GTAATCGAGCCTGGAA-1 Autologous 
rep1_GTAATCGCAAGGACAC-1 Autologous 
rep1_GTAATCGCACAAGTTC-1 Maternal 
rep1_GTAATCGCATGACTTG-1 Autologous 
rep1_GTAATCGCATTACTCT-1 Maternal 
rep1_GTAATCGGTTGTTGCA-1 Autologous 
rep1_GTAATGCCAATCGAAA-1 Autologous 
rep1_GTAATGCCATTGTAGC-1 Autologous 
rep1_GTAATGCGTATTTCTC-1 Autologous 
rep1_GTAATGCGTGCATTAC-1 Autologous 
rep1_GTAATGCGTTCAACGT-1 Autologous 
rep1_GTAATGCTCAAGTAAG-1 Maternal 
rep1_GTAATGCTCATGTCAG-1 Maternal 
rep1_GTAATGCTCGGACTGC-1 Autologous 
rep1_GTACAACAGACAACAT-1 Autologous 
rep1_GTACAACCACCCAACG-1 Autologous 
rep1_GTACAACCAGTCAGCC-1 Autologous 
rep1_GTACAACGTTTGTGGT-1 Maternal 
rep1_GTACAGTAGCGGACAT-1 Autologous 
rep1_GTACAGTCATATAGCC-1 Autologous 
rep1_GTACAGTCATTCATCT-1 Autologous 
rep1_GTACAGTGTGATACTC-1 Maternal 
rep1_GTACAGTTCCGGCAGT-1 Autologous 
rep1_GTACAGTTCTATCGTT-1 Autologous 
rep1_GTAGAAAAGGATACGC-1 Autologous 
rep1_GTAGAAACACAGTCGC-1 Autologous 
rep1_GTAGAAACATTGGATC-1 Autologous 



rep1_GTAGAAAGTCCTTGTC-1 Autologous 
rep1_GTAGAAATCCACGTCT-1 Autologous 
rep1_GTAGAAATCGTTACCC-1 Autologous 
rep1_GTAGAAATCTCTGCCA-1 Autologous 
rep1_GTAGAGGAGAACCGCA-1 Autologous 
rep1_GTAGAGGAGCAAGCCA-1 Maternal 
rep1_GTAGAGGAGTTGCGCC-1 Maternal 
rep1_GTAGAGGCATTCTGTT-1 Autologous 
rep1_GTAGAGGGTACGTACT-1 Maternal 
rep1_GTAGAGGGTCTTTATC-1 Autologous 
rep1_GTAGAGGGTGTGGTCC-1 Autologous 
rep1_GTAGAGGGTTCCGCGA-1 Autologous 
rep1_GTAGAGGTCACAGAGG-1 Autologous 
rep1_GTAGAGGTCTGAGGCC-1 Autologous 
rep1_GTAGATCAGGCTGTAG-1 Autologous 
rep1_GTAGATCAGTTGCTGT-1 Autologous 
rep1_GTAGATCCAGGCCTGT-1 Maternal 
rep1_GTAGATCGTCTCGACG-1 Maternal 
rep1_GTAGATCTCACACCGG-1 Autologous 
rep1_GTAGATCTCCCTAGGG-1 Maternal 
rep1_GTAGCTACACACACTA-1 Maternal 
rep1_GTAGCTACAGAGATTA-1 Autologous 
rep1_GTAGCTATCACATCAG-1 Autologous 
rep1_GTAGCTATCTTAGTTC-1 Autologous 
rep1_GTAGCTATCTTGGATG-1 Autologous 
rep1_GTAGGAGAGTGATCGG-1 Autologous 
rep1_GTAGGAGCAAGCTCTA-1 Maternal 
rep1_GTAGGAGCAGCTGGTC-1 Autologous 
rep1_GTAGGAGGTATTGGCT-1 Autologous 
rep1_GTAGGAGGTTCGGACC-1 Maternal 
rep1_GTAGGAGTCATCTATC-1 Autologous 
rep1_GTAGGAGTCCACGGAC-1 Maternal 
rep1_GTAGGAGTCCCTAGGG-1 Autologous 
rep1_GTAGGTTCACATATGC-1 Maternal 
rep1_GTAGGTTCATCGAGCC-1 Maternal 
rep1_GTAGGTTGTGGCTACC-1 Maternal 
rep1_GTAGGTTGTGTGATGG-1 Maternal 
rep1_GTAGGTTGTGTTGATC-1 Autologous 
rep1_GTAGGTTGTTCGAGCC-1 Maternal 
rep1_GTAGGTTTCGCAGTGC-1 Autologous 
rep1_GTAGTACAGAGACAAG-1 Maternal 
rep1_GTAGTACAGTGAACAT-1 Maternal 
rep1_GTAGTACAGTGGTGGT-1 Maternal 
rep1_GTAGTACGTAGTGTGG-1 Maternal 



rep1_GTAGTACGTGCATCTA-1 Autologous 
rep1_GTAGTACTCATTACCT-1 Autologous 
rep1_GTAGTACTCCCGTGTT-1 Autologous 
rep1_GTAGTACTCGGAAGGT-1 Autologous 
rep1_GTATTGGAGATCCAAA-1 Maternal 
rep1_GTATTGGAGGATTTAG-1 Autologous 
rep1_GTATTGGGTTCAGCGC-1 Maternal 
rep1_GTATTGGTCCATAAGC-1 Autologous 
rep1_GTATTGGTCGTTCGCT-1 Autologous 
rep1_GTATTTCAGAAGAACG-1 Autologous 
rep1_GTATTTCAGACATATG-1 Maternal 
rep1_GTATTTCCAACATCGT-1 Autologous 
rep1_GTATTTCCAGATGCGA-1 Autologous 
rep1_GTATTTCGTGAAGCTG-1 Autologous 
rep1_GTATTTCTCGAGGCAA-1 Maternal 
rep1_GTATTTCTCGCGTGCA-1 Autologous 
rep1_GTATTTCTCTTACCAT-1 Autologous 
rep1_GTCAAACAGATGCCGA-1 Maternal 
rep1_GTCAAACAGATGGTAT-1 Maternal 
rep1_GTCAAACAGCGTCTGC-1 Autologous 
rep1_GTCAAACAGTCCGCGT-1 Autologous 
rep1_GTCAAACCAAGTACCT-1 Maternal 
rep1_GTCAAACCACCAGACC-1 Autologous 
rep1_GTCAAACCACCAGCTG-1 Maternal 
rep1_GTCAAACCAGATAAAC-1 Autologous 
rep1_GTCAAACTCCAATCCC-1 Maternal 
rep1_GTCAAGTAGAGATTCA-1 Maternal 
rep1_GTCAAGTCAAGTCCAT-1 Autologous 
rep1_GTCAAGTCACACAGAG-1 Autologous 
rep1_GTCAAGTGTGACTATC-1 Autologous 
rep1_GTCAAGTGTTGACTAC-1 Autologous 
rep1_GTCAAGTTCTCCAATT-1 Autologous 
rep1_GTCAAGTTCTCGCCTA-1 Autologous 
rep1_GTCACGGAGAGCATCG-1 Maternal 
rep1_GTCACGGAGAGGTTTA-1 Maternal 
rep1_GTCACGGCAAGTGGAC-1 Maternal 
rep1_GTCACGGCATAGTCGT-1 Maternal 
rep1_GTCACGGCATCCCGTT-1 Autologous 
rep1_GTCACGGCATCGATCA-1 Autologous 
rep1_GTCACGGCATGACTAC-1 Autologous 
rep1_GTCACGGGTCCGGTGT-1 Maternal 
rep1_GTCACGGGTGCCCGTA-1 Autologous 
rep1_GTCACGGTCCCGAACG-1 Autologous 
rep1_GTCACTCAGGTCTGGA-1 Maternal 



rep1_GTCACTCGTACATTGC-1 Maternal 
rep1_GTCACTCGTCTTCAAG-1 Autologous 
rep1_GTCACTCTCGTTCAGA-1 Autologous 
rep1_GTCAGCGAGCCATTGT-1 Maternal 
rep1_GTCAGCGCATCCCGTT-1 Autologous 
rep1_GTCAGCGTCTTCCAGC-1 Maternal 
rep1_GTCATCCAGCATCAGG-1 Autologous 
rep1_GTCATCCAGGAATCGC-1 Autologous 
rep1_GTCATCCCAATAGTCC-1 Autologous 
rep1_GTCATCCCATCTAACG-1 Maternal 
rep1_GTCATCCGTTCATCGA-1 Autologous 
rep1_GTCATCCTCCCGGTAG-1 Autologous 
rep1_GTCATGACACTCCACT-1 Autologous 
rep1_GTCATGACAGGTGACA-1 Maternal 
rep1_GTCATGAGTTTACACG-1 Autologous 
rep1_GTCATGATCCGCAACG-1 Autologous 
rep1_GTCATGATCTTGCAGA-1 Autologous 
rep1_GTCATTTAGACCACGA-1 Autologous 
rep1_GTCATTTAGATAGGGA-1 Maternal 
rep1_GTCATTTGTATTCCGA-1 Maternal 
rep1_GTCATTTTCGCAGTTA-1 Autologous 
rep1_GTCCACTCACTGCGAC-1 Maternal 
rep1_GTCCACTGTTAAGGAT-1 Autologous 
rep1_GTCCACTTCGTAGCTA-1 Maternal 
rep1_GTCCCATCAAACTAAG-1 Autologous 
rep1_GTCCCATCAACAAGAT-1 Autologous 
rep1_GTCCCATCACATGACT-1 Autologous 
rep1_GTCCCATCATCGAAGG-1 Autologous 
rep1_GTCCCATCATGGAGAC-1 Maternal 
rep1_GTCCCATGTGAAAGTT-1 Autologous 
rep1_GTCCCATGTTCTAAGC-1 Autologous 
rep1_GTCCCATTCCGCGATG-1 Autologous 
rep1_GTCCCATTCTGGCCGA-1 Maternal 
rep1_GTCCTCACAACCGATT-1 Autologous 
rep1_GTCCTCACAGACTGCC-1 Autologous 
rep1_GTCCTCATCCGCGGAT-1 Autologous 
rep1_GTCCTCATCCTTGGAA-1 Autologous 
rep1_GTCCTCATCGAAGCAG-1 Maternal 
rep1_GTCCTCATCTGAATGC-1 Autologous 
rep1_GTCGAATAGCTCGGCT-1 Autologous 
rep1_GTCGAATGTACTAACC-1 Maternal 
rep1_GTCGAATGTAGCTTTG-1 Autologous 
rep1_GTCGAATGTATCGTGT-1 Maternal 
rep1_GTCGAATGTTCGGTCG-1 Maternal 



rep1_GTCGAATTCAGAGTTC-1 Autologous 
rep1_GTCGAATTCCTTCTAA-1 Maternal 
rep1_GTCGAATTCTTACTGT-1 Autologous 
rep1_GTCGCGAGTGGCCTCA-1 Autologous 
rep1_GTCGCGAGTTGTTGAC-1 Autologous 
rep1_GTCGCGATCGTACACA-1 Autologous 
rep1_GTCGTAAAGAAGTCTA-1 Autologous 
rep1_GTCGTAAAGTAGCATA-1 Maternal 
rep1_GTCGTAACAATGAAAC-1 Autologous 
rep1_GTCGTAAGTAACCCTA-1 Autologous 
rep1_GTCGTAATCAGTCCGG-1 Maternal 
rep1_GTCGTAATCTCCTACG-1 Autologous 
rep1_GTCGTTCAGAGGACTC-1 Maternal 
rep1_GTCGTTCAGGTCCAGA-1 Autologous 
rep1_GTCGTTCCATGTGTCA-1 Autologous 
rep1_GTCGTTCGTAACGCGA-1 Autologous 
rep1_GTCGTTCGTTGCATAC-1 Autologous 
rep1_GTCGTTCGTTGTGGCC-1 Maternal 
rep1_GTCTACCAGAAAGTCT-1 Autologous 
rep1_GTCTACCAGGATGGCT-1 Autologous 
rep1_GTCTACCAGTTCCGTA-1 Maternal 
rep1_GTCTACCGTAATCAAG-1 Autologous 
rep1_GTCTACCGTATTGCCA-1 Autologous 
rep1_GTCTACCTCCCTTGTG-1 Autologous 
rep1_GTCTAGAAGACAGTCG-1 Maternal 
rep1_GTCTAGAAGGACTGGT-1 Autologous 
rep1_GTCTAGAAGGGAGTGG-1 Autologous 
rep1_GTCTAGACAAGCGAGT-1 Maternal 
rep1_GTCTAGACAGCTTCGG-1 Maternal 
rep1_GTCTAGACAGGCTTGC-1 Maternal 
rep1_GTCTAGACATCGTCCT-1 Autologous 
rep1_GTCTAGATCAACCGAT-1 Autologous 
rep1_GTCTCACAGCAGATAT-1 Maternal 
rep1_GTCTCACAGCCTTCTC-1 Maternal 
rep1_GTCTCACCAAGCGAAC-1 Autologous 
rep1_GTCTCACCACTGGCCA-1 Autologous 
rep1_GTCTCACGTACCAATC-1 Autologous 
rep1_GTCTCACGTATCAAGA-1 Maternal 
rep1_GTCTCACGTGCTCTCT-1 Autologous 
rep1_GTCTCACGTGTCCATA-1 Autologous 
rep1_GTCTCACGTGTCTTAG-1 Autologous 
rep1_GTCTCACTCTCTAGGA-1 Autologous 
rep1_GTCTGTCAGCATTTCG-1 Autologous 
rep1_GTCTGTCAGCCGAATG-1 Autologous 



rep1_GTCTGTCCAACTCGAT-1 Autologous 
rep1_GTCTGTCGTACTTCCC-1 Autologous 
rep1_GTCTGTCGTCCATCTC-1 Maternal 
rep1_GTCTGTCTCTAGATCG-1 Autologous 
rep1_GTCTGTCTCTGGGCGT-1 Maternal 
rep1_GTCTTTACAACTTGGT-1 Autologous 
rep1_GTCTTTAGTCGCTCGA-1 Maternal 
rep1_GTCTTTATCCTCGCAT-1 Maternal 
rep1_GTCTTTATCCTGGGAC-1 Maternal 
rep1_GTCTTTATCGACTCCT-1 Autologous 
rep1_GTCTTTATCTGCATGA-1 Autologous 
rep1_GTCTTTATCTTAATCC-1 Autologous 
rep1_GTGACGCCAAGTTGGG-1 Autologous 
rep1_GTGACGCCAGTTTCGA-1 Autologous 
rep1_GTGACGCCATCTAACG-1 Maternal 
rep1_GTGACGCGTTCCGCGA-1 Maternal 
rep1_GTGACGCTCAACCGAT-1 Autologous 
rep1_GTGACGCTCATTGAGC-1 Maternal 
rep1_GTGACGCTCGCCAGAC-1 Autologous 
rep1_GTGAGCCAGGAGGTTC-1 Autologous 
rep1_GTGAGCCGTACCGTGC-1 Autologous 
rep1_GTGAGCCGTACCTAAC-1 Autologous 
rep1_GTGAGCCGTCCGTACG-1 Autologous 
rep1_GTGAGCCTCACCCTTG-1 Maternal 
rep1_GTGAGCCTCATGGAGG-1 Maternal 
rep1_GTGAGCCTCCTGCTAC-1 Autologous 
rep1_GTGAGCCTCTCTCGCA-1 Maternal 
rep1_GTGAGGAAGGGTGAGG-1 Autologous 
rep1_GTGAGGACAGCTTCGG-1 Maternal 
rep1_GTGAGGATCATGGTAC-1 Maternal 
rep1_GTGAGTTAGGACAGTC-1 Autologous 
rep1_GTGAGTTCAAGCGCAA-1 Autologous 
rep1_GTGAGTTCATACAGGG-1 Autologous 
rep1_GTGAGTTGTATCGAGG-1 Autologous 
rep1_GTGATGTAGCAACTCT-1 Maternal 
rep1_GTGATGTAGCCTTGAT-1 Autologous 
rep1_GTGATGTAGCGAGTCA-1 Autologous 
rep1_GTGATGTAGTAAGGGA-1 Maternal 
rep1_GTGATGTGTGCTATTG-1 Maternal 
rep1_GTGATGTTCTATGCCC-1 Autologous 
rep1_GTGATGTTCTGATTCT-1 Autologous 
rep1_GTGCACGCAAATTGCC-1 Autologous 
rep1_GTGCACGCACTACTTT-1 Autologous 
rep1_GTGCACGCATTGAGCT-1 Autologous 



rep1_GTGCACGGTGCCTGCA-1 Maternal 
rep1_GTGCACGGTTGCCAAT-1 Autologous 
rep1_GTGCAGCAGACGGTCA-1 Autologous 
rep1_GTGCAGCAGTTCCATG-1 Autologous 
rep1_GTGCAGCCAAGAGGCT-1 Autologous 
rep1_GTGCAGCCAGATTCGT-1 Autologous 
rep1_GTGCAGCGTGGACAGT-1 Autologous 
rep1_GTGCAGCGTTATCTTC-1 Autologous 
rep1_GTGCAGCTCCGTATGA-1 Maternal 
rep1_GTGCAGCTCGTTGCCT-1 Autologous 
rep1_GTGCGTGAGATAGCTA-1 Autologous 
rep1_GTGCGTGAGTCGGGAT-1 Autologous 
rep1_GTGCGTGCAATTGCTG-1 Autologous 
rep1_GTGCGTGTCAAACGAA-1 Autologous 
rep1_GTGCTGGAGTATTAGG-1 Maternal 
rep1_GTGCTGGGTCTCACGG-1 Autologous 
rep1_GTGCTGGGTCTGGTTA-1 Maternal 
rep1_GTGCTGGTCAAACGAA-1 Autologous 
rep1_GTGCTGGTCTACACAG-1 Autologous 
rep1_GTGCTTCCAAGCGATG-1 Maternal 
rep1_GTGCTTCCACAGCTGC-1 Autologous 
rep1_GTGCTTCGTCTGTAAC-1 Autologous 
rep1_GTGCTTCGTGGTACAG-1 Maternal 
rep1_GTGCTTCTCTAAGGAA-1 Autologous 
rep1_GTGCTTCTCTTGTGCC-1 Maternal 
rep1_GTGGAAGAGGAAAGTG-1 Maternal 
rep1_GTGGAAGTCATGGCCG-1 Maternal 
rep1_GTGGAAGTCCCAGTGG-1 Maternal 
rep1_GTGGAAGTCCTCAGAA-1 Maternal 
rep1_GTGGAAGTCGCAGTTA-1 Maternal 
rep1_GTGGAAGTCGGTAGAG-1 Autologous 
rep1_GTGGAGAAGCCTAACT-1 Autologous 
rep1_GTGGAGACACAAATAG-1 Maternal 
rep1_GTGGAGACACGCTGAC-1 Autologous 
rep1_GTGGAGACAGTCTGGC-1 Maternal 
rep1_GTGGAGAGTCTGTAGT-1 Autologous 
rep1_GTGGAGAGTGAGAACC-1 Autologous 
rep1_GTGGAGAGTGGTTTGT-1 Maternal 
rep1_GTGGAGAGTGTTCAGT-1 Maternal 
rep1_GTGGAGATCACCGACG-1 Autologous 
rep1_GTGGAGATCGCTGCGA-1 Autologous 
rep1_GTGGCGTAGGCATCGA-1 Autologous 
rep1_GTGGCGTAGTTAACAG-1 Autologous 
rep1_GTGGCGTCAACAAAGT-1 Autologous 



rep1_GTGGCGTCATGATCTG-1 Autologous 
rep1_GTGGCGTGTGCACGCT-1 Autologous 
rep1_GTGGCGTGTGGAAATT-1 Autologous 
rep1_GTGGCGTTCAGGTGTT-1 Autologous 
rep1_GTGGCGTTCTGTCCGT-1 Autologous 
rep1_GTGGCGTTCTTCCAGC-1 Autologous 
rep1_GTGGGAAAGCGTCGAA-1 Autologous 
rep1_GTGGGAAAGTGCTCAT-1 Autologous 
rep1_GTGGGAAAGTGGACGT-1 Autologous 
rep1_GTGGGAAGTAACAGTA-1 Maternal 
rep1_GTGGGAATCGGCTGAC-1 Autologous 
rep1_GTGGTTAAGAGCTGCA-1 Maternal 
rep1_GTGGTTAGTGGCACTC-1 Autologous 
rep1_GTGGTTAGTGTGTCCG-1 Autologous 
rep1_GTGTAACAGTATTAGG-1 Maternal 
rep1_GTGTAACGTTCTCCAC-1 Autologous 
rep1_GTGTAACTCCTTCTGG-1 Maternal 
rep1_GTGTCCTAGGCCTAGA-1 Maternal 
rep1_GTGTCCTCAACTCGAT-1 Maternal 
rep1_GTGTCCTTCCAGTGTA-1 Autologous 
rep1_GTGTCCTTCCGCTTAC-1 Autologous 
rep1_GTGTCCTTCGACATAC-1 Maternal 
rep1_GTGTCCTTCGCAGTGC-1 Autologous 
rep1_GTGTGATAGAATCTAG-1 Autologous 
rep1_GTGTGATAGGAAAGGT-1 Maternal 
rep1_GTGTGATCAAATAAGC-1 Autologous 
rep1_GTGTGATCACGTAGTT-1 Autologous 
rep1_GTGTGATGTGGAACCA-1 Autologous 
rep1_GTGTGATGTTGGGATG-1 Maternal 
rep1_GTGTGGCAGTTGCTCA-1 Autologous 
rep1_GTGTGGCCATAGGTTC-1 Maternal 
rep1_GTGTGGCGTTGAGAGC-1 Autologous 
rep1_GTGTGGCTCGTGTTCC-1 Maternal 
rep1_GTGTTAGAGCAGCCTC-1 Maternal 
rep1_GTGTTAGCAGCTATTG-1 Autologous 
rep1_GTGTTAGGTACAAGTA-1 Autologous 
rep1_GTGTTCCAGCCGATAG-1 Maternal 
rep1_GTGTTCCCACAACCGC-1 Autologous 
rep1_GTGTTCCCACGGATCC-1 Maternal 
rep1_GTGTTCCGTCGTAATC-1 Autologous 
rep1_GTGTTCCGTTGCGGAA-1 Autologous 
rep1_GTGTTCCTCAGCTTGA-1 Maternal 
rep1_GTGTTCCTCTTAAGGC-1 Maternal 
rep1_GTTACAGAGCACTCGC-1 Maternal 



rep1_GTTACAGAGCTGCCAC-1 Autologous 
rep1_GTTACAGAGTGAGGTC-1 Autologous 
rep1_GTTACAGCATAGGTTC-1 Autologous 
rep1_GTTACAGGTAGGCAAC-1 Maternal 
rep1_GTTACAGGTTGCTGAT-1 Autologous 
rep1_GTTACAGTCGAACACT-1 Autologous 
rep1_GTTACCCAGGATATGT-1 Autologous 
rep1_GTTACCCCACCAAAGG-1 Autologous 
rep1_GTTACCCCATCAGTGT-1 Autologous 
rep1_GTTACCCGTACTCCCT-1 Autologous 
rep1_GTTACGAAGAAATGGG-1 Maternal 
rep1_GTTACGAAGAGGGCGA-1 Autologous 
rep1_GTTACGAAGCCATCCG-1 Autologous 
rep1_GTTACGACACACGTGC-1 Autologous 
rep1_GTTACGACACCCAATA-1 Maternal 
rep1_GTTACGACACGACGAA-1 Maternal 
rep1_GTTACGACATGACAAA-1 Autologous 
rep1_GTTACGAGTCGCACGT-1 Autologous 
rep1_GTTACGAGTGATACTC-1 Autologous 
rep1_GTTACGATCAATCAGC-1 Autologous 
rep1_GTTAGACAGAGATCGC-1 Maternal 
rep1_GTTAGACCAACCAATC-1 Autologous 
rep1_GTTAGACCAGCACACC-1 Autologous 
rep1_GTTAGACCATGACTCA-1 Autologous 
rep1_GTTAGACGTGGGATTG-1 Autologous 
rep1_GTTAGACTCACGTCCT-1 Maternal 
rep1_GTTAGACTCTAGACCA-1 Autologous 
rep1_GTTAGACTCTCGTTTA-1 Autologous 
rep1_GTTAGTGAGATTACCC-1 Autologous 
rep1_GTTAGTGAGATTTGCC-1 Autologous 
rep1_GTTAGTGAGGCTCAAG-1 Autologous 
rep1_GTTAGTGCACGGCCAT-1 Autologous 
rep1_GTTAGTGGTTCCAGGC-1 Autologous 
rep1_GTTAGTGGTTTGGGTT-1 Autologous 
rep1_GTTAGTGTCGAATCCA-1 Autologous 
rep1_GTTAGTGTCTGATTCT-1 Autologous 
rep1_GTTATGGAGGGTCACA-1 Autologous 
rep1_GTTATGGAGTGGCCTC-1 Autologous 
rep1_GTTATGGCACAGAGAC-1 Autologous 
rep1_GTTATGGCACCACATA-1 Autologous 
rep1_GTTATGGCATCCAACA-1 Autologous 
rep1_GTTATGGGTCCTTGTC-1 Maternal 
rep1_GTTATGGGTCGAAGCA-1 Autologous 
rep1_GTTATGGGTGTTGACT-1 Maternal 



rep1_GTTCATTAGCATGCGA-1 Autologous 
rep1_GTTCATTAGTGACCTT-1 Autologous 
rep1_GTTCATTAGTGCAACG-1 Maternal 
rep1_GTTCATTAGTTGCCTA-1 Maternal 
rep1_GTTCATTCAGTAACAA-1 Autologous 
rep1_GTTCATTGTAAGGAGA-1 Maternal 
rep1_GTTCATTTCACCCTTG-1 Maternal 
rep1_GTTCCGTAGAGTCGAC-1 Autologous 
rep1_GTTCCGTCAAAGCGTG-1 Autologous 
rep1_GTTCCGTCACCTTCGT-1 Maternal 
rep1_GTTCCGTCAGAAGTGC-1 Autologous 
rep1_GTTCCGTCAGGGTCTC-1 Maternal 
rep1_GTTCCGTGTATTCCTT-1 Autologous 
rep1_GTTCCGTGTCAACACT-1 Autologous 
rep1_GTTCGCTCACTTTATC-1 Autologous 
rep1_GTTCGCTCAGGTCAGA-1 Maternal 
rep1_GTTCGCTCAGTACTAC-1 Autologous 
rep1_GTTCGCTCATACAGGG-1 Autologous 
rep1_GTTCGCTGTGACCGAA-1 Autologous 
rep1_GTTCGCTTCAGACCTA-1 Maternal 
rep1_GTTCTATCAAATCCCA-1 Autologous 
rep1_GTTCTATCACAGAAGC-1 Autologous 
rep1_GTTCTATGTCATAGTC-1 Autologous 
rep1_GTTCTATGTGCAATAA-1 Autologous 
rep1_GTTCTATTCGAACGCC-1 Autologous 
rep1_GTTCTATTCTAACGGT-1 Maternal 
rep1_GTTCTATTCTCTCGAC-1 Maternal 
rep1_GTTGAACAGAAGTCTA-1 Autologous 
rep1_GTTGAACAGCTGGTGA-1 Autologous 
rep1_GTTGAACAGTCATTGC-1 Maternal 
rep1_GTTGAACGTAGGTCAG-1 Maternal 
rep1_GTTGAACGTTATGACC-1 Autologous 
rep1_GTTGAACTCAAATGAG-1 Maternal 
rep1_GTTGCGGGTTCTCGTC-1 Maternal 
rep1_GTTGCGGTCCGAAATC-1 Autologous 
rep1_GTTGCTCGTTCACCGG-1 Autologous 
rep1_GTTGCTCTCGCATTGA-1 Autologous 
rep1_GTTGCTCTCTATACGG-1 Maternal 
rep1_GTTGTAGAGCTCGAAG-1 Autologous 
rep1_GTTGTAGAGGAACGAA-1 Maternal 
rep1_GTTGTAGCAGGGTCTC-1 Autologous 
rep1_GTTGTAGGTCACTTCC-1 Maternal 
rep1_GTTGTAGGTCGTTCAA-1 Maternal 
rep1_GTTGTAGGTTTCCAAG-1 Autologous 



rep1_GTTGTAGTCCATCTGC-1 Autologous 
rep1_GTTGTAGTCTGAGCAT-1 Maternal 
rep1_GTTGTCCAGCATCTTG-1 Autologous 
rep1_GTTGTCCAGCGTCAAG-1 Autologous 
rep1_GTTGTCCAGGCGATAC-1 Maternal 
rep1_GTTGTCCGTTACCGTA-1 Autologous 
rep1_GTTGTCCTCATTTGCT-1 Autologous 
rep1_GTTGTCCTCCACTTCG-1 Autologous 
rep1_GTTGTCCTCGAGCTGC-1 Autologous 
rep1_GTTGTGAAGCTAGCCC-1 Autologous 
rep1_GTTGTGACACTAAACC-1 Autologous 
rep1_GTTGTGAGTCACTCAA-1 Autologous 
rep1_GTTGTGAGTCCAGGTC-1 Autologous 
rep1_GTTGTGATCATGCATG-1 Autologous 
rep1_GTTTACTAGCCTCCAG-1 Maternal 
rep1_GTTTACTCATAGTCGT-1 Autologous 
rep1_GTTTACTTCACCTTGC-1 Autologous 
rep1_GTTTGGAAGGCACTCC-1 Autologous 
rep1_GTTTGGAAGGCTGTAG-1 Autologous 
rep1_GTTTGGAAGGTTCCAT-1 Autologous 
rep1_GTTTGGAGTAGGTTTC-1 Maternal 
rep1_GTTTGGAGTCCTGTCT-1 Maternal 
rep1_GTTTGGAGTTCTTGCC-1 Maternal 
rep1_GTTTGGATCCTCTTTC-1 Autologous 
rep1_TAACACGAGAGCAGAA-1 Autologous 
rep1_TAACACGAGCTGGCCT-1 Autologous 
rep1_TAACACGAGTTTCTTC-1 Maternal 
rep1_TAACACGCAGACCGCT-1 Maternal 
rep1_TAACACGCAGGTCCGT-1 Autologous 
rep1_TAACACGCATTGGGAG-1 Autologous 
rep1_TAACACGGTGCGGATA-1 Maternal 
rep1_TAACACGTCGCGAAGA-1 Autologous 
rep1_TAACCAGCAACGGCCT-1 Autologous 
rep1_TAACCAGGTCCAAAGG-1 Autologous 
rep1_TAACCAGGTGCATCTA-1 Autologous 
rep1_TAACCAGGTTCTTCAT-1 Autologous 
rep1_TAACCAGGTTTCTTAC-1 Maternal 
rep1_TAACCAGTCGCCACTT-1 Autologous 
rep1_TAACGACCAATGGCAG-1 Autologous 
rep1_TAACGACCATTGACCA-1 Autologous 
rep1_TAACTTCAGATCACTC-1 Autologous 
rep1_TAACTTCAGATTCGCT-1 Autologous 
rep1_TAACTTCCAATCTGCA-1 Maternal 
rep1_TAACTTCCAGTGTATC-1 Autologous 



rep1_TAACTTCCATCTATCT-1 Autologous 
rep1_TAACTTCGTAACAGGC-1 Autologous 
rep1_TAACTTCGTCTTCCGT-1 Autologous 
rep1_TAACTTCGTGAGATCG-1 Autologous 
rep1_TAACTTCGTTCCAGGC-1 Autologous 
rep1_TAACTTCTCGCTCTCA-1 Maternal 
rep1_TAACTTCTCTCTATGT-1 Maternal 
rep1_TAAGCACAGCTCTGTA-1 Autologous 
rep1_TAAGCACAGGCACGAT-1 Maternal 
rep1_TAAGCACAGGCGAACT-1 Autologous 
rep1_TAAGCACCAACGGCCT-1 Autologous 
rep1_TAAGCACGTTTAGACC-1 Autologous 
rep1_TAAGCACTCAACTGGT-1 Autologous 
rep1_TAAGCACTCAGCTTGA-1 Autologous 
rep1_TAAGCACTCGCCGTGA-1 Autologous 
rep1_TAAGCCATCACATTGG-1 Autologous 
rep1_TAAGCCATCACCCTGT-1 Autologous 
rep1_TAAGCCATCCGTGGTG-1 Autologous 
rep1_TAAGCGTAGCGTGAAC-1 Autologous 
rep1_TAAGCGTAGCTGCCTG-1 Maternal 
rep1_TAAGCGTAGGCTTCCG-1 Autologous 
rep1_TAAGCGTCAGAGGTTG-1 Maternal 
rep1_TAAGCGTCATAGATGA-1 Maternal 
rep1_TAAGCGTGTTTACTTC-1 Maternal 
rep1_TAAGCGTTCAGTGATC-1 Autologous 
rep1_TAAGCGTTCTATGCCC-1 Autologous 
rep1_TAAGCGTTCTTGCGCT-1 Autologous 
rep1_TAAGTCGAGAGGACTC-1 Maternal 
rep1_TAAGTCGAGTCCCTAA-1 Autologous 
rep1_TAAGTCGCATACATCG-1 Autologous 
rep1_TAAGTCGGTCTACGAT-1 Autologous 
rep1_TAAGTCGTCTGCACCT-1 Maternal 
rep1_TAATCTCAGTCTGGTT-1 Maternal 
rep1_TAATCTCCAGTTCACA-1 Maternal 
rep1_TAATCTCTCAAGCGTT-1 Autologous 
rep1_TAATCTCTCAGCCTTC-1 Autologous 
rep1_TAATTCCAGTCACTGT-1 Autologous 
rep1_TAATTCCGTGAGGATC-1 Autologous 
rep1_TAATTCCTCACGGAGA-1 Autologous 
rep1_TAATTCCTCGACCTAA-1 Maternal 
rep1_TACAACGAGCGAGGAG-1 Autologous 
rep1_TACAACGGTCAAGGCA-1 Autologous 
rep1_TACAACGGTCGCACGT-1 Autologous 
rep1_TACAACGGTGGGCTCT-1 Autologous 



rep1_TACAACGGTTGACTAC-1 Autologous 
rep1_TACAACGTCCAACACA-1 Autologous 
rep1_TACAACGTCCCGAGGT-1 Autologous 
rep1_TACACCCAGATGCTTC-1 Autologous 
rep1_TACACCCCAGAATCGG-1 Autologous 
rep1_TACACCCCAGGGTTGA-1 Maternal 
rep1_TACACCCGTCGATGCC-1 Maternal 
rep1_TACACCCGTTCGGACC-1 Autologous 
rep1_TACACCCTCACGGGAA-1 Maternal 
rep1_TACACCCTCATTCATC-1 Maternal 
rep1_TACAGGTAGCCAGTAG-1 Autologous 
rep1_TACAGGTAGCCATTTG-1 Maternal 
rep1_TACAGGTAGGAGTATT-1 Maternal 
rep1_TACAGGTCAATGGGTG-1 Autologous 
rep1_TACAGGTCATCGCTGG-1 Autologous 
rep1_TACAGGTGTATCTTCT-1 Autologous 
rep1_TACAGGTGTCGAATTC-1 Autologous 
rep1_TACAGGTTCTCTGACC-1 Autologous 
rep1_TACATTCAGACCGTTT-1 Maternal 
rep1_TACATTCAGCCGTTGC-1 Autologous 
rep1_TACATTCCAGACATCT-1 Maternal 
rep1_TACATTCCATCTCGTC-1 Maternal 
rep1_TACATTCCATTAAAGG-1 Maternal 
rep1_TACATTCCATTCAGCA-1 Autologous 
rep1_TACATTCGTAACAGGC-1 Autologous 
rep1_TACATTCGTGTTGCCG-1 Autologous 
rep1_TACATTCTCTTCTGTA-1 Autologous 
rep1_TACCCACAGCAATAGT-1 Autologous 
rep1_TACCCACAGCACGGAT-1 Maternal 
rep1_TACCCACAGGCCTTGC-1 Autologous 
rep1_TACCCACCAGCTGTTA-1 Maternal 
rep1_TACCCACCATCAGTCA-1 Autologous 
rep1_TACCCACGTAGACAGC-1 Autologous 
rep1_TACCCACGTTCGGTTA-1 Autologous 
rep1_TACCCACTCAGCATTG-1 Autologous 
rep1_TACCCACTCATGCCAA-1 Maternal 
rep1_TACCCACTCGACACTA-1 Maternal 
rep1_TACCCACTCGAGAAAT-1 Autologous 
rep1_TACCCGTAGTCACAGG-1 Autologous 
rep1_TACCCGTCACAATCTG-1 Maternal 
rep1_TACCCGTCACCCTTGT-1 Autologous 
rep1_TACCGAAAGCTGAGTG-1 Autologous 
rep1_TACCGAAAGCTGCGAA-1 Maternal 
rep1_TACCGAAAGGTAATCA-1 Maternal 



rep1_TACCGAAAGGTTACAA-1 Autologous 
rep1_TACCGAACAGGCACTC-1 Autologous 
rep1_TACCGAACATGTTACG-1 Autologous 
rep1_TACCGAAGTTGCGGAA-1 Autologous 
rep1_TACCGAATCAAGGCTT-1 Autologous 
rep1_TACCGGGAGCCTTTGA-1 Autologous 
rep1_TACCGGGAGTTGTACC-1 Autologous 
rep1_TACCGGGCAAAGTGTA-1 Autologous 
rep1_TACCGGGCACTATGTG-1 Maternal 
rep1_TACCGGGCATCATTGG-1 Autologous 
rep1_TACCGGGGTCCTCCAT-1 Autologous 
rep1_TACCGGGTCCAATGCA-1 Autologous 
rep1_TACCTCGGTAAGGCTG-1 Autologous 
rep1_TACCTCGGTAATGCTC-1 Maternal 
rep1_TACCTCGGTACCGTGC-1 Autologous 
rep1_TACCTCGTCTTCGTGC-1 Autologous 
rep1_TACCTGCAGACCTCAT-1 Maternal 
rep1_TACCTGCAGATGGCGT-1 Autologous 
rep1_TACCTGCAGCAGATAT-1 Autologous 
rep1_TACCTGCCACAGTGAG-1 Autologous 
rep1_TACCTGCCATGCCATA-1 Autologous 
rep1_TACCTGCGTGTGTACT-1 Autologous 
rep1_TACGCTCAGAATTGCA-1 Autologous 
rep1_TACGCTCAGCCGAACA-1 Maternal 
rep1_TACGCTCAGGCCATAG-1 Autologous 
rep1_TACGCTCCACGTTGGC-1 Autologous 
rep1_TACGCTCCATGTGTCA-1 Autologous 
rep1_TACGCTCGTGACTCGC-1 Maternal 
rep1_TACGCTCTCCTCTCGA-1 Autologous 
rep1_TACGCTCTCGCAAGAG-1 Autologous 
rep1_TACGGGCAGAGGCGGA-1 Autologous 
rep1_TACGGGCAGCGTCTGC-1 Autologous 
rep1_TACGGGCAGTGCTAGG-1 Maternal 
rep1_TACGGGCCAAATACGA-1 Maternal 
rep1_TACGGGCCAACGATTC-1 Maternal 
rep1_TACGGGCCACCTGCGA-1 Autologous 
rep1_TACGGGCGTACTGAGG-1 Autologous 
rep1_TACGGGCGTCAACCTA-1 Maternal 
rep1_TACGGGCGTCACCGCA-1 Autologous 
rep1_TACGGGCGTCCGAAGA-1 Autologous 
rep1_TACGGTAAGAACTCCT-1 Autologous 
rep1_TACGGTAAGTGAGTGC-1 Autologous 
rep1_TACGGTACAAGAGTTA-1 Autologous 
rep1_TACGGTACACTCATAG-1 Maternal 



rep1_TACGGTACACTCCTGT-1 Maternal 
rep1_TACGGTACATCTAGAC-1 Autologous 
rep1_TACGGTAGTGGATGAC-1 Autologous 
rep1_TACGGTATCGATAACC-1 Autologous 
rep1_TACGGTATCGTGGGTC-1 Autologous 
rep1_TACGTCCAGCATCCCG-1 Autologous 
rep1_TACGTCCCAAGACGAC-1 Autologous 
rep1_TACGTCCCACCCAACG-1 Autologous 
rep1_TACGTCCCACGTCGGT-1 Maternal 
rep1_TACGTCCGTGCTTCAA-1 Autologous 
rep1_TACGTCCTCCATAGAC-1 Maternal 
rep1_TACTGCCGTATTTCGG-1 Autologous 
rep1_TACTGCCGTATTTCTC-1 Autologous 
rep1_TACTGCCGTCGATTCA-1 Maternal 
rep1_TACTGCCTCAGCTTCC-1 Maternal 
rep1_TACTGCCTCCCAAGTA-1 Maternal 
rep1_TACTTACAGCCATTGT-1 Maternal 
rep1_TACTTACAGGCATGCA-1 Autologous 
rep1_TACTTACAGTCAGAGC-1 Maternal 
rep1_TACTTACGTATCATGC-1 Autologous 
rep1_TACTTACTCAAAGCCT-1 Autologous 
rep1_TACTTACTCACAAGAA-1 Autologous 
rep1_TACTTACTCTTTCCAA-1 Autologous 
rep1_TACTTCAAGGTAAGTT-1 Autologous 
rep1_TACTTCACACCGTGGT-1 Autologous 
rep1_TACTTCACAGCGTATT-1 Maternal 
rep1_TACTTCAGTGAGTAAT-1 Autologous 
rep1_TACTTCAGTGCGGCTT-1 Autologous 
rep1_TACTTCATCGCGTGAC-1 Autologous 
rep1_TACTTCATCGTGGCGT-1 Maternal 
rep1_TACTTGTAGCACTAGG-1 Autologous 
rep1_TACTTGTCAAATCAAG-1 Autologous 
rep1_TACTTGTCACACCGAC-1 Maternal 
rep1_TACTTGTCATCGTGCG-1 Autologous 
rep1_TACTTGTGTAACAAGT-1 Autologous 
rep1_TACTTGTGTTCTCCAC-1 Maternal 
rep1_TACTTGTGTTGCATAC-1 Autologous 
rep1_TACTTGTGTTTCGTAG-1 Autologous 
rep1_TAGACCAAGACGCAGT-1 Autologous 
rep1_TAGACCAAGCTTTCCC-1 Maternal 
rep1_TAGACCACACAAATGA-1 Autologous 
rep1_TAGACCAGTTAAAGTG-1 Autologous 
rep1_TAGACCAGTTCTCTCG-1 Autologous 
rep1_TAGACCATCATGCCGG-1 Autologous 



rep1_TAGACCATCTGTCCGT-1 Maternal 
rep1_TAGACTGAGAAGCTCG-1 Autologous 
rep1_TAGACTGAGGTTCCGC-1 Maternal 
rep1_TAGACTGAGTCGGCAA-1 Autologous 
rep1_TAGACTGCACGCCACA-1 Autologous 
rep1_TAGACTGCAGTTACCA-1 Autologous 
rep1_TAGACTGTCCAGGACC-1 Autologous 
rep1_TAGACTGTCCGCGGAT-1 Autologous 
rep1_TAGACTGTCGGTCATA-1 Autologous 
rep1_TAGACTGTCGTTGCCT-1 Autologous 
rep1_TAGAGTCAGGCGAACT-1 Maternal 
rep1_TAGAGTCCAACTGAAA-1 Autologous 
rep1_TAGAGTCGTGCAGTGA-1 Autologous 
rep1_TAGAGTCTCTCGACCT-1 Autologous 
rep1_TAGAGTCTCTTGGCTC-1 Maternal 
rep1_TAGATCGAGTCACACT-1 Autologous 
rep1_TAGATCGGTAGCTAAA-1 Autologous 
rep1_TAGATCGGTCGAAGCA-1 Autologous 
rep1_TAGATCGGTCTGTAAC-1 Maternal 
rep1_TAGATCGTCGCAGTCG-1 Autologous 
rep1_TAGCACAAGGGAGTTC-1 Autologous 
rep1_TAGCACAAGTACTCGT-1 Autologous 
rep1_TAGCACAAGTAGCTCT-1 Autologous 
rep1_TAGCACACAAGTCGTT-1 Autologous 
rep1_TAGCACACACCTGTCT-1 Autologous 
rep1_TAGCACACACGAAGAC-1 Autologous 
rep1_TAGCACAGTTTGTTCT-1 Maternal 
rep1_TAGCACATCGAAGAAT-1 Autologous 
rep1_TAGCACATCGCTGCGA-1 Autologous 
rep1_TAGCACATCGTTCTCG-1 Autologous 
rep1_TAGCACATCTCTTCAA-1 Maternal 
rep1_TAGGAGGAGATGTAGT-1 Autologous 
rep1_TAGGAGGCACTTGGCG-1 Autologous 
rep1_TAGGAGGGTAGCTTTG-1 Maternal 
rep1_TAGGAGGGTCACAGAG-1 Autologous 
rep1_TAGGAGGGTTCACGAT-1 Autologous 
rep1_TAGGAGGTCGATGCAT-1 Maternal 
rep1_TAGGAGGTCTCAGTCC-1 Autologous 
rep1_TAGGGTTCATACAGCT-1 Autologous 
rep1_TAGGGTTGTAGATCCT-1 Autologous 
rep1_TAGGGTTGTTTGGAAA-1 Autologous 
rep1_TAGGGTTTCCATGATG-1 Autologous 
rep1_TAGGGTTTCCTCACCA-1 Autologous 
rep1_TAGGGTTTCTGCGTCT-1 Autologous 



rep1_TAGGTACCAACGTTAC-1 Autologous 
rep1_TAGGTACCAGGACAGT-1 Autologous 
rep1_TAGGTACGTACTCAAC-1 Autologous 
rep1_TAGGTACTCGGCATAT-1 Maternal 
rep1_TAGGTTGAGGTCCAGA-1 Maternal 
rep1_TAGGTTGAGGTCCCGT-1 Autologous 
rep1_TAGGTTGCACTTGAGT-1 Autologous 
rep1_TAGGTTGCATGACTCA-1 Autologous 
rep1_TAGGTTGCATGGATCT-1 Autologous 
rep1_TAGGTTGGTCCCAAAT-1 Maternal 
rep1_TAGGTTGGTCGGTGTC-1 Maternal 
rep1_TAGGTTGTCACTGAAC-1 Autologous 
rep1_TAGGTTGTCTGACGCG-1 Maternal 
rep1_TAGTGCACAGATAAAC-1 Autologous 
rep1_TAGTGCACATTCTTCA-1 Maternal 
rep1_TAGTGCAGTCGTCGGT-1 Autologous 
rep1_TAGTGCATCAACTGAC-1 Autologous 
rep1_TATACCTAGCATTTCG-1 Maternal 
rep1_TATACCTAGCTAGAAT-1 Maternal 
rep1_TATACCTGTTGGCCTG-1 Autologous 
rep1_TATATCCAGAAATTCG-1 Autologous 
rep1_TATATCCAGTCTGGAG-1 Autologous 
rep1_TATATCCAGTGCACTT-1 Autologous 
rep1_TATATCCGTAGAGACC-1 Autologous 
rep1_TATATCCGTCCGTTTC-1 Autologous 
rep1_TATATCCTCCACAGGC-1 Autologous 
rep1_TATCAGGAGAGGTTTA-1 Autologous 
rep1_TATCAGGCACAAAGCG-1 Maternal 
rep1_TATCAGGCATCGATGT-1 Autologous 
rep1_TATCAGGTCGCAATTG-1 Maternal 
rep1_TATCAGGTCTCCATAT-1 Autologous 
rep1_TATCCTAAGCACCAGA-1 Autologous 
rep1_TATCCTAAGGGCAGTT-1 Autologous 
rep1_TATCCTAAGTCCCAAT-1 Maternal 
rep1_TATCCTAAGTGCAAAT-1 Maternal 
rep1_TATCCTATCCTACGAA-1 Autologous 
rep1_TATCGCCCAAATCAAG-1 Autologous 
rep1_TATCGCCCAGCAATTC-1 Maternal 
rep1_TATCGCCCAGCAGTAG-1 Maternal 
rep1_TATCGCCCAGTAGAGC-1 Autologous 
rep1_TATCGCCCATCGCTGG-1 Autologous 
rep1_TATCTGTAGGTCACAG-1 Maternal 
rep1_TATCTGTCAACTGCTA-1 Autologous 
rep1_TATCTGTGTAGTGTGG-1 Autologous 



rep1_TATCTGTGTCTACACA-1 Autologous 
rep1_TATCTGTGTCTGGTTA-1 Autologous 
rep1_TATCTGTGTGAAGCTG-1 Autologous 
rep1_TATCTGTGTTCTCTAT-1 Maternal 
rep1_TATCTGTTCAAAGACA-1 Autologous 
rep1_TATCTGTTCGCGTGCA-1 Autologous 
rep1_TATCTGTTCTGTCTCG-1 Maternal 
rep1_TATCTTGAGAAATGGG-1 Autologous 
rep1_TATCTTGAGGTACTGG-1 Autologous 
rep1_TATCTTGCAAGCGAAC-1 Autologous 
rep1_TATCTTGGTCTTTCTA-1 Maternal 
rep1_TATCTTGGTGAGACCA-1 Autologous 
rep1_TATCTTGGTGGCCCAT-1 Maternal 
rep1_TATCTTGTCGCAACAT-1 Maternal 
rep1_TATGTTCCATGGAACG-1 Autologous 
rep1_TATGTTCTCCTTCAGC-1 Autologous 
rep1_TATTCCAAGAGCCGAT-1 Maternal 
rep1_TATTCCAAGCCATGCC-1 Autologous 
rep1_TATTCCACACACCGCA-1 Maternal 
rep1_TATTCCACACATGGTT-1 Maternal 
rep1_TATTCCACAGAGGCAT-1 Maternal 
rep1_TATTCCACAGCGTGCT-1 Autologous 
rep1_TATTCCACAGTCTACA-1 Autologous 
rep1_TATTCCACATCGTGGC-1 Maternal 
rep1_TATTCCAGTCAATGGG-1 Autologous 
rep1_TATTCCATCATCCCGT-1 Maternal 
rep1_TATTCCATCCATGAGT-1 Autologous 
rep1_TATTCCATCTGTGCGG-1 Maternal 
rep1_TATTGCTAGCTCGCAC-1 Autologous 
rep1_TATTGCTGTCTCACAA-1 Maternal 
rep1_TATTGCTGTTCCTAGA-1 Maternal 
rep1_TATTGCTTCGCTGACG-1 Autologous 
rep1_TATTGCTTCGTCCTTG-1 Autologous 
rep1_TATTGGGCAGGTCAAG-1 Maternal 
rep1_TATTGGGGTCCCTGTT-1 Maternal 
rep1_TATTGGGTCAAACGTC-1 Maternal 
rep1_TATTGGGTCACCTGTC-1 Maternal 
rep1_TATTGGGTCTCTTAAC-1 Autologous 
rep1_TATTGGGTCTTCGACC-1 Maternal 
rep1_TATTTCGAGTGGTTGG-1 Maternal 
rep1_TATTTCGAGTTATGGA-1 Autologous 
rep1_TATTTCGGTACAGGTG-1 Autologous 
rep1_TATTTCGGTCGTTGGC-1 Maternal 
rep1_TATTTCGGTTTACGTG-1 Maternal 



rep1_TATTTCGTCGGAAGGT-1 Autologous 
rep1_TATTTCGTCTTGAACG-1 Autologous 
rep1_TCAAGACAGGCATCGA-1 Autologous 
rep1_TCAAGACCAATCCTTT-1 Autologous 
rep1_TCAAGACCATTGCTGA-1 Autologous 
rep1_TCAAGACGTTAAACAG-1 Autologous 
rep1_TCAAGACTCGCCGATG-1 Autologous 
rep1_TCAAGCAGTAGGCAAC-1 Autologous 
rep1_TCAAGCAGTGAATAAC-1 Autologous 
rep1_TCAAGCAGTGATTGGG-1 Autologous 
rep1_TCAAGCATCTAGGAAA-1 Autologous 
rep1_TCAAGTGCAAGCCCAC-1 Autologous 
rep1_TCAAGTGCATCGATAC-1 Autologous 
rep1_TCAAGTGGTCACTAGT-1 Maternal 
rep1_TCAAGTGTCCACTAGA-1 Autologous 
rep1_TCAAGTGTCCGCATAA-1 Maternal 
rep1_TCAATCTAGAGGACTC-1 Autologous 
rep1_TCAATCTAGTCAACAA-1 Autologous 
rep1_TCAATCTAGTCGGGAT-1 Autologous 
rep1_TCAATCTCACGGATCC-1 Autologous 
rep1_TCAATCTGTACTGCGC-1 Autologous 
rep1_TCAATCTGTATCCCTC-1 Autologous 
rep1_TCAATCTGTATCGTTG-1 Autologous 
rep1_TCAATCTTCGCTACAA-1 Maternal 
rep1_TCAATTCAGACTGAGC-1 Autologous 
rep1_TCAATTCAGAGCTGAC-1 Autologous 
rep1_TCAATTCCAGGACTTT-1 Autologous 
rep1_TCAATTCGTAATCAAG-1 Autologous 
rep1_TCAATTCGTGAACCGA-1 Autologous 
rep1_TCAATTCGTTGTTGAC-1 Autologous 
rep1_TCAATTCTCCCAATAG-1 Maternal 
rep1_TCACAAGAGGTGAGCT-1 Autologous 
rep1_TCACAAGGTGATTAGA-1 Maternal 
rep1_TCACAAGTCTCGAGTA-1 Autologous 
rep1_TCACACCGTCCGATCG-1 Autologous 
rep1_TCACACCGTCCGGTCA-1 Autologous 
rep1_TCACACCGTGGCTGAA-1 Autologous 
rep1_TCACACCTCATCGGGC-1 Autologous 
rep1_TCACACCTCCGCAAAT-1 Autologous 
rep1_TCACATTAGAAGCTCG-1 Autologous 
rep1_TCACATTAGGAGGTTC-1 Maternal 
rep1_TCACATTCAATGTCTG-1 Autologous 
rep1_TCACATTGTATAGGAT-1 Autologous 
rep1_TCACATTGTATGAAGT-1 Autologous 



rep1_TCACATTGTGACATCT-1 Autologous 
rep1_TCACATTGTGCGAACA-1 Autologous 
rep1_TCACATTGTTGGATCT-1 Autologous 
rep1_TCACATTTCAACCCGG-1 Autologous 
rep1_TCACATTTCAATCGGT-1 Autologous 
rep1_TCACATTTCGCACTCT-1 Maternal 
rep1_TCACATTTCTCGTGGG-1 Autologous 
rep1_TCACGCTAGGTTTGAA-1 Maternal 
rep1_TCACGCTAGTTATGGA-1 Autologous 
rep1_TCACGCTGTGAGACGT-1 Autologous 
rep1_TCACGCTGTTCGTTCC-1 Autologous 
rep1_TCACGCTTCGGAGTGA-1 Autologous 
rep1_TCACGGGAGCTGGCTC-1 Autologous 
rep1_TCACGGGAGGCTATCT-1 Maternal 
rep1_TCACGGGAGTCAGGGT-1 Autologous 
rep1_TCACGGGCAGACCAGA-1 Autologous 
rep1_TCACGGGGTGTCCATA-1 Maternal 
rep1_TCACGGGTCAGCGTCG-1 Autologous 
rep1_TCACGGGTCTGCTTAT-1 Autologous 
rep1_TCACGGGTCTTGGATG-1 Autologous 
rep1_TCACTATAGGTGCCAA-1 Autologous 
rep1_TCACTATGTAATTGGA-1 Autologous 
rep1_TCACTATGTTCGCGTG-1 Maternal 
rep1_TCACTATTCGGTGAAG-1 Autologous 
rep1_TCACTCGAGGAATTAC-1 Maternal 
rep1_TCACTCGAGTGGTGGT-1 Maternal 
rep1_TCACTCGCAGTCGCAC-1 Autologous 
rep1_TCACTCGTCAGTCACA-1 Autologous 
rep1_TCACTCGTCATCTCTA-1 Autologous 
rep1_TCACTCGTCTTTCCGG-1 Autologous 
rep1_TCAGCAACAGTCGAGA-1 Autologous 
rep1_TCAGCAACATTAGGAA-1 Maternal 
rep1_TCAGCAAGTAGGCTCC-1 Autologous 
rep1_TCAGCAAGTGCAGTGA-1 Maternal 
rep1_TCAGCAATCCGTTGAA-1 Maternal 
rep1_TCAGCCTAGGAACTCG-1 Autologous 
rep1_TCAGCCTAGGGTTAAT-1 Maternal 
rep1_TCAGCCTAGGTCTGGA-1 Maternal 
rep1_TCAGCCTAGTTACGTC-1 Autologous 
rep1_TCAGCCTCACTAGGTT-1 Autologous 
rep1_TCAGCCTCATGCCATA-1 Autologous 
rep1_TCAGCCTGTAGCTGCC-1 Maternal 
rep1_TCAGCCTGTCCTCCTA-1 Autologous 
rep1_TCAGCCTTCCGGGACT-1 Autologous 



rep1_TCAGCCTTCTTCCCGA-1 Maternal 
rep1_TCAGGGCAGCCTATTG-1 Autologous 
rep1_TCAGGGCCAACCCTCT-1 Maternal 
rep1_TCAGGGCCAAGGCTTT-1 Maternal 
rep1_TCAGGGCCACTTCATT-1 Autologous 
rep1_TCAGGGCCATCCGGCA-1 Maternal 
rep1_TCAGGGCGTCTCTCAC-1 Maternal 
rep1_TCAGGGCGTTCGGCTG-1 Maternal 
rep1_TCAGGGCGTTTACCTT-1 Autologous 
rep1_TCAGGTAAGAACGCGT-1 Autologous 
rep1_TCAGGTAAGATGCTAA-1 Autologous 
rep1_TCAGGTAAGCTTTCCC-1 Maternal 
rep1_TCAGGTAAGTGCAAAT-1 Maternal 
rep1_TCAGGTAGTACGATCT-1 Autologous 
rep1_TCAGGTAGTTAATGAG-1 Autologous 
rep1_TCAGGTAGTTGTGTTG-1 Autologous 
rep1_TCAGTCCCAAACTCTG-1 Autologous 
rep1_TCAGTCCCACCATTCC-1 Maternal 
rep1_TCAGTCCCATTGAAAG-1 Autologous 
rep1_TCAGTCCGTAAGATAC-1 Autologous 
rep1_TCAGTCCGTCATCCGG-1 Autologous 
rep1_TCAGTCCTCTGCACCT-1 Autologous 
rep1_TCAGTGAAGACGACTG-1 Maternal 
rep1_TCAGTGAAGCATCCTA-1 Autologous 
rep1_TCAGTGAAGCGCCTAC-1 Maternal 
rep1_TCAGTGAAGCGTTCAT-1 Maternal 
rep1_TCAGTGAAGGATCACG-1 Maternal 
rep1_TCAGTGAGTAACTAAG-1 Autologous 
rep1_TCAGTGAGTACATACC-1 Maternal 
rep1_TCAGTGATCCGGACTG-1 Autologous 
rep1_TCAGTGATCGGACGTC-1 Autologous 
rep1_TCAGTTTAGCCATGCC-1 Autologous 
rep1_TCAGTTTAGCTCCATA-1 Autologous 
rep1_TCAGTTTCAAGTGGAC-1 Autologous 
rep1_TCAGTTTCAGTAACGG-1 Autologous 
rep1_TCAGTTTTCTTCGCTG-1 Autologous 
rep1_TCATACTAGCCGATTT-1 Autologous 
rep1_TCATACTAGCGGGTAT-1 Autologous 
rep1_TCATACTAGCTACTAC-1 Autologous 
rep1_TCATACTAGCTGGCTC-1 Maternal 
rep1_TCATACTAGGAAAGAC-1 Autologous 
rep1_TCATACTCAAACACGG-1 Autologous 
rep1_TCATACTGTTAGTCGT-1 Autologous 
rep1_TCATACTTCCGTCAAA-1 Maternal 



rep1_TCATACTTCCTTATGT-1 Autologous 
rep1_TCATATCAGAGCCGTA-1 Autologous 
rep1_TCATATCAGATTAGCA-1 Autologous 
rep1_TCATATCCAGGCCCTA-1 Maternal 
rep1_TCATATCCATAGGCGA-1 Autologous 
rep1_TCATATCGTCTTCGAA-1 Autologous 
rep1_TCATATCGTTACACAC-1 Autologous 
rep1_TCATATCTCCGTAGTA-1 Autologous 
rep1_TCATATCTCGTGTGGC-1 Autologous 
rep1_TCATATCTCTCCAAGA-1 Autologous 
rep1_TCATCATCAGTCAGCC-1 Maternal 
rep1_TCATCATCATTGAGGG-1 Maternal 
rep1_TCATCATTCCGGTAGC-1 Maternal 
rep1_TCATCATTCGTGGGTC-1 Autologous 
rep1_TCATCCGAGTATAGAC-1 Autologous 
rep1_TCATCCGCACAGACGA-1 Autologous 
rep1_TCATCCGCAGAGTGTG-1 Autologous 
rep1_TCATCCGCATCAGTCA-1 Autologous 
rep1_TCATCCGGTGTCACAT-1 Maternal 
rep1_TCATCCGTCCACGTAA-1 Autologous 
rep1_TCATCCGTCTTCTGGC-1 Autologous 
rep1_TCATGAGAGCTCACTA-1 Autologous 
rep1_TCATGAGAGGATCATA-1 Autologous 
rep1_TCATGAGAGGTAGGCT-1 Autologous 
rep1_TCATGAGAGTCCTACA-1 Autologous 
rep1_TCATGAGCAGTGACCC-1 Maternal 
rep1_TCATGAGGTGAATAAC-1 Maternal 
rep1_TCATGCCCAAGTACCT-1 Maternal 
rep1_TCATGCCCACAGTATC-1 Maternal 
rep1_TCATGCCCATACTTTC-1 Autologous 
rep1_TCATGCCCATTGACTG-1 Autologous 
rep1_TCATGGAAGATAGTGT-1 Autologous 
rep1_TCATGGAAGCATACTC-1 Autologous 
rep1_TCATGGAAGCTGAAAT-1 Autologous 
rep1_TCATGGAAGTCATCCA-1 Maternal 
rep1_TCATGGAGTCTGGTTA-1 Maternal 
rep1_TCATGGAGTGACAACG-1 Autologous 
rep1_TCATGGAGTGCCCTTT-1 Autologous 
rep1_TCATGGAGTTCGGTAT-1 Maternal 
rep1_TCATGGATCCTCTAGC-1 Autologous 
rep1_TCATGTTAGGTAATCA-1 Autologous 
rep1_TCATGTTAGTCTAACC-1 Maternal 
rep1_TCATGTTCACCGGAAA-1 Autologous 
rep1_TCATGTTGTTCAACGT-1 Autologous 



rep1_TCATGTTTCCAATCCC-1 Autologous 
rep1_TCATTACAGTCTCCTC-1 Autologous 
rep1_TCATTACTCCGGCAGT-1 Autologous 
rep1_TCATTCACAATTTCTC-1 Autologous 
rep1_TCATTCAGTATCACCA-1 Maternal 
rep1_TCATTCAGTTCGATTG-1 Maternal 
rep1_TCATTCAGTTTCGTTT-1 Autologous 
rep1_TCATTGTCATGAAAGT-1 Autologous 
rep1_TCATTTGAGCCTAGGA-1 Autologous 
rep1_TCATTTGAGGGAGGCA-1 Autologous 
rep1_TCATTTGCAGGCTATT-1 Maternal 
rep1_TCATTTGGTTCAGCGC-1 Autologous 
rep1_TCATTTGTCCGATAAC-1 Autologous 
rep1_TCATTTGTCCTACCGT-1 Autologous 
rep1_TCCACCAAGCTAATCC-1 Autologous 
rep1_TCCACCAAGCTGGAGT-1 Autologous 
rep1_TCCACCACAACTCCAA-1 Autologous 
rep1_TCCACCACACCACTGG-1 Autologous 
rep1_TCCACCACACGGCCAT-1 Autologous 
rep1_TCCACCAGTATACCTG-1 Autologous 
rep1_TCCACCAGTCCTATAG-1 Maternal 
rep1_TCCACCAGTGTCTAAC-1 Autologous 
rep1_TCCACCATCGACCATA-1 Maternal 
rep1_TCCACCATCTACTCAT-1 Autologous 
rep1_TCCACGTAGAGCATCG-1 Autologous 
rep1_TCCACGTAGGCACGAT-1 Autologous 
rep1_TCCACGTCAAACGTGG-1 Autologous 
rep1_TCCACGTCAAAGGCGT-1 Maternal 
rep1_TCCACGTGTATTAAGG-1 Autologous 
rep1_TCCACGTTCGATGCTA-1 Autologous 
rep1_TCCACGTTCTGTCAGA-1 Autologous 
rep1_TCCAGAAAGTGGTTGG-1 Autologous 
rep1_TCCAGAAAGTTCAACC-1 Autologous 
rep1_TCCAGAACAGCGGATA-1 Autologous 
rep1_TCCAGAAGTGAAGCGT-1 Maternal 
rep1_TCCAGAATCCCACAGG-1 Maternal 
rep1_TCCAGAATCCCAGCGA-1 Autologous 
rep1_TCCATCGCACAACGTT-1 Autologous 
rep1_TCCATCGGTCTGTGCG-1 Autologous 
rep1_TCCATCGGTGAAGCGT-1 Autologous 
rep1_TCCATCGTCGACCTAA-1 Autologous 
rep1_TCCATGCAGACTGTTC-1 Maternal 
rep1_TCCATGCAGAGAAGGT-1 Autologous 
rep1_TCCATGCAGCCTCCAG-1 Maternal 



rep1_TCCATGCAGCTAGAGC-1 Autologous 
rep1_TCCATGCCACAATGAA-1 Maternal 
rep1_TCCATGCCATCATTGG-1 Autologous 
rep1_TCCATGCGTGATAGTA-1 Autologous 
rep1_TCCCACAAGCAGGGAG-1 Maternal 
rep1_TCCCACAAGTTGTCAC-1 Autologous 
rep1_TCCCACACACGACTAT-1 Autologous 
rep1_TCCCACAGTCCGACGT-1 Maternal 
rep1_TCCCACAGTTTCTATC-1 Maternal 
rep1_TCCCAGTAGACCATTC-1 Maternal 
rep1_TCCCAGTAGACGCATG-1 Autologous 
rep1_TCCCAGTCAAGAGCTG-1 Autologous 
rep1_TCCCAGTGTAGGGAGG-1 Maternal 
rep1_TCCCAGTTCACTGATG-1 Autologous 
rep1_TCCCAGTTCCGTGTGG-1 Maternal 
rep1_TCCCAGTTCGTCACCT-1 Maternal 
rep1_TCCCAGTTCTAGTACG-1 Autologous 
rep1_TCCCATGAGAGAGGGC-1 Autologous 
rep1_TCCCATGAGTAGCATA-1 Maternal 
rep1_TCCCATGAGTCAACAA-1 Autologous 
rep1_TCCCATGGTCACTTAG-1 Autologous 
rep1_TCCCATGGTTGGACCC-1 Autologous 
rep1_TCCCATGTCCGATGTA-1 Maternal 
rep1_TCCCATGTCTTAGCAG-1 Autologous 
rep1_TCCGAAAAGATTGTGA-1 Maternal 
rep1_TCCGAAAAGGCCACCT-1 Maternal 
rep1_TCCGAAAAGTGCAGGT-1 Autologous 
rep1_TCCGAAACACTGAATC-1 Autologous 
rep1_TCCGAAACAGCTACAT-1 Autologous 
rep1_TCCGAAAGTAAGTAGT-1 Autologous 
rep1_TCCGAAAGTCACTTCC-1 Autologous 
rep1_TCCGAAAGTCGTAATC-1 Autologous 
rep1_TCCGAAAGTGTTGAGG-1 Autologous 
rep1_TCCGAAATCACTGGTA-1 Maternal 
rep1_TCCGATCAGATCCCAT-1 Maternal 
rep1_TCCGATCAGTAGCTCT-1 Maternal 
rep1_TCCGATCAGTTGTAAG-1 Maternal 
rep1_TCCGATCGTAGTACGG-1 Autologous 
rep1_TCCGATCGTCCCAAAT-1 Autologous 
rep1_TCCGATCTCGCTTTAT-1 Autologous 
rep1_TCCGATCTCTCATTGT-1 Autologous 
rep1_TCCGGGAAGACGGATC-1 Maternal 
rep1_TCCGGGAAGCTTGTGT-1 Maternal 
rep1_TCCGGGACAAAGGCAC-1 Autologous 



rep1_TCCGGGACACTATCCC-1 Maternal 
rep1_TCCGGGACATTGTGCA-1 Autologous 
rep1_TCCGGGAGTAAGGTCG-1 Autologous 
rep1_TCCGGGAGTTCCGCTT-1 Autologous 
rep1_TCCGGGAGTTTAGAGA-1 Autologous 
rep1_TCCGTGTCAGCTGAAG-1 Autologous 
rep1_TCCGTGTTCGCGCCAA-1 Autologous 
rep1_TCCTAATAGAAACCAT-1 Autologous 
rep1_TCCTAATAGTGGTCAG-1 Maternal 
rep1_TCCTAATCAAGAGGCT-1 Maternal 
rep1_TCCTAATCACTGGACC-1 Maternal 
rep1_TCCTAATGTCCGGTGT-1 Maternal 
rep1_TCCTAATGTCTGTAGT-1 Maternal 
rep1_TCCTAATGTGATCGTT-1 Autologous 
rep1_TCCTAATGTGCCTTTC-1 Maternal 
rep1_TCCTAATGTTCTAACG-1 Maternal 
rep1_TCCTAATTCGCGTAGC-1 Autologous 
rep1_TCCTCCCAGATGACAT-1 Maternal 
rep1_TCCTCCCAGCACTAGG-1 Autologous 
rep1_TCCTCCCAGTACAGAT-1 Autologous 
rep1_TCCTCCCCACCAAAGG-1 Maternal 
rep1_TCCTCCCGTTCAACGT-1 Maternal 
rep1_TCCTCCCGTTCACCGG-1 Autologous 
rep1_TCCTCCCTCCCGAGTG-1 Maternal 
rep1_TCCTCCCTCCGACGGT-1 Autologous 
rep1_TCCTCGAAGAAGCGAA-1 Autologous 
rep1_TCCTCGAAGCATATGA-1 Autologous 
rep1_TCCTCGAAGGCTCTAT-1 Maternal 
rep1_TCCTCGAAGGTTTACC-1 Maternal 
rep1_TCCTCGAAGTGGAATT-1 Maternal 
rep1_TCCTCGACAAATAGCA-1 Autologous 
rep1_TCCTCGACAAGACGAC-1 Maternal 
rep1_TCCTCGAGTCTAGATC-1 Autologous 
rep1_TCCTCGAGTCTTTCAT-1 Autologous 
rep1_TCCTCGAGTTTGATCG-1 Maternal 
rep1_TCCTCGATCTGAGCAT-1 Autologous 
rep1_TCCTCGATCTTAGGAC-1 Autologous 
rep1_TCCTCTTAGGTTACCT-1 Maternal 
rep1_TCCTCTTAGTAGCCAG-1 Autologous 
rep1_TCCTCTTCAAGGACAC-1 Autologous 
rep1_TCCTCTTCAGAGACTG-1 Autologous 
rep1_TCCTCTTCAGCCTATA-1 Autologous 
rep1_TCCTCTTTCAACCCGG-1 Maternal 
rep1_TCCTCTTTCAATCCAG-1 Autologous 



rep1_TCCTCTTTCTAGCAAC-1 Maternal 
rep1_TCCTGCAAGTTGGGAC-1 Autologous 
rep1_TCCTGCAGTATTGAGA-1 Maternal 
rep1_TCCTGCATCCCAACTC-1 Maternal 
rep1_TCCTGCATCGATCCCT-1 Autologous 
rep1_TCCTGCATCGGAAACG-1 Maternal 
rep1_TCCTGCATCTGAATCG-1 Maternal 
rep1_TCCTTCTAGACTCTAC-1 Maternal 
rep1_TCCTTCTAGGTGCTAG-1 Autologous 
rep1_TCCTTCTAGTTGGCTT-1 Maternal 
rep1_TCCTTCTCATCACCAA-1 Maternal 
rep1_TCCTTCTCATTGTACG-1 Autologous 
rep1_TCCTTCTGTATGCAAA-1 Autologous 
rep1_TCCTTCTGTTCAAGTC-1 Autologous 
rep1_TCCTTCTGTTTCACTT-1 Maternal 
rep1_TCCTTCTTCAGACCTA-1 Autologous 
rep1_TCCTTTCAGCAACAGC-1 Autologous 
rep1_TCCTTTCAGCCTGAAG-1 Autologous 
rep1_TCCTTTCAGTCGGCCT-1 Autologous 
rep1_TCCTTTCAGTTGCTCA-1 Autologous 
rep1_TCCTTTCGTAGTATAG-1 Maternal 
rep1_TCCTTTCGTTTCCCAC-1 Autologous 
rep1_TCCTTTCTCGTAGCTA-1 Maternal 
rep1_TCCTTTCTCGTGCGAC-1 Maternal 
rep1_TCGAACAAGGCCCGTT-1 Autologous 
rep1_TCGAACAAGTAAACAC-1 Autologous 
rep1_TCGAACACAAGGACAC-1 Autologous 
rep1_TCGAACAGTGTAGTGG-1 Autologous 
rep1_TCGAACATCATTTCCA-1 Autologous 
rep1_TCGAACATCCATTGTT-1 Autologous 
rep1_TCGAAGTCAAAGGAGA-1 Maternal 
rep1_TCGAAGTGTAACCAGG-1 Maternal 
rep1_TCGAAGTGTAATACCC-1 Autologous 
rep1_TCGAAGTGTCTGATCA-1 Autologous 
rep1_TCGAAGTGTTGTGTTG-1 Autologous 
rep1_TCGACCTGTAGCGAGT-1 Autologous 
rep1_TCGACCTGTGCGGTAA-1 Autologous 
rep1_TCGACCTTCACGGGCT-1 Autologous 
rep1_TCGACCTTCATGCGGC-1 Maternal 
rep1_TCGACCTTCGACCACG-1 Autologous 
rep1_TCGACCTTCTATGTGG-1 Maternal 
rep1_TCGACCTTCTTAAGGC-1 Autologous 
rep1_TCGACGGAGCTATCCA-1 Maternal 
rep1_TCGACGGAGCTTGTTG-1 Autologous 



rep1_TCGACGGGTACGAGCA-1 Autologous 
rep1_TCGACGGTCAAGAGGC-1 Autologous 
rep1_TCGACGGTCGACACCG-1 Autologous 
rep1_TCGATTTAGATGTTGA-1 Autologous 
rep1_TCGATTTAGCGTGCTC-1 Maternal 
rep1_TCGATTTAGCTAGAAT-1 Autologous 
rep1_TCGATTTCAATTCTCT-1 Autologous 
rep1_TCGATTTCAATTCTTC-1 Autologous 
rep1_TCGATTTCACAATGTC-1 Maternal 
rep1_TCGATTTGTAGTTAGA-1 Autologous 
rep1_TCGATTTGTGTTGACT-1 Autologous 
rep1_TCGCACTAGGATTTAG-1 Autologous 
rep1_TCGCACTCAGTCGTTA-1 Maternal 
rep1_TCGCACTCAGTGTATC-1 Maternal 
rep1_TCGCACTTCAGCATTG-1 Autologous 
rep1_TCGCACTTCAGTCATG-1 Autologous 
rep1_TCGCACTTCTTAGTTC-1 Autologous 
rep1_TCGCAGGAGCGTGTCC-1 Maternal 
rep1_TCGCAGGAGGAACTCG-1 Maternal 
rep1_TCGCAGGGTCAGGAGT-1 Maternal 
rep1_TCGCAGGTCATATGGC-1 Maternal 
rep1_TCGCAGGTCATTTGGG-1 Autologous 
rep1_TCGCAGGTCTAAGAAG-1 Autologous 
rep1_TCGCTCAAGACTCCGC-1 Autologous 
rep1_TCGCTCAAGCAAACAT-1 Autologous 
rep1_TCGCTCACAATCCTAG-1 Maternal 
rep1_TCGCTCACACCGCTAG-1 Autologous 
rep1_TCGCTCACATCATTGG-1 Maternal 
rep1_TCGCTCAGTATTGGCT-1 Autologous 
rep1_TCGCTCAGTCTGTTAG-1 Autologous 
rep1_TCGCTCATCCCAAGCG-1 Maternal 
rep1_TCGCTTGAGACCCTTA-1 Autologous 
rep1_TCGCTTGAGTCCCGGT-1 Autologous 
rep1_TCGCTTGCAGCGTAGA-1 Maternal 
rep1_TCGCTTGCAGTTCTAG-1 Autologous 
rep1_TCGCTTGCATCGCTAA-1 Maternal 
rep1_TCGCTTGGTAAGTTGA-1 Autologous 
rep1_TCGCTTGGTCTCTCTG-1 Autologous 
rep1_TCGCTTGGTGGCCTCA-1 Autologous 
rep1_TCGGATAAGAGAGCGG-1 Maternal 
rep1_TCGGATAAGGACGCAT-1 Autologous 
rep1_TCGGATAAGTCAGCGA-1 Autologous 
rep1_TCGGATACAATCGCGC-1 Autologous 
rep1_TCGGATAGTAACCAGG-1 Maternal 



rep1_TCGGATAGTCCGGTGT-1 Maternal 
rep1_TCGGGACAGAATACAC-1 Maternal 
rep1_TCGGGACAGACCTCAT-1 Autologous 
rep1_TCGGGACAGAGTCTGG-1 Autologous 
rep1_TCGGGACAGCCAAGCA-1 Autologous 
rep1_TCGGGACAGCTTAAGA-1 Maternal 
rep1_TCGGGACCAAGTAGTA-1 Maternal 
rep1_TCGGGACGTACAGAGC-1 Maternal 
rep1_TCGGGACGTACCTAGT-1 Autologous 
rep1_TCGGGACGTAGCTTTG-1 Autologous 
rep1_TCGGGACGTCCCACGA-1 Autologous 
rep1_TCGGGACGTGGATGAC-1 Maternal 
rep1_TCGGGACGTTCTTAGG-1 Autologous 
rep1_TCGGGACTCGCCGATG-1 Autologous 
rep1_TCGGGCAAGTCAGCGA-1 Autologous 
rep1_TCGGGCACAATTTCCT-1 Maternal 
rep1_TCGGGCAGTTCTAACG-1 Maternal 
rep1_TCGGGTGAGAACTCCT-1 Autologous 
rep1_TCGGGTGAGCACAAAT-1 Autologous 
rep1_TCGGGTGAGGCCTTGC-1 Autologous 
rep1_TCGGGTGAGTGATCGG-1 Autologous 
rep1_TCGGGTGCATCTAACG-1 Autologous 
rep1_TCGGGTGGTAGCTTAC-1 Maternal 
rep1_TCGGGTGGTCTCGCGA-1 Autologous 
rep1_TCGGTCTCAACTGGTT-1 Autologous 
rep1_TCGGTCTCATGGACAG-1 Autologous 
rep1_TCGGTCTGTGAGCGAT-1 Maternal 
rep1_TCGGTCTTCGTCCTTG-1 Maternal 
rep1_TCGTAGAAGTAGACCG-1 Autologous 
rep1_TCGTAGACACTAACGT-1 Autologous 
rep1_TCGTAGACAGTTCTAG-1 Autologous 
rep1_TCGTAGACATGTCAGT-1 Autologous 
rep1_TCGTAGAGTGTTAACC-1 Maternal 
rep1_TCGTAGAGTTGACGGA-1 Maternal 
rep1_TCGTAGATCAGCCCAG-1 Autologous 
rep1_TCGTCCACAAGTACCT-1 Autologous 
rep1_TCGTCCACAGTAACGG-1 Autologous 
rep1_TCGTCCACATGCGGTC-1 Maternal 
rep1_TCGTCCAGTCTTGTCC-1 Autologous 
rep1_TCGTCCAGTGGCTGAA-1 Maternal 
rep1_TCGTCCAGTTTCAGAC-1 Maternal 
rep1_TCGTCCATCGTTAGAC-1 Maternal 
rep1_TCGTGCTAGGCGCTCT-1 Autologous 
rep1_TCGTGCTCAAGACGGT-1 Maternal 



rep1_TCGTGCTCAAGAGATT-1 Autologous 
rep1_TCGTGCTCAATTCTTC-1 Autologous 
rep1_TCGTGCTCACCAGCCA-1 Autologous 
rep1_TCGTGCTCAGACCAAG-1 Autologous 
rep1_TCGTGCTCATCATTGG-1 Maternal 
rep1_TCGTGCTGTAAGATAC-1 Autologous 
rep1_TCGTGCTGTATGGTAA-1 Autologous 
rep1_TCGTGCTGTTAGAGAT-1 Maternal 
rep1_TCGTGCTTCCAACCAA-1 Autologous 
rep1_TCGTGCTTCCCGAAAT-1 Maternal 
rep1_TCGTGCTTCGGTCACG-1 Maternal 
rep1_TCGTGGGCAACAACAA-1 Autologous 
rep1_TCGTGGGCACGGTCTG-1 Autologous 
rep1_TCGTGGGCATAGGAGC-1 Maternal 
rep1_TCGTGGGCATTGTCGA-1 Autologous 
rep1_TCGTGGGGTTCTCCAC-1 Autologous 
rep1_TCGTGGGTCACGATCA-1 Maternal 
rep1_TCGTGGGTCTGATTCT-1 Autologous 
rep1_TCTAACTAGGTACTGG-1 Maternal 
rep1_TCTAACTCAGTCTCTC-1 Autologous 
rep1_TCTAACTCATAATCGC-1 Autologous 
rep1_TCTACATAGTGACCTT-1 Autologous 
rep1_TCTACATCACTCCTGT-1 Autologous 
rep1_TCTACATCATCAGCAT-1 Autologous 
rep1_TCTACCGAGCCGGATA-1 Autologous 
rep1_TCTACCGAGGATTTCC-1 Maternal 
rep1_TCTACCGAGGCTCAAG-1 Autologous 
rep1_TCTACCGCACAAGCAG-1 Autologous 
rep1_TCTACCGCAGACAAGC-1 Autologous 
rep1_TCTACCGGTACTGACT-1 Maternal 
rep1_TCTACCGGTTACACAC-1 Maternal 
rep1_TCTACCGGTTCTTGCC-1 Autologous 
rep1_TCTACCGTCCAAGGGA-1 Autologous 
rep1_TCTACCGTCGTCCTTG-1 Autologous 
rep1_TCTATACAGACTTCAC-1 Autologous 
rep1_TCTATACAGGATCACG-1 Autologous 
rep1_TCTATACAGGTCGACA-1 Autologous 
rep1_TCTATACCATAAGCAA-1 Autologous 
rep1_TCTATACGTAAGATTG-1 Autologous 
rep1_TCTATACGTCAGGTGA-1 Autologous 
rep1_TCTATACGTCTGTGCG-1 Autologous 
rep1_TCTATACTCAGTCAGT-1 Autologous 
rep1_TCTATACTCCTATGGA-1 Autologous 
rep1_TCTATACTCGAACTCA-1 Maternal 



rep1_TCTATACTCGCCACTT-1 Maternal 
rep1_TCTATCAAGAACAGGA-1 Maternal 
rep1_TCTATCAAGGTTGGAC-1 Autologous 
rep1_TCTATCACACAACGAG-1 Autologous 
rep1_TCTATCAGTACGCTTA-1 Maternal 
rep1_TCTATCATCCATCGTC-1 Maternal 
rep1_TCTATCATCGCAGAGA-1 Autologous 
rep1_TCTATCATCGCCGAAC-1 Maternal 
rep1_TCTCACGAGATGCTAA-1 Autologous 
rep1_TCTCACGAGATGGCAC-1 Autologous 
rep1_TCTCACGCAGGCTTGC-1 Autologous 
rep1_TCTCACGCATCAGTCA-1 Autologous 
rep1_TCTCACGGTTTACGAC-1 Autologous 
rep1_TCTCACGTCTCAATCT-1 Autologous 
rep1_TCTCAGCCAACCTAAC-1 Maternal 
rep1_TCTCAGCCAGTAACGG-1 Autologous 
rep1_TCTCAGCCATTAAAGG-1 Maternal 
rep1_TCTCAGCGTCTACAGT-1 Autologous 
rep1_TCTCAGCTCATTGTGG-1 Autologous 
rep1_TCTCAGCTCGCAGTGC-1 Autologous 
rep1_TCTCAGCTCTCTCAAT-1 Maternal 
rep1_TCTCCGAAGTGCCAGA-1 Autologous 
rep1_TCTCCGAAGTTCACTG-1 Autologous 
rep1_TCTCCGACAGTTGAAA-1 Autologous 
rep1_TCTCCGAGTTACGTAC-1 Autologous 
rep1_TCTCCGATCGTCGGGT-1 Autologous 
rep1_TCTCTGGAGCGTTACT-1 Autologous 
rep1_TCTCTGGAGTAAGGGA-1 Maternal 
rep1_TCTCTGGCAGAACTTC-1 Maternal 
rep1_TCTCTGGGTACCGGAA-1 Autologous 
rep1_TCTCTGGGTAGTTAGA-1 Autologous 
rep1_TCTCTGGGTCAAGCGA-1 Autologous 
rep1_TCTCTGGGTCTATGAC-1 Maternal 
rep1_TCTCTGGGTGGCCACT-1 Autologous 
rep1_TCTCTGGTCCCTTTGG-1 Autologous 
rep1_TCTCTGGTCGGTATGT-1 Autologous 
rep1_TCTCTGGTCGGTGTTA-1 Autologous 
rep1_TCTGCCAAGACGCAGT-1 Autologous 
rep1_TCTGCCACAAGTGATA-1 Autologous 
rep1_TCTGCCACAAGTGTCT-1 Autologous 
rep1_TCTGCCAGTAAGGCTG-1 Autologous 
rep1_TCTGCCATCAGGGATG-1 Autologous 
rep1_TCTGCCATCGAGATAA-1 Autologous 
rep1_TCTGGCTAGGAATCGC-1 Autologous 



rep1_TCTGGCTCATACTTTC-1 Autologous 
rep1_TCTGGCTCATTGCTGA-1 Autologous 
rep1_TCTGGCTGTAAGGCCA-1 Autologous 
rep1_TCTGGCTGTGCATGAG-1 Maternal 
rep1_TCTGGCTGTGGGCTTC-1 Autologous 
rep1_TCTGGCTGTTCTAAGC-1 Autologous 
rep1_TCTGGCTTCTACAGGT-1 Maternal 
rep1_TCTGTCGAGATCACTC-1 Maternal 
rep1_TCTGTCGCACCAGCTG-1 Maternal 
rep1_TCTGTCGCATCTATCT-1 Autologous 
rep1_TCTGTCGGTGGCTACC-1 Autologous 
rep1_TCTGTCGGTTGCTTGA-1 Autologous 
rep1_TCTGTCGTCGCGCTGA-1 Maternal 
rep1_TCTGTCGTCGCTGTCT-1 Maternal 
rep1_TCTGTCGTCTGTCGCT-1 Maternal 
rep1_TCTTAGTCAAATGCTC-1 Maternal 
rep1_TCTTAGTCACGCTGTG-1 Autologous 
rep1_TCTTAGTTCTACACAG-1 Autologous 
rep1_TCTTCCTAGACCACGA-1 Autologous 
rep1_TCTTCCTAGTAGCCAG-1 Autologous 
rep1_TCTTCCTCAAGTCCAT-1 Maternal 
rep1_TCTTCCTCATCGCTGG-1 Maternal 
rep1_TCTTGCGAGCCTCTCT-1 Maternal 
rep1_TCTTGCGAGGAAAGGT-1 Autologous 
rep1_TCTTGCGCAGTCAGAG-1 Autologous 
rep1_TCTTGCGGTCCGGTCA-1 Maternal 
rep1_TCTTGCGTCCAACCGG-1 Autologous 
rep1_TCTTTGAAGTGACACG-1 Autologous 
rep1_TCTTTGACAGCAGTAG-1 Autologous 
rep1_TCTTTGACAGCTCTGG-1 Autologous 
rep1_TCTTTGAGTAAGAACT-1 Autologous 
rep1_TCTTTGAGTCGTGGAA-1 Maternal 
rep1_TCTTTGATCAGACCCG-1 Autologous 
rep1_TCTTTGATCAGGAGAC-1 Autologous 
rep1_TCTTTGATCGCTACGG-1 Autologous 
rep1_TGAACGTCACCAAAGG-1 Autologous 
rep1_TGAACGTGTAACACCT-1 Maternal 
rep1_TGAACGTTCATTCATC-1 Autologous 
rep1_TGAACGTTCGTGGTAT-1 Autologous 
rep1_TGAATCGCATTGGGAG-1 Autologous 
rep1_TGAATGCAGAAACTCA-1 Maternal 
rep1_TGAATGCCACAGCTTA-1 Autologous 
rep1_TGAATGCCATCTTCGC-1 Autologous 
rep1_TGAATGCGTACGGATG-1 Autologous 



rep1_TGAATGCGTCGTTATG-1 Autologous 
rep1_TGAATGCGTCGTTTCC-1 Autologous 
rep1_TGAATGCTCTGCGGGT-1 Autologous 
rep1_TGACAGTCAAGCGCAA-1 Autologous 
rep1_TGACAGTCACCCTGAG-1 Autologous 
rep1_TGACAGTCAGCACAGA-1 Autologous 
rep1_TGACAGTCATGGCTGC-1 Autologous 
rep1_TGACAGTGTGAGCGAT-1 Autologous 
rep1_TGACAGTGTGTGAGCA-1 Autologous 
rep1_TGACAGTGTTCAAGTC-1 Autologous 
rep1_TGACAGTTCAGCTAGT-1 Autologous 
rep1_TGACAGTTCTTTCCGG-1 Maternal 
rep1_TGACCCTAGACGCAGT-1 Autologous 
rep1_TGACCCTAGTCCTGTA-1 Autologous 
rep1_TGACCCTTCACCTCAC-1 Maternal 
rep1_TGACCCTTCTGCGATA-1 Autologous 
rep1_TGACCCTTCTTCTGGC-1 Autologous 
rep1_TGACGCGAGCCTCATA-1 Maternal 
rep1_TGACGCGCAAGTCATC-1 Autologous 
rep1_TGACGCGCAGCTTCCT-1 Autologous 
rep1_TGACGCGGTCATCACA-1 Autologous 
rep1_TGACGCGTCACGGTCG-1 Autologous 
rep1_TGACGCGTCATTTACC-1 Maternal 
rep1_TGACTCCAGAGAAGGT-1 Autologous 
rep1_TGACTCCAGGCTGAAC-1 Autologous 
rep1_TGACTCCAGGGTAGCT-1 Autologous 
rep1_TGACTCCGTTAAGAAC-1 Autologous 
rep1_TGACTCCTCCATGAGT-1 Autologous 
rep1_TGAGACTAGACGTCCC-1 Autologous 
rep1_TGAGACTAGTTGTAGA-1 Maternal 
rep1_TGAGACTCAATGTCTG-1 Maternal 
rep1_TGAGACTCAGCTACCG-1 Autologous 
rep1_TGAGACTCATATGGCT-1 Maternal 
rep1_TGAGACTGTAAGTCAA-1 Maternal 
rep1_TGAGACTTCGCTCTAC-1 Autologous 
rep1_TGAGACTTCTCCATAT-1 Maternal 
rep1_TGAGCATAGTATGTAG-1 Autologous 
rep1_TGAGCATCAAACACCT-1 Maternal 
rep1_TGAGCATCACAATCTG-1 Autologous 
rep1_TGAGCATGTAGCCAGA-1 Autologous 
rep1_TGAGCATGTGAGAGGG-1 Maternal 
rep1_TGAGCATGTTGCCGCA-1 Autologous 
rep1_TGAGCATTCAGCACCG-1 Autologous 
rep1_TGAGCATTCAGTCAGT-1 Autologous 



rep1_TGAGCATTCCTACCGT-1 Maternal 
rep1_TGAGCATTCTAAACGC-1 Autologous 
rep1_TGAGCGCAGGATATAC-1 Autologous 
rep1_TGAGCGCAGTGTGTTC-1 Autologous 
rep1_TGAGCGCCACGAGAAC-1 Maternal 
rep1_TGAGCGCGTATCGAAA-1 Autologous 
rep1_TGAGCGCGTGATTGGG-1 Maternal 
rep1_TGAGCGCGTTGCGGAA-1 Autologous 
rep1_TGAGCGCTCCGGTTCT-1 Maternal 
rep1_TGAGCGCTCGGCTATA-1 Autologous 
rep1_TGAGCGCTCTGTAAGC-1 Autologous 
rep1_TGAGGAGAGCGAAACC-1 Autologous 
rep1_TGAGGAGAGTTACGAA-1 Autologous 
rep1_TGAGGAGCAAGACCGA-1 Autologous 
rep1_TGAGGAGCATCGCTGG-1 Autologous 
rep1_TGAGGAGCATTGGGAG-1 Autologous 
rep1_TGAGGAGGTCCTGTTC-1 Maternal 
rep1_TGAGGAGTCAGGAGAC-1 Maternal 
rep1_TGAGGGAAGGTAGGCT-1 Maternal 
rep1_TGAGGGAAGTACGAGC-1 Autologous 
rep1_TGAGGGACACATTACG-1 Autologous 
rep1_TGAGGGAGTTTACTTC-1 Maternal 
rep1_TGAGGGATCGGCTTGG-1 Autologous 
rep1_TGAGGTTAGGTTCAGG-1 Autologous 
rep1_TGAGGTTAGTTCATCG-1 Autologous 
rep1_TGAGGTTCAAGCTACT-1 Autologous 
rep1_TGAGGTTCAAGTACCT-1 Maternal 
rep1_TGAGGTTCACAAGGTG-1 Maternal 
rep1_TGAGGTTCAGCTACAT-1 Autologous 
rep1_TGAGGTTTCCGGACGT-1 Maternal 
rep1_TGAGGTTTCTTCACGC-1 Autologous 
rep1_TGAGTCAAGTAAGACT-1 Autologous 
rep1_TGAGTCACACGGTGCT-1 Autologous 
rep1_TGAGTCAGTGATGGCA-1 Maternal 
rep1_TGAGTCATCCGTGTGG-1 Maternal 
rep1_TGATCAGAGCACTCCG-1 Autologous 
rep1_TGATCAGAGGACTAAT-1 Maternal 
rep1_TGATCAGCAACAAAGT-1 Autologous 
rep1_TGATCAGCAGCTACAT-1 Autologous 
rep1_TGATCAGGTGGTCCGT-1 Autologous 
rep1_TGATCAGTCTCGCTCA-1 Maternal 
rep1_TGATCAGTCTTCTCAA-1 Autologous 
rep1_TGATCTTAGCGGACAT-1 Maternal 
rep1_TGATCTTAGGAAAGAC-1 Maternal 



rep1_TGATCTTAGGCCTTCG-1 Maternal 
rep1_TGATCTTCAAGCAATA-1 Maternal 
rep1_TGATCTTCAAGCCCAC-1 Maternal 
rep1_TGATCTTCATCTGTTT-1 Maternal 
rep1_TGATCTTCATCTTTCA-1 Maternal 
rep1_TGATCTTGTAGCTGCC-1 Autologous 
rep1_TGATCTTGTATCCCAA-1 Maternal 
rep1_TGATCTTGTCACTTAG-1 Autologous 
rep1_TGATCTTGTCGAGTTT-1 Maternal 
rep1_TGATGCAAGACTCCGC-1 Autologous 
rep1_TGATGCAAGTGACACG-1 Autologous 
rep1_TGATGCACAAGAGGCT-1 Autologous 
rep1_TGATGCACACATAGCT-1 Autologous 
rep1_TGATGCAGTCATGGCC-1 Maternal 
rep1_TGATGCATCACGAGGA-1 Autologous 
rep1_TGATGCATCGTAGGAG-1 Autologous 
rep1_TGATGGTAGAGAACCC-1 Maternal 
rep1_TGATGGTCATGGATCT-1 Maternal 
rep1_TGATGGTGTAATGATG-1 Maternal 
rep1_TGATTCTAGTGCACCC-1 Autologous 
rep1_TGATTCTCAGAAGCGT-1 Maternal 
rep1_TGATTCTCAGTTGTTG-1 Autologous 
rep1_TGATTCTCATGAATAG-1 Autologous 
rep1_TGATTCTCATGTTCGA-1 Autologous 
rep1_TGATTCTTCGAAACAA-1 Autologous 
rep1_TGATTCTTCGACCCAG-1 Maternal 
rep1_TGATTTCAGCCAGTAG-1 Maternal 
rep1_TGATTTCCAAGCAATA-1 Autologous 
rep1_TGATTTCGTTAGGCCC-1 Maternal 
rep1_TGCACGGCAAAGGTTA-1 Autologous 
rep1_TGCACGGCACCGTACG-1 Autologous 
rep1_TGCACGGCATAGTCGT-1 Autologous 
rep1_TGCACGGGTGGCTACC-1 Maternal 
rep1_TGCACGGGTTGCGGCT-1 Autologous 
rep1_TGCACGGTCGACGCGT-1 Maternal 
rep1_TGCAGATCAGTAGAGC-1 Autologous 
rep1_TGCAGATGTCTGTCAA-1 Maternal 
rep1_TGCAGATTCAACTGAC-1 Maternal 
rep1_TGCAGATTCAATGCAC-1 Autologous 
rep1_TGCAGATTCCAAGCTA-1 Autologous 
rep1_TGCAGATTCGCTTGCT-1 Autologous 
rep1_TGCAGGCAGCCTATTG-1 Maternal 
rep1_TGCAGGCAGTGGCAGT-1 Autologous 
rep1_TGCAGGCGTCAAATCC-1 Maternal 



rep1_TGCAGGCTCAATCCAG-1 Autologous 
rep1_TGCAGGCTCCACGGGT-1 Autologous 
rep1_TGCAGGCTCCATTGCC-1 Autologous 
rep1_TGCAGGCTCGAGAAAT-1 Maternal 
rep1_TGCAGTAAGTCATCCA-1 Autologous 
rep1_TGCAGTACACCCTATC-1 Autologous 
rep1_TGCAGTAGTAGCTTTG-1 Maternal 
rep1_TGCAGTAGTCCAACGC-1 Maternal 
rep1_TGCAGTAGTCGACTTA-1 Autologous 
rep1_TGCAGTATCTTGCAGA-1 Autologous 
rep1_TGCATCCAGGCTCACC-1 Autologous 
rep1_TGCATCCGTCCGAAGA-1 Maternal 
rep1_TGCATCCTCACAAGAA-1 Maternal 
rep1_TGCATCCTCCAGTACA-1 Maternal 
rep1_TGCATGAAGAGGCCAT-1 Maternal 
rep1_TGCATGAAGCCTGAGA-1 Autologous 
rep1_TGCATGAAGGCAGGTT-1 Autologous 
rep1_TGCATGAAGTGATAGT-1 Autologous 
rep1_TGCATGAGTACCTAAC-1 Autologous 
rep1_TGCATGAGTCGAATGG-1 Maternal 
rep1_TGCATGAGTGTTGATC-1 Autologous 
rep1_TGCATGAGTTCGCGTG-1 Autologous 
rep1_TGCATGATCCTTTAGT-1 Maternal 
rep1_TGCATGATCGAGCCTG-1 Maternal 
rep1_TGCATGATCGCGAAGA-1 Autologous 
rep1_TGCCGAGAGCTCGTGC-1 Autologous 
rep1_TGCCGAGCAACAGTGG-1 Autologous 
rep1_TGCCGAGCAAGTGCAG-1 Maternal 
rep1_TGCCGAGCAGTTGGTT-1 Maternal 
rep1_TGCCGAGGTATGATCC-1 Autologous 
rep1_TGCCGAGTCAGAGCAG-1 Maternal 
rep1_TGCCGAGTCGGACTTA-1 Autologous 
rep1_TGCGACGAGATGACCG-1 Autologous 
rep1_TGCGACGCAACGATTC-1 Autologous 
rep1_TGCGACGCATAAGATG-1 Autologous 
rep1_TGCGACGGTAACATGA-1 Autologous 
rep1_TGCGACGTCCGTGTCT-1 Autologous 
rep1_TGCGATAAGACTCTAC-1 Autologous 
rep1_TGCGATAAGTACCCTA-1 Maternal 
rep1_TGCGATAAGTAGAATC-1 Maternal 
rep1_TGCGATACAGGAAGTC-1 Maternal 
rep1_TGCGATACAGGCTACC-1 Maternal 
rep1_TGCGATATCATTTCCA-1 Autologous 
rep1_TGCGGCAAGACCGTTT-1 Maternal 



rep1_TGCGGCACAGGTTCGC-1 Autologous 
rep1_TGCGGCAGTCATCACA-1 Autologous 
rep1_TGCGGCAGTGAGCGAT-1 Autologous 
rep1_TGCGGCATCTCCTGTG-1 Maternal 
rep1_TGCGGGTAGTTGAATG-1 Autologous 
rep1_TGCGGGTCAATTGAGA-1 Autologous 
rep1_TGCGGGTCATGTGCTA-1 Autologous 
rep1_TGCGGGTGTGGTCTTA-1 Autologous 
rep1_TGCGGGTGTTCTCCTG-1 Maternal 
rep1_TGCGGGTTCATACGGT-1 Autologous 
rep1_TGCGGGTTCATATGGC-1 Autologous 
rep1_TGCGGGTTCCAACTGA-1 Maternal 
rep1_TGCGGGTTCGCCATAA-1 Maternal 
rep1_TGCGGGTTCGTAGGAG-1 Autologous 
rep1_TGCGGGTTCTGAGAAA-1 Autologous 
rep1_TGCTCCAAGTTCCATG-1 Maternal 
rep1_TGCTCCACACCGTCGA-1 Autologous 
rep1_TGCTCCAGTAATACCC-1 Maternal 
rep1_TGCTCCATCCATTGCC-1 Autologous 
rep1_TGCTCCATCGGCTGTG-1 Maternal 
rep1_TGCTCGTAGAATCCCT-1 Autologous 
rep1_TGCTCGTCACTTGAGT-1 Maternal 
rep1_TGCTCGTGTCAATGGG-1 Maternal 
rep1_TGCTCGTTCTTTGGAG-1 Maternal 
rep1_TGCTGAAAGCCACAAG-1 Autologous 
rep1_TGCTGAAAGCGTGTCC-1 Maternal 
rep1_TGCTGAAAGTCACGCC-1 Maternal 
rep1_TGCTGAAAGTCCGCGT-1 Autologous 
rep1_TGCTGAAAGTCTCTGA-1 Maternal 
rep1_TGCTGAAGTAACATCC-1 Maternal 
rep1_TGCTGAAGTGCGACAA-1 Maternal 
rep1_TGCTGAATCCGTTTCG-1 Maternal 
rep1_TGCTGAATCGCTACGG-1 Autologous 
rep1_TGCTGAATCTCAACCC-1 Maternal 
rep1_TGCTTCGAGCGCATCC-1 Autologous 
rep1_TGCTTCGAGTGGAAAG-1 Autologous 
rep1_TGCTTCGAGTGTAGAT-1 Autologous 
rep1_TGCTTCGGTAGAGATT-1 Autologous 
rep1_TGCTTCGGTCGTCGGT-1 Autologous 
rep1_TGCTTGCAGAGAGCGG-1 Maternal 
rep1_TGCTTGCAGGGCAAGG-1 Maternal 
rep1_TGCTTGCCAATTGCTG-1 Autologous 
rep1_TGCTTGCCATTGTGCA-1 Maternal 
rep1_TGCTTGCGTAAGCTCT-1 Maternal 



rep1_TGCTTGCGTACCGGCT-1 Maternal 
rep1_TGCTTGCGTGAGGATC-1 Maternal 
rep1_TGCTTGCTCATCTACT-1 Maternal 
rep1_TGGAACTAGCTGTGCC-1 Autologous 
rep1_TGGAACTAGGACAGTC-1 Autologous 
rep1_TGGAACTAGGAGGTTC-1 Autologous 
rep1_TGGAACTAGGGCTAAC-1 Autologous 
rep1_TGGAACTAGTCAGCCC-1 Autologous 
rep1_TGGAACTCATCGGTTA-1 Autologous 
rep1_TGGAACTGTCGGCACT-1 Maternal 
rep1_TGGAGAGAGCACTTTG-1 Maternal 
rep1_TGGAGAGCAACTTCTT-1 Maternal 
rep1_TGGAGAGGTATCGTAC-1 Autologous 
rep1_TGGAGAGTCATCACTT-1 Autologous 
rep1_TGGAGAGTCCATCGTC-1 Maternal 
rep1_TGGAGAGTCGAGAATA-1 Autologous 
rep1_TGGAGGAAGAGTCACG-1 Maternal 
rep1_TGGAGGAAGGAACGCT-1 Autologous 
rep1_TGGAGGACAATTGGTC-1 Autologous 
rep1_TGGAGGACATCTCCCA-1 Autologous 
rep1_TGGAGGAGTCCAGAAG-1 Autologous 
rep1_TGGAGGAGTTCGGACC-1 Autologous 
rep1_TGGAGGATCCGTGTAA-1 Maternal 
rep1_TGGATCAAGAGTTCGG-1 Autologous 
rep1_TGGATCACAGCGTGCT-1 Maternal 
rep1_TGGATCAGTCGTAATC-1 Autologous 
rep1_TGGATCATCACGATCA-1 Autologous 
rep1_TGGATCATCTTCCCGA-1 Autologous 
rep1_TGGATGTAGCCTGGAA-1 Maternal 
rep1_TGGATGTCAAGAGGTC-1 Maternal 
rep1_TGGATGTCAGCTCGGT-1 Autologous 
rep1_TGGATGTGTTGCAAGG-1 Autologous 
rep1_TGGATGTTCATTTCGT-1 Autologous 
rep1_TGGATGTTCTAAGAAG-1 Autologous 
rep1_TGGCGTGAGACTACCT-1 Autologous 
rep1_TGGCGTGAGACTTCGT-1 Autologous 
rep1_TGGCGTGAGATCACTC-1 Maternal 
rep1_TGGCGTGAGCGAAACC-1 Maternal 
rep1_TGGCGTGAGTGCCTCG-1 Autologous 
rep1_TGGCGTGCAGCTTCGG-1 Autologous 
rep1_TGGCGTGCATCCGAGC-1 Maternal 
rep1_TGGCGTGGTAGGAGGG-1 Maternal 
rep1_TGGCGTGGTGAGTAGC-1 Autologous 
rep1_TGGCGTGTCAAGCTTG-1 Maternal 



rep1_TGGCGTGTCGGTGTAT-1 Maternal 
rep1_TGGCGTGTCTGTCTCG-1 Autologous 
rep1_TGGGAAGAGTCATAGA-1 Autologous 
rep1_TGGGAAGAGTGCACAG-1 Maternal 
rep1_TGGGAAGCACTGCACG-1 Autologous 
rep1_TGGGAAGCAGGATTCT-1 Autologous 
rep1_TGGGAAGCATGCGTGC-1 Maternal 
rep1_TGGGAAGTCCGTGCGA-1 Autologous 
rep1_TGGGAGAAGATCCCGC-1 Autologous 
rep1_TGGGAGAAGCGATTCT-1 Maternal 
rep1_TGGGAGACATCCTATT-1 Autologous 
rep1_TGGGAGAGTCGCTGCA-1 Maternal 
rep1_TGGGAGAGTGAGAGGG-1 Autologous 
rep1_TGGGAGAGTGTGTGGA-1 Maternal 
rep1_TGGGAGAGTTAAACAG-1 Autologous 
rep1_TGGGAGAGTTTGGCTA-1 Autologous 
rep1_TGGGAGATCCCATGGG-1 Autologous 
rep1_TGGGATTAGACTTCGT-1 Maternal 
rep1_TGGGATTAGTATAGAC-1 Autologous 
rep1_TGGGATTCAGAGTGAC-1 Maternal 
rep1_TGGGATTCATAGGTAA-1 Autologous 
rep1_TGGGATTGTCACCTTC-1 Maternal 
rep1_TGGGATTGTTCGGGTC-1 Autologous 
rep1_TGGGCGTAGAACCCGA-1 Autologous 
rep1_TGGGCGTCACGAGAAC-1 Autologous 
rep1_TGGGCGTCAGACCTGC-1 Maternal 
rep1_TGGGCGTGTGTCATGT-1 Autologous 
rep1_TGGGCGTTCATAGACC-1 Autologous 
rep1_TGGGCGTTCATTCGTT-1 Autologous 
rep1_TGGGCTGAGGCTCCCA-1 Autologous 
rep1_TGGGCTGCAATTGAAG-1 Maternal 
rep1_TGGGCTGCAGTAACGG-1 Autologous 
rep1_TGGGCTGCATCGCCTT-1 Autologous 
rep1_TGGGCTGTCACCTGGG-1 Maternal 
rep1_TGGGCTGTCATGCAGT-1 Maternal 
rep1_TGGGCTGTCGAGTTGT-1 Maternal 
rep1_TGGGCTGTCGTCCTCA-1 Autologous 
rep1_TGGGTTAAGCGTGCCT-1 Maternal 
rep1_TGGGTTAGTCAACGCC-1 Maternal 
rep1_TGGGTTAGTCCATAGT-1 Maternal 
rep1_TGGGTTAGTCGTCTCT-1 Maternal 
rep1_TGGGTTAGTTTCCATT-1 Autologous 
rep1_TGGGTTATCGTCTCAC-1 Maternal 
rep1_TGGGTTATCTACCAGA-1 Autologous 



rep1_TGGGTTATCTTAAGGC-1 Autologous 
rep1_TGGTACAAGACTGTTC-1 Autologous 
rep1_TGGTACAAGCGTATAA-1 Maternal 
rep1_TGGTACACATTCACAG-1 Autologous 
rep1_TGGTACAGTACGGGAT-1 Autologous 
rep1_TGGTACATCCTGTTAT-1 Autologous 
rep1_TGGTACATCTCACTCG-1 Maternal 
rep1_TGGTAGTAGGAGGTTC-1 Autologous 
rep1_TGGTAGTCAGGCCTGT-1 Autologous 
rep1_TGGTAGTGTAATTGGA-1 Autologous 
rep1_TGGTAGTGTACTGACT-1 Autologous 
rep1_TGGTAGTGTCTGATCA-1 Autologous 
rep1_TGGTAGTTCGGTAGGA-1 Maternal 
rep1_TGGTAGTTCTTGGAAC-1 Maternal 
rep1_TGGTGATAGTGGACGT-1 Maternal 
rep1_TGGTGATCAAGGCAAC-1 Autologous 
rep1_TGGTGATCATGTGACT-1 Maternal 
rep1_TGGTGATGTACTCCGG-1 Autologous 
rep1_TGGTGATGTTTACTGG-1 Maternal 
rep1_TGGTGATTCACTCCGT-1 Maternal 
rep1_TGGTGATTCGGCGATC-1 Autologous 
rep1_TGGTGATTCTTAGTTC-1 Maternal 
rep1_TGGTTAGAGTTTGAGA-1 Autologous 
rep1_TGGTTAGCAGTCCCGA-1 Autologous 
rep1_TGGTTAGGTAATTGGA-1 Maternal 
rep1_TGGTTAGGTGGATCGA-1 Autologous 
rep1_TGGTTAGGTTCTCCAC-1 Autologous 
rep1_TGTAACGAGATCCCGC-1 Autologous 
rep1_TGTAACGAGCTGACTT-1 Autologous 
rep1_TGTAACGCACGCAGTC-1 Autologous 
rep1_TGTAACGCACGCGGTT-1 Autologous 
rep1_TGTAACGTCAGGAAAT-1 Autologous 
rep1_TGTAACGTCGTTCTCG-1 Autologous 
rep1_TGTAACGTCTTCTGTA-1 Autologous 
rep1_TGTAAGCAGAGTCCGA-1 Autologous 
rep1_TGTAAGCAGAGTCTGG-1 Autologous 
rep1_TGTAAGCAGATTCGCT-1 Maternal 
rep1_TGTAAGCAGCACTAGG-1 Autologous 
rep1_TGTAAGCAGCAGTACG-1 Autologous 
rep1_TGTAAGCAGCTAATGA-1 Autologous 
rep1_TGTAAGCAGTATGCAA-1 Autologous 
rep1_TGTAAGCAGTCTGTAC-1 Maternal 
rep1_TGTAAGCCAATTGCAC-1 Maternal 
rep1_TGTAAGCCAGGAACCA-1 Maternal 



rep1_TGTAAGCGTGAGACGT-1 Autologous 
rep1_TGTAAGCTCAAGCTTG-1 Maternal 
rep1_TGTAAGCTCATGTCAG-1 Maternal 
rep1_TGTACAGAGATGGCGT-1 Autologous 
rep1_TGTACAGGTATCGTAC-1 Autologous 
rep1_TGTACAGGTGTTAGCT-1 Maternal 
rep1_TGTAGACAGTCACGCC-1 Autologous 
rep1_TGTAGACCAAGCTACT-1 Maternal 
rep1_TGTAGACCACGATTCA-1 Autologous 
rep1_TGTAGACCATGAGTAA-1 Maternal 
rep1_TGTAGACGTTGCATGT-1 Maternal 
rep1_TGTCAGAAGAAATCCA-1 Autologous 
rep1_TGTCAGAAGCGGGTAT-1 Autologous 
rep1_TGTCAGAAGGTACTGG-1 Autologous 
rep1_TGTCAGAAGTTGGACG-1 Maternal 
rep1_TGTCAGACAATGTTGC-1 Autologous 
rep1_TGTCAGAGTCATAAAG-1 Autologous 
rep1_TGTCAGAGTCCAGAAG-1 Autologous 
rep1_TGTCAGAGTCCCTGAG-1 Autologous 
rep1_TGTCAGATCAGTGTCA-1 Autologous 
rep1_TGTCAGATCTGCATAG-1 Autologous 
rep1_TGTCCACAGATAACGT-1 Autologous 
rep1_TGTCCACAGGCTTAGG-1 Autologous 
rep1_TGTCCACAGTTCATCG-1 Autologous 
rep1_TGTCCACGTAAGCAAT-1 Autologous 
rep1_TGTCCACGTTCGTGCG-1 Autologous 
rep1_TGTCCCACACTCTGCT-1 Autologous 
rep1_TGTCCCAGTTGCGAAG-1 Autologous 
rep1_TGTCCCATCACGGAGA-1 Autologous 
rep1_TGTCCTGAGGGCCCTT-1 Autologous 
rep1_TGTCCTGAGGGCGAGA-1 Maternal 
rep1_TGTCCTGAGTAGGTTA-1 Autologous 
rep1_TGTCCTGCAACCGACC-1 Maternal 
rep1_TGTCCTGCACGAGGAT-1 Autologous 
rep1_TGTCCTGCAGACCCGT-1 Autologous 
rep1_TGTCCTGTCACGGGCT-1 Maternal 
rep1_TGTGAGTAGCGACCCT-1 Autologous 
rep1_TGTGAGTCACCCAATA-1 Maternal 
rep1_TGTGAGTGTAATTGGA-1 Maternal 
rep1_TGTGAGTGTCCAGTTA-1 Autologous 
rep1_TGTGAGTGTCGGAAAC-1 Autologous 
rep1_TGTGAGTTCGCTGACG-1 Autologous 
rep1_TGTGATGAGGGCAATC-1 Autologous 
rep1_TGTGATGCACGATAGG-1 Autologous 



rep1_TGTGATGGTCTGATAC-1 Maternal 
rep1_TGTGCGGAGTCATGAA-1 Maternal 
rep1_TGTGCGGTCAGCAGAG-1 Autologous 
rep1_TGTGCGGTCATAGACC-1 Autologous 
rep1_TGTGCGGTCCTTATAC-1 Autologous 
rep1_TGTGGCGAGATAACAC-1 Maternal 
rep1_TGTGGCGAGCTTACGT-1 Maternal 
rep1_TGTGGCGAGTCACACT-1 Autologous 
rep1_TGTGGCGAGTCTTCGA-1 Autologous 
rep1_TGTGGCGCAACCAATC-1 Autologous 
rep1_TGTGGCGCATTGTCGA-1 Maternal 
rep1_TGTGGCGTCAAGAATG-1 Autologous 
rep1_TGTGGCGTCTCCCAAC-1 Autologous 
rep1_TGTGTGAAGCAACTCT-1 Autologous 
rep1_TGTGTGAAGCCGAACA-1 Autologous 
rep1_TGTGTGAAGGATGCGT-1 Autologous 
rep1_TGTGTGACAGTTGTCA-1 Maternal 
rep1_TGTGTGATCGTGTTCC-1 Autologous 
rep1_TGTTACTCAGCACGAA-1 Autologous 
rep1_TGTTACTCATCGGAAG-1 Autologous 
rep1_TGTTACTTCAAGGAGC-1 Maternal 
rep1_TGTTCATCATGACTTG-1 Autologous 
rep1_TGTTCATGTATCGCAT-1 Autologous 
rep1_TGTTCATTCGGCTGTG-1 Maternal 
rep1_TGTTCCGAGGGTTGCA-1 Autologous 
rep1_TGTTCCGTCATGAGTC-1 Autologous 
rep1_TGTTCCGTCCTTTGAT-1 Autologous 
rep1_TGTTCTAAGATGCTGG-1 Autologous 
rep1_TGTTCTAAGGCCCACT-1 Autologous 
rep1_TGTTCTAAGTCATCGT-1 Autologous 
rep1_TGTTCTACACTTTAGG-1 Autologous 
rep1_TGTTGAGCACTACTTT-1 Autologous 
rep1_TGTTGAGGTCTAACTG-1 Autologous 
rep1_TGTTGAGGTGGGCTCT-1 Maternal 
rep1_TGTTGAGGTTGCCTAA-1 Autologous 
rep1_TGTTGGAAGCAAGTGC-1 Autologous 
rep1_TGTTGGAAGGGTCACA-1 Autologous 
rep1_TGTTGGACAAGTGGTG-1 Autologous 
rep1_TGTTGGACACCCAAGC-1 Autologous 
rep1_TGTTGGAGTGATGAAT-1 Autologous 
rep1_TGTTGGAGTTGTCCCT-1 Autologous 
rep1_TGTTGGATCACTAGCA-1 Autologous 
rep1_TGTTGGATCCTCATAT-1 Autologous 
rep1_TGTTGGATCTATTCGT-1 Maternal 



rep1_TGTTGGATCTTCTCAA-1 Autologous 
rep1_TGTTTGTAGAGAGGTA-1 Maternal 
rep1_TGTTTGTCAACTACGT-1 Maternal 
rep1_TGTTTGTCAATTCTTC-1 Maternal 
rep1_TGTTTGTCAGGTCCCA-1 Autologous 
rep1_TGTTTGTGTGTTAGCT-1 Autologous 
rep1_TGTTTGTGTTGTTGTG-1 Autologous 
rep1_TGTTTGTTCACGATAC-1 Maternal 
rep1_TGTTTGTTCTCGCTCA-1 Maternal 
rep1_TTAATCCAGTTGCTGT-1 Maternal 
rep1_TTAATCCCACTAGGTT-1 Maternal 
rep1_TTAATCCCATAGGCGA-1 Autologous 
rep1_TTAATCCGTCCACAGC-1 Autologous 
rep1_TTAATCCGTCCGAAGA-1 Autologous 
rep1_TTAATCCTCACTCTTA-1 Maternal 
rep1_TTAATCCTCAGCTTCC-1 Maternal 
rep1_TTAATCCTCATGAGTC-1 Maternal 
rep1_TTAATCCTCGTGAGAG-1 Autologous 
rep1_TTAATCCTCTCTGCTG-1 Autologous 
rep1_TTAATCCTCTTCACGC-1 Maternal 
rep1_TTACAGGAGACAGTCG-1 Autologous 
rep1_TTACAGGAGCCTTCTC-1 Autologous 
rep1_TTACAGGCAACCGGAA-1 Autologous 
rep1_TTACAGGGTACGCTTA-1 Autologous 
rep1_TTACAGGGTCGTGTTA-1 Maternal 
rep1_TTACAGGGTGCAAGAC-1 Autologous 
rep1_TTACAGGGTGGACTGA-1 Autologous 
rep1_TTACAGGTCCATAGGT-1 Autologous 
rep1_TTACAGGTCGAGTGAG-1 Autologous 
rep1_TTACAGGTCGCTGCGA-1 Maternal 
rep1_TTACCATAGCATGCAG-1 Autologous 
rep1_TTACCATAGCCTCAAT-1 Autologous 
rep1_TTACCATAGCTTTGTG-1 Autologous 
rep1_TTACCATCACCGCTAG-1 Autologous 
rep1_TTACCATCAGTGTATC-1 Autologous 
rep1_TTACCATGTGGCTGCT-1 Maternal 
rep1_TTACCATTCACCGACG-1 Autologous 
rep1_TTACCGCAGGTACCTT-1 Autologous 
rep1_TTACCGCAGTCACGAG-1 Maternal 
rep1_TTACCGCCAATCTGCA-1 Maternal 
rep1_TTACCGCCACGTGAGA-1 Autologous 
rep1_TTACCGCCATGTTACG-1 Maternal 
rep1_TTACCGCGTCTCAGGC-1 Maternal 
rep1_TTACCGCGTCTGTGTA-1 Autologous 



rep1_TTACCGCGTTCGGCTG-1 Autologous 
rep1_TTACCGCTCGCCTCTA-1 Maternal 
rep1_TTACGCCAGAAGTATC-1 Autologous 
rep1_TTACGCCAGGTCGTCC-1 Maternal 
rep1_TTACGCCAGTAGTCCT-1 Autologous 
rep1_TTACGCCCAATTCGTG-1 Autologous 
rep1_TTACGCCCAGACCATT-1 Autologous 
rep1_TTACGCCGTGTAAACA-1 Maternal 
rep1_TTACGCCTCTCTCAAT-1 Maternal 
rep1_TTACGTTAGCCGAACA-1 Autologous 
rep1_TTACGTTAGTACCGGA-1 Autologous 
rep1_TTACGTTAGTCGTTAC-1 Autologous 
rep1_TTACGTTCACCATATG-1 Autologous 
rep1_TTACGTTCATCCTGTC-1 Autologous 
rep1_TTACGTTGTCTTTATC-1 Autologous 
rep1_TTACGTTTCCGTGTAA-1 Maternal 
rep1_TTACTGTAGAACCGCA-1 Maternal 
rep1_TTACTGTAGAGTATAC-1 Autologous 
rep1_TTACTGTAGCGGGTAT-1 Autologous 
rep1_TTACTGTAGTCACAGG-1 Autologous 
rep1_TTACTGTAGTCATAGA-1 Autologous 
rep1_TTACTGTCAATAGTGA-1 Autologous 
rep1_TTACTGTCACGCAGTC-1 Maternal 
rep1_TTACTGTTCAACACCA-1 Autologous 
rep1_TTACTGTTCAATCTCT-1 Autologous 
rep1_TTAGGCAAGCGCTGCT-1 Autologous 
rep1_TTAGGCAAGTTACGTC-1 Maternal 
rep1_TTAGGCAAGTTCTACG-1 Autologous 
rep1_TTAGGCAAGTTGCCCG-1 Autologous 
rep1_TTAGGCACACCGGCTA-1 Autologous 
rep1_TTAGGCACACGCTATA-1 Autologous 
rep1_TTAGGCAGTAACCCGC-1 Maternal 
rep1_TTAGGCAGTCTGTTAG-1 Autologous 
rep1_TTAGGCATCAAGAGTA-1 Autologous 
rep1_TTAGGCATCACTGCTC-1 Maternal 
rep1_TTAGGCATCTTACGTT-1 Autologous 
rep1_TTAGGGTAGATCCCAT-1 Autologous 
rep1_TTAGGGTAGGTTGCCC-1 Autologous 
rep1_TTAGGGTCAACGACAG-1 Maternal 
rep1_TTAGGGTCACAGTATC-1 Maternal 
rep1_TTAGGGTGTCCAGCCA-1 Autologous 
rep1_TTAGGGTGTCGAGTGA-1 Maternal 
rep1_TTAGGGTGTCTCGCGA-1 Maternal 
rep1_TTAGGGTGTTATAGCC-1 Maternal 



rep1_TTAGGGTTCATACAGC-1 Autologous 
rep1_TTAGGGTTCATTGTTC-1 Autologous 
rep1_TTAGTCTCAAAGCGTG-1 Autologous 
rep1_TTAGTCTCAAGCGCAA-1 Maternal 
rep1_TTAGTCTCACACCTGG-1 Maternal 
rep1_TTAGTCTCACCAGCCA-1 Autologous 
rep1_TTAGTCTCACCTGCAG-1 Autologous 
rep1_TTAGTCTCACTGTGTA-1 Autologous 
rep1_TTAGTCTCATTCCTCG-1 Maternal 
rep1_TTAGTCTGTAAGACCG-1 Maternal 
rep1_TTAGTCTTCTGAATGC-1 Autologous 
rep1_TTATTGCAGAATGTTG-1 Autologous 
rep1_TTATTGCAGCCATGCC-1 Maternal 
rep1_TTATTGCAGGCACAAC-1 Maternal 
rep1_TTATTGCAGTAGTCCT-1 Maternal 
rep1_TTATTGCAGTTCATCG-1 Maternal 
rep1_TTATTGCCACAGCATT-1 Maternal 
rep1_TTATTGCGTAACGTTC-1 Autologous 
rep1_TTATTGCGTGCATACT-1 Autologous 
rep1_TTATTGCGTTTATGCG-1 Maternal 
rep1_TTATTGCGTTTGGGAG-1 Autologous 
rep1_TTATTGCTCCAACTGA-1 Autologous 
rep1_TTCAATCCATAATGAG-1 Autologous 
rep1_TTCAATCTCCTCATAT-1 Autologous 
rep1_TTCAATCTCGCGTAGC-1 Autologous 
rep1_TTCAATCTCTGCACCT-1 Maternal 
rep1_TTCAATCTCTTCCAGC-1 Autologous 
rep1_TTCACCGAGCTCGGCT-1 Maternal 
rep1_TTCACCGAGGCTAACG-1 Maternal 
rep1_TTCACCGCAGTCAACT-1 Autologous 
rep1_TTCACCGGTAGAGTTA-1 Maternal 
rep1_TTCACCGGTCGACGCT-1 Autologous 
rep1_TTCACCGGTGAAGCTG-1 Autologous 
rep1_TTCACCGTCAAGTGTC-1 Maternal 
rep1_TTCACCGTCAGCCCAG-1 Maternal 
rep1_TTCACCGTCAGCGGAA-1 Maternal 
rep1_TTCACCGTCCATATGG-1 Autologous 
rep1_TTCACCGTCGTAGGAG-1 Autologous 
rep1_TTCACGCAGAAACTGT-1 Maternal 
rep1_TTCACGCAGCACCAGA-1 Maternal 
rep1_TTCACGCAGTCTCGTA-1 Autologous 
rep1_TTCACGCGTGAGCCAA-1 Autologous 
rep1_TTCACGCTCGCAATTG-1 Autologous 
rep1_TTCACGCTCTGAATCG-1 Maternal 



rep1_TTCAGGAAGAAGTCTA-1 Maternal 
rep1_TTCAGGAAGCGTTACT-1 Autologous 
rep1_TTCAGGAAGGTAGTCG-1 Autologous 
rep1_TTCAGGAAGGTATCTC-1 Maternal 
rep1_TTCAGGACAAACACGG-1 Autologous 
rep1_TTCAGGATCAACGAGG-1 Maternal 
rep1_TTCAGGATCACCTCTG-1 Maternal 
rep1_TTCAGGATCGACGAGA-1 Autologous 
rep1_TTCATGTAGCATCCCG-1 Autologous 
rep1_TTCATGTAGCATCTTG-1 Autologous 
rep1_TTCATGTAGCCTTCTC-1 Autologous 
rep1_TTCATGTAGGCATCGA-1 Autologous 
rep1_TTCATGTAGTATGGAT-1 Maternal 
rep1_TTCATGTCAGGAGACT-1 Autologous 
rep1_TTCATGTGTATCAGGG-1 Autologous 
rep1_TTCATGTGTCTTCCGT-1 Autologous 
rep1_TTCATGTTCGCCCAGA-1 Autologous 
rep1_TTCATGTTCGGCTGGT-1 Maternal 
rep1_TTCATTGAGCCATTGT-1 Autologous 
rep1_TTCATTGAGGTCGCCT-1 Maternal 
rep1_TTCATTGAGTCTAACC-1 Autologous 
rep1_TTCATTGCAGAGTTCT-1 Maternal 
rep1_TTCATTGGTACCACGC-1 Autologous 
rep1_TTCATTGGTAGGGTAC-1 Maternal 
rep1_TTCCAATAGGTGTGAC-1 Autologous 
rep1_TTCCAATCAAGCGATG-1 Autologous 
rep1_TTCCAATCAGCAGTCC-1 Autologous 
rep1_TTCCAATGTATTGACC-1 Maternal 
rep1_TTCCAATGTCAACGCC-1 Autologous 
rep1_TTCCAATTCGCTATTT-1 Maternal 
rep1_TTCCAATTCTCGAACA-1 Maternal 
rep1_TTCCAATTCTCGCGTT-1 Autologous 
rep1_TTCCACGAGAAGCTGC-1 Autologous 
rep1_TTCCACGAGAATGTTG-1 Autologous 
rep1_TTCCACGAGCGCCGTT-1 Autologous 
rep1_TTCCACGAGGTACTGG-1 Autologous 
rep1_TTCCACGCACATATGC-1 Maternal 
rep1_TTCCACGCACCCATAA-1 Maternal 
rep1_TTCCACGGTGCATTTG-1 Autologous 
rep1_TTCCACGTCCCAGGAC-1 Autologous 
rep1_TTCCGGTAGATCGCCC-1 Maternal 
rep1_TTCCGGTAGGAAGTAG-1 Autologous 
rep1_TTCCGGTAGGTCTTTG-1 Maternal 
rep1_TTCCGGTAGTGCTAGG-1 Autologous 



rep1_TTCCGGTAGTGGTGAC-1 Autologous 
rep1_TTCCGGTCAGACAAGC-1 Maternal 
rep1_TTCCGGTCAGTTTGGT-1 Maternal 
rep1_TTCCGGTTCCGCATAA-1 Autologous 
rep1_TTCCGGTTCCGCTGTT-1 Maternal 
rep1_TTCCGTGCAGAAATCA-1 Autologous 
rep1_TTCCGTGGTATGTCTG-1 Autologous 
rep1_TTCCGTGGTGTCCATA-1 Autologous 
rep1_TTCCGTGGTTGCGTAT-1 Maternal 
rep1_TTCCGTGTCCCTTGGT-1 Autologous 
rep1_TTCCGTGTCCTGGGAC-1 Autologous 
rep1_TTCCTAACACGCTGTG-1 Maternal 
rep1_TTCCTAACATCCTGTC-1 Autologous 
rep1_TTCCTAAGTTTAGACC-1 Autologous 
rep1_TTCCTAATCTTCCAGC-1 Autologous 
rep1_TTCCTCTAGAGTATAC-1 Autologous 
rep1_TTCCTCTAGGGATGTC-1 Autologous 
rep1_TTCCTCTAGGTCTACT-1 Autologous 
rep1_TTCCTCTAGTGTAGAT-1 Maternal 
rep1_TTCCTCTCAGCCATTA-1 Autologous 
rep1_TTCCTCTGTCCTTAAG-1 Maternal 
rep1_TTCCTCTGTGCTGCAC-1 Maternal 
rep1_TTCCTCTTCCGGGACT-1 Autologous 
rep1_TTCCTCTTCGCTCTAC-1 Autologous 
rep1_TTCCTTCAGAGGGCGA-1 Maternal 
rep1_TTCCTTCAGCCTGACC-1 Maternal 
rep1_TTCCTTCAGGTCATTC-1 Autologous 
rep1_TTCCTTCCATCAACCA-1 Maternal 
rep1_TTCCTTCGTACTTCCC-1 Autologous 
rep1_TTCCTTCGTCTACTGA-1 Maternal 
rep1_TTCCTTCGTGACTCGC-1 Maternal 
rep1_TTCCTTCGTGCTTCAA-1 Autologous 
rep1_TTCCTTCGTGTATTCG-1 Autologous 
rep1_TTCCTTCTCAGCACCG-1 Autologous 
rep1_TTCCTTCTCCTAGCCT-1 Autologous 
rep1_TTCCTTCTCCTGGTCT-1 Autologous 
rep1_TTCCTTCTCTGAACGT-1 Autologous 
rep1_TTCGATTAGCACCAGA-1 Autologous 
rep1_TTCGATTCATCGATGT-1 Autologous 
rep1_TTCGATTGTAACAAGT-1 Autologous 
rep1_TTCGATTTCACAAGAA-1 Autologous 
rep1_TTCGCTGCAGCTCTGG-1 Maternal 
rep1_TTCGCTGCAGGCTACC-1 Autologous 
rep1_TTCGCTGGTACGGCAA-1 Autologous 



rep1_TTCGCTGGTAGTCTGT-1 Maternal 
rep1_TTCGCTGGTGGACAGT-1 Autologous 
rep1_TTCGCTGGTGGCATCC-1 Maternal 
rep1_TTCGCTGGTGGTCCGT-1 Autologous 
rep1_TTCGCTGTCAACCTCC-1 Autologous 
rep1_TTCGCTGTCGTCAACA-1 Autologous 
rep1_TTCGCTGTCTCTTCAA-1 Autologous 
rep1_TTCGGTCAGCCTGGAA-1 Autologous 
rep1_TTCGGTCCAAGTGATA-1 Maternal 
rep1_TTCGGTCCAATTGCTG-1 Autologous 
rep1_TTCGGTCCACGCACCA-1 Autologous 
rep1_TTCGGTCCATAATCCG-1 Autologous 
rep1_TTCGGTCGTAGCGCCT-1 Maternal 
rep1_TTCGGTCTCTTAGCTT-1 Autologous 
rep1_TTCTAACAGAGTCGAC-1 Autologous 
rep1_TTCTAACCATGCAGGA-1 Autologous 
rep1_TTCTAACGTACGATCT-1 Autologous 
rep1_TTCTAACGTCACTGAT-1 Maternal 
rep1_TTCTAACGTGTCGCTG-1 Autologous 
rep1_TTCTAACTCAGACCGC-1 Autologous 
rep1_TTCTAACTCTGAGGCC-1 Maternal 
rep1_TTCTAGTAGCAATAAC-1 Maternal 
rep1_TTCTAGTCAACAAGAT-1 Autologous 
rep1_TTCTAGTCAGGTTACT-1 Maternal 
rep1_TTCTAGTCATCGAGCC-1 Autologous 
rep1_TTCTAGTGTCGGATTT-1 Autologous 
rep1_TTCTAGTGTGCCTATA-1 Maternal 
rep1_TTCTAGTTCAACCGAT-1 Autologous 
rep1_TTCTCTCAGCCATTGT-1 Maternal 
rep1_TTCTCTCAGTGATTCC-1 Maternal 
rep1_TTCTCTCGTAGTTCCA-1 Autologous 
rep1_TTCTCTCGTGGTTCTA-1 Autologous 
rep1_TTCTCTCTCAACTGGT-1 Maternal 
rep1_TTCTCTCTCCGCAAAT-1 Autologous 
rep1_TTCTGTAAGAGCCGTA-1 Autologous 
rep1_TTCTGTAAGGGCTGAT-1 Maternal 
rep1_TTCTGTACATGACGTT-1 Autologous 
rep1_TTCTGTAGTCTACACA-1 Autologous 
rep1_TTCTGTATCGACACCG-1 Autologous 
rep1_TTCTGTATCGGAAGGT-1 Autologous 
rep1_TTCTTCCAGCTCTATG-1 Maternal 
rep1_TTCTTCCCAATGCAAA-1 Autologous 
rep1_TTCTTCCCAGCTGAGA-1 Autologous 
rep1_TTCTTCCGTCCGGCAT-1 Maternal 



rep1_TTCTTCCGTCGATGCC-1 Maternal 
rep1_TTCTTCCGTCTTCATT-1 Maternal 
rep1_TTCTTGAAGAGGTCGT-1 Maternal 
rep1_TTCTTGAAGCTGGCCT-1 Autologous 
rep1_TTCTTGAAGTTAGTAG-1 Autologous 
rep1_TTCTTGACAAAGCACG-1 Maternal 
rep1_TTCTTGACATCCAACA-1 Autologous 
rep1_TTCTTGAGTCAGTCGC-1 Maternal 
rep1_TTGAACGAGCTGCCAC-1 Autologous 
rep1_TTGAACGCAACCGCTG-1 Maternal 
rep1_TTGAACGCATGTTTGG-1 Autologous 
rep1_TTGAACGGTTGGTACT-1 Maternal 
rep1_TTGAACGTCCACGGGT-1 Autologous 
rep1_TTGAACGTCGCCTAGG-1 Autologous 
rep1_TTGAACGTCTCGCTCA-1 Maternal 
rep1_TTGACCCAGCACAAAT-1 Maternal 
rep1_TTGACCCAGGCAGGGA-1 Autologous 
rep1_TTGACCCAGTCGCGAA-1 Autologous 
rep1_TTGACCCCAAGCTCTA-1 Maternal 
rep1_TTGACCCCACCTGATA-1 Maternal 
rep1_TTGACCCGTATGCTAC-1 Maternal 
rep1_TTGACCCGTCCGGTCA-1 Autologous 
rep1_TTGACCCTCTAGCCAA-1 Autologous 
rep1_TTGACCCTCTGCATGA-1 Maternal 
rep1_TTGAGTGAGGGCGAGA-1 Autologous 
rep1_TTGAGTGAGGGTGGGA-1 Maternal 
rep1_TTGAGTGAGTCTGCGC-1 Maternal 
rep1_TTGAGTGCAAGGTCTT-1 Maternal 
rep1_TTGAGTGCACACCGCA-1 Autologous 
rep1_TTGAGTGCACCGTGAC-1 Autologous 
rep1_TTGAGTGGTCATGGCC-1 Autologous 
rep1_TTGAGTGGTCCAGTTA-1 Maternal 
rep1_TTGAGTGGTCGTAATC-1 Autologous 
rep1_TTGAGTGTCATTATCC-1 Maternal 
rep1_TTGAGTGTCATTTCGT-1 Maternal 
rep1_TTGATGGCAGGAATAT-1 Autologous 
rep1_TTGATGGGTAGGCAGT-1 Autologous 
rep1_TTGATGGTCAGCTCTC-1 Autologous 
rep1_TTGCATTAGTTTGGCT-1 Maternal 
rep1_TTGCATTCAGGTCAGA-1 Autologous 
rep1_TTGCATTCATTCGATG-1 Autologous 
rep1_TTGCATTGTACCCAGC-1 Autologous 
rep1_TTGCCTGAGGTCCAGA-1 Maternal 
rep1_TTGCCTGCAGGTCCGT-1 Maternal 



rep1_TTGCCTGCATGAGATA-1 Autologous 
rep1_TTGCCTGGTGAATTGA-1 Maternal 
rep1_TTGCCTGGTGGGCTCT-1 Autologous 
rep1_TTGCCTGTCCCTTTGG-1 Autologous 
rep1_TTGCCTGTCGTCCTCA-1 Maternal 
rep1_TTGCGTCCACACAGCC-1 Maternal 
rep1_TTGCGTCCACGGTGTC-1 Maternal 
rep1_TTGCGTCCAGTTACCA-1 Autologous 
rep1_TTGCGTCCATCAGTGT-1 Autologous 
rep1_TTGCGTCCATGCCGCA-1 Maternal 
rep1_TTGCGTCGTACAGCGA-1 Maternal 
rep1_TTGCGTCGTTACGATC-1 Autologous 
rep1_TTGCGTCTCGACATAC-1 Autologous 
rep1_TTGCGTCTCGTTACCC-1 Autologous 
rep1_TTGCGTCTCTCCAATT-1 Autologous 
rep1_TTGCGTCTCTCTAAGG-1 Autologous 
rep1_TTGCTGCAGCGACTTT-1 Maternal 
rep1_TTGCTGCAGTTGGGAC-1 Maternal 
rep1_TTGCTGCCAGAGGTAC-1 Autologous 
rep1_TTGCTGCCAGTTAAAG-1 Autologous 
rep1_TTGCTGCGTACCCGCA-1 Autologous 
rep1_TTGCTGCTCGTTTACT-1 Maternal 
rep1_TTGGATGAGATTGATG-1 Autologous 
rep1_TTGGATGCAATGGCCC-1 Autologous 
rep1_TTGGATGCAGACGATG-1 Maternal 
rep1_TTGGATGCAGCGTGAA-1 Autologous 
rep1_TTGGATGCATTATGCG-1 Autologous 
rep1_TTGGATGGTACCGGAA-1 Autologous 
rep1_TTGGATGGTCGATTAC-1 Maternal 
rep1_TTGGATGTCATTACCT-1 Maternal 
rep1_TTGGATGTCCAAAGGG-1 Autologous 
rep1_TTGGATGTCTCAACGA-1 Autologous 
rep1_TTGGATGTCTGGCTGG-1 Autologous 
rep1_TTGGGATAGGGCAGTT-1 Autologous 
rep1_TTGGGATAGTCTAGCT-1 Autologous 
rep1_TTGGGATGTCCTGAAT-1 Maternal 
rep1_TTGGGATGTGATACAA-1 Maternal 
rep1_TTGGGATTCAGCTGAT-1 Autologous 
rep1_TTGGGCGCACTATGTG-1 Autologous 
rep1_TTGGGCGCAGCAGTAG-1 Autologous 
rep1_TTGGGCGGTTCATCTT-1 Maternal 
rep1_TTGGGTAAGCCATCCG-1 Autologous 
rep1_TTGGGTAAGCCGATCC-1 Autologous 
rep1_TTGGGTAAGGCCCGTT-1 Autologous 



rep1_TTGGGTAAGGCCGCTT-1 Maternal 
rep1_TTGGGTAAGTTGTAAG-1 Autologous 
rep1_TTGGGTAGTTGTGCCG-1 Autologous 
rep1_TTGGGTATCAGCTGAT-1 Autologous 
rep1_TTGGTTTGTATGAGAT-1 Autologous 
rep1_TTGGTTTGTGCGACAA-1 Autologous 
rep1_TTGGTTTTCAGCAATC-1 Maternal 
rep1_TTGGTTTTCTGAGAAA-1 Autologous 
rep1_TTGTGGAAGCGCCATC-1 Maternal 
rep1_TTGTGGACACCGTGCA-1 Autologous 
rep1_TTGTGGAGTACCGTCG-1 Autologous 
rep1_TTGTGGATCGAGCCAC-1 Autologous 
rep1_TTGTGTTAGCGTACAG-1 Autologous 
rep1_TTGTGTTAGTCGTTAC-1 Maternal 
rep1_TTGTGTTCATGGCTAT-1 Maternal 
rep1_TTGTGTTGTTAGGCTT-1 Autologous 
rep1_TTGTGTTTCACTACTT-1 Autologous 
rep1_TTGTGTTTCCGGACTG-1 Autologous 
rep1_TTGTTCAAGAGTGTGC-1 Autologous 
rep1_TTGTTCAAGCTCCACG-1 Maternal 
rep1_TTGTTCAGTTGATGTC-1 Autologous 
rep1_TTGTTCATCCCTCGTA-1 Maternal 
rep1_TTGTTCATCGCCTATC-1 Autologous 
rep1_TTGTTGTAGAGCTTTC-1 Autologous 
rep1_TTGTTGTCAAGAGATT-1 Autologous 
rep1_TTGTTGTGTACAAGTA-1 Autologous 
rep1_TTGTTGTGTCAGACGA-1 Autologous 
rep1_TTGTTGTGTCCCACGA-1 Autologous 
rep1_TTGTTGTGTTAAACAG-1 Autologous 
rep1_TTGTTGTTCGATTTCT-1 Maternal 
rep1_TTGTTGTTCGTTGTTT-1 Maternal 
rep1_TTGTTTGAGCAACAAT-1 Maternal 
rep1_TTGTTTGCAACCGCCA-1 Autologous 
rep1_TTGTTTGCACCGTCTT-1 Autologous 
rep1_TTGTTTGCAGGTGGAT-1 Maternal 
rep1_TTGTTTGTCACCACAA-1 Autologous 
rep1_TTGTTTGTCCCATTTA-1 Autologous 
rep1_TTGTTTGTCTCATTAC-1 Autologous 
rep1_TTGTTTGTCTCGTTTA-1 Maternal 
rep1_TTTACCAAGCAACCAG-1 Maternal 
rep1_TTTACCACAAGGCAAC-1 Autologous 
rep1_TTTACCACATCCTTCG-1 Autologous 
rep1_TTTACCAGTAGCGTTT-1 Autologous 
rep1_TTTACCAGTCTTGTCC-1 Autologous 



rep1_TTTACCATCCTTCTTC-1 Autologous 
rep1_TTTACCATCTATTTCG-1 Maternal 
rep1_TTTACCATCTCGCAGG-1 Autologous 
rep1_TTTACGTAGACACACG-1 Autologous 
rep1_TTTACGTAGCCGAACA-1 Maternal 
rep1_TTTACGTCAAGCCATT-1 Maternal 
rep1_TTTACGTGTCACAATC-1 Maternal 
rep1_TTTACGTTCACAAGGG-1 Autologous 
rep1_TTTACGTTCAGTGTTG-1 Autologous 
rep1_TTTACGTTCGTGCGAC-1 Autologous 
rep1_TTTACGTTCTGCTGAA-1 Maternal 
rep1_TTTACTGAGTTTGCTG-1 Maternal 
rep1_TTTACTGCACTCAAGT-1 Maternal 
rep1_TTTACTGTCAGCTCTC-1 Autologous 
rep1_TTTACTGTCAGGACGA-1 Autologous 
rep1_TTTACTGTCGCAGTGC-1 Maternal 
rep1_TTTAGTCAGGCCATAG-1 Autologous 
rep1_TTTAGTCAGGCCCACT-1 Autologous 
rep1_TTTAGTCCAAGACCGA-1 Autologous 
rep1_TTTAGTCCACAAATAG-1 Maternal 
rep1_TTTAGTCGTCAGTCGC-1 Autologous 
rep1_TTTAGTCGTTAAGTCC-1 Maternal 
rep1_TTTAGTCTCAGTCAGT-1 Maternal 
rep1_TTTAGTCTCCTGGTCT-1 Maternal 
rep1_TTTATGCAGCAGCCCT-1 Autologous 
rep1_TTTATGCAGGTAGACC-1 Autologous 
rep1_TTTATGCCATGACTAC-1 Autologous 
rep1_TTTATGCGTCCATACA-1 Autologous 
rep1_TTTATGCGTCTAACTG-1 Maternal 
rep1_TTTATGCGTGGTCCCA-1 Autologous 
rep1_TTTATGCGTGTCCTAA-1 Autologous 
rep1_TTTATGCGTTAGGGAC-1 Autologous 
rep1_TTTATGCGTTGCAAGG-1 Maternal 
rep1_TTTCACAAGAACTTCC-1 Maternal 
rep1_TTTCACAAGGTAAGTT-1 Maternal 
rep1_TTTCACAAGGTACCTT-1 Maternal 
rep1_TTTCACACAGTCAGAG-1 Maternal 
rep1_TTTCACAGTCTCGGAC-1 Autologous 
rep1_TTTCACAGTCTGCCTT-1 Autologous 
rep1_TTTCACATCACCTCTG-1 Autologous 
rep1_TTTCACATCGCTCATC-1 Maternal 
rep1_TTTCACATCGGACTGC-1 Autologous 
rep1_TTTCACATCGGAGCAA-1 Autologous 
rep1_TTTCACATCTCAGAAC-1 Autologous 



rep1_TTTCACATCTTCCGTG-1 Autologous 
rep1_TTTCAGTAGCAATTCC-1 Maternal 
rep1_TTTCAGTAGCATGTTC-1 Autologous 
rep1_TTTCAGTCAGTTGCGC-1 Autologous 
rep1_TTTCAGTCATCTGGGC-1 Autologous 
rep1_TTTCAGTTCATCACAG-1 Maternal 
rep1_TTTCAGTTCATGAAAG-1 Autologous 
rep1_TTTCATGAGTCCCAGC-1 Autologous 
rep1_TTTCATGCACCAAATC-1 Autologous 
rep1_TTTCATGCACCAGCTG-1 Autologous 
rep1_TTTCATGCATGCCGGT-1 Maternal 
rep1_TTTCATGGTCTGTTAG-1 Maternal 
rep1_TTTCATGGTTAGAGTA-1 Autologous 
rep1_TTTCATGGTTTATGCG-1 Maternal 
rep1_TTTCATGTCCTATTGT-1 Maternal 
rep1_TTTCCTCAGACTTGTC-1 Autologous 
rep1_TTTCCTCAGTCGGCAA-1 Autologous 
rep1_TTTCCTCGTATGGTAA-1 Autologous 
rep1_TTTCCTCTCACACCCT-1 Autologous 
rep1_TTTCGATCAAGACAAT-1 Autologous 
rep1_TTTCGATCAGTCGGTC-1 Maternal 
rep1_TTTCGATGTCATGACT-1 Maternal 
rep1_TTTCGATTCGTCTAAG-1 Autologous 
rep1_TTTCGATTCTGCCTGT-1 Maternal 
rep1_TTTGACTAGAGAACCC-1 Maternal 
rep1_TTTGACTAGCCTCCAG-1 Autologous 
rep1_TTTGACTAGGGCAATC-1 Autologous 
rep1_TTTGACTAGGTTCTTG-1 Maternal 
rep1_TTTGACTCACCATATG-1 Autologous 
rep1_TTTGACTGTTACGGAG-1 Maternal 
rep1_TTTGACTTCACTGGGC-1 Autologous 
rep1_TTTGATCAGCGTGCCT-1 Maternal 
rep1_TTTGATCCAACGATTC-1 Maternal 
rep1_TTTGATCCAATCGTCA-1 Maternal 
rep1_TTTGATCCACCTCTAC-1 Autologous 
rep1_TTTGATCCAGCAGTAG-1 Autologous 
rep1_TTTGATCCAGCTTCCT-1 Autologous 
rep1_TTTGATCCATTGGCAT-1 Autologous 
rep1_TTTGATCGTCGCTGCA-1 Autologous 
rep1_TTTGATCGTTGGGCCT-1 Maternal 
rep1_TTTGATCTCAGCACCG-1 Maternal 
rep1_TTTGATCTCCCAGGCA-1 Maternal 
rep1_TTTGGAGAGGATTTCC-1 Autologous 
rep1_TTTGGAGGTCCCTCAT-1 Autologous 



rep1_TTTGGAGGTGCAACAG-1 Autologous 
rep1_TTTGGTTAGACAACAT-1 Maternal 
rep1_TTTGGTTAGACAAGCC-1 Maternal 
rep1_TTTGGTTCACTATGTG-1 Autologous 
rep1_TTTGGTTCAGTCGCAC-1 Autologous 
rep1_TTTGGTTGTATGTCAC-1 Autologous 
rep1_TTTGGTTGTGCAATGG-1 Maternal 
rep1_TTTGGTTGTTGTAAAG-1 Autologous 
rep1_TTTGGTTTCTATTTCG-1 Maternal 
rep1_TTTGGTTTCTGCCCTA-1 Autologous 
rep1_TTTGTTGGTGAGATCG-1 Autologous 
rep1_TTTGTTGGTTTGGGTT-1 Autologous 
rep1_TTTGTTGTCAAGAAAC-1 Autologous 
rep1_TTTGTTGTCTCCGTGT-1 Maternal 
rep2_AAACCCAAGTAAGACT-1 Autologous 
rep2_AAACCCACAACGGCTC-1 Autologous 
rep2_AAACCCACACACGGTC-1 Autologous 
rep2_AAACCCACACGGCGTT-1 Maternal 
rep2_AAACCCACAGCGACAA-1 Autologous 
rep2_AAACCCACATCTGGGC-1 Maternal 
rep2_AAACCCAGTAAGGAGA-1 Autologous 
rep2_AAACCCATCAGGACGA-1 Autologous 
rep2_AAACCCATCATACGGT-1 Autologous 
rep2_AAACCCATCCAGCACG-1 Autologous 
rep2_AAACCCATCTGGGCGT-1 Maternal 
rep2_AAACGAAAGAGAGCAA-1 Maternal 
rep2_AAACGAAAGGAAAGTG-1 Maternal 
rep2_AAACGAACAATATCCG-1 Maternal 
rep2_AAACGAACACCCTGAG-1 Autologous 
rep2_AAACGAACAGAGACTG-1 Autologous 
rep2_AAACGAACAGTAACAA-1 Autologous 
rep2_AAACGAAGTCGTTCAA-1 Autologous 
rep2_AAACGAAGTCTTCAAG-1 Maternal 
rep2_AAACGAAGTGTGTCCG-1 Autologous 
rep2_AAACGAAGTTCGGTTA-1 Autologous 
rep2_AAACGAATCATGAGGG-1 Maternal 
rep2_AAACGCTAGCATTGAA-1 Maternal 
rep2_AAACGCTAGCCTATCA-1 Autologous 
rep2_AAACGCTCATCTAGAC-1 Maternal 
rep2_AAACGCTGTCATCACA-1 Maternal 
rep2_AAACGCTGTTACCTGA-1 Maternal 
rep2_AAAGAACCAAATACGA-1 Autologous 
rep2_AAAGAACGTCGTTATG-1 Autologous 
rep2_AAAGAACGTTTAGACC-1 Autologous 



rep2_AAAGAACTCAAGTGGG-1 Autologous 
rep2_AAAGAACTCCAGTGTA-1 Maternal 
rep2_AAAGAACTCGACGCTG-1 Autologous 
rep2_AAAGGATAGAGCATTA-1 Maternal 
rep2_AAAGGATAGCCTCTGG-1 Autologous 
rep2_AAAGGATAGTCTTCGA-1 Autologous 
rep2_AAAGGATCAACGGGTA-1 Autologous 
rep2_AAAGGATCAGAAATTG-1 Maternal 
rep2_AAAGGATCATGACACT-1 Autologous 
rep2_AAAGGATGTGGATACG-1 Maternal 
rep2_AAAGGATTCATGAGGG-1 Autologous 
rep2_AAAGGATTCATTCGTT-1 Autologous 
rep2_AAAGGATTCGGCATTA-1 Autologous 
rep2_AAAGGATTCTACCAGA-1 Autologous 
rep2_AAAGGATTCTTGGTGA-1 Autologous 
rep2_AAAGGGCAGCCTCAGC-1 Maternal 
rep2_AAAGGGCAGGTGCTAG-1 Maternal 
rep2_AAAGGGCAGTTGGAAT-1 Autologous 
rep2_AAAGGGCCATTGACCA-1 Maternal 
rep2_AAAGGGCGTCAAGCGA-1 Maternal 
rep2_AAAGGGCGTCCTACAA-1 Autologous 
rep2_AAAGGGCGTTGTCATG-1 Autologous 
rep2_AAAGGGCTCAGCTGAT-1 Autologous 
rep2_AAAGGGCTCCCTCAAC-1 Maternal 
rep2_AAAGGGCTCGACCCAG-1 Autologous 
rep2_AAAGGGCTCTCGAGTA-1 Maternal 
rep2_AAAGGTAAGATAGCAT-1 Autologous 
rep2_AAAGGTAAGGGAGGCA-1 Maternal 
rep2_AAAGGTAAGTAGACAT-1 Maternal 
rep2_AAAGGTACACTACACA-1 Maternal 
rep2_AAAGGTACAGCTCTGG-1 Autologous 
rep2_AAAGGTACAGGAGGTT-1 Maternal 
rep2_AAAGGTACATCGATGT-1 Autologous 
rep2_AAAGGTAGTCGCATCG-1 Autologous 
rep2_AAAGGTATCTTTCCGG-1 Autologous 
rep2_AAAGTCCAGACGTCCC-1 Maternal 
rep2_AAAGTCCAGCTAGTTC-1 Autologous 
rep2_AAAGTCCAGCTGTTCA-1 Autologous 
rep2_AAAGTCCCAGCACAAG-1 Autologous 
rep2_AAAGTCCCATGGGAAC-1 Autologous 
rep2_AAAGTCCGTCATATGC-1 Maternal 
rep2_AAAGTCCGTCCCTGTT-1 Autologous 
rep2_AAAGTCCGTGTATTGC-1 Autologous 
rep2_AAAGTCCGTTCGGCCA-1 Autologous 



rep2_AAAGTCCGTTCTCTCG-1 Maternal 
rep2_AAAGTCCTCACCCTTG-1 Autologous 
rep2_AAAGTCCTCTAACACG-1 Maternal 
rep2_AAAGTGAAGATCCCAT-1 Autologous 
rep2_AAAGTGAAGCCAAGCA-1 Autologous 
rep2_AAAGTGAAGGTTTACC-1 Maternal 
rep2_AAAGTGACACAAATCC-1 Autologous 
rep2_AAAGTGACAGTTAGGG-1 Autologous 
rep2_AAAGTGAGTAACACGG-1 Maternal 
rep2_AAAGTGAGTGATACTC-1 Maternal 
rep2_AAAGTGAGTTTGACAC-1 Autologous 
rep2_AAATGGAAGCATTGTC-1 Autologous 
rep2_AAATGGAAGCTCCACG-1 Maternal 
rep2_AAATGGAAGGTGAGCT-1 Autologous 
rep2_AAATGGAAGTGCCTCG-1 Autologous 
rep2_AAATGGACATATACCG-1 Autologous 
rep2_AAATGGAGTAGTCGGA-1 Autologous 
rep2_AAATGGATCAGAGCAG-1 Autologous 
rep2_AACAAAGCAGGTCTCG-1 Autologous 
rep2_AACAAAGCATTAGGCT-1 Autologous 
rep2_AACAAAGTCACCTTGC-1 Autologous 
rep2_AACAACCAGCAAGTGC-1 Autologous 
rep2_AACAACCAGGAACATT-1 Autologous 
rep2_AACAACCCAAGTTGGG-1 Maternal 
rep2_AACAACCCACCTTCGT-1 Maternal 
rep2_AACAACCCAGCTTCGG-1 Maternal 
rep2_AACAACCGTACACTCA-1 Autologous 
rep2_AACAACCGTACTCGCG-1 Maternal 
rep2_AACAACCGTCTGCCTT-1 Autologous 
rep2_AACAACCGTGGGTCAA-1 Autologous 
rep2_AACAACCGTGTGTTTG-1 Autologous 
rep2_AACAACCGTTTACCAG-1 Autologous 
rep2_AACAACCGTTTATGCG-1 Autologous 
rep2_AACAACCTCACCTGTC-1 Autologous 
rep2_AACAAGAAGCGATGCA-1 Autologous 
rep2_AACAAGAAGGTGCTTT-1 Maternal 
rep2_AACAAGACACTAGTAC-1 Autologous 
rep2_AACAAGACAGGAACCA-1 Autologous 
rep2_AACAAGAGTACCACGC-1 Autologous 
rep2_AACAAGAGTGACATCT-1 Autologous 
rep2_AACAAGAGTTATGTGC-1 Autologous 
rep2_AACAAGATCAACGCTA-1 Maternal 
rep2_AACAAGATCCTAACAG-1 Autologous 
rep2_AACAAGATCGCAAGAG-1 Maternal 



rep2_AACAAGATCGTGCGAC-1 Autologous 
rep2_AACACACAGGGCCAAT-1 Autologous 
rep2_AACACACAGTGCACAG-1 Autologous 
rep2_AACACACCAGTCACGC-1 Autologous 
rep2_AACACACGTTCCGCTT-1 Maternal 
rep2_AACACACGTTGCATAC-1 Autologous 
rep2_AACACACTCCATAGAC-1 Maternal 
rep2_AACACACTCGACACCG-1 Maternal 
rep2_AACACACTCTGCGGAC-1 Autologous 
rep2_AACACACTCTTGGGCG-1 Autologous 
rep2_AACAGGGAGACTACGG-1 Autologous 
rep2_AACAGGGAGGTTGACG-1 Autologous 
rep2_AACAGGGGTATATGGA-1 Maternal 
rep2_AACAGGGGTCGTCAGC-1 Autologous 
rep2_AACAGGGGTTTCAGAC-1 Autologous 
rep2_AACAGGGTCAGTCCGG-1 Autologous 
rep2_AACAGGGTCTAGGCCG-1 Maternal 
rep2_AACAGGGTCTGCAGCG-1 Maternal 
rep2_AACCAACAGACATGCG-1 Maternal 
rep2_AACCAACAGAGTATAC-1 Autologous 
rep2_AACCAACAGGATACGC-1 Maternal 
rep2_AACCAACAGGCTGGAT-1 Autologous 
rep2_AACCAACAGGGAGTGG-1 Autologous 
rep2_AACCAACAGTGCCCGT-1 Maternal 
rep2_AACCAACGTGATTCTG-1 Autologous 
rep2_AACCAACTCAAACGAA-1 Autologous 
rep2_AACCAACTCACGACTA-1 Maternal 
rep2_AACCAACTCGTCACCT-1 Maternal 
rep2_AACCACAAGGGCAGGA-1 Maternal 
rep2_AACCACAAGGGCCTCT-1 Maternal 
rep2_AACCACAGTACCGCGT-1 Autologous 
rep2_AACCACAGTCATAGTC-1 Autologous 
rep2_AACCACATCAGCCTTC-1 Maternal 
rep2_AACCACATCGACGATT-1 Autologous 
rep2_AACCACATCTACCAGA-1 Autologous 
rep2_AACCACATCTAGCCTC-1 Autologous 
rep2_AACCATGAGACAACAT-1 Autologous 
rep2_AACCATGAGCAAGCCA-1 Autologous 
rep2_AACCATGAGCGGGTAT-1 Autologous 
rep2_AACCATGCATTCAGGT-1 Autologous 
rep2_AACCATGGTCACAGTT-1 Autologous 
rep2_AACCATGGTGCTGATT-1 Autologous 
rep2_AACCATGTCCAGTGCG-1 Autologous 
rep2_AACCATGTCCTTGACC-1 Autologous 



rep2_AACCATGTCGGCTATA-1 Maternal 
rep2_AACCCAAAGCGTATAA-1 Autologous 
rep2_AACCCAACAAGAGAGA-1 Autologous 
rep2_AACCCAACACACAGAG-1 Maternal 
rep2_AACCCAACATCCTTGC-1 Autologous 
rep2_AACCCAAGTCACCTTC-1 Maternal 
rep2_AACCCAAGTGGAAATT-1 Autologous 
rep2_AACCCAAGTTCCAGGC-1 Autologous 
rep2_AACCCAATCAGTAGGG-1 Autologous 
rep2_AACCCAATCCGCATAA-1 Autologous 
rep2_AACCCAATCGTGGCTG-1 Autologous 
rep2_AACCCAATCTTAATCC-1 Maternal 
rep2_AACCTGAAGACGCCCT-1 Autologous 
rep2_AACCTGAAGGCGTTAG-1 Autologous 
rep2_AACCTGACACAAACGG-1 Autologous 
rep2_AACCTGACAGACAAAT-1 Autologous 
rep2_AACCTGACAGGACGAT-1 Maternal 
rep2_AACCTGAGTTCGATTG-1 Autologous 
rep2_AACCTGATCAAGATAG-1 Maternal 
rep2_AACCTGATCCTCACGT-1 Autologous 
rep2_AACCTGATCTTTGCTA-1 Maternal 
rep2_AACCTTTAGGCTAACG-1 Maternal 
rep2_AACCTTTAGGTAGACC-1 Autologous 
rep2_AACCTTTAGGTGAGCT-1 Maternal 
rep2_AACCTTTAGGTGCAGT-1 Maternal 
rep2_AACCTTTCATTGCTTT-1 Maternal 
rep2_AACCTTTTCAGCTGAT-1 Autologous 
rep2_AACCTTTTCATCGCAA-1 Maternal 
rep2_AACCTTTTCGGATAAA-1 Maternal 
rep2_AACGAAAAGAGCATTA-1 Maternal 
rep2_AACGAAAAGCATCCTA-1 Autologous 
rep2_AACGAAAAGGCAGTCA-1 Maternal 
rep2_AACGAAAAGGCTCCCA-1 Autologous 
rep2_AACGAAAAGTTCCGTA-1 Autologous 
rep2_AACGAAACAACTGATC-1 Maternal 
rep2_AACGAAACAGTTGGTT-1 Autologous 
rep2_AACGAAACATAGATGA-1 Maternal 
rep2_AACGAAAGTCACTCAA-1 Autologous 
rep2_AACGAAAGTGGCTAGA-1 Autologous 
rep2_AACGAAATCATTTCCA-1 Maternal 
rep2_AACGAAATCCGCTGTT-1 Autologous 
rep2_AACGAAATCTGGCCAG-1 Maternal 
rep2_AACGGGAAGCAGGCTA-1 Autologous 
rep2_AACGGGACAGGAAGTC-1 Autologous 



rep2_AACGGGAGTATCGCGC-1 Autologous 
rep2_AACGGGATCGGTGTTA-1 Autologous 
rep2_AACGGGATCGTGGCTG-1 Autologous 
rep2_AACGTCAAGGCTAAAT-1 Autologous 
rep2_AACGTCAAGTTCACTG-1 Maternal 
rep2_AACGTCACAAGAGTAT-1 Autologous 
rep2_AACGTCACACCGTGCA-1 Autologous 
rep2_AACGTCACAGCCATTA-1 Autologous 
rep2_AACGTCACAGTGCGCT-1 Autologous 
rep2_AACGTCACATTCAGGT-1 Maternal 
rep2_AACGTCAGTAGCGCTC-1 Autologous 
rep2_AACGTCAGTATGACAA-1 Maternal 
rep2_AACGTCAGTCGCATCG-1 Autologous 
rep2_AACGTCATCCGTACGG-1 Autologous 
rep2_AACGTCATCTGTTCAT-1 Autologous 
rep2_AACTTCTAGACAGCTG-1 Autologous 
rep2_AACTTCTAGCGACTTT-1 Autologous 
rep2_AACTTCTAGGTTAAAC-1 Autologous 
rep2_AACTTCTCAACTTGCA-1 Autologous 
rep2_AACTTCTCACCTCTAC-1 Autologous 
rep2_AACTTCTCAGCGCTTG-1 Autologous 
rep2_AACTTCTCATCGATGT-1 Maternal 
rep2_AACTTCTGTCCGATCG-1 Autologous 
rep2_AACTTCTGTGCTTATG-1 Autologous 
rep2_AACTTCTTCCCACAGG-1 Maternal 
rep2_AACTTCTTCCTCATAT-1 Autologous 
rep2_AACTTCTTCTCTCCGA-1 Autologous 
rep2_AACTTCTTCTGCAGCG-1 Autologous 
rep2_AACTTCTTCTGGTGCG-1 Autologous 
rep2_AAGAACAAGAAGCTGC-1 Maternal 
rep2_AAGAACAAGCGTGAAC-1 Maternal 
rep2_AAGAACACACACTTAG-1 Maternal 
rep2_AAGAACACACCTAAAC-1 Autologous 
rep2_AAGAACACACGGTGAA-1 Autologous 
rep2_AAGAACAGTACGGGAT-1 Maternal 
rep2_AAGAACAGTGCATTAC-1 Maternal 
rep2_AAGAACATCAGCCTTC-1 Maternal 
rep2_AAGAACATCGCCTTGT-1 Autologous 
rep2_AAGAACATCTCTGACC-1 Autologous 
rep2_AAGAACATCTGACCCT-1 Autologous 
rep2_AAGAACATCTGTGCAA-1 Maternal 
rep2_AAGACAAAGCACTAAA-1 Autologous 
rep2_AAGACAAAGTAATCCC-1 Autologous 
rep2_AAGACAAGTCAACATC-1 Maternal 



rep2_AAGACAAGTGATTCTG-1 Autologous 
rep2_AAGACAAGTGCGAACA-1 Autologous 
rep2_AAGACAAGTTTGACAC-1 Maternal 
rep2_AAGACAATCACCTTGC-1 Maternal 
rep2_AAGACAATCCTAAACG-1 Maternal 
rep2_AAGACTCAGACAACAT-1 Autologous 
rep2_AAGACTCAGGGTCACA-1 Autologous 
rep2_AAGACTCAGTGCTCAT-1 Maternal 
rep2_AAGACTCCAGAATTCC-1 Autologous 
rep2_AAGACTCGTCTCAAGT-1 Maternal 
rep2_AAGACTCTCTACGCGG-1 Autologous 
rep2_AAGATAGAGCGTCAGA-1 Maternal 
rep2_AAGATAGAGTAAACAC-1 Autologous 
rep2_AAGATAGCAGCGGATA-1 Maternal 
rep2_AAGATAGGTCTGTTAG-1 Autologous 
rep2_AAGATAGGTTGTAGCT-1 Maternal 
rep2_AAGATAGTCCGGCAAC-1 Autologous 
rep2_AAGCATCAGCGCACAA-1 Autologous 
rep2_AAGCATCAGGGAGGGT-1 Autologous 
rep2_AAGCATCGTATGAGCG-1 Autologous 
rep2_AAGCATCGTCCTACAA-1 Autologous 
rep2_AAGCATCGTGACCGTC-1 Autologous 
rep2_AAGCATCGTGGACTGA-1 Autologous 
rep2_AAGCATCGTTCGTGCG-1 Autologous 
rep2_AAGCCATAGCGCCCAT-1 Maternal 
rep2_AAGCCATAGCTACAAA-1 Autologous 
rep2_AAGCCATAGGTAGGCT-1 Autologous 
rep2_AAGCCATCATACTGAC-1 Autologous 
rep2_AAGCCATGTGGTCTCG-1 Autologous 
rep2_AAGCCATTCACGTCCT-1 Maternal 
rep2_AAGCCATTCGGTCACG-1 Autologous 
rep2_AAGCGAGAGACCTCAT-1 Maternal 
rep2_AAGCGAGCAAATTAGG-1 Autologous 
rep2_AAGCGAGCATGCCGCA-1 Maternal 
rep2_AAGCGAGGTAAGATCA-1 Autologous 
rep2_AAGCGAGGTGTTTCTT-1 Maternal 
rep2_AAGCGAGGTTGGACCC-1 Autologous 
rep2_AAGCGAGTCGTCAACA-1 Autologous 
rep2_AAGCGTTAGTGTAGAT-1 Autologous 
rep2_AAGCGTTCACGAAAGC-1 Autologous 
rep2_AAGCGTTCACTCCACT-1 Autologous 
rep2_AAGCGTTGTACAACGG-1 Autologous 
rep2_AAGCGTTGTGCAGGAT-1 Maternal 
rep2_AAGCGTTGTGGCTTAT-1 Autologous 



rep2_AAGCGTTGTTCTGAGT-1 Autologous 
rep2_AAGCGTTTCAATCCGA-1 Autologous 
rep2_AAGCGTTTCTCGACGG-1 Autologous 
rep2_AAGGAATAGTTGTAAG-1 Autologous 
rep2_AAGGAATCACGCACCA-1 Autologous 
rep2_AAGGAATCAGAACCGA-1 Autologous 
rep2_AAGGAATCAGCGTAGA-1 Maternal 
rep2_AAGGAATCATAACTCG-1 Maternal 
rep2_AAGGAATGTAGCTGAG-1 Autologous 
rep2_AAGGAATGTTGTTGAC-1 Maternal 
rep2_AAGGAATTCAGAACCT-1 Autologous 
rep2_AAGGAATTCGAGGCAA-1 Maternal 
rep2_AAGGAATTCTTTCAGT-1 Autologous 
rep2_AAGGTAAAGACGAAGA-1 Autologous 
rep2_AAGGTAAAGAGTAACT-1 Maternal 
rep2_AAGGTAAAGCCTCAAT-1 Autologous 
rep2_AAGGTAAAGCGGGTTA-1 Autologous 
rep2_AAGGTAAAGTGTTGTC-1 Autologous 
rep2_AAGGTAACAAAGGAGA-1 Autologous 
rep2_AAGGTAACAAGCGATG-1 Autologous 
rep2_AAGGTAACAAGTTTGC-1 Autologous 
rep2_AAGGTAACACGTTGGC-1 Autologous 
rep2_AAGGTAACACTAACGT-1 Maternal 
rep2_AAGGTAAGTGGCTTAT-1 Autologous 
rep2_AAGGTAATCACCTCGT-1 Autologous 
rep2_AAGGTAATCAGTCCGG-1 Maternal 
rep2_AAGTACCAGCGCCTAC-1 Maternal 
rep2_AAGTACCAGGGTAATT-1 Maternal 
rep2_AAGTACCCACATTACG-1 Autologous 
rep2_AAGTACCCAGGCTACC-1 Maternal 
rep2_AAGTACCCATGACCCG-1 Autologous 
rep2_AAGTACCCATGTACGT-1 Autologous 
rep2_AAGTACCGTAGCGTAG-1 Autologous 
rep2_AAGTACCGTCTTCCGT-1 Autologous 
rep2_AAGTACCTCAGCTTCC-1 Autologous 
rep2_AAGTACCTCCCATACC-1 Autologous 
rep2_AAGTCGTAGAGTGTGC-1 Autologous 
rep2_AAGTCGTAGGCAGGTT-1 Autologous 
rep2_AAGTCGTAGGGCGAAG-1 Autologous 
rep2_AAGTCGTAGGTCCGAA-1 Maternal 
rep2_AAGTCGTCAGACGCTC-1 Maternal 
rep2_AAGTCGTCAGTGTATC-1 Autologous 
rep2_AAGTCGTGTGATTAGA-1 Maternal 
rep2_AAGTCGTTCCGAGCTG-1 Autologous 



rep2_AAGTCGTTCGACGACC-1 Maternal 
rep2_AAGTGAAAGAGATCGC-1 Autologous 
rep2_AAGTGAAAGGATGCGT-1 Autologous 
rep2_AAGTGAACAACCACGC-1 Autologous 
rep2_AAGTGAACAGACCGCT-1 Maternal 
rep2_AAGTGAACAGTGTACT-1 Autologous 
rep2_AAGTGAACATGACAGG-1 Autologous 
rep2_AAGTGAAGTAGCACGA-1 Autologous 
rep2_AAGTTCGCACACCGCA-1 Autologous 
rep2_AAGTTCGCACCAGGTC-1 Autologous 
rep2_AAGTTCGGTCAACACT-1 Autologous 
rep2_AAGTTCGGTTATAGCC-1 Autologous 
rep2_AAGTTCGGTTCGGTAT-1 Autologous 
rep2_AAGTTCGTCAGCTTGA-1 Autologous 
rep2_AAGTTCGTCATGTCTT-1 Autologous 
rep2_AATAGAGCAGATAAAC-1 Maternal 
rep2_AATAGAGCATAGCACT-1 Maternal 
rep2_AATAGAGGTAGGTTTC-1 Maternal 
rep2_AATAGAGGTTAGGCTT-1 Maternal 
rep2_AATAGAGTCACAGAGG-1 Maternal 
rep2_AATAGAGTCCGACAGC-1 Autologous 
rep2_AATAGAGTCGGTAAGG-1 Autologous 
rep2_AATCACGAGTATGATG-1 Autologous 
rep2_AATCACGAGTTGTACC-1 Autologous 
rep2_AATCACGCAAACACGG-1 Autologous 
rep2_AATCACGGTCAAATCC-1 Autologous 
rep2_AATCACGGTGCAACAG-1 Autologous 
rep2_AATCACGGTGGTCAAG-1 Autologous 
rep2_AATCACGGTGTTTACG-1 Autologous 
rep2_AATCACGTCCCAATAG-1 Maternal 
rep2_AATCACGTCCGGACTG-1 Autologous 
rep2_AATCGACAGCGCAATG-1 Autologous 
rep2_AATCGACAGGATGCGT-1 Autologous 
rep2_AATCGACCAATGTCTG-1 Autologous 
rep2_AATCGACCATGATAGA-1 Autologous 
rep2_AATCGACTCGAGGCAA-1 Autologous 
rep2_AATCGACTCGCTATTT-1 Maternal 
rep2_AATCGACTCTCGACGG-1 Maternal 
rep2_AATCGTGAGACCTTTG-1 Autologous 
rep2_AATCGTGAGAGGTGCT-1 Maternal 
rep2_AATCGTGAGGCATCGA-1 Maternal 
rep2_AATCGTGAGGTGCTGA-1 Maternal 
rep2_AATCGTGAGTGGACTG-1 Autologous 
rep2_AATCGTGCACGCGTGT-1 Maternal 



rep2_AATCGTGCAGAATGTA-1 Autologous 
rep2_AATCGTGCAGCAGTCC-1 Autologous 
rep2_AATCGTGCATCGTGGC-1 Maternal 
rep2_AATCGTGGTACTTGTG-1 Maternal 
rep2_AATCGTGGTTACACAC-1 Autologous 
rep2_AATCGTGTCGGTCAGC-1 Autologous 
rep2_AATCGTGTCTACGCGG-1 Autologous 
rep2_AATGAAGAGCCATCCG-1 Autologous 
rep2_AATGAAGCACTTCAGA-1 Maternal 
rep2_AATGAAGCAGCGTAGA-1 Autologous 
rep2_AATGAAGCATTGCTGA-1 Autologous 
rep2_AATGAAGGTCGCAGTC-1 Autologous 
rep2_AATGACCAGAATCTAG-1 Maternal 
rep2_AATGACCAGACATCCT-1 Autologous 
rep2_AATGACCAGACTTCCA-1 Autologous 
rep2_AATGACCAGGATACGC-1 Maternal 
rep2_AATGACCAGGCCCAAA-1 Maternal 
rep2_AATGACCCAAACCGGA-1 Maternal 
rep2_AATGACCCACGCTGAC-1 Autologous 
rep2_AATGACCCAGCTCCTT-1 Autologous 
rep2_AATGACCCATCGTGCG-1 Maternal 
rep2_AATGACCGTAGTTACC-1 Maternal 
rep2_AATGACCGTGTAAATG-1 Autologous 
rep2_AATGACCTCAGGAAAT-1 Autologous 
rep2_AATGACCTCCTATGGA-1 Autologous 
rep2_AATGACCTCCTTATGT-1 Autologous 
rep2_AATGCCAAGCAACCAG-1 Autologous 
rep2_AATGCCAAGCTCTATG-1 Maternal 
rep2_AATGCCAAGGTAACTA-1 Autologous 
rep2_AATGCCAAGGTTGGTG-1 Maternal 
rep2_AATGCCAAGTAGCATA-1 Autologous 
rep2_AATGCCACAGTAACGG-1 Autologous 
rep2_AATGCCAGTGGATTTC-1 Autologous 
rep2_AATGCCATCATGCGGC-1 Autologous 
rep2_AATGCCATCCCAGCGA-1 Autologous 
rep2_AATGGAAAGAGTCAAT-1 Maternal 
rep2_AATGGAAAGATACAGT-1 Maternal 
rep2_AATGGAACACACCAGC-1 Autologous 
rep2_AATGGAACACGGGCTT-1 Autologous 
rep2_AATGGAACAGCATGCC-1 Autologous 
rep2_AATGGAACAGCTGAAG-1 Autologous 
rep2_AATGGAATCATTATCC-1 Maternal 
rep2_AATGGAATCGCTGTCT-1 Autologous 
rep2_AATGGAATCGGACTTA-1 Autologous 



rep2_AATGGAATCGGTCACG-1 Autologous 
rep2_AATGGCTAGACCTCCG-1 Autologous 
rep2_AATGGCTAGAGTACCG-1 Autologous 
rep2_AATGGCTCAAATCCCA-1 Autologous 
rep2_AATGGCTCAGAAATTG-1 Autologous 
rep2_AATGGCTGTATCAGGG-1 Maternal 
rep2_AATGGCTGTGTTACAC-1 Maternal 
rep2_AATGGCTGTTCGGTCG-1 Maternal 
rep2_AATGGCTGTTGACTGT-1 Maternal 
rep2_AATGGCTTCCAAGAGG-1 Maternal 
rep2_AATGGCTTCCCGAAAT-1 Autologous 
rep2_AATGGCTTCCCTTCCC-1 Autologous 
rep2_AATTCCTAGACGCCAA-1 Autologous 
rep2_AATTCCTAGATGGTAT-1 Autologous 
rep2_AATTCCTAGCGGGTTA-1 Maternal 
rep2_AATTCCTCAAACTAAG-1 Autologous 
rep2_AATTCCTCAAGCGAAC-1 Autologous 
rep2_AATTCCTCACTTCTCG-1 Maternal 
rep2_AATTCCTCAGGACATG-1 Autologous 
rep2_AATTCCTGTAAGGCTG-1 Autologous 
rep2_AATTCCTGTACAATAG-1 Autologous 
rep2_AATTCCTGTGAATATG-1 Autologous 
rep2_AATTCCTGTTGGAGGT-1 Maternal 
rep2_AATTCCTTCCAAACCA-1 Maternal 
rep2_AATTCCTTCTGGACCG-1 Autologous 
rep2_AATTTCCAGGGTTAAT-1 Maternal 
rep2_AATTTCCGTCTGTGTA-1 Maternal 
rep2_AATTTCCTCACGTCCT-1 Maternal 
rep2_AATTTCCTCCAAAGGG-1 Autologous 
rep2_AATTTCCTCGGATTAC-1 Maternal 
rep2_AATTTCCTCGTGCATA-1 Autologous 
rep2_ACAAAGAAGGCTCTCG-1 Maternal 
rep2_ACAAAGAAGTGAGTTA-1 Autologous 
rep2_ACAAAGACACGACAGA-1 Maternal 
rep2_ACAAAGACATCTCCCA-1 Autologous 
rep2_ACAAAGATCTTTGGAG-1 Autologous 
rep2_ACAACCACAACTTGCA-1 Maternal 
rep2_ACAACCACAGAAACCG-1 Maternal 
rep2_ACAACCACATCCGAAT-1 Maternal 
rep2_ACAACCAGTGCCCGTA-1 Autologous 
rep2_ACAACCAGTTGTATGC-1 Maternal 
rep2_ACAACCATCATTACGG-1 Autologous 
rep2_ACAACCATCATTCATC-1 Autologous 
rep2_ACAACCATCTCCAATT-1 Autologous 



rep2_ACAAGCTAGAGACAAG-1 Autologous 
rep2_ACAAGCTAGAGAGGTA-1 Autologous 
rep2_ACAAGCTAGCCGTCGT-1 Autologous 
rep2_ACAAGCTCATTACTCT-1 Autologous 
rep2_ACAAGCTGTACGAAAT-1 Maternal 
rep2_ACAAGCTGTTGGGAAC-1 Autologous 
rep2_ACAAGCTGTTTGAACC-1 Maternal 
rep2_ACAAGCTTCATCAGTG-1 Maternal 
rep2_ACAAGCTTCATTCACT-1 Autologous 
rep2_ACAAGCTTCCTGTAGA-1 Autologous 
rep2_ACACAGTAGCCTCTTC-1 Maternal 
rep2_ACACAGTAGTGTAGTA-1 Autologous 
rep2_ACACAGTGTACGGATG-1 Autologous 
rep2_ACACAGTGTTGTCCCT-1 Autologous 
rep2_ACACAGTTCACCCTGT-1 Autologous 
rep2_ACACCAAAGAGGTATT-1 Autologous 
rep2_ACACCAAAGAGGTCAC-1 Autologous 
rep2_ACACCAAAGGACCCAA-1 Autologous 
rep2_ACACCAACACATGACT-1 Autologous 
rep2_ACACCAACATCGTGGC-1 Autologous 
rep2_ACACCAAGTCGGTACC-1 Autologous 
rep2_ACACCAATCACCGACG-1 Autologous 
rep2_ACACCAATCGGTTGTA-1 Autologous 
rep2_ACACCAATCTCGAACA-1 Autologous 
rep2_ACACCAATCTCTGACC-1 Autologous 
rep2_ACACGCGAGTCGCGAA-1 Maternal 
rep2_ACACGCGCAACAAGAT-1 Autologous 
rep2_ACACGCGCAGAACTAA-1 Maternal 
rep2_ACACGCGCATGGAATA-1 Maternal 
rep2_ACACGCGGTATTGCCA-1 Maternal 
rep2_ACACGCGGTGATTGGG-1 Maternal 
rep2_ACACGCGTCCACAAGT-1 Autologous 
rep2_ACACGCGTCCCTCTCC-1 Maternal 
rep2_ACACGCGTCCGATGCG-1 Maternal 
rep2_ACACGCGTCTGCATAG-1 Autologous 
rep2_ACACTGAAGTCGCCAC-1 Maternal 
rep2_ACACTGACACAGAGCA-1 Autologous 
rep2_ACACTGACACCTCTGT-1 Autologous 
rep2_ACACTGACAGCAGTTT-1 Autologous 
rep2_ACACTGACAGTGAGCA-1 Maternal 
rep2_ACACTGAGTCGTGGAA-1 Maternal 
rep2_ACACTGAGTGGCACTC-1 Autologous 
rep2_ACACTGATCATTACTC-1 Maternal 
rep2_ACACTGATCTTTGCGC-1 Maternal 



rep2_ACAGAAAAGCCACAAG-1 Autologous 
rep2_ACAGAAAAGGGCGAGA-1 Maternal 
rep2_ACAGAAAAGTGTTGAA-1 Maternal 
rep2_ACAGAAACAAATAGCA-1 Maternal 
rep2_ACAGAAACAACTTCTT-1 Maternal 
rep2_ACAGAAACAAGTCCAT-1 Autologous 
rep2_ACAGAAACATCGGATT-1 Autologous 
rep2_ACAGAAAGTCTCAAGT-1 Maternal 
rep2_ACAGAAAGTCTTCTAT-1 Autologous 
rep2_ACAGAAAGTTTCTATC-1 Maternal 
rep2_ACAGAAATCATCACAG-1 Maternal 
rep2_ACAGAAATCATGCCCT-1 Maternal 
rep2_ACAGAAATCCCGAAAT-1 Autologous 
rep2_ACAGAAATCCGTGTCT-1 Autologous 
rep2_ACAGAAATCGCTGACG-1 Autologous 
rep2_ACAGAAATCGTAACAC-1 Autologous 
rep2_ACAGAAATCTCCTGTG-1 Maternal 
rep2_ACAGAAATCTGTCGCT-1 Autologous 
rep2_ACAGCCGAGCGTACAG-1 Maternal 
rep2_ACAGCCGGTAACAGGC-1 Autologous 
rep2_ACAGCCGGTACTCCGG-1 Autologous 
rep2_ACAGCCGGTCGACTTA-1 Autologous 
rep2_ACAGCCGGTGGCGCTT-1 Maternal 
rep2_ACAGCCGTCTTAGGAC-1 Autologous 
rep2_ACAGGGACATGCCGGT-1 Maternal 
rep2_ACAGGGACATTGTACG-1 Maternal 
rep2_ACAGGGAGTGCCTTCT-1 Autologous 
rep2_ACAGGGATCAACTACG-1 Autologous 
rep2_ACATCCCAGACTCGAG-1 Autologous 
rep2_ACATCCCCACCTAAAC-1 Maternal 
rep2_ACATCCCGTAATCAAG-1 Autologous 
rep2_ACATCCCGTACGAGCA-1 Autologous 
rep2_ACATCCCGTAGTCTGT-1 Autologous 
rep2_ACATCCCGTCGTGATT-1 Autologous 
rep2_ACATCCCGTGAAAGTT-1 Autologous 
rep2_ACATCCCGTGTCTCCT-1 Maternal 
rep2_ACATCCCGTTATAGCC-1 Autologous 
rep2_ACATCCCGTTGCGGAA-1 Maternal 
rep2_ACATCCCTCGCGTAGC-1 Autologous 
rep2_ACATCGAAGACGCCAA-1 Maternal 
rep2_ACATCGAAGCACTAGG-1 Autologous 
rep2_ACATCGAAGTCCTGTA-1 Maternal 
rep2_ACATCGAAGTGGTGAC-1 Maternal 
rep2_ACATCGACACCCTAAA-1 Autologous 



rep2_ACATCGACAGGTGTTT-1 Autologous 
rep2_ACATCGACATAGATCC-1 Autologous 
rep2_ACATCGAGTACAGCGA-1 Maternal 
rep2_ACATCGATCCATTTCA-1 Autologous 
rep2_ACATCGATCGCTGCGA-1 Autologous 
rep2_ACATCGATCTGTCTCG-1 Autologous 
rep2_ACATGCAAGCACGGAT-1 Maternal 
rep2_ACATGCAAGGACTAAT-1 Autologous 
rep2_ACATGCAAGGATCATA-1 Maternal 
rep2_ACATGCACAGGGCTTC-1 Autologous 
rep2_ACATGCAGTCACGACC-1 Maternal 
rep2_ACATGCAGTTTACCTT-1 Autologous 
rep2_ACATTTCAGCCACTCG-1 Autologous 
rep2_ACATTTCGTATCAAGA-1 Maternal 
rep2_ACATTTCGTTGCTGAT-1 Autologous 
rep2_ACATTTCTCGAAGAAT-1 Maternal 
rep2_ACATTTCTCGCCGAAC-1 Autologous 
rep2_ACCAAACAGAGAGCCT-1 Maternal 
rep2_ACCAAACGTATGCAAA-1 Autologous 
rep2_ACCAAACGTCCTCATC-1 Autologous 
rep2_ACCAAACGTGGTCCGT-1 Autologous 
rep2_ACCAAACGTTGTCATG-1 Autologous 
rep2_ACCAAACTCCTCAGAA-1 Autologous 
rep2_ACCAACAAGACATCCT-1 Autologous 
rep2_ACCAACAAGAGCAACC-1 Autologous 
rep2_ACCAACAAGGCAGTCA-1 Autologous 
rep2_ACCAACAAGTAAATGC-1 Autologous 
rep2_ACCAACACAAATGCTC-1 Autologous 
rep2_ACCAACACACTCTCGT-1 Maternal 
rep2_ACCAACACATGAGGGT-1 Maternal 
rep2_ACCAACAGTCGCAACC-1 Maternal 
rep2_ACCAACAGTTCCACAA-1 Maternal 
rep2_ACCAACATCCGTACGG-1 Maternal 
rep2_ACCAACATCGACATTG-1 Autologous 
rep2_ACCAACATCTCTTCAA-1 Maternal 
rep2_ACCACAAAGAGTGAAG-1 Autologous 
rep2_ACCACAAAGTTGAAAC-1 Maternal 
rep2_ACCACAACACTAACGT-1 Autologous 
rep2_ACCACAACAGTAGGAC-1 Maternal 
rep2_ACCACAAGTTTCCCAC-1 Autologous 
rep2_ACCACAATCGCTGCGA-1 Autologous 
rep2_ACCACAATCGCTGTTC-1 Autologous 
rep2_ACCACAATCTCTTCAA-1 Autologous 
rep2_ACCATTTCACTACCCT-1 Autologous 



rep2_ACCATTTCAGATTTCG-1 Autologous 
rep2_ACCATTTCAGCTGTTA-1 Maternal 
rep2_ACCATTTTCAAGCCGC-1 Maternal 
rep2_ACCATTTTCTTGCGCT-1 Autologous 
rep2_ACCCAAAAGACGGATC-1 Autologous 
rep2_ACCCAAAAGCCTTTGA-1 Autologous 
rep2_ACCCAAAAGTCAATCC-1 Autologous 
rep2_ACCCAAACACGGCACT-1 Autologous 
rep2_ACCCAAACAGGATGAC-1 Autologous 
rep2_ACCCAAACATTGTCGA-1 Autologous 
rep2_ACCCAAAGTCAGTTTG-1 Maternal 
rep2_ACCCAAAGTCGGCACT-1 Autologous 
rep2_ACCCAAATCAGTCTTT-1 Autologous 
rep2_ACCCAAATCAGTGGGA-1 Autologous 
rep2_ACCCAAATCATTTGTC-1 Autologous 
rep2_ACCCAAATCCTTTGAT-1 Autologous 
rep2_ACCCTCAAGATAGTGT-1 Maternal 
rep2_ACCCTCAAGGCAGGGA-1 Autologous 
rep2_ACCCTCACACCGTGCA-1 Autologous 
rep2_ACCCTCACAGCAGACA-1 Autologous 
rep2_ACCCTCACATAAGATG-1 Autologous 
rep2_ACCCTCAGTACTGCGC-1 Autologous 
rep2_ACCCTCAGTAGCGAGT-1 Autologous 
rep2_ACCCTCAGTCCGGCAT-1 Autologous 
rep2_ACCCTCATCTAGACAC-1 Autologous 
rep2_ACCCTCATCTTCCCGA-1 Autologous 
rep2_ACCCTTGCAGGCTATT-1 Autologous 
rep2_ACCCTTGCAGGGATAC-1 Autologous 
rep2_ACCCTTGCATGGTGGA-1 Maternal 
rep2_ACCCTTGTCATCTGTT-1 Autologous 
rep2_ACCCTTGTCGGAGATG-1 Autologous 
rep2_ACCCTTGTCTGTCAGA-1 Autologous 
rep2_ACCCTTGTCTTACCAT-1 Autologous 
rep2_ACCGTTCAGCGCTGAA-1 Autologous 
rep2_ACCGTTCCACCAGCGT-1 Autologous 
rep2_ACCGTTCCATCGGATT-1 Autologous 
rep2_ACCGTTCGTCCGCAGT-1 Autologous 
rep2_ACCGTTCGTGACACGA-1 Autologous 
rep2_ACCGTTCGTTTACACG-1 Autologous 
rep2_ACCGTTCTCACTTATC-1 Maternal 
rep2_ACCGTTCTCCAAGCCG-1 Maternal 
rep2_ACCGTTCTCCACTGAA-1 Maternal 
rep2_ACCTACCAGAAGGGAT-1 Autologous 
rep2_ACCTACCCACAAAGTA-1 Autologous 



rep2_ACCTACCCAGCTGAGA-1 Autologous 
rep2_ACCTACCGTCAAAGCG-1 Maternal 
rep2_ACCTACCGTGATGGCA-1 Autologous 
rep2_ACCTACCTCGACTCCT-1 Maternal 
rep2_ACCTACCTCGAGCACC-1 Maternal 
rep2_ACCTACCTCGTTCCCA-1 Autologous 
rep2_ACCTGAAAGCCTATCA-1 Maternal 
rep2_ACCTGAAAGCTCACTA-1 Autologous 
rep2_ACCTGAAAGGGCGAGA-1 Autologous 
rep2_ACCTGAACAGCAATTC-1 Autologous 
rep2_ACCTGAATCAACACGT-1 Autologous 
rep2_ACCTGAATCAAGAAAC-1 Maternal 
rep2_ACCTGAATCAGCGCAC-1 Maternal 
rep2_ACCTGAATCCATCTGC-1 Maternal 
rep2_ACCTGAATCGTTCTGC-1 Maternal 
rep2_ACCTGAATCTCCTGCA-1 Autologous 
rep2_ACCTGTCAGACTACCT-1 Maternal 
rep2_ACCTGTCAGCCAAGCA-1 Maternal 
rep2_ACCTGTCAGGTCTGGA-1 Autologous 
rep2_ACCTGTCCACCCTATC-1 Autologous 
rep2_ACCTGTCTCCCTTTGG-1 Autologous 
rep2_ACCTGTCTCCTTCTGG-1 Autologous 
rep2_ACCTGTCTCGAGAAGC-1 Autologous 
rep2_ACGATCAAGACCATAA-1 Autologous 
rep2_ACGATCAAGGATGTTA-1 Autologous 
rep2_ACGATCAAGTGGGAAA-1 Autologous 
rep2_ACGATCACACTAGGTT-1 Autologous 
rep2_ACGATCACAGGGAATC-1 Autologous 
rep2_ACGATCACATGGACAG-1 Autologous 
rep2_ACGATCAGTGCCCGTA-1 Autologous 
rep2_ACGATCAGTTCACCGG-1 Autologous 
rep2_ACGATCATCCGCAGTG-1 Maternal 
rep2_ACGATCATCCTTCAGC-1 Autologous 
rep2_ACGATCATCTCCGCAT-1 Maternal 
rep2_ACGATGTAGAAGGTAG-1 Autologous 
rep2_ACGATGTAGCATAGGC-1 Autologous 
rep2_ACGATGTAGTACAGAT-1 Maternal 
rep2_ACGATGTCACGACTAT-1 Autologous 
rep2_ACGATGTCAGCTCATA-1 Autologous 
rep2_ACGATGTCATTGACAC-1 Autologous 
rep2_ACGATGTTCACCCTCA-1 Autologous 
rep2_ACGATGTTCCAAGCAT-1 Autologous 
rep2_ACGATGTTCCGGCAGT-1 Autologous 
rep2_ACGATGTTCGGTAACT-1 Maternal 



rep2_ACGATGTTCTACACTT-1 Autologous 
rep2_ACGCACGGTGATTGGG-1 Autologous 
rep2_ACGGAAGAGAAGTCAT-1 Autologous 
rep2_ACGGAAGCACGCGGTT-1 Autologous 
rep2_ACGGAAGGTAGTACGG-1 Autologous 
rep2_ACGGAAGGTATACCTG-1 Autologous 
rep2_ACGGAAGGTGTGGTCC-1 Maternal 
rep2_ACGGAAGTCGGTCTGG-1 Autologous 
rep2_ACGGGTCAGAAGCGAA-1 Autologous 
rep2_ACGGGTCAGAGTGAAG-1 Autologous 
rep2_ACGGGTCAGGTCCCGT-1 Autologous 
rep2_ACGGGTCAGTGCCCGT-1 Maternal 
rep2_ACGGGTCAGTGGATAT-1 Autologous 
rep2_ACGGGTCAGTGTACAA-1 Autologous 
rep2_ACGGGTCCAAGGTCGA-1 Autologous 
rep2_ACGGGTCCACTGGAAG-1 Maternal 
rep2_ACGGGTCCAGACCGCT-1 Autologous 
rep2_ACGGGTCGTCTTGGTA-1 Maternal 
rep2_ACGGGTCTCACTGTTT-1 Autologous 
rep2_ACGGGTCTCATTACCT-1 Autologous 
rep2_ACGGGTCTCCTGCCAT-1 Autologous 
rep2_ACGGGTCTCCTTGAAG-1 Autologous 
rep2_ACGGTCGAGCCGATCC-1 Maternal 
rep2_ACGGTCGAGCGCCTCA-1 Maternal 
rep2_ACGGTCGAGTCAGAGC-1 Autologous 
rep2_ACGGTCGCAACTCATG-1 Maternal 
rep2_ACGGTCGCATACTTTC-1 Autologous 
rep2_ACGGTCGCATGAGGGT-1 Autologous 
rep2_ACGGTCGGTAAGCGGT-1 Autologous 
rep2_ACGGTCGGTCATAACC-1 Maternal 
rep2_ACGGTCGGTGAGGATC-1 Maternal 
rep2_ACGGTCGTCCGAGCTG-1 Autologous 
rep2_ACGGTTAAGGGACAGG-1 Autologous 
rep2_ACGGTTACAAATTGGA-1 Autologous 
rep2_ACGGTTACATGACTAC-1 Autologous 
rep2_ACGGTTAGTCACTGAT-1 Maternal 
rep2_ACGGTTAGTCCTGTCT-1 Autologous 
rep2_ACGGTTAGTTGTGGAG-1 Autologous 
rep2_ACGGTTAGTTTGGGTT-1 Autologous 
rep2_ACGGTTATCACATACG-1 Autologous 
rep2_ACGGTTATCAGTCACA-1 Autologous 
rep2_ACGGTTATCAGTGTCA-1 Maternal 
rep2_ACGTAACAGCTTCGTA-1 Autologous 
rep2_ACGTAACAGGAACTAT-1 Autologous 



rep2_ACGTAACGTGCTCTTC-1 Autologous 
rep2_ACGTAACGTTAGAAAC-1 Autologous 
rep2_ACGTAACGTTGGTGTT-1 Autologous 
rep2_ACGTAACTCAAGCCTA-1 Autologous 
rep2_ACGTAACTCCTCTAAT-1 Autologous 
rep2_ACGTAACTCGACGAGA-1 Maternal 
rep2_ACGTAACTCTGGGAGA-1 Maternal 
rep2_ACGTACAAGAGCAGAA-1 Maternal 
rep2_ACGTACACAACACGAG-1 Autologous 
rep2_ACGTACACACTCCTGT-1 Maternal 
rep2_ACGTACACACTGTTCC-1 Maternal 
rep2_ACGTACAGTCATACCA-1 Maternal 
rep2_ACGTACAGTTTACTGG-1 Autologous 
rep2_ACGTAGTAGCAGGTCA-1 Autologous 
rep2_ACGTAGTAGCGCGTTC-1 Maternal 
rep2_ACGTAGTCACTCCCTA-1 Autologous 
rep2_ACGTAGTCATGAAAGT-1 Autologous 
rep2_ACGTAGTTCGTGTGAT-1 Maternal 
rep2_ACGTAGTTCTAAGAAG-1 Autologous 
rep2_ACGTCCTAGAAATTCG-1 Autologous 
rep2_ACGTCCTAGGGACAGG-1 Autologous 
rep2_ACGTCCTCAGATCCTA-1 Maternal 
rep2_ACGTCCTCATTCGATG-1 Autologous 
rep2_ACGTCCTGTGATACAA-1 Autologous 
rep2_ACGTCCTTCCGCACTT-1 Maternal 
rep2_ACGTCCTTCGAGTACT-1 Autologous 
rep2_ACGTCCTTCGATACAC-1 Autologous 
rep2_ACGTCCTTCGATTGAC-1 Maternal 
rep2_ACGTCCTTCTACGCAA-1 Maternal 
rep2_ACGTTCCAGTGCAGGT-1 Autologous 
rep2_ACGTTCCCAATCGCAT-1 Autologous 
rep2_ACGTTCCCACGATTCA-1 Autologous 
rep2_ACGTTCCCACTCCGGA-1 Maternal 
rep2_ACGTTCCCACTGGAAG-1 Autologous 
rep2_ACGTTCCCATATCTGG-1 Maternal 
rep2_ACGTTCCCATGATAGA-1 Autologous 
rep2_ACGTTCCGTGATAGTA-1 Maternal 
rep2_ACGTTCCGTTTGAACC-1 Autologous 
rep2_ACGTTCCTCACCTTGC-1 Maternal 
rep2_ACTACGAAGTCGAGGT-1 Autologous 
rep2_ACTACGAAGTGCACCC-1 Maternal 
rep2_ACTACGAAGTGTAGAT-1 Autologous 
rep2_ACTACGACACGTCGTG-1 Autologous 
rep2_ACTACGAGTACCTTCC-1 Autologous 



rep2_ACTACGAGTCCAGGTC-1 Autologous 
rep2_ACTACGAGTCTTGGTA-1 Autologous 
rep2_ACTACGATCATCGCTC-1 Maternal 
rep2_ACTACGATCCGAGGCT-1 Maternal 
rep2_ACTATCTAGATGGGCT-1 Maternal 
rep2_ACTATCTAGCGACTTT-1 Autologous 
rep2_ACTATCTAGCTGCCAC-1 Maternal 
rep2_ACTATCTCACTCCGAG-1 Maternal 
rep2_ACTATCTGTAACTAAG-1 Maternal 
rep2_ACTATCTTCAGCTTCC-1 Autologous 
rep2_ACTATCTTCATGAGGG-1 Maternal 
rep2_ACTATCTTCTAGGCCG-1 Autologous 
rep2_ACTATGGAGCCAGTAG-1 Maternal 
rep2_ACTATGGCAAGTATAG-1 Maternal 
rep2_ACTATGGGTAGAGATT-1 Autologous 
rep2_ACTATGGGTCACAATC-1 Autologous 
rep2_ACTATGGGTGCCCGTA-1 Maternal 
rep2_ACTATGGGTTAGGCTT-1 Autologous 
rep2_ACTATGGGTTGTGGCC-1 Autologous 
rep2_ACTATGGTCAGCATTG-1 Maternal 
rep2_ACTATGGTCATCAGTG-1 Autologous 
rep2_ACTATGGTCCAAAGGG-1 Maternal 
rep2_ACTATGGTCCACAGCG-1 Autologous 
rep2_ACTATGGTCTCGAGTA-1 Autologous 
rep2_ACTATGGTCTTGCGCT-1 Autologous 
rep2_ACTATTCAGACATCCT-1 Autologous 
rep2_ACTATTCAGCACCTGC-1 Autologous 
rep2_ACTATTCCAACGAGGT-1 Maternal 
rep2_ACTATTCCATAAGCAA-1 Autologous 
rep2_ACTATTCGTAGACGGT-1 Autologous 
rep2_ACTATTCGTAGTCGTT-1 Autologous 
rep2_ACTATTCGTCGTACAT-1 Maternal 
rep2_ACTATTCTCGTGCAGC-1 Autologous 
rep2_ACTCCCACACTTACAG-1 Autologous 
rep2_ACTCCCAGTCTTGGTA-1 Autologous 
rep2_ACTCCCAGTGGGACAT-1 Maternal 
rep2_ACTCCCATCAGCACCG-1 Maternal 
rep2_ACTCCCATCCGAGTGC-1 Autologous 
rep2_ACTCCCATCTCCTGCA-1 Autologous 
rep2_ACTCTCGCAGCGAGTA-1 Autologous 
rep2_ACTCTCGCAGTGAGCA-1 Autologous 
rep2_ACTCTCGCATGTGCCG-1 Autologous 
rep2_ACTCTCGCATTGGATC-1 Autologous 
rep2_ACTCTCGGTCAGACTT-1 Maternal 



rep2_ACTCTCGGTCGAACAG-1 Autologous 
rep2_ACTCTCGGTGAATGTA-1 Maternal 
rep2_ACTCTCGGTGTCATGT-1 Autologous 
rep2_ACTGATGAGAGAGGTA-1 Autologous 
rep2_ACTGATGAGGTAATCA-1 Autologous 
rep2_ACTGATGAGTAAGCAT-1 Maternal 
rep2_ACTGATGCAAAGTGTA-1 Autologous 
rep2_ACTGATGCAAGCCTGC-1 Maternal 
rep2_ACTGATGCACACAGAG-1 Autologous 
rep2_ACTGATGCACAGAAGC-1 Autologous 
rep2_ACTGATGCACATCCCT-1 Maternal 
rep2_ACTGATGCACTTTATC-1 Maternal 
rep2_ACTGATGGTCTTGCGG-1 Autologous 
rep2_ACTGATGTCCTACCGT-1 Autologous 
rep2_ACTGATGTCGGAGATG-1 Autologous 
rep2_ACTGATGTCGTCGATA-1 Maternal 
rep2_ACTGCAAAGAGGTGCT-1 Autologous 
rep2_ACTGCAAGTACTAGCT-1 Autologous 
rep2_ACTGCAAGTCATCCCT-1 Maternal 
rep2_ACTGCAAGTGCGTGCT-1 Autologous 
rep2_ACTGCAATCGCTTTAT-1 Autologous 
rep2_ACTGTCCAGAATAGTC-1 Autologous 
rep2_ACTGTCCAGGCGAAGG-1 Autologous 
rep2_ACTGTCCCAAGAGGCT-1 Maternal 
rep2_ACTGTCCGTCATCACA-1 Maternal 
rep2_ACTGTGACAGAAGCGT-1 Autologous 
rep2_ACTGTGACATTGACTG-1 Maternal 
rep2_ACTGTGAGTATTGCCA-1 Maternal 
rep2_ACTGTGAGTCCACATA-1 Autologous 
rep2_ACTGTGAGTCCAGAAG-1 Autologous 
rep2_ACTGTGAGTTCGAAGG-1 Maternal 
rep2_ACTGTGAGTTGGGACA-1 Autologous 
rep2_ACTGTGATCTGTAACG-1 Maternal 
rep2_ACTTAGGAGCTAGTTC-1 Maternal 
rep2_ACTTAGGCAAGTGTCT-1 Autologous 
rep2_ACTTAGGCAGCCGTCA-1 Autologous 
rep2_ACTTAGGCAGGACTAG-1 Maternal 
rep2_ACTTAGGGTGCAGTGA-1 Autologous 
rep2_ACTTAGGGTTCTCCCA-1 Autologous 
rep2_ACTTAGGTCAAGGACG-1 Autologous 
rep2_ACTTAGGTCGACCTAA-1 Autologous 
rep2_ACTTATCAGTCGGCCT-1 Maternal 
rep2_ACTTATCCAAGTATAG-1 Autologous 
rep2_ACTTATCCACTGCACG-1 Autologous 



rep2_ACTTATCCAGAGTTGG-1 Autologous 
rep2_ACTTATCCATCATTTC-1 Autologous 
rep2_ACTTATCTCCGATCTC-1 Autologous 
rep2_ACTTATCTCGACGTCG-1 Autologous 
rep2_ACTTATCTCGTGAGAG-1 Autologous 
rep2_ACTTATCTCTCACTCG-1 Autologous 
rep2_ACTTATCTCTCATTAC-1 Maternal 
rep2_ACTTATCTCTCGGGAC-1 Maternal 
rep2_ACTTCCGAGCTGAAAT-1 Autologous 
rep2_ACTTCCGCAAGCGAAC-1 Autologous 
rep2_ACTTCCGCAGAAGCGT-1 Maternal 
rep2_ACTTCCGGTTCGTTCC-1 Maternal 
rep2_ACTTCCGTCCATCGTC-1 Maternal 
rep2_ACTTCCGTCGACCATA-1 Autologous 
rep2_ACTTCCGTCGGCCCAA-1 Maternal 
rep2_ACTTCCGTCTCCGTGT-1 Autologous 
rep2_ACTTCGCCAAGGAGTC-1 Autologous 
rep2_ACTTCGCCACGTCTCT-1 Maternal 
rep2_ACTTCGCCATGGAACG-1 Maternal 
rep2_ACTTCGCTCGGCGATC-1 Maternal 
rep2_ACTTTCAAGAAACTGT-1 Autologous 
rep2_ACTTTCAAGACCTCAT-1 Autologous 
rep2_ACTTTCAAGCAAATGT-1 Autologous 
rep2_ACTTTCAAGCGGGTAT-1 Autologous 
rep2_ACTTTCAAGTCTGCAT-1 Autologous 
rep2_ACTTTCACAACACACT-1 Autologous 
rep2_ACTTTCAGTACTCAAC-1 Autologous 
rep2_ACTTTCAGTCAGTTTG-1 Autologous 
rep2_ACTTTCAGTGGCAGAT-1 Autologous 
rep2_ACTTTCATCAATCGGT-1 Autologous 
rep2_ACTTTCATCTTAGGAC-1 Autologous 
rep2_ACTTTGTAGAGCAGTC-1 Autologous 
rep2_ACTTTGTAGCCAAGCA-1 Autologous 
rep2_ACTTTGTCAACACTAC-1 Autologous 
rep2_ACTTTGTCAACAGCTT-1 Autologous 
rep2_ACTTTGTCAAGATCCT-1 Autologous 
rep2_ACTTTGTCACGGTGCT-1 Autologous 
rep2_ACTTTGTGTCCCACGA-1 Autologous 
rep2_ACTTTGTTCAAGGAGC-1 Autologous 
rep2_ACTTTGTTCCCGTAAA-1 Autologous 
rep2_ACTTTGTTCTATCACT-1 Maternal 
rep2_ACTTTGTTCTCAGTCC-1 Maternal 
rep2_AGAAATGAGACCATTC-1 Maternal 
rep2_AGAAATGAGCCATTGT-1 Autologous 



rep2_AGAAATGCAAAGAACT-1 Maternal 
rep2_AGAAATGCAATGTTGC-1 Autologous 
rep2_AGAAATGGTCAGCTTA-1 Maternal 
rep2_AGAAATGGTTCGGCTG-1 Maternal 
rep2_AGAAATGTCGGCGATC-1 Autologous 
rep2_AGAACAAAGAACTTCC-1 Maternal 
rep2_AGAACAAAGCGTCTGC-1 Maternal 
rep2_AGAACAAGTAGGTCAG-1 Autologous 
rep2_AGAACAAGTCCTTTGC-1 Autologous 
rep2_AGAACCTAGAGCAGTC-1 Autologous 
rep2_AGAACCTAGCTCTTCC-1 Autologous 
rep2_AGAACCTAGTCCGCGT-1 Autologous 
rep2_AGAACCTAGTCTTGGT-1 Maternal 
rep2_AGAACCTCACGGGTAA-1 Autologous 
rep2_AGAACCTCACTTGAGT-1 Autologous 
rep2_AGAACCTGTACCGCGT-1 Maternal 
rep2_AGAACCTGTAGAAACT-1 Autologous 
rep2_AGAACCTTCCCGTTCA-1 Autologous 
rep2_AGAACCTTCGCCTTTG-1 Autologous 
rep2_AGAAGCGAGTATTAGG-1 Autologous 
rep2_AGAAGCGCAAGGCCTC-1 Autologous 
rep2_AGAAGCGCACGACGAA-1 Maternal 
rep2_AGAAGCGCAGTGAGCA-1 Maternal 
rep2_AGAAGCGCATACAGGG-1 Autologous 
rep2_AGAAGCGCATACCGTA-1 Autologous 
rep2_AGAAGCGGTACTAACC-1 Autologous 
rep2_AGAAGCGGTGTATTCG-1 Maternal 
rep2_AGAAGCGTCAGATGCT-1 Maternal 
rep2_AGAAGCGTCCAGCACG-1 Autologous 
rep2_AGAAGTAAGAATGTTG-1 Maternal 
rep2_AGAAGTAAGAGTCGAC-1 Maternal 
rep2_AGAAGTAAGGCTTTCA-1 Autologous 
rep2_AGAAGTAAGTGATGGC-1 Maternal 
rep2_AGAAGTAGTGAGGAAA-1 Autologous 
rep2_AGAAGTAGTTCTTAGG-1 Autologous 
rep2_AGAAGTAGTTTGGCTA-1 Autologous 
rep2_AGAAGTATCAACGAGG-1 Autologous 
rep2_AGAAGTATCTCAACGA-1 Autologous 
rep2_AGACAAAAGATACCAA-1 Autologous 
rep2_AGACAAAAGCGCAATG-1 Maternal 
rep2_AGACAAAAGTAGCAAT-1 Autologous 
rep2_AGACAAACAAATGAGT-1 Autologous 
rep2_AGACAAACAACAAAGT-1 Autologous 
rep2_AGACAAACATTCGGGC-1 Autologous 



rep2_AGACAAAGTGCCTTCT-1 Autologous 
rep2_AGACAAAGTGGACTGA-1 Maternal 
rep2_AGACAAAGTTACTCAG-1 Maternal 
rep2_AGACAAATCACAAGGG-1 Autologous 
rep2_AGACAAATCCACCCTA-1 Autologous 
rep2_AGACAAATCTATCCAT-1 Autologous 
rep2_AGACACTAGACATAGT-1 Maternal 
rep2_AGACACTAGATACCAA-1 Autologous 
rep2_AGACACTAGGTTACAA-1 Autologous 
rep2_AGACACTAGTACCGGA-1 Autologous 
rep2_AGACACTCAGAGTTCT-1 Autologous 
rep2_AGACACTGTCACTCAA-1 Maternal 
rep2_AGACACTGTCACTTCC-1 Autologous 
rep2_AGACACTGTGACGCCT-1 Autologous 
rep2_AGACACTTCCATAGGT-1 Maternal 
rep2_AGACACTTCGCAGATT-1 Autologous 
rep2_AGACACTTCGTCCTCA-1 Autologous 
rep2_AGACACTTCTCACTCG-1 Maternal 
rep2_AGACAGGAGGCCTGAA-1 Autologous 
rep2_AGACAGGAGGGTGAAA-1 Maternal 
rep2_AGACAGGAGGTCGTCC-1 Autologous 
rep2_AGACAGGCACTGTTCC-1 Autologous 
rep2_AGACAGGCAGACGCTC-1 Autologous 
rep2_AGACAGGCAGCGACCT-1 Autologous 
rep2_AGACAGGGTCACCTTC-1 Autologous 
rep2_AGACAGGGTTGAAGTA-1 Autologous 
rep2_AGACAGGGTTGGGCCT-1 Autologous 
rep2_AGACAGGTCACAGAGG-1 Autologous 
rep2_AGACAGGTCCACGTAA-1 Autologous 
rep2_AGACAGGTCCGTGGCA-1 Maternal 
rep2_AGACAGGTCTCGAGTA-1 Autologous 
rep2_AGACAGGTCTTGGTCC-1 Autologous 
rep2_AGACCATAGATTGTGA-1 Autologous 
rep2_AGACCATAGCTAGTTC-1 Autologous 
rep2_AGACCATCACAAGCAG-1 Maternal 
rep2_AGACCATCACGACGAA-1 Maternal 
rep2_AGACCATGTGACAACG-1 Autologous 
rep2_AGACCATGTGGCCCAT-1 Maternal 
rep2_AGACCATGTGGGTATG-1 Maternal 
rep2_AGACCATTCCACATAG-1 Autologous 
rep2_AGACCCGAGACAGCGT-1 Autologous 
rep2_AGACCCGAGTATGGAT-1 Maternal 
rep2_AGACCCGCACGCTGTG-1 Autologous 
rep2_AGACCCGCAGGTTCAT-1 Maternal 



rep2_AGACCCGGTAGATGTA-1 Maternal 
rep2_AGACTCAAGACAGCGT-1 Autologous 
rep2_AGACTCAAGCAACTCT-1 Autologous 
rep2_AGACTCAAGGTTCTAC-1 Autologous 
rep2_AGACTCACACAAAGCG-1 Autologous 
rep2_AGACTCACACAAATGA-1 Maternal 
rep2_AGACTCACATATCGGT-1 Autologous 
rep2_AGACTCAGTCGAAACG-1 Autologous 
rep2_AGACTCATCGTGAGAG-1 Autologous 
rep2_AGACTCATCTGTTGGA-1 Autologous 
rep2_AGAGAATAGATCGGTG-1 Autologous 
rep2_AGAGAATAGCCTCCAG-1 Maternal 
rep2_AGAGAATAGTCTCTGA-1 Autologous 
rep2_AGAGAATCACACCGAC-1 Autologous 
rep2_AGAGAATCACGTACTA-1 Autologous 
rep2_AGAGAATCAGTCGGTC-1 Autologous 
rep2_AGAGAATTCCACACCT-1 Maternal 
rep2_AGAGAATTCTTGGTCC-1 Autologous 
rep2_AGAGAGCAGAAATTGC-1 Maternal 
rep2_AGAGAGCCAAGGCCTC-1 Maternal 
rep2_AGAGAGCGTAGATCGG-1 Maternal 
rep2_AGAGAGCGTGGATCGA-1 Maternal 
rep2_AGAGAGCGTTCAAGGG-1 Autologous 
rep2_AGAGAGCTCACGGGCT-1 Autologous 
rep2_AGAGAGCTCCCTCAAC-1 Autologous 
rep2_AGAGCAGAGAAACCCG-1 Autologous 
rep2_AGAGCAGAGGTCTTTG-1 Autologous 
rep2_AGAGCAGTCATTCGGA-1 Autologous 
rep2_AGAGCAGTCCAAGAGG-1 Maternal 
rep2_AGAGCAGTCGAGTACT-1 Autologous 
rep2_AGAGCAGTCGAGTCTA-1 Maternal 
rep2_AGAGCCCAGCCTAACT-1 Autologous 
rep2_AGAGCCCAGGCTGGAT-1 Autologous 
rep2_AGAGCCCAGGTCCAGA-1 Autologous 
rep2_AGAGCCCCAAGCGCTC-1 Autologous 
rep2_AGATAGACAATTCACG-1 Maternal 
rep2_AGATAGACACTGGACC-1 Autologous 
rep2_AGATAGAGTCTGATAC-1 Maternal 
rep2_AGATAGAGTTGTCTAG-1 Autologous 
rep2_AGATAGATCAGACCGC-1 Maternal 
rep2_AGATAGATCAGGTAAA-1 Autologous 
rep2_AGATAGATCGGAATGG-1 Maternal 
rep2_AGATCCAAGCCTCTTC-1 Maternal 
rep2_AGATCCAAGTTTGCTG-1 Autologous 



rep2_AGATCCAGTGACTCTA-1 Maternal 
rep2_AGATCCAGTGCATTAC-1 Autologous 
rep2_AGATCCAGTGGCAACA-1 Autologous 
rep2_AGATCCATCGCTCCTA-1 Autologous 
rep2_AGATCCATCGGTAACT-1 Autologous 
rep2_AGATCCATCTGCATGA-1 Maternal 
rep2_AGATCGTAGAGTCCGA-1 Autologous 
rep2_AGATCGTAGCCTGGAA-1 Maternal 
rep2_AGATCGTAGGAGGCAG-1 Autologous 
rep2_AGATCGTAGTCCCAAT-1 Autologous 
rep2_AGATCGTAGTGTTGTC-1 Autologous 
rep2_AGATCGTCACTTGAAC-1 Autologous 
rep2_AGATCGTCAGTCTCTC-1 Autologous 
rep2_AGATCGTGTCCGTACG-1 Maternal 
rep2_AGATCGTGTCTGTGGC-1 Autologous 
rep2_AGATCGTGTGGTCTAT-1 Autologous 
rep2_AGATCGTTCACTTGGA-1 Maternal 
rep2_AGATCGTTCCCGAATA-1 Autologous 
rep2_AGATCGTTCTCACGAA-1 Maternal 
rep2_AGATCGTTCTTTACAC-1 Maternal 
rep2_AGATGAAAGCACCGAA-1 Autologous 
rep2_AGATGAACACTCCGAG-1 Maternal 
rep2_AGATGAACAGCGTTGC-1 Maternal 
rep2_AGATGAAGTCACTAGT-1 Autologous 
rep2_AGATGAATCGATTGGT-1 Maternal 
rep2_AGATGAATCTAATTCC-1 Autologous 
rep2_AGATGCTAGCGACTAG-1 Autologous 
rep2_AGATGCTAGCTCACTA-1 Maternal 
rep2_AGATGCTAGGGCAGAG-1 Autologous 
rep2_AGATGCTCACCAGCTG-1 Maternal 
rep2_AGATGCTCACTACCGG-1 Autologous 
rep2_AGATGCTCAGAGCCCT-1 Autologous 
rep2_AGATGCTCAGTTCTAG-1 Maternal 
rep2_AGATGCTCATCACGGC-1 Autologous 
rep2_AGATGCTGTACAGTAA-1 Autologous 
rep2_AGATGCTTCACCACAA-1 Autologous 
rep2_AGATGCTTCCGCTAGG-1 Autologous 
rep2_AGCATCAAGCGCAATG-1 Autologous 
rep2_AGCATCAAGTCGAAAT-1 Maternal 
rep2_AGCATCAAGTCTGGAG-1 Autologous 
rep2_AGCATCACACAACCGC-1 Autologous 
rep2_AGCATCATCAGTCAGT-1 Autologous 
rep2_AGCATCATCCCTCTCC-1 Autologous 
rep2_AGCCAATAGAAGTCAT-1 Autologous 



rep2_AGCCAATAGGTTCAGG-1 Autologous 
rep2_AGCCAATAGTCAACAA-1 Autologous 
rep2_AGCCAATGTAGGAGTC-1 Autologous 
rep2_AGCCAATGTGTTCATG-1 Autologous 
rep2_AGCCAATGTTCTCCAC-1 Autologous 
rep2_AGCCAATGTTGCCAAT-1 Maternal 
rep2_AGCCAATTCAGCGCGT-1 Autologous 
rep2_AGCCAATTCATGGAGG-1 Autologous 
rep2_AGCCAATTCGAAGCAG-1 Autologous 
rep2_AGCCAATTCGGTTCAA-1 Autologous 
rep2_AGCCACGAGTGCACAG-1 Autologous 
rep2_AGCCACGCAGATTAAG-1 Maternal 
rep2_AGCCACGCAGTGTACT-1 Maternal 
rep2_AGCCACGCATTAAGCC-1 Autologous 
rep2_AGCCACGGTAAGGTCG-1 Autologous 
rep2_AGCCACGTCGCCATAA-1 Autologous 
rep2_AGCCACGTCGTCTAAG-1 Autologous 
rep2_AGCCAGCAGCCGTCGT-1 Autologous 
rep2_AGCCAGCCAAATCAAG-1 Autologous 
rep2_AGCCAGCCACTGCGAC-1 Autologous 
rep2_AGCCAGCGTGAGCAGT-1 Autologous 
rep2_AGCCAGCGTTGGGTTT-1 Autologous 
rep2_AGCCAGCTCTACGGTA-1 Maternal 
rep2_AGCCAGCTCTACTGCC-1 Maternal 
rep2_AGCCAGCTCTGGCTGG-1 Maternal 
rep2_AGCGATTAGAGGGTAA-1 Autologous 
rep2_AGCGATTAGATAGGGA-1 Maternal 
rep2_AGCGATTCAACCGTAT-1 Autologous 
rep2_AGCGATTCAATTCACG-1 Autologous 
rep2_AGCGATTCAGAGTTGG-1 Autologous 
rep2_AGCGATTCATGGGAAC-1 Maternal 
rep2_AGCGATTTCGATAACC-1 Autologous 
rep2_AGCGATTTCGTTCTAT-1 Autologous 
rep2_AGCGCCAAGCGTGCTC-1 Maternal 
rep2_AGCGCCAAGGGCGAGA-1 Autologous 
rep2_AGCGCCAAGTTACGTC-1 Maternal 
rep2_AGCGCCACAAAGGCTG-1 Autologous 
rep2_AGCGCCAGTACTCCCT-1 Autologous 
rep2_AGCGCCAGTGAGCAGT-1 Maternal 
rep2_AGCGCCAGTGTTGATC-1 Autologous 
rep2_AGCGCCAGTTATCTTC-1 Autologous 
rep2_AGCGCCATCACCTACC-1 Autologous 
rep2_AGCGCCATCAGTGATC-1 Autologous 
rep2_AGCGCCATCCATCTAT-1 Maternal 



rep2_AGCGCCATCGTGCACG-1 Maternal 
rep2_AGCGCTGCAGCAGGAT-1 Maternal 
rep2_AGCGCTGCATTGAAGA-1 Autologous 
rep2_AGCGCTGGTCGTTGCG-1 Maternal 
rep2_AGCGTATAGGAACGTC-1 Autologous 
rep2_AGCGTATAGGTTCTTG-1 Autologous 
rep2_AGCGTATCATCCTAAG-1 Autologous 
rep2_AGCGTATGTGATACTC-1 Autologous 
rep2_AGCGTATGTGCGGCTT-1 Maternal 
rep2_AGCGTATTCTCGCTTG-1 Maternal 
rep2_AGCGTATTCTGTCCCA-1 Autologous 
rep2_AGCGTCGAGGTCCGAA-1 Autologous 
rep2_AGCGTCGCAAGAGAGA-1 Autologous 
rep2_AGCGTCGCACGCTGCA-1 Maternal 
rep2_AGCGTCGGTCTTTATC-1 Autologous 
rep2_AGCTACAAGCGGATCA-1 Autologous 
rep2_AGCTACAAGGCGAACT-1 Autologous 
rep2_AGCTACACAGGTTTAC-1 Autologous 
rep2_AGCTACATCACTGGGC-1 Autologous 
rep2_AGCTACATCGCATTGA-1 Maternal 
rep2_AGCTACATCGGTCTGG-1 Maternal 
rep2_AGCTCAAAGACAGCGT-1 Autologous 
rep2_AGCTCAAAGCATACTC-1 Autologous 
rep2_AGCTCAAAGCGACATG-1 Maternal 
rep2_AGCTCAAGTAAGATCA-1 Maternal 
rep2_AGCTCAAGTTAGTCGT-1 Autologous 
rep2_AGCTCAATCACCACAA-1 Autologous 
rep2_AGCTCAATCCGGCAAC-1 Autologous 
rep2_AGCTCAATCTTTCCGG-1 Maternal 
rep2_AGCTTCCAGTCTCGTA-1 Maternal 
rep2_AGCTTCCCACGGTGTC-1 Autologous 
rep2_AGCTTCCCACTTACAG-1 Maternal 
rep2_AGCTTCCGTTGCAAGG-1 Autologous 
rep2_AGCTTCCTCACGGGAA-1 Autologous 
rep2_AGCTTCCTCGCCAGTG-1 Autologous 
rep2_AGGAAATAGACTACCT-1 Autologous 
rep2_AGGAAATCATGAAGCG-1 Autologous 
rep2_AGGAAATGTCACTTAG-1 Maternal 
rep2_AGGAAATGTCGCACAC-1 Autologous 
rep2_AGGAAATGTTCCGCTT-1 Autologous 
rep2_AGGAAATGTTGCGGAA-1 Autologous 
rep2_AGGAAATTCACCATAG-1 Maternal 
rep2_AGGAAATTCAGACCCG-1 Autologous 
rep2_AGGAAATTCATCTATC-1 Maternal 



rep2_AGGAAATTCCAGTGCG-1 Autologous 
rep2_AGGAATAAGCTGACCC-1 Autologous 
rep2_AGGAATACAAATGATG-1 Autologous 
rep2_AGGAATACACAATGCT-1 Maternal 
rep2_AGGAATACATTCAGGT-1 Autologous 
rep2_AGGAATAGTCCGAAGA-1 Autologous 
rep2_AGGAATAGTTCAGTAC-1 Autologous 
rep2_AGGAATATCACCTCTG-1 Maternal 
rep2_AGGAATATCAGCCTTC-1 Maternal 
rep2_AGGAATATCCCGAATA-1 Autologous 
rep2_AGGAATATCCGAAGGA-1 Autologous 
rep2_AGGAATATCTCGCCTA-1 Maternal 
rep2_AGGACGAAGAGCCGAT-1 Autologous 
rep2_AGGACGAAGCGTTCCG-1 Autologous 
rep2_AGGACGAAGGTATCTC-1 Maternal 
rep2_AGGACGACAAAGCACG-1 Autologous 
rep2_AGGACGACAGCAGTCC-1 Maternal 
rep2_AGGACGACATAGGAGC-1 Autologous 
rep2_AGGACGAGTTGTTTGG-1 Autologous 
rep2_AGGACGATCCATCCGT-1 Autologous 
rep2_AGGACTTAGTATGCAA-1 Maternal 
rep2_AGGACTTAGTGTTCAC-1 Autologous 
rep2_AGGACTTCAGAACTTC-1 Autologous 
rep2_AGGACTTGTATAGGAT-1 Maternal 
rep2_AGGACTTGTCCCTGTT-1 Autologous 
rep2_AGGACTTTCAGCCCAG-1 Autologous 
rep2_AGGACTTTCATTACGG-1 Autologous 
rep2_AGGACTTTCTATACGG-1 Autologous 
rep2_AGGAGGTAGAAGCTGC-1 Autologous 
rep2_AGGAGGTAGAGTGAAG-1 Autologous 
rep2_AGGAGGTAGGTGATCG-1 Autologous 
rep2_AGGAGGTCACCCTTGT-1 Autologous 
rep2_AGGAGGTCACGACCTG-1 Maternal 
rep2_AGGAGGTCACGCACCA-1 Maternal 
rep2_AGGAGGTCACTAGGCC-1 Autologous 
rep2_AGGAGGTGTCAAGCGA-1 Autologous 
rep2_AGGAGGTGTTCGGCTG-1 Autologous 
rep2_AGGAGGTTCCGATGCG-1 Maternal 
rep2_AGGAGGTTCCGTTGGG-1 Autologous 
rep2_AGGATAAAGAGGTCGT-1 Maternal 
rep2_AGGATAAAGGATATGT-1 Maternal 
rep2_AGGATAAAGTGCCAGA-1 Autologous 
rep2_AGGATAACAAAGACTA-1 Autologous 
rep2_AGGATAACAAATACAG-1 Maternal 



rep2_AGGATAAGTAGGGAGG-1 Autologous 
rep2_AGGATAAGTATGAGGC-1 Maternal 
rep2_AGGATAAGTCTGTCCT-1 Autologous 
rep2_AGGATAAGTGCCTTCT-1 Autologous 
rep2_AGGATAATCAGTGTCA-1 Autologous 
rep2_AGGATCTCAAAGGCAC-1 Autologous 
rep2_AGGATCTCACAATTCG-1 Maternal 
rep2_AGGATCTCATCAGTCA-1 Autologous 
rep2_AGGATCTGTCACAGTT-1 Autologous 
rep2_AGGATCTGTGGACAGT-1 Autologous 
rep2_AGGATCTTCGTTCATT-1 Autologous 
rep2_AGGCATTAGCCAGTAG-1 Autologous 
rep2_AGGCATTAGCTAAATG-1 Maternal 
rep2_AGGCATTCAACCGATT-1 Autologous 
rep2_AGGCATTCACGGTGCT-1 Autologous 
rep2_AGGCATTCATACACCA-1 Autologous 
rep2_AGGCATTCATTGAAAG-1 Maternal 
rep2_AGGCATTGTCCAGCGT-1 Autologous 
rep2_AGGCATTGTCGGTAAG-1 Autologous 
rep2_AGGCATTGTGAGCAGT-1 Autologous 
rep2_AGGCATTTCAAGCGTT-1 Autologous 
rep2_AGGCCACAGAGACAAG-1 Autologous 
rep2_AGGCCACAGTAATACG-1 Autologous 
rep2_AGGCCACCAACAGATA-1 Autologous 
rep2_AGGCCACGTCATCCCT-1 Maternal 
rep2_AGGCCACGTGAAAGTT-1 Autologous 
rep2_AGGCCACGTGATAGTA-1 Maternal 
rep2_AGGCCACGTGCCTACG-1 Autologous 
rep2_AGGCCACGTTCGAGCC-1 Maternal 
rep2_AGGCTGCAGATGTTCC-1 Maternal 
rep2_AGGCTGCAGCGTATAA-1 Maternal 
rep2_AGGCTGCAGCTGTTCA-1 Autologous 
rep2_AGGCTGCCAACAAGTA-1 Maternal 
rep2_AGGCTGCCACTCACTC-1 Maternal 
rep2_AGGCTGCCAGCTCCTT-1 Autologous 
rep2_AGGCTGCCATGAAAGT-1 Autologous 
rep2_AGGCTGCGTAATACCC-1 Maternal 
rep2_AGGCTGCGTGGGATTG-1 Autologous 
rep2_AGGCTGCGTGGTCTCG-1 Autologous 
rep2_AGGCTGCTCCCATTTA-1 Maternal 
rep2_AGGCTGCTCCTCTCGA-1 Maternal 
rep2_AGGCTGCTCGCCAATA-1 Autologous 
rep2_AGGCTGCTCGCTTTAT-1 Autologous 
rep2_AGGGAGTAGAAGAACG-1 Autologous 



rep2_AGGGAGTCACTTGACA-1 Maternal 
rep2_AGGGAGTCAGCTACTA-1 Autologous 
rep2_AGGGAGTGTAACCAGG-1 Maternal 
rep2_AGGGAGTGTCACTCAA-1 Maternal 
rep2_AGGGAGTTCCCTCTAG-1 Autologous 
rep2_AGGGAGTTCGGCTGGT-1 Maternal 
rep2_AGGGAGTTCTAAGCGT-1 Maternal 
rep2_AGGGCCTAGACTCTAC-1 Maternal 
rep2_AGGGCCTAGTCTGGTT-1 Maternal 
rep2_AGGGCCTAGTGTACCT-1 Autologous 
rep2_AGGGCCTCAGTAGAGC-1 Maternal 
rep2_AGGGCCTCATACGCAT-1 Autologous 
rep2_AGGGCCTGTGATATAG-1 Maternal 
rep2_AGGGCCTTCGCGCCAA-1 Autologous 
rep2_AGGGCTCAGCCTCACG-1 Autologous 
rep2_AGGGCTCAGCCTTGAT-1 Autologous 
rep2_AGGGCTCAGCGCCTCA-1 Autologous 
rep2_AGGGCTCCAGACTGCC-1 Maternal 
rep2_AGGGCTCGTCAGGAGT-1 Maternal 
rep2_AGGGCTCTCATGGCCG-1 Autologous 
rep2_AGGGCTCTCGAAGAAT-1 Autologous 
rep2_AGGGCTCTCGACCCAG-1 Autologous 
rep2_AGGGCTCTCGCGTCGA-1 Autologous 
rep2_AGGGCTCTCGGCCCAA-1 Maternal 
rep2_AGGGCTCTCTTCTCAA-1 Maternal 
rep2_AGGGTCCGTCACTCAA-1 Autologous 
rep2_AGGGTCCGTGCGTTTA-1 Autologous 
rep2_AGGGTCCGTTGGGACA-1 Autologous 
rep2_AGGGTCCGTTGTGGAG-1 Autologous 
rep2_AGGGTCCGTTTGGGAG-1 Autologous 
rep2_AGGGTCCTCCTGTAAG-1 Maternal 
rep2_AGGGTCCTCTAGTGAC-1 Autologous 
rep2_AGGGTGAAGTGCGCTC-1 Maternal 
rep2_AGGGTGACACCAGCCA-1 Maternal 
rep2_AGGGTGAGTCCAAATC-1 Maternal 
rep2_AGGGTGAGTGCAATAA-1 Autologous 
rep2_AGGGTGAGTTCGGCTG-1 Autologous 
rep2_AGGGTTTAGCAACTTC-1 Maternal 
rep2_AGGGTTTCACCGTCGA-1 Autologous 
rep2_AGGGTTTCAGATCACT-1 Autologous 
rep2_AGGGTTTGTCACAGAG-1 Autologous 
rep2_AGGGTTTGTCATGCAT-1 Maternal 
rep2_AGGGTTTGTGCTGCAC-1 Autologous 
rep2_AGGGTTTTCGCACGAC-1 Maternal 



rep2_AGGTAGGAGCTCGTGC-1 Maternal 
rep2_AGGTAGGAGGTCGCCT-1 Autologous 
rep2_AGGTAGGAGGTGCCAA-1 Autologous 
rep2_AGGTAGGCAAGAGGCT-1 Maternal 
rep2_AGGTAGGCACCCGTAG-1 Maternal 
rep2_AGGTCATCAAATTAGG-1 Maternal 
rep2_AGGTCATCAACTCGTA-1 Maternal 
rep2_AGGTCATGTACAACGG-1 Maternal 
rep2_AGGTCATGTCCAACGC-1 Maternal 
rep2_AGGTCATTCATACGAC-1 Maternal 
rep2_AGGTCTAAGAAACACT-1 Maternal 
rep2_AGGTCTAAGTGCCAGA-1 Autologous 
rep2_AGGTCTACAATGACCT-1 Autologous 
rep2_AGGTCTACACACCTGG-1 Maternal 
rep2_AGGTCTACACCGTCTT-1 Maternal 
rep2_AGGTCTACACCTGATA-1 Maternal 
rep2_AGGTCTACAGCTGTCG-1 Autologous 
rep2_AGGTCTACATCGAAGG-1 Autologous 
rep2_AGGTCTAGTATTCCTT-1 Autologous 
rep2_AGGTCTAGTGCAATGG-1 Autologous 
rep2_AGGTCTAGTGGAAGTC-1 Autologous 
rep2_AGGTGTTAGCCGCACT-1 Maternal 
rep2_AGGTGTTAGTTTGGCT-1 Autologous 
rep2_AGGTGTTCAATTCTTC-1 Autologous 
rep2_AGGTGTTCACATAACC-1 Maternal 
rep2_AGGTGTTCAGCGTTGC-1 Maternal 
rep2_AGGTGTTCATTCATCT-1 Autologous 
rep2_AGGTGTTGTTACCGTA-1 Autologous 
rep2_AGGTGTTTCGAGAACG-1 Maternal 
rep2_AGGTTACAGAATCCCT-1 Maternal 
rep2_AGGTTACAGACGCATG-1 Autologous 
rep2_AGGTTACAGATGAAGG-1 Autologous 
rep2_AGGTTACCAAGAATAC-1 Maternal 
rep2_AGGTTACCATCAGCAT-1 Autologous 
rep2_AGGTTACGTTTCGATG-1 Autologous 
rep2_AGGTTACTCAGAGCAG-1 Autologous 
rep2_AGGTTACTCCTCAGAA-1 Autologous 
rep2_AGGTTGTCACCGTACG-1 Autologous 
rep2_AGGTTGTCATCGCTCT-1 Autologous 
rep2_AGGTTGTGTTGCTAGT-1 Autologous 
rep2_AGGTTGTTCCATTTGT-1 Autologous 
rep2_AGTAACCAGCATCAGG-1 Autologous 
rep2_AGTAACCAGGCAGGGA-1 Maternal 
rep2_AGTAACCAGGTACATA-1 Autologous 



rep2_AGTAACCAGTCACTAC-1 Autologous 
rep2_AGTAACCCAACGCCCA-1 Autologous 
rep2_AGTAACCGTGGTTTGT-1 Maternal 
rep2_AGTAACCTCAAGGACG-1 Autologous 
rep2_AGTAACCTCGATACAC-1 Autologous 
rep2_AGTAACCTCTGGTTGA-1 Autologous 
rep2_AGTACCAAGAACTGAT-1 Autologous 
rep2_AGTACCAAGGGATCGT-1 Maternal 
rep2_AGTACCAAGTTCATCG-1 Maternal 
rep2_AGTACCACACCTTCGT-1 Autologous 
rep2_AGTACCACAGGATGAC-1 Autologous 
rep2_AGTACCACATGAAAGT-1 Autologous 
rep2_AGTACCATCGTGGAAG-1 Autologous 
rep2_AGTACCATCTATTCGT-1 Autologous 
rep2_AGTACTGAGCTTAGTC-1 Autologous 
rep2_AGTACTGAGGTAAGGA-1 Autologous 
rep2_AGTACTGCAGAACTTC-1 Maternal 
rep2_AGTACTGCATCGGAGA-1 Maternal 
rep2_AGTACTGCATGTCAGT-1 Maternal 
rep2_AGTACTGGTATTAAGG-1 Autologous 
rep2_AGTACTGTCACCCTGT-1 Autologous 
rep2_AGTACTGTCATCGCAA-1 Autologous 
rep2_AGTACTGTCCCGTTCA-1 Maternal 
rep2_AGTACTGTCTTTCGAT-1 Autologous 
rep2_AGTAGCTAGGATTTGA-1 Autologous 
rep2_AGTAGCTAGGCCTGAA-1 Autologous 
rep2_AGTAGCTAGTAACGTA-1 Autologous 
rep2_AGTAGCTCAACTCGAT-1 Autologous 
rep2_AGTAGCTCAAGTGGCA-1 Autologous 
rep2_AGTAGCTCACGTTCGG-1 Maternal 
rep2_AGTAGCTCAGAACCGA-1 Maternal 
rep2_AGTAGCTCATCAGTCA-1 Maternal 
rep2_AGTAGCTGTTGCTCGG-1 Autologous 
rep2_AGTAGCTTCTTAGCTT-1 Autologous 
rep2_AGTAGTCAGACTTCCA-1 Autologous 
rep2_AGTAGTCAGCACACAG-1 Maternal 
rep2_AGTAGTCCATGTCTAG-1 Maternal 
rep2_AGTAGTCCATTGTCGA-1 Maternal 
rep2_AGTAGTCGTACCCGCA-1 Maternal 
rep2_AGTAGTCTCATTTCCA-1 Autologous 
rep2_AGTAGTCTCTCTCGCA-1 Autologous 
rep2_AGTCAACCACGTCATA-1 Autologous 
rep2_AGTCAACCATAACGGG-1 Autologous 
rep2_AGTCAACGTATGGAGC-1 Maternal 



rep2_AGTCAACGTTGACTAC-1 Autologous 
rep2_AGTCAACTCCGTCAAA-1 Maternal 
rep2_AGTCAACTCGCGCTGA-1 Maternal 
rep2_AGTCAACTCGCTTAAG-1 Autologous 
rep2_AGTCAACTCGGTAAGG-1 Autologous 
rep2_AGTCAACTCTCAGAAC-1 Autologous 
rep2_AGTCACAAGAGAACCC-1 Autologous 
rep2_AGTCACAAGGACACTG-1 Autologous 
rep2_AGTCACAAGGAGACCT-1 Autologous 
rep2_AGTCACAAGGATGGCT-1 Autologous 
rep2_AGTCACAGTACTCGTA-1 Autologous 
rep2_AGTCACAGTATCGCTA-1 Maternal 
rep2_AGTCACAGTTGTCAGT-1 Autologous 
rep2_AGTCACATCAGGACAG-1 Autologous 
rep2_AGTCACATCGCCAGAC-1 Autologous 
rep2_AGTCACATCGGCCCAA-1 Autologous 
rep2_AGTCACATCTAGCCTC-1 Maternal 
rep2_AGTCACATCTCGCGTT-1 Maternal 
rep2_AGTCATGAGAGGCGGA-1 Maternal 
rep2_AGTCATGCAAGAGTAT-1 Autologous 
rep2_AGTCATGTCAACTACG-1 Maternal 
rep2_AGTCATGTCCGCGGAT-1 Autologous 
rep2_AGTCTCCAGTACGTCT-1 Autologous 
rep2_AGTCTCCCATCAGTCA-1 Autologous 
rep2_AGTCTCCGTATAGCTC-1 Autologous 
rep2_AGTCTCCGTCTTACTT-1 Maternal 
rep2_AGTCTCCGTTTACGTG-1 Autologous 
rep2_AGTCTCCTCCATAGAC-1 Maternal 
rep2_AGTGACTAGAGGGTCT-1 Maternal 
rep2_AGTGACTAGGTACCTT-1 Autologous 
rep2_AGTGACTCAATTTCTC-1 Autologous 
rep2_AGTGACTCAGGAATAT-1 Maternal 
rep2_AGTGACTCAGGTCTCG-1 Maternal 
rep2_AGTGACTCAGGTTTAC-1 Autologous 
rep2_AGTGACTTCAGGAAGC-1 Maternal 
rep2_AGTGACTTCATACGAC-1 Maternal 
rep2_AGTGACTTCGTCACCT-1 Autologous 
rep2_AGTGACTTCTTGAGCA-1 Autologous 
rep2_AGTGATCAGAATCCCT-1 Autologous 
rep2_AGTGATCAGCCATATC-1 Autologous 
rep2_AGTGATCAGTAAATGC-1 Autologous 
rep2_AGTGATCCAGTGGCTC-1 Maternal 
rep2_AGTGATCCATGACTGT-1 Autologous 
rep2_AGTGATCGTAGAGTTA-1 Maternal 



rep2_AGTGATCGTCCTCCTA-1 Autologous 
rep2_AGTGATCGTCGAATGG-1 Maternal 
rep2_AGTGATCGTGTTCAGT-1 Maternal 
rep2_AGTGATCTCCATTGTT-1 Maternal 
rep2_AGTGATCTCGCCTAGG-1 Autologous 
rep2_AGTGCCGAGGTCGTAG-1 Autologous 
rep2_AGTGCCGGTCACGTGC-1 Autologous 
rep2_AGTGCCGGTGAACGGT-1 Autologous 
rep2_AGTGCCGGTGACTCTA-1 Autologous 
rep2_AGTGCCGGTGATACTC-1 Maternal 
rep2_AGTGCCGTCATGAGTC-1 Maternal 
rep2_AGTGCCGTCCGTACGG-1 Autologous 
rep2_AGTGCCGTCGACGAGA-1 Autologous 
rep2_AGTGCCGTCGGAAACG-1 Maternal 
rep2_AGTGCCGTCTAGCAAC-1 Autologous 
rep2_AGTGTTGAGACCTCAT-1 Autologous 
rep2_AGTGTTGAGATACAGT-1 Maternal 
rep2_AGTGTTGAGCTGCCAC-1 Autologous 
rep2_AGTGTTGAGTGATGGC-1 Maternal 
rep2_AGTGTTGCACGAAAGC-1 Autologous 
rep2_AGTGTTGCAGGAATAT-1 Autologous 
rep2_AGTGTTGGTCCACATA-1 Autologous 
rep2_AGTGTTGGTCCAGAAG-1 Autologous 
rep2_AGTGTTGTCCATCGTC-1 Maternal 
rep2_AGTGTTGTCCCGAATA-1 Autologous 
rep2_AGTGTTGTCGTGCAGC-1 Autologous 
rep2_AGTTAGCAGACCAACG-1 Autologous 
rep2_AGTTAGCAGCTACTAC-1 Autologous 
rep2_AGTTAGCAGTCCCAAT-1 Maternal 
rep2_AGTTAGCCAAGGGCAT-1 Autologous 
rep2_AGTTAGCCAATGGCAG-1 Maternal 
rep2_AGTTAGCCAGCCGTTG-1 Autologous 
rep2_AGTTAGCCATTGTAGC-1 Autologous 
rep2_AGTTAGCGTCTAGATC-1 Autologous 
rep2_AGTTAGCGTGCTCCGA-1 Maternal 
rep2_AGTTAGCGTTCGGCTG-1 Autologous 
rep2_AGTTAGCTCAGATTGC-1 Maternal 
rep2_AGTTCCCAGAGTTGAT-1 Autologous 
rep2_AGTTCCCCACTTCCTG-1 Autologous 
rep2_AGTTCCCGTGACCTGC-1 Autologous 
rep2_AGTTCCCTCGAACCAT-1 Maternal 
rep2_AGTTCCCTCTGGAGAG-1 Autologous 
rep2_AGTTCGAAGTAAAGCT-1 Autologous 
rep2_AGTTCGACATACAGGG-1 Autologous 



rep2_AGTTCGAGTATCGAAA-1 Autologous 
rep2_AGTTCGAGTGCAGTGA-1 Autologous 
rep2_AGTTCGATCCATATGG-1 Maternal 
rep2_ATACCGAAGCTAGTTC-1 Autologous 
rep2_ATACCGAAGTCAGAGC-1 Maternal 
rep2_ATACCGAAGTGGATTA-1 Autologous 
rep2_ATACCGACACTAGGCC-1 Autologous 
rep2_ATACCGAGTAATGCTC-1 Maternal 
rep2_ATACCGAGTACGTTCA-1 Maternal 
rep2_ATACCGAGTTCACCGG-1 Maternal 
rep2_ATACCGATCATCCCGT-1 Autologous 
rep2_ATACCGATCCGTGCGA-1 Autologous 
rep2_ATACCGATCGAGAGCA-1 Autologous 
rep2_ATACCTTAGAGGGTGG-1 Autologous 
rep2_ATACCTTAGGCTGAAC-1 Autologous 
rep2_ATACCTTCACCCATAA-1 Maternal 
rep2_ATACCTTCATGGAGAC-1 Autologous 
rep2_ATACCTTGTGGTCCGT-1 Autologous 
rep2_ATACTTCAGAATACAC-1 Autologous 
rep2_ATACTTCAGCTGTTCA-1 Autologous 
rep2_ATACTTCGTAAGTCAA-1 Maternal 
rep2_ATACTTCTCTACCAGA-1 Maternal 
rep2_ATAGACCCAAAGCGTG-1 Autologous 
rep2_ATAGACCCAACCGACC-1 Autologous 
rep2_ATAGACCCAGCTGTCG-1 Maternal 
rep2_ATAGACCGTACTCGAT-1 Maternal 
rep2_ATAGACCGTTGTATGC-1 Autologous 
rep2_ATAGACCTCCTCACTG-1 Autologous 
rep2_ATAGAGACATCGGAGA-1 Autologous 
rep2_ATAGAGAGTAGGTACG-1 Autologous 
rep2_ATAGAGAGTCGTTTCC-1 Autologous 
rep2_ATAGAGAGTGAGTTGG-1 Autologous 
rep2_ATAGAGATCCATCAGA-1 Autologous 
rep2_ATAGAGATCGTCGCTT-1 Autologous 
rep2_ATAGGCTAGACGCATG-1 Autologous 
rep2_ATAGGCTAGCACGATG-1 Autologous 
rep2_ATAGGCTAGCTGAAGC-1 Autologous 
rep2_ATAGGCTAGGAACGTC-1 Maternal 
rep2_ATAGGCTAGGATAATC-1 Maternal 
rep2_ATAGGCTAGGCATTTC-1 Maternal 
rep2_ATAGGCTAGTAGATCA-1 Autologous 
rep2_ATAGGCTCAATGGGTG-1 Autologous 
rep2_ATAGGCTCACTTACAG-1 Maternal 
rep2_ATAGGCTCAGCTACCG-1 Autologous 



rep2_ATAGGCTCAGGTTCAT-1 Autologous 
rep2_ATAGGCTGTCACAATC-1 Autologous 
rep2_ATAGGCTGTTACGTAC-1 Autologous 
rep2_ATATCCTAGTACCATC-1 Autologous 
rep2_ATATCCTCAAGACTGG-1 Autologous 
rep2_ATATCCTCAATACAGA-1 Autologous 
rep2_ATATCCTCACCTCTAC-1 Autologous 
rep2_ATATCCTCAGCAGATG-1 Autologous 
rep2_ATATCCTCATAGAATG-1 Autologous 
rep2_ATATCCTCATGATCTG-1 Maternal 
rep2_ATATCCTGTGTTCAGT-1 Autologous 
rep2_ATATCCTGTTGGGACA-1 Maternal 
rep2_ATATCCTGTTTCGACA-1 Maternal 
rep2_ATATCCTTCCAACCGG-1 Autologous 
rep2_ATATCCTTCCTTCTTC-1 Maternal 
rep2_ATATCCTTCTTTCCAA-1 Maternal 
rep2_ATCACAGAGGCCTTCG-1 Autologous 
rep2_ATCACAGAGGCTTAGG-1 Autologous 
rep2_ATCACAGAGGCTTCCG-1 Autologous 
rep2_ATCACAGCATGACAAA-1 Autologous 
rep2_ATCACAGGTCCCGTGA-1 Autologous 
rep2_ATCACAGGTGGATACG-1 Autologous 
rep2_ATCACAGGTTAGGCTT-1 Autologous 
rep2_ATCACAGTCTGCGAGC-1 Autologous 
rep2_ATCACGACAGTGGCTC-1 Maternal 
rep2_ATCACGACAGTTTCAG-1 Maternal 
rep2_ATCACGACATCCAATG-1 Autologous 
rep2_ATCACGAGTCACGCTG-1 Autologous 
rep2_ATCACGAGTGATATAG-1 Autologous 
rep2_ATCACGAGTGGTCCCA-1 Autologous 
rep2_ATCACGAGTTCAAGGG-1 Maternal 
rep2_ATCACGATCCGGACGT-1 Autologous 
rep2_ATCACTTAGTACCATC-1 Maternal 
rep2_ATCACTTAGTAGACAT-1 Autologous 
rep2_ATCACTTCAAATAAGC-1 Autologous 
rep2_ATCACTTCACATGACT-1 Autologous 
rep2_ATCACTTCAGAACTTC-1 Autologous 
rep2_ATCACTTCAGCAGGAT-1 Maternal 
rep2_ATCACTTGTACCTAGT-1 Autologous 
rep2_ATCACTTGTCCCGCAA-1 Autologous 
rep2_ATCACTTGTTGCTAGT-1 Maternal 
rep2_ATCACTTTCGAGCACC-1 Autologous 
rep2_ATCACTTTCGTCAAAC-1 Maternal 
rep2_ATCAGGTAGATACGAT-1 Autologous 



rep2_ATCAGGTAGTTTGCTG-1 Maternal 
rep2_ATCAGGTCAGTCACGC-1 Autologous 
rep2_ATCAGGTGTAAGTCAA-1 Autologous 
rep2_ATCAGGTGTAGCGCCT-1 Maternal 
rep2_ATCAGGTGTTAACAGA-1 Autologous 
rep2_ATCAGGTTCCGTGCGA-1 Autologous 
rep2_ATCAGGTTCGCACGGT-1 Autologous 
rep2_ATCATTCAGAGAGTTT-1 Autologous 
rep2_ATCATTCAGTGCAGCA-1 Autologous 
rep2_ATCATTCCAATTTCCT-1 Autologous 
rep2_ATCATTCCACTCAGAT-1 Autologous 
rep2_ATCATTCTCCAAAGGG-1 Autologous 
rep2_ATCATTCTCGGCACTG-1 Autologous 
rep2_ATCCACCAGTAGACCG-1 Autologous 
rep2_ATCCACCCAAGACGGT-1 Autologous 
rep2_ATCCACCCAATATCCG-1 Autologous 
rep2_ATCCACCCAGAGTGTG-1 Autologous 
rep2_ATCCACCGTTGTCTAG-1 Maternal 
rep2_ATCCACCGTTTGACAC-1 Maternal 
rep2_ATCCACCTCATGAGGG-1 Autologous 
rep2_ATCCACCTCGTAACTG-1 Autologous 
rep2_ATCCATTAGACCAGCA-1 Autologous 
rep2_ATCCATTAGGCTATCT-1 Maternal 
rep2_ATCCATTAGTCGAAAT-1 Autologous 
rep2_ATCCATTCACTCATAG-1 Maternal 
rep2_ATCCATTCAGATACTC-1 Autologous 
rep2_ATCCATTGTAACACGG-1 Autologous 
rep2_ATCCATTTCAAGGACG-1 Autologous 
rep2_ATCCATTTCCATGAGT-1 Maternal 
rep2_ATCCATTTCCGGCAGT-1 Maternal 
rep2_ATCCATTTCTAAGCCA-1 Autologous 
rep2_ATCCCTGAGTGATCGG-1 Autologous 
rep2_ATCCCTGAGTGTACCT-1 Maternal 
rep2_ATCCCTGCACCTCAGG-1 Autologous 
rep2_ATCCCTGCACTTGGGC-1 Autologous 
rep2_ATCCCTGGTGCTATTG-1 Autologous 
rep2_ATCCCTGGTGTAAACA-1 Autologous 
rep2_ATCCCTGGTTAACCTG-1 Maternal 
rep2_ATCCCTGGTTATCCAG-1 Autologous 
rep2_ATCCCTGGTTCTCCTG-1 Autologous 
rep2_ATCCCTGTCCCGTTCA-1 Maternal 
rep2_ATCCCTGTCGATAACC-1 Autologous 
rep2_ATCCCTGTCTCAACGA-1 Maternal 
rep2_ATCCGTCCACCACTGG-1 Autologous 



rep2_ATCCGTCCAGGCTATT-1 Autologous 
rep2_ATCCGTCGTAGTCTTG-1 Maternal 
rep2_ATCCGTCGTATACCTG-1 Maternal 
rep2_ATCCGTCGTGCCTACG-1 Autologous 
rep2_ATCCGTCGTTCAACGT-1 Autologous 
rep2_ATCCGTCTCGAGATGG-1 Autologous 
rep2_ATCCTATAGACCTTTG-1 Autologous 
rep2_ATCCTATAGTCACTGT-1 Autologous 
rep2_ATCCTATCACATTACG-1 Autologous 
rep2_ATCCTATGTAGTGATA-1 Maternal 
rep2_ATCCTATGTCTGTAGT-1 Autologous 
rep2_ATCCTATGTTCGATTG-1 Maternal 
rep2_ATCCTATTCATCGACA-1 Maternal 
rep2_ATCCTATTCCATACAG-1 Maternal 
rep2_ATCCTATTCGCCCAGA-1 Autologous 
rep2_ATCCTATTCGCTCTCA-1 Autologous 
rep2_ATCGATGAGACGGAAA-1 Autologous 
rep2_ATCGATGCAAGTCATC-1 Maternal 
rep2_ATCGATGGTACACGTT-1 Autologous 
rep2_ATCGATGGTACTCAAC-1 Autologous 
rep2_ATCGATGGTTATCTTC-1 Autologous 
rep2_ATCGATGGTTCCTAGA-1 Maternal 
rep2_ATCGATGGTTGAGTCT-1 Maternal 
rep2_ATCGATGGTTGGGAAC-1 Maternal 
rep2_ATCGATGTCTGGGCCA-1 Autologous 
rep2_ATCGCCTCAAACCGGA-1 Autologous 
rep2_ATCGCCTCACAGTGTT-1 Autologous 
rep2_ATCGCCTCACTGATTG-1 Autologous 
rep2_ATCGCCTCATGCCATA-1 Maternal 
rep2_ATCGCCTTCGCCTCTA-1 Autologous 
rep2_ATCGGATCAAACTAGA-1 Autologous 
rep2_ATCGGATCAAGGGTCA-1 Autologous 
rep2_ATCGGATCAATGAACA-1 Autologous 
rep2_ATCGGATGTAGGCTGA-1 Autologous 
rep2_ATCGGATTCCAACCGG-1 Autologous 
rep2_ATCGGCGAGAAGAACG-1 Autologous 
rep2_ATCGGCGCAAAGCACG-1 Autologous 
rep2_ATCGGCGCAACTGTGT-1 Maternal 
rep2_ATCGGCGCACAACGTT-1 Maternal 
rep2_ATCGGCGGTCACAGTT-1 Autologous 
rep2_ATCGGCGGTCTACAAC-1 Autologous 
rep2_ATCGGCGGTGGCACTC-1 Autologous 
rep2_ATCGGCGTCGCTCATC-1 Autologous 
rep2_ATCGTAGAGCATATGA-1 Autologous 



rep2_ATCGTAGAGGACTTCT-1 Autologous 
rep2_ATCGTAGCACAGAAGC-1 Autologous 
rep2_ATCGTAGCAGGTGTGA-1 Autologous 
rep2_ATCGTAGGTAGCGCTC-1 Autologous 
rep2_ATCGTAGTCAGACTGT-1 Autologous 
rep2_ATCGTAGTCCACTTCG-1 Autologous 
rep2_ATCGTAGTCCGTGCGA-1 Autologous 
rep2_ATCGTAGTCGACCTAA-1 Autologous 
rep2_ATCGTCCAGCGTGAAC-1 Maternal 
rep2_ATCGTCCCAGAAACCG-1 Maternal 
rep2_ATCGTCCCATACAGCT-1 Autologous 
rep2_ATCGTCCGTGAAAGTT-1 Autologous 
rep2_ATCGTCCTCACAACCA-1 Autologous 
rep2_ATCGTCCTCAGAGTTC-1 Maternal 
rep2_ATCGTGAAGATTCGCT-1 Autologous 
rep2_ATCGTGAAGGACACTG-1 Autologous 
rep2_ATCGTGACAACACTAC-1 Autologous 
rep2_ATCGTGACATCTGCGG-1 Maternal 
rep2_ATCGTGATCCACCTCA-1 Autologous 
rep2_ATCGTGATCCGGACGT-1 Maternal 
rep2_ATCGTGATCTAGAACC-1 Autologous 
rep2_ATCGTGATCTATCCAT-1 Maternal 
rep2_ATCTCTACACCAGTAT-1 Autologous 
rep2_ATCTCTACAGCCTTCT-1 Autologous 
rep2_ATCTCTACAGTAGTGG-1 Autologous 
rep2_ATCTCTACATTAGGCT-1 Maternal 
rep2_ATCTCTAGTGGCTTAT-1 Autologous 
rep2_ATCTCTAGTTCTCCCA-1 Maternal 
rep2_ATCTCTATCGTGCGAC-1 Autologous 
rep2_ATCTCTATCTATACGG-1 Autologous 
rep2_ATCTTCAAGAACTCCT-1 Maternal 
rep2_ATCTTCAAGAAGAACG-1 Maternal 
rep2_ATCTTCAAGAGGGTAA-1 Maternal 
rep2_ATCTTCAAGGTAAGAG-1 Autologous 
rep2_ATCTTCAAGTCGCCCA-1 Autologous 
rep2_ATCTTCACAGGACATG-1 Autologous 
rep2_ATCTTCAGTAGTGGCA-1 Autologous 
rep2_ATCTTCATCATGCCGG-1 Maternal 
rep2_ATCTTCATCCACATAG-1 Autologous 
rep2_ATCTTCATCCGTGGGT-1 Autologous 
rep2_ATGAAAGAGCCTGAGA-1 Autologous 
rep2_ATGAAAGAGCTCCGAC-1 Maternal 
rep2_ATGAAAGAGGCCTGAA-1 Autologous 
rep2_ATGAAAGGTAAGGCTG-1 Maternal 



rep2_ATGAAAGGTTTCGATG-1 Maternal 
rep2_ATGAAAGTCAAGCCTA-1 Maternal 
rep2_ATGAAAGTCCAGTGCG-1 Autologous 
rep2_ATGAAAGTCGTCAAAC-1 Autologous 
rep2_ATGAAAGTCGTTGTAG-1 Autologous 
rep2_ATGAAAGTCTGTCTCG-1 Autologous 
rep2_ATGACCAAGCACTAGG-1 Autologous 
rep2_ATGACCAAGTCATCGT-1 Autologous 
rep2_ATGACCAAGTCTGCAT-1 Maternal 
rep2_ATGACCACACCTCAGG-1 Maternal 
rep2_ATGACCACAGAGCCCT-1 Autologous 
rep2_ATGACCAGTCCGGACT-1 Maternal 
rep2_ATGACCAGTCTGTCAA-1 Autologous 
rep2_ATGACCAGTGCACATT-1 Autologous 
rep2_ATGACCATCCCATACC-1 Autologous 
rep2_ATGAGGGAGAAGTCAT-1 Maternal 
rep2_ATGAGGGAGCGTCAGA-1 Autologous 
rep2_ATGAGGGAGCTCTTCC-1 Autologous 
rep2_ATGAGGGAGTAGCAAT-1 Maternal 
rep2_ATGAGGGAGTCGGCAA-1 Maternal 
rep2_ATGAGGGCAGTTCACA-1 Maternal 
rep2_ATGAGGGTCTCGCCTA-1 Autologous 
rep2_ATGAGTCCACATAACC-1 Autologous 
rep2_ATGAGTCCACCTCGTT-1 Autologous 
rep2_ATGAGTCCAGGCCCTA-1 Autologous 
rep2_ATGAGTCCATCTCATT-1 Autologous 
rep2_ATGAGTCCATTACGGT-1 Maternal 
rep2_ATGAGTCGTCCACTCT-1 Maternal 
rep2_ATGAGTCGTCCCTCAT-1 Autologous 
rep2_ATGAGTCGTGTTATCG-1 Autologous 
rep2_ATGAGTCTCACAAGAA-1 Autologous 
rep2_ATGAGTCTCATCTATC-1 Autologous 
rep2_ATGATCGAGATTGACA-1 Autologous 
rep2_ATGATCGAGCAGCAGT-1 Autologous 
rep2_ATGATCGAGGTTGCCC-1 Autologous 
rep2_ATGATCGCAGGTGGAT-1 Autologous 
rep2_ATGATCGCATGGGAAC-1 Autologous 
rep2_ATGATCGGTCCAGCGT-1 Autologous 
rep2_ATGATCGGTCTCTCAC-1 Autologous 
rep2_ATGATCGTCAGCTTCC-1 Autologous 
rep2_ATGATCGTCCATGATG-1 Autologous 
rep2_ATGATCGTCGCGAAGA-1 Autologous 
rep2_ATGATCGTCGCGCCAA-1 Maternal 
rep2_ATGATCGTCTGTAACG-1 Autologous 



rep2_ATGCATGAGGCCTTGC-1 Autologous 
rep2_ATGCATGAGTGGAATT-1 Autologous 
rep2_ATGCATGCAAATGCGG-1 Autologous 
rep2_ATGCATGCACAGCATT-1 Autologous 
rep2_ATGCATGCACCAGCTG-1 Autologous 
rep2_ATGCATGCATGAGATA-1 Autologous 
rep2_ATGCATGTCCGTCAAA-1 Autologous 
rep2_ATGCATGTCCTACCAC-1 Maternal 
rep2_ATGCATGTCGAGAACG-1 Autologous 
rep2_ATGCATGTCTTACCAT-1 Autologous 
rep2_ATGCCTCAGTATTAGG-1 Maternal 
rep2_ATGCCTCCAAAGGCAC-1 Autologous 
rep2_ATGCCTCCAATGCTCA-1 Autologous 
rep2_ATGCCTCCATGAGAAT-1 Autologous 
rep2_ATGCCTCGTACCGTCG-1 Maternal 
rep2_ATGCCTCGTCTTCGAA-1 Autologous 
rep2_ATGCCTCGTGGTTCTA-1 Autologous 
rep2_ATGCCTCGTTCAGCTA-1 Autologous 
rep2_ATGCCTCTCCATCTGC-1 Autologous 
rep2_ATGCCTCTCTTGGTCC-1 Maternal 
rep2_ATGCGATAGATGAACT-1 Autologous 
rep2_ATGCGATCACCCTTAC-1 Autologous 
rep2_ATGCGATCACTAGTAC-1 Maternal 
rep2_ATGCGATCATAATCCG-1 Autologous 
rep2_ATGCGATGTTTCGACA-1 Autologous 
rep2_ATGCGATTCGAACGGA-1 Autologous 
rep2_ATGCGATTCGCGGACT-1 Maternal 
rep2_ATGGAGGCATTGCCTC-1 Autologous 
rep2_ATGGAGGGTTTGGGAG-1 Maternal 
rep2_ATGGAGGTCACACCCT-1 Autologous 
rep2_ATGGAGGTCCCATACC-1 Autologous 
rep2_ATGGATCCAAGCTGCC-1 Autologous 
rep2_ATGGATCCAGATCCAT-1 Autologous 
rep2_ATGGATCCATGTACGT-1 Autologous 
rep2_ATGGATCGTATCGTGT-1 Maternal 
rep2_ATGGATCGTCACCACG-1 Autologous 
rep2_ATGGATCGTTAAACCC-1 Autologous 
rep2_ATGGATCTCATTCGGA-1 Maternal 
rep2_ATGGGAGAGAATAACC-1 Autologous 
rep2_ATGGGAGAGGACTGGT-1 Maternal 
rep2_ATGGGAGAGGTTGCCC-1 Maternal 
rep2_ATGGGAGGTGGATGAC-1 Autologous 
rep2_ATGGGTTAGGACAAGA-1 Autologous 
rep2_ATGGGTTAGTGGACGT-1 Autologous 



rep2_ATGGGTTCAGAGATTA-1 Autologous 
rep2_ATGGGTTCATCCTAAG-1 Autologous 
rep2_ATGGGTTCATGACACT-1 Maternal 
rep2_ATGGGTTGTACTGCGC-1 Autologous 
rep2_ATGGGTTGTCATATGC-1 Autologous 
rep2_ATGGGTTGTCTGATAC-1 Maternal 
rep2_ATGGGTTTCTCTCGCA-1 Autologous 
rep2_ATGGTTGCAAAGGCGT-1 Autologous 
rep2_ATGGTTGGTAAGCTCT-1 Autologous 
rep2_ATGGTTGGTAGCTAAA-1 Autologous 
rep2_ATGGTTGGTCAGGAGT-1 Autologous 
rep2_ATGGTTGGTGAGTCAG-1 Maternal 
rep2_ATGGTTGTCACCTCGT-1 Autologous 
rep2_ATGGTTGTCATCGTAG-1 Autologous 
rep2_ATGGTTGTCCATGATG-1 Autologous 
rep2_ATGTCCCAGTAGGGTC-1 Autologous 
rep2_ATGTCCCCACAGCCAC-1 Autologous 
rep2_ATGTCCCCACAGCTTA-1 Autologous 
rep2_ATGTCCCGTGTCCATA-1 Autologous 
rep2_ATGTCCCTCCTTATGT-1 Autologous 
rep2_ATGTCCCTCGAATCCA-1 Autologous 
rep2_ATGTCCCTCGTGCATA-1 Maternal 
rep2_ATGTCTTAGATTGATG-1 Autologous 
rep2_ATGTCTTAGTTAGTAG-1 Maternal 
rep2_ATGTCTTCACGAGAAC-1 Autologous 
rep2_ATGTCTTGTGGCACTC-1 Autologous 
rep2_ATGTCTTTCAAGCCAT-1 Maternal 
rep2_ATGTCTTTCCCAAGTA-1 Autologous 
rep2_ATGTCTTTCTAGTGTG-1 Autologous 
rep2_ATTACCTAGCATTGTC-1 Autologous 
rep2_ATTACCTAGTTATGGA-1 Autologous 
rep2_ATTACCTGTACAGTCT-1 Autologous 
rep2_ATTACCTTCCGCAAAT-1 Maternal 
rep2_ATTACCTTCTATTCGT-1 Autologous 
rep2_ATTACTCAGGGTGAAA-1 Maternal 
rep2_ATTACTCCACACACTA-1 Autologous 
rep2_ATTACTCCACCAGCGT-1 Autologous 
rep2_ATTACTCGTAGATCCT-1 Autologous 
rep2_ATTACTCGTATCCTCC-1 Maternal 
rep2_ATTACTCGTGATTCAC-1 Autologous 
rep2_ATTACTCTCCGCGATG-1 Maternal 
rep2_ATTATCCAGCTTTCTT-1 Autologous 
rep2_ATTATCCCACCCTAAA-1 Autologous 
rep2_ATTATCCCAGTCGCTG-1 Autologous 



rep2_ATTATCCTCATTGGTG-1 Maternal 
rep2_ATTATCCTCCAACCGG-1 Maternal 
rep2_ATTATCCTCCCGAATA-1 Maternal 
rep2_ATTATCCTCCTACAAG-1 Maternal 
rep2_ATTATCCTCGTCAGAT-1 Autologous 
rep2_ATTATCCTCTGGAAGG-1 Maternal 
rep2_ATTCACTAGAAGAACG-1 Maternal 
rep2_ATTCACTAGAGCATTA-1 Maternal 
rep2_ATTCACTAGGGCAGGA-1 Autologous 
rep2_ATTCACTCAGAATGTA-1 Autologous 
rep2_ATTCACTGTTGCGGAA-1 Autologous 
rep2_ATTCACTTCATTCGTT-1 Autologous 
rep2_ATTCACTTCGTCAGAT-1 Autologous 
rep2_ATTCACTTCTAAGCGT-1 Autologous 
rep2_ATTCAGGCACATATCG-1 Autologous 
rep2_ATTCAGGGTGTCTCCT-1 Autologous 
rep2_ATTCAGGTCCGTGGGT-1 Autologous 
rep2_ATTCAGGTCCTACCGT-1 Maternal 
rep2_ATTCATCAGGACCCAA-1 Autologous 
rep2_ATTCATCCAAGTCGTT-1 Autologous 
rep2_ATTCATCCAGCCCAGT-1 Autologous 
rep2_ATTCATCCATAGACTC-1 Autologous 
rep2_ATTCATCCATCGTGCG-1 Autologous 
rep2_ATTCATCGTCTACGAT-1 Maternal 
rep2_ATTCATCGTCTTGTCC-1 Autologous 
rep2_ATTCATCTCCCATACC-1 Maternal 
rep2_ATTCCATAGAGGTCAC-1 Autologous 
rep2_ATTCCATAGCAGGCAT-1 Autologous 
rep2_ATTCCATCAGTTAGAA-1 Autologous 
rep2_ATTCCATCATACAGGG-1 Autologous 
rep2_ATTCCATGTATCACCA-1 Autologous 
rep2_ATTCCATGTCCAAGAG-1 Maternal 
rep2_ATTCCATTCGTAGGAG-1 Autologous 
rep2_ATTCCATTCTACCTTA-1 Maternal 
rep2_ATTCCCGAGTCTGCAT-1 Maternal 
rep2_ATTCCCGCAAAGCACG-1 Autologous 
rep2_ATTCCCGCACACCGCA-1 Maternal 
rep2_ATTCCCGTCTCACGAA-1 Autologous 
rep2_ATTCCTAAGATGACAT-1 Autologous 
rep2_ATTCCTAAGATTGTGA-1 Autologous 
rep2_ATTCCTAAGCATCAGG-1 Maternal 
rep2_ATTCCTAAGCATGGGT-1 Autologous 
rep2_ATTCCTAAGCTGAGCA-1 Autologous 
rep2_ATTCCTAAGGATTACA-1 Autologous 



rep2_ATTCCTAAGTAGACAT-1 Maternal 
rep2_ATTCCTACACATAGCT-1 Autologous 
rep2_ATTCCTAGTGGCTGCT-1 Autologous 
rep2_ATTCCTATCACTACTT-1 Maternal 
rep2_ATTCCTATCGCAGTTA-1 Autologous 
rep2_ATTCCTATCTGGGAGA-1 Maternal 
rep2_ATTCGTTAGAGCAACC-1 Autologous 
rep2_ATTCGTTAGGAAAGGT-1 Maternal 
rep2_ATTCGTTAGGAGCTGT-1 Maternal 
rep2_ATTCGTTAGTGAGTGC-1 Autologous 
rep2_ATTCGTTCAACCGCTG-1 Autologous 
rep2_ATTCGTTCAACCGGAA-1 Autologous 
rep2_ATTCGTTCAACGTTAC-1 Autologous 
rep2_ATTCGTTCATCGAGCC-1 Autologous 
rep2_ATTCGTTGTTAGGACG-1 Autologous 
rep2_ATTCGTTGTTCTCACC-1 Autologous 
rep2_ATTCGTTGTTTGGCTA-1 Maternal 
rep2_ATTCGTTTCAGGGATG-1 Autologous 
rep2_ATTCTACAGTCACTCA-1 Maternal 
rep2_ATTCTACAGTGGCAGT-1 Autologous 
rep2_ATTCTACCAGTGCGCT-1 Maternal 
rep2_ATTCTACCATCCAATG-1 Maternal 
rep2_ATTCTACGTAGCTGTT-1 Autologous 
rep2_ATTCTACGTCTATGAC-1 Maternal 
rep2_ATTCTACGTGGCATCC-1 Maternal 
rep2_ATTCTACGTTTCGTTT-1 Maternal 
rep2_ATTCTTGAGCCAAGTG-1 Autologous 
rep2_ATTCTTGAGTCCGCCA-1 Maternal 
rep2_ATTCTTGCAACGCCCA-1 Autologous 
rep2_ATTCTTGCAGCGTGAA-1 Autologous 
rep2_ATTCTTGGTAACACCT-1 Autologous 
rep2_ATTCTTGGTAGTGGCA-1 Autologous 
rep2_ATTCTTGGTATTGGCT-1 Maternal 
rep2_ATTCTTGGTGTCACAT-1 Autologous 
rep2_ATTCTTGTCAGTAGGG-1 Autologous 
rep2_ATTCTTGTCCAACACA-1 Maternal 
rep2_ATTCTTGTCGTACCTC-1 Autologous 
rep2_ATTCTTGTCTAGAGCT-1 Maternal 
rep2_ATTCTTGTCTGCGATA-1 Autologous 
rep2_ATTGGGTAGATGCAGC-1 Maternal 
rep2_ATTGGGTAGCGGTATG-1 Autologous 
rep2_ATTGGGTCAATAGGAT-1 Autologous 
rep2_ATTGGGTCACCACATA-1 Autologous 
rep2_ATTGGGTCACGTCATA-1 Autologous 



rep2_ATTGGGTCATCATTTC-1 Maternal 
rep2_ATTGGGTGTATGACAA-1 Maternal 
rep2_ATTGGGTGTCGCTCGA-1 Autologous 
rep2_ATTGGGTGTGAATATG-1 Autologous 
rep2_ATTGGGTTCGAGATAA-1 Maternal 
rep2_ATTGTTCAGCCTTTCC-1 Autologous 
rep2_ATTGTTCAGGACATCG-1 Autologous 
rep2_ATTGTTCCATATGAAG-1 Autologous 
rep2_ATTGTTCGTCAGCTTA-1 Autologous 
rep2_ATTGTTCGTGAATAAC-1 Autologous 
rep2_ATTGTTCTCGACCATA-1 Autologous 
rep2_ATTTACCAGCAATAAC-1 Autologous 
rep2_ATTTACCAGGACACTG-1 Maternal 
rep2_ATTTACCGTATCGGTT-1 Maternal 
rep2_ATTTACCGTATGAGGC-1 Maternal 
rep2_ATTTACCTCGTGCGAC-1 Autologous 
rep2_ATTTCACAGACATACA-1 Maternal 
rep2_ATTTCACGTGTTCGAT-1 Maternal 
rep2_ATTTCACGTTTCGCTC-1 Autologous 
rep2_ATTTCACTCGCCACTT-1 Autologous 
rep2_ATTTCACTCTCCCAAC-1 Autologous 
rep2_ATTTCTGAGCGCTTCG-1 Autologous 
rep2_ATTTCTGCATCGCTCT-1 Autologous 
rep2_ATTTCTGGTCAAATCC-1 Autologous 
rep2_ATTTCTGGTCCTCATC-1 Autologous 
rep2_ATTTCTGTCACTTGGA-1 Autologous 
rep2_ATTTCTGTCGATACTG-1 Autologous 
rep2_ATTTCTGTCTAGGAAA-1 Maternal 
rep2_CAAAGAAAGGATTCCT-1 Maternal 
rep2_CAAAGAACAAGCTACT-1 Autologous 
rep2_CAAAGAACACAGGATG-1 Autologous 
rep2_CAAAGAACAGAGAAAG-1 Autologous 
rep2_CAAAGAAGTACCATAC-1 Maternal 
rep2_CAAAGAAGTCATAAAG-1 Autologous 
rep2_CAAAGAATCATCGACA-1 Autologous 
rep2_CAAAGAATCCAACTAG-1 Autologous 
rep2_CAAAGAATCGGAAACG-1 Maternal 
rep2_CAACAACAGAAGTATC-1 Autologous 
rep2_CAACAACAGCTAAACA-1 Maternal 
rep2_CAACAACAGGGCTAAC-1 Autologous 
rep2_CAACAACAGTTTCTTC-1 Maternal 
rep2_CAACAACCAAAGCACG-1 Autologous 
rep2_CAACAACCAAGACCGA-1 Autologous 
rep2_CAACAACCATTCACCC-1 Maternal 



rep2_CAACAACGTCCTACAA-1 Autologous 
rep2_CAACAACTCAAGCTGT-1 Autologous 
rep2_CAACAACTCAGTCCGG-1 Autologous 
rep2_CAACAACTCCCTATTA-1 Autologous 
rep2_CAACAACTCTGCGTCT-1 Autologous 
rep2_CAACAGTAGACCAGCA-1 Maternal 
rep2_CAACAGTAGAGATGCC-1 Maternal 
rep2_CAACAGTAGCGGTAAC-1 Autologous 
rep2_CAACAGTAGTTCCATG-1 Autologous 
rep2_CAACAGTGTATAGGGC-1 Autologous 
rep2_CAACAGTGTTCAACGT-1 Maternal 
rep2_CAACAGTGTTGCCATA-1 Autologous 
rep2_CAACAGTGTTGCTCGG-1 Maternal 
rep2_CAACAGTTCCTACGAA-1 Maternal 
rep2_CAACCAACACTTCAAG-1 Autologous 
rep2_CAACCAACATAACAGA-1 Maternal 
rep2_CAACCAACATAGATCC-1 Maternal 
rep2_CAACCAAGTAACCCGC-1 Maternal 
rep2_CAACCAAGTAGACTGG-1 Autologous 
rep2_CAACCAAGTCGTGGTC-1 Autologous 
rep2_CAACCAATCGACGCGT-1 Autologous 
rep2_CAACCAATCTTCTGGC-1 Autologous 
rep2_CAACCTCCAAATGCTC-1 Autologous 
rep2_CAACCTCCAATTGCTG-1 Autologous 
rep2_CAACCTCTCACCTTAT-1 Autologous 
rep2_CAACGATAGAACAGGA-1 Maternal 
rep2_CAACGATAGGATTTCC-1 Autologous 
rep2_CAACGATAGGGTTAAT-1 Autologous 
rep2_CAACGATAGTTAGAAC-1 Autologous 
rep2_CAACGATCAAGGCGTA-1 Maternal 
rep2_CAACGATCAGAGTGAC-1 Autologous 
rep2_CAACGATCATAATGAG-1 Autologous 
rep2_CAACGATGTAACAAGT-1 Autologous 
rep2_CAACGATGTACCGGAA-1 Autologous 
rep2_CAACGATGTATACAGA-1 Autologous 
rep2_CAACGATGTTGACGGA-1 Autologous 
rep2_CAACGATGTTGCAAGG-1 Maternal 
rep2_CAACGATTCCCTCTAG-1 Autologous 
rep2_CAACGGCAGATTGTGA-1 Autologous 
rep2_CAACGGCCAACAGCTT-1 Maternal 
rep2_CAACGGCCAACCGCTG-1 Autologous 
rep2_CAACGGCCACATCCCT-1 Autologous 
rep2_CAACGGCCAGCGTTTA-1 Autologous 
rep2_CAACGGCCATCGTTCC-1 Autologous 



rep2_CAACGGCGTAGCGAGT-1 Autologous 
rep2_CAACGGCGTCAACACT-1 Maternal 
rep2_CAACGGCGTGGCTTGC-1 Autologous 
rep2_CAACGGCTCCAGCTCT-1 Autologous 
rep2_CAACGGCTCGCCTTTG-1 Maternal 
rep2_CAACGGCTCTGAATCG-1 Maternal 
rep2_CAAGACTAGGAATCGC-1 Autologous 
rep2_CAAGACTAGGCACTAG-1 Autologous 
rep2_CAAGACTCATCGGATT-1 Autologous 
rep2_CAAGACTCATGAATCC-1 Maternal 
rep2_CAAGACTTCCGAGGCT-1 Autologous 
rep2_CAAGAGGAGACCAGCA-1 Autologous 
rep2_CAAGAGGCATAGAAAC-1 Maternal 
rep2_CAAGAGGCATTGAAAG-1 Autologous 
rep2_CAAGAGGGTCGTTATG-1 Autologous 
rep2_CAAGAGGGTTGAATCC-1 Maternal 
rep2_CAAGAGGTCGAGAGAC-1 Autologous 
rep2_CAAGAGGTCTCCCATG-1 Autologous 
rep2_CAAGCTAAGCTACAAA-1 Autologous 
rep2_CAAGCTAAGGCACTAG-1 Autologous 
rep2_CAAGCTACACTGAGGA-1 Autologous 
rep2_CAAGCTACATCGATAC-1 Maternal 
rep2_CAAGGGAAGCGTGAAC-1 Autologous 
rep2_CAAGGGAAGGTCGCCT-1 Autologous 
rep2_CAAGGGATCAGTGCGC-1 Maternal 
rep2_CAAGGGATCCATCCGT-1 Autologous 
rep2_CAAGGGATCGAACGCC-1 Autologous 
rep2_CAAGGGATCGCGTAGC-1 Autologous 
rep2_CAAGGGATCTCATTAC-1 Autologous 
rep2_CAAGGGATCTTTCCAA-1 Autologous 
rep2_CAATACGCACAGCCTG-1 Maternal 
rep2_CAATACGCACGGCCAT-1 Autologous 
rep2_CAATACGCAGGCAATG-1 Maternal 
rep2_CAATACGGTAGTATAG-1 Autologous 
rep2_CAATACGTCACTGGGC-1 Autologous 
rep2_CAATACGTCTCGTCGT-1 Autologous 
rep2_CAATACGTCTCGTGGG-1 Maternal 
rep2_CAATCGACACCACTGG-1 Autologous 
rep2_CAATCGAGTACAAAGT-1 Maternal 
rep2_CAATCGAGTGGCGCTT-1 Autologous 
rep2_CAATCGAGTGTCACAT-1 Maternal 
rep2_CAATCGATCGACGCTG-1 Autologous 
rep2_CAATCGATCTGCTAGA-1 Autologous 
rep2_CAATGACAGACCCTTA-1 Autologous 



rep2_CAATGACAGCCATATC-1 Maternal 
rep2_CAATGACAGGCCATAG-1 Maternal 
rep2_CAATGACCAATAGTCC-1 Autologous 
rep2_CAATGACCAGCAGGAT-1 Autologous 
rep2_CAATGACGTAAGCGGT-1 Maternal 
rep2_CAATGACGTGCGGCTT-1 Autologous 
rep2_CAATGACTCCAACCGG-1 Autologous 
rep2_CAATGACTCCGAGTGC-1 Autologous 
rep2_CAATGACTCTTTGCAT-1 Maternal 
rep2_CAATTTCAGATGTTCC-1 Autologous 
rep2_CAATTTCAGCAAGTGC-1 Maternal 
rep2_CAATTTCAGCTGTTCA-1 Autologous 
rep2_CAATTTCAGGCCTAGA-1 Maternal 
rep2_CAATTTCGTACACTCA-1 Autologous 
rep2_CAATTTCGTCGGCACT-1 Maternal 
rep2_CAATTTCGTTATCCAG-1 Autologous 
rep2_CAATTTCGTTGGCCGT-1 Autologous 
rep2_CAATTTCTCCCGAATA-1 Maternal 
rep2_CAATTTCTCCTTCGAC-1 Autologous 
rep2_CAATTTCTCTGATTCT-1 Autologous 
rep2_CACAACAAGACGCCAA-1 Autologous 
rep2_CACAACAAGGACTGGT-1 Autologous 
rep2_CACAACACATCTCCCA-1 Maternal 
rep2_CACAACAGTGCAAGAC-1 Autologous 
rep2_CACAACATCGTTCATT-1 Maternal 
rep2_CACACAAAGACAAGCC-1 Maternal 
rep2_CACACAAAGCAGGGAG-1 Autologous 
rep2_CACACAACAGGGTCTC-1 Autologous 
rep2_CACACAACATAACGGG-1 Autologous 
rep2_CACACAATCCACCCTA-1 Autologous 
rep2_CACACAATCCGATAAC-1 Maternal 
rep2_CACAGATAGCAGCACA-1 Autologous 
rep2_CACAGATAGCGTGAAC-1 Maternal 
rep2_CACAGATAGCTGCCAC-1 Maternal 
rep2_CACAGATAGGCATGGT-1 Autologous 
rep2_CACAGATAGGGAACAA-1 Maternal 
rep2_CACAGATAGTCGCGAA-1 Autologous 
rep2_CACAGATCAATTGCAC-1 Autologous 
rep2_CACAGATCACGCACCA-1 Maternal 
rep2_CACAGATCACTACTTT-1 Autologous 
rep2_CACAGATCAGCATCTA-1 Maternal 
rep2_CACAGATCAGTAGAGC-1 Autologous 
rep2_CACAGATGTCGTATTG-1 Autologous 
rep2_CACAGATTCGCTATTT-1 Maternal 



rep2_CACAGGCAGCGGGTAT-1 Autologous 
rep2_CACAGGCCAAGGTACG-1 Autologous 
rep2_CACAGGCCAGCTGGTC-1 Autologous 
rep2_CACAGGCGTATCGAAA-1 Maternal 
rep2_CACAGGCGTCCTTTGC-1 Autologous 
rep2_CACAGGCGTGTCTAAC-1 Maternal 
rep2_CACAGGCTCGAAGCAG-1 Autologous 
rep2_CACAGGCTCGCTAAAC-1 Autologous 
rep2_CACATGAAGCCAGTAG-1 Autologous 
rep2_CACATGAAGGAAAGGT-1 Autologous 
rep2_CACATGACAAGTGCAG-1 Maternal 
rep2_CACATGACAATACGCT-1 Autologous 
rep2_CACATGACAGGTGAGT-1 Maternal 
rep2_CACATGAGTAGATCCT-1 Autologous 
rep2_CACATGAGTGCTGATT-1 Autologous 
rep2_CACATGAGTTTGGGAG-1 Maternal 
rep2_CACATGATCACCTCAC-1 Maternal 
rep2_CACATGATCACGGTCG-1 Maternal 
rep2_CACATGATCCTTCAGC-1 Autologous 
rep2_CACATGATCTTGGGCG-1 Maternal 
rep2_CACCAAACAACACACT-1 Autologous 
rep2_CACCAAACAGAATTCC-1 Maternal 
rep2_CACCAAACAGCACACC-1 Maternal 
rep2_CACCAAAGTATCTCTT-1 Autologous 
rep2_CACCAAAGTCAGCGTC-1 Autologous 
rep2_CACCAAAGTGCCTTTC-1 Autologous 
rep2_CACCAAATCACCATCC-1 Maternal 
rep2_CACCAAATCCGGACTG-1 Autologous 
rep2_CACCAAATCGCTGTTC-1 Maternal 
rep2_CACCGTTCAGAGACTG-1 Maternal 
rep2_CACCGTTCATATAGCC-1 Autologous 
rep2_CACCGTTGTCAACCTA-1 Maternal 
rep2_CACCGTTGTTACCTTT-1 Autologous 
rep2_CACCGTTTCACTGTTT-1 Autologous 
rep2_CACCGTTTCGCTTAAG-1 Maternal 
rep2_CACCGTTTCGGCATCG-1 Autologous 
rep2_CACCGTTTCTCCATAT-1 Autologous 
rep2_CACCGTTTCTCTGAGA-1 Autologous 
rep2_CACCGTTTCTGTACAG-1 Autologous 
rep2_CACCGTTTCTTTGCTA-1 Maternal 
rep2_CACGAATAGGAAAGTG-1 Autologous 
rep2_CACGAATCACTCAAGT-1 Autologous 
rep2_CACGAATCATCAGTCA-1 Autologous 
rep2_CACGAATTCCTGTTGC-1 Maternal 



rep2_CACGAATTCGACACCG-1 Autologous 
rep2_CACGAATTCGTTCGCT-1 Maternal 
rep2_CACGGGTAGGGAGGAC-1 Autologous 
rep2_CACGGGTCATGGCCCA-1 Autologous 
rep2_CACGGGTGTCCTATAG-1 Maternal 
rep2_CACGGGTGTGCAGTGA-1 Autologous 
rep2_CACGGGTGTGCGGATA-1 Autologous 
rep2_CACGGGTGTGCTTCAA-1 Autologous 
rep2_CACGGGTTCTACCTTA-1 Autologous 
rep2_CACGGGTTCTCTCTTC-1 Maternal 
rep2_CACGTGGAGGCATCAG-1 Autologous 
rep2_CACGTGGAGGTGCCTC-1 Maternal 
rep2_CACGTGGAGTCACAGG-1 Autologous 
rep2_CACGTGGCAAACACGG-1 Autologous 
rep2_CACGTGGCAGTGGCTC-1 Autologous 
rep2_CACGTGGCAGTTTCGA-1 Autologous 
rep2_CACGTGGGTAGGACTG-1 Autologous 
rep2_CACGTGGGTGGCGCTT-1 Maternal 
rep2_CACGTGGGTTCGGTTA-1 Autologous 
rep2_CACGTGGTCAGTGTTG-1 Maternal 
rep2_CACGTGGTCCGATGCG-1 Autologous 
rep2_CACGTGGTCTCTCGAC-1 Autologous 
rep2_CACGTTCAGCGTGCTC-1 Autologous 
rep2_CACGTTCCAATGACCT-1 Autologous 
rep2_CACGTTCCACAAGTGG-1 Autologous 
rep2_CACGTTCCAGGAGGTT-1 Maternal 
rep2_CACGTTCCAGGCCTGT-1 Autologous 
rep2_CACGTTCGTATGCAAA-1 Autologous 
rep2_CACGTTCGTCGTAATC-1 Autologous 
rep2_CACGTTCGTCTAGATC-1 Autologous 
rep2_CACGTTCGTGGTTTGT-1 Autologous 
rep2_CACGTTCTCATGACAC-1 Maternal 
rep2_CACGTTCTCTCGGCTT-1 Autologous 
rep2_CACGTTCTCTCTCTTC-1 Autologous 
rep2_CACTAAGCAAAGGGTC-1 Autologous 
rep2_CACTAAGCAGGCACAA-1 Autologous 
rep2_CACTAAGTCCGTGTAA-1 Maternal 
rep2_CACTAAGTCTACGCAA-1 Maternal 
rep2_CACTGAAAGACTACGG-1 Autologous 
rep2_CACTGAAAGGACAGCT-1 Maternal 
rep2_CACTGAAAGGCTATCT-1 Autologous 
rep2_CACTGAAAGGTTGCCC-1 Autologous 
rep2_CACTGAACAAAGCACG-1 Autologous 
rep2_CACTGAACACGCACCA-1 Autologous 



rep2_CACTGAAGTCCAAATC-1 Autologous 
rep2_CACTGAAGTCTGTGTA-1 Maternal 
rep2_CACTGAAGTTGCTCGG-1 Autologous 
rep2_CACTGAATCAGCTTCC-1 Autologous 
rep2_CACTGAATCCATTCGC-1 Autologous 
rep2_CACTGGGAGACGACTG-1 Autologous 
rep2_CACTGGGAGTAACCGG-1 Autologous 
rep2_CACTGGGAGTCTCGTA-1 Autologous 
rep2_CACTGGGCAATGAAAC-1 Maternal 
rep2_CACTGGGCACAGTCAT-1 Autologous 
rep2_CACTGGGCAGCAGAAC-1 Autologous 
rep2_CACTGGGGTGATGGCA-1 Maternal 
rep2_CACTGGGGTGCGAGTA-1 Autologous 
rep2_CACTGGGGTTGGGTTT-1 Autologous 
rep2_CACTGGGGTTTCACTT-1 Maternal 
rep2_CACTGGGTCAGACCTA-1 Autologous 
rep2_CACTGGGTCATGAGAA-1 Maternal 
rep2_CACTGGGTCTCATTTG-1 Autologous 
rep2_CACTGTCAGCGGGTAT-1 Autologous 
rep2_CACTGTCCAATAGAGT-1 Maternal 
rep2_CACTGTCCACAACATC-1 Maternal 
rep2_CACTGTCCAGAGTGAC-1 Autologous 
rep2_CACTGTCCATCGGAAG-1 Autologous 
rep2_CACTGTCGTAAGGCCA-1 Autologous 
rep2_CACTGTCGTCAAAGAT-1 Maternal 
rep2_CACTGTCGTCGAGCTC-1 Autologous 
rep2_CACTGTCGTTAAGAAC-1 Maternal 
rep2_CACTTCGCAGTCAGAG-1 Maternal 
rep2_CACTTCGGTACGATCT-1 Autologous 
rep2_CACTTCGGTGCTTATG-1 Autologous 
rep2_CACTTCGGTTATGTCG-1 Autologous 
rep2_CAGAGCCGTAATTAGG-1 Autologous 
rep2_CAGAGCCGTGATGTAA-1 Maternal 
rep2_CAGAGCCGTGTTCAGT-1 Maternal 
rep2_CAGAGCCTCATCTACT-1 Autologous 
rep2_CAGAGCCTCGCGAAGA-1 Autologous 
rep2_CAGAGCCTCTAGTCAG-1 Autologous 
rep2_CAGATACAGCTACGTT-1 Autologous 
rep2_CAGATACAGCTGGCCT-1 Autologous 
rep2_CAGATACAGTCCCAAT-1 Maternal 
rep2_CAGATACCAAGCGCTC-1 Maternal 
rep2_CAGATACCACTACCGG-1 Autologous 
rep2_CAGATACCACTGCATA-1 Autologous 
rep2_CAGATACGTAACGTTC-1 Maternal 



rep2_CAGATCAAGCTCTGTA-1 Autologous 
rep2_CAGATCAAGTTGAAAC-1 Autologous 
rep2_CAGATCACAGACATCT-1 Maternal 
rep2_CAGATCAGTGGTCTTA-1 Autologous 
rep2_CAGATCAGTTACCTGA-1 Autologous 
rep2_CAGATCATCATGAGAA-1 Maternal 
rep2_CAGATCATCATTCCTA-1 Maternal 
rep2_CAGATCATCCTAGCCT-1 Autologous 
rep2_CAGATTGAGACCATGG-1 Autologous 
rep2_CAGATTGCACGTACAT-1 Maternal 
rep2_CAGATTGCATCATTTC-1 Autologous 
rep2_CAGATTGGTTACCGTA-1 Maternal 
rep2_CAGATTGTCTTAATCC-1 Maternal 
rep2_CAGCAATAGCGTACAG-1 Autologous 
rep2_CAGCAATAGTGGCCTC-1 Autologous 
rep2_CAGCAATGTTACCGTA-1 Autologous 
rep2_CAGCAATTCCTTCGAC-1 Maternal 
rep2_CAGCACGCAAGGCTTT-1 Autologous 
rep2_CAGCACGCAATTCGTG-1 Autologous 
rep2_CAGCACGCATTGTCGA-1 Autologous 
rep2_CAGCACGGTAATGTGA-1 Autologous 
rep2_CAGCACGGTCTTGCTC-1 Maternal 
rep2_CAGCAGCAGCACGTCC-1 Autologous 
rep2_CAGCAGCCACCAATTG-1 Autologous 
rep2_CAGCAGCGTACCTGTA-1 Autologous 
rep2_CAGCAGCGTTGCTGAT-1 Autologous 
rep2_CAGCAGCTCGTTAGAC-1 Maternal 
rep2_CAGCAGCTCTCAGGCG-1 Maternal 
rep2_CAGCCAGAGAGGGTAA-1 Autologous 
rep2_CAGCCAGCAAGGCTTT-1 Autologous 
rep2_CAGCCAGCACCAAAGG-1 Autologous 
rep2_CAGCCAGCATCATTTC-1 Autologous 
rep2_CAGCCAGGTCATACCA-1 Autologous 
rep2_CAGCCAGGTCTGGTTA-1 Autologous 
rep2_CAGCCAGGTGCAGGAT-1 Autologous 
rep2_CAGCCAGGTTCCTAAG-1 Autologous 
rep2_CAGCCAGGTTGCGAAG-1 Autologous 
rep2_CAGCCAGTCCTGGCTT-1 Autologous 
rep2_CAGCCAGTCTCAGTCC-1 Autologous 
rep2_CAGCGTGCAATATCCG-1 Autologous 
rep2_CAGCGTGCATCAGCGC-1 Autologous 
rep2_CAGCGTGGTGTGACCC-1 Autologous 
rep2_CAGCGTGGTTGCTCCT-1 Maternal 
rep2_CAGGCCAAGAGTTCGG-1 Autologous 



rep2_CAGGCCAAGCTTCTAG-1 Autologous 
rep2_CAGGCCAAGCTTTCTT-1 Maternal 
rep2_CAGGCCAAGTCGCCCA-1 Autologous 
rep2_CAGGCCACAATCTGCA-1 Autologous 
rep2_CAGGCCACACACCAGC-1 Autologous 
rep2_CAGGCCACACGTCGTG-1 Autologous 
rep2_CAGGCCACAGTTACCA-1 Maternal 
rep2_CAGGCCAGTACGTGTT-1 Autologous 
rep2_CAGGCCAGTCAGGAGT-1 Autologous 
rep2_CAGGCCAGTGCTCGTG-1 Autologous 
rep2_CAGGCCATCGATCCAA-1 Autologous 
rep2_CAGGCCATCGCGAAGA-1 Autologous 
rep2_CAGGCCATCGGAACTT-1 Autologous 
rep2_CAGGCCATCGGCATAT-1 Maternal 
rep2_CAGGCCATCTTCGACC-1 Autologous 
rep2_CAGGGCTAGACCAGAC-1 Autologous 
rep2_CAGGGCTAGCATATGA-1 Maternal 
rep2_CAGGGCTAGGTTTGAA-1 Autologous 
rep2_CAGGGCTCAACTCATG-1 Autologous 
rep2_CAGGGCTCATCTAACG-1 Maternal 
rep2_CAGGGCTGTTAAGCAA-1 Autologous 
rep2_CAGGGCTTCGGCTCTT-1 Maternal 
rep2_CAGGGCTTCGTCGACG-1 Autologous 
rep2_CAGGGCTTCTTTCCAA-1 Autologous 
rep2_CAGGTATAGAAGCCTG-1 Maternal 
rep2_CAGGTATAGCGACTTT-1 Autologous 
rep2_CAGGTATAGCTTTCTT-1 Maternal 
rep2_CAGGTATAGGTGAGAA-1 Autologous 
rep2_CAGGTATCAGGTGTGA-1 Autologous 
rep2_CAGGTATGTACGGGAT-1 Maternal 
rep2_CAGGTATGTCACGTGC-1 Autologous 
rep2_CAGGTATGTGAGCCAA-1 Maternal 
rep2_CAGGTATTCGCAGAGA-1 Autologous 
rep2_CAGTGCGGTATGAGAT-1 Autologous 
rep2_CAGTGCGGTGATTCAC-1 Autologous 
rep2_CAGTGCGGTTACCTGA-1 Autologous 
rep2_CAGTGCGGTTATGACC-1 Autologous 
rep2_CAGTGCGTCACCGACG-1 Maternal 
rep2_CAGTGCGTCTACTGAG-1 Maternal 
rep2_CAGTTAGAGTAAACTG-1 Maternal 
rep2_CAGTTAGAGTTGAAAC-1 Maternal 
rep2_CAGTTAGCACCATAAC-1 Autologous 
rep2_CAGTTAGCAGCAGTCC-1 Autologous 
rep2_CAGTTAGGTATACCTG-1 Autologous 



rep2_CAGTTAGGTGTGAGCA-1 Autologous 
rep2_CAGTTCCAGCACCCAC-1 Maternal 
rep2_CAGTTCCAGGTCGTCC-1 Autologous 
rep2_CAGTTCCCAACTACGT-1 Autologous 
rep2_CAGTTCCCAATCACGT-1 Autologous 
rep2_CAGTTCCCACCTAAAC-1 Autologous 
rep2_CAGTTCCCATCTAGAC-1 Maternal 
rep2_CAGTTCCCATTCCTCG-1 Maternal 
rep2_CAGTTCCGTCATAAAG-1 Autologous 
rep2_CAGTTCCGTTAGGACG-1 Autologous 
rep2_CAGTTCCTCGGATTAC-1 Maternal 
rep2_CAGTTCCTCTGCGAGC-1 Autologous 
rep2_CATAAGCAGGGTGAAA-1 Autologous 
rep2_CATAAGCAGGTGTGAC-1 Maternal 
rep2_CATAAGCCACGACGTC-1 Autologous 
rep2_CATAAGCCAGGCATGA-1 Autologous 
rep2_CATAAGCCAGGCGAAT-1 Maternal 
rep2_CATAAGCCATGATGCT-1 Autologous 
rep2_CATAAGCGTTGCGTAT-1 Autologous 
rep2_CATAAGCTCCAGTTCC-1 Maternal 
rep2_CATAAGCTCCTAGAGT-1 Maternal 
rep2_CATACAGCACTGTCGG-1 Maternal 
rep2_CATACAGGTACTCAAC-1 Autologous 
rep2_CATACAGGTGTTCAGT-1 Maternal 
rep2_CATACAGTCACGGGAA-1 Maternal 
rep2_CATACAGTCGATCCCT-1 Maternal 
rep2_CATACAGTCGCCTAGG-1 Autologous 
rep2_CATACAGTCTGAATCG-1 Autologous 
rep2_CATACCCAGACGGTTG-1 Autologous 
rep2_CATACCCAGGACGCTA-1 Autologous 
rep2_CATACCCAGGTCACCC-1 Autologous 
rep2_CATACCCCAACACTAC-1 Maternal 
rep2_CATACCCGTTCTAAGC-1 Autologous 
rep2_CATACCCTCCACTGAA-1 Autologous 
rep2_CATACCCTCTAGGCCG-1 Autologous 
rep2_CATACCCTCTTCGTAT-1 Autologous 
rep2_CATACTTCAATTGCGT-1 Autologous 
rep2_CATACTTCAGTTGTTG-1 Autologous 
rep2_CATACTTGTAATCAGA-1 Maternal 
rep2_CATACTTGTCCTATAG-1 Autologous 
rep2_CATACTTGTCGCTGCA-1 Autologous 
rep2_CATACTTGTGCTCCGA-1 Autologous 
rep2_CATACTTTCCAAGAGG-1 Autologous 
rep2_CATACTTTCGCTGCGA-1 Maternal 



rep2_CATACTTTCGGCAGTC-1 Autologous 
rep2_CATACTTTCTTAAGGC-1 Maternal 
rep2_CATACTTTCTTAGCTT-1 Autologous 
rep2_CATAGACCAACAACAA-1 Autologous 
rep2_CATAGACCATCATTGG-1 Autologous 
rep2_CATAGACGTATCGCTA-1 Maternal 
rep2_CATAGACTCATCACTT-1 Autologous 
rep2_CATAGACTCATTTCCA-1 Autologous 
rep2_CATAGACTCCATGCAA-1 Autologous 
rep2_CATAGACTCCCAAGCG-1 Autologous 
rep2_CATAGACTCGGCACTG-1 Autologous 
rep2_CATAGACTCTGGAAGG-1 Maternal 
rep2_CATCAAGAGATTCGAA-1 Autologous 
rep2_CATCAAGAGCCTATCA-1 Autologous 
rep2_CATCAAGAGCTTAAGA-1 Autologous 
rep2_CATCAAGAGTACCGGA-1 Autologous 
rep2_CATCAAGCAAGCTCTA-1 Autologous 
rep2_CATCAAGGTACCGCGT-1 Autologous 
rep2_CATCAAGGTGAGGAAA-1 Maternal 
rep2_CATCAAGGTGTGAGCA-1 Autologous 
rep2_CATCAAGTCCAAGGGA-1 Autologous 
rep2_CATCCACAGCCTCCAG-1 Autologous 
rep2_CATCCACCAGGTACGA-1 Autologous 
rep2_CATCCACGTTTCTATC-1 Maternal 
rep2_CATCCACTCGATGCTA-1 Maternal 
rep2_CATCCACTCGCTTGAA-1 Maternal 
rep2_CATCCCAAGCGTATGG-1 Maternal 
rep2_CATCCCACACGGTGTC-1 Autologous 
rep2_CATCCCACATCTGCGG-1 Maternal 
rep2_CATCCCACATGCCGCA-1 Autologous 
rep2_CATCCCAGTCACTCAA-1 Autologous 
rep2_CATCCCAGTCCTGGTG-1 Autologous 
rep2_CATCCCAGTCTACACA-1 Maternal 
rep2_CATCCCAGTGTCGCTG-1 Autologous 
rep2_CATCCCAGTTCTCGTC-1 Autologous 
rep2_CATCCCATCCACTAGA-1 Autologous 
rep2_CATCCGTAGGGAGTTC-1 Autologous 
rep2_CATCCGTCAGGTAGTG-1 Autologous 
rep2_CATCCGTGTTTCCATT-1 Autologous 
rep2_CATCCGTTCGAGCACC-1 Autologous 
rep2_CATCCGTTCTCATTTG-1 Autologous 
rep2_CATCGCTAGAGCAAGA-1 Autologous 
rep2_CATCGCTAGCATGTTC-1 Autologous 
rep2_CATCGCTGTGCAACGA-1 Maternal 



rep2_CATCGCTTCGGCCAAC-1 Autologous 
rep2_CATCGCTTCTCTTGCG-1 Maternal 
rep2_CATCGGGAGAAGGTAG-1 Autologous 
rep2_CATCGGGCAGCACAAG-1 Maternal 
rep2_CATCGGGCATGACTGT-1 Maternal 
rep2_CATCGGGGTCAGTTTG-1 Autologous 
rep2_CATCGGGGTGGAAATT-1 Autologous 
rep2_CATCGGGTCATTGGTG-1 Maternal 
rep2_CATCGTCAGGTCTGGA-1 Autologous 
rep2_CATCGTCCAGTCGGTC-1 Autologous 
rep2_CATCGTCGTCAGCTTA-1 Autologous 
rep2_CATCGTCGTCTTTATC-1 Maternal 
rep2_CATCGTCGTGACCGAA-1 Autologous 
rep2_CATCGTCGTTATAGAG-1 Autologous 
rep2_CATCGTCTCCGGCTTT-1 Autologous 
rep2_CATCGTCTCGAGTGAG-1 Autologous 
rep2_CATGAGTAGTGCGACA-1 Autologous 
rep2_CATGAGTCAAGCTCTA-1 Maternal 
rep2_CATGAGTCAATGAAAC-1 Autologous 
rep2_CATGAGTCACTTGAAC-1 Maternal 
rep2_CATGAGTCATACATCG-1 Autologous 
rep2_CATGAGTTCCGTCACT-1 Autologous 
rep2_CATGCAAAGCATTTCG-1 Autologous 
rep2_CATGCAAAGGGCAGTT-1 Autologous 
rep2_CATGCAAAGTCGCTAT-1 Autologous 
rep2_CATGCAACAAGAAACT-1 Maternal 
rep2_CATGCAAGTGAGATTA-1 Autologous 
rep2_CATGCAAGTTCTTAGG-1 Autologous 
rep2_CATGCAATCCAGCACG-1 Maternal 
rep2_CATGCCTAGAGTGTGC-1 Autologous 
rep2_CATGCCTAGCTTCATG-1 Maternal 
rep2_CATGCCTAGGTTCTTG-1 Maternal 
rep2_CATGCCTAGTCTCCTC-1 Autologous 
rep2_CATGCCTCAGCTTCCT-1 Autologous 
rep2_CATGCCTGTGACTCTA-1 Maternal 
rep2_CATGCCTTCACCTGTC-1 Autologous 
rep2_CATGCGGAGGAGGTTC-1 Maternal 
rep2_CATGCGGAGTATTCCG-1 Autologous 
rep2_CATGCGGCAATGAAAC-1 Autologous 
rep2_CATGCGGGTCTGTGAT-1 Autologous 
rep2_CATGCGGGTTCGAGCC-1 Autologous 
rep2_CATGCGGTCCCGATCT-1 Autologous 
rep2_CATGCGGTCCGAGCTG-1 Autologous 
rep2_CATGCGGTCGAATCCA-1 Autologous 



rep2_CATGCGGTCGCTAGCG-1 Autologous 
rep2_CATGCTCAGAATAGTC-1 Autologous 
rep2_CATGCTCAGCGAGGAG-1 Autologous 
rep2_CATGCTCAGTATGGAT-1 Maternal 
rep2_CATGCTCCAGAGTGAC-1 Autologous 
rep2_CATGCTCGTATTGGCT-1 Maternal 
rep2_CATGCTCTCAGCACCG-1 Autologous 
rep2_CATGCTCTCAGCATTG-1 Autologous 
rep2_CATGCTCTCATGAGTC-1 Maternal 
rep2_CATGCTCTCTGCGTCT-1 Autologous 
rep2_CATGGATAGACCCGCT-1 Autologous 
rep2_CATGGATAGGCTCACC-1 Autologous 
rep2_CATGGATCAACACAGG-1 Maternal 
rep2_CATGGATCAGCCTTCT-1 Autologous 
rep2_CATGGATCAGTACTAC-1 Autologous 
rep2_CATGGATGTCCGACGT-1 Maternal 
rep2_CATGGATGTGACAACG-1 Autologous 
rep2_CATGGATTCAGTGGGA-1 Autologous 
rep2_CATGGATTCCGGACGT-1 Autologous 
rep2_CATGGATTCGCTACAA-1 Autologous 
rep2_CATGGTAAGATGTTAG-1 Maternal 
rep2_CATGGTAAGCCTCATA-1 Autologous 
rep2_CATGGTAAGCGAGTAC-1 Autologous 
rep2_CATGGTAAGCGCATCC-1 Maternal 
rep2_CATGGTAAGCTATCCA-1 Autologous 
rep2_CATGGTAAGGCACAAC-1 Maternal 
rep2_CATGGTAAGGTCGTGA-1 Maternal 
rep2_CATGGTAAGTGTAGTA-1 Maternal 
rep2_CATGGTACACAAGCAG-1 Autologous 
rep2_CATGGTACACAGTGAG-1 Autologous 
rep2_CATGGTACATTGACTG-1 Autologous 
rep2_CATGGTAGTCGTTTCC-1 Maternal 
rep2_CATGGTAGTGGTAATA-1 Autologous 
rep2_CATGGTAGTTTACCTT-1 Autologous 
rep2_CATGGTATCCTATTGT-1 Maternal 
rep2_CATTCATAGTGTTGTC-1 Autologous 
rep2_CATTCATCACCGGAAA-1 Autologous 
rep2_CATTCATCAGGCTACC-1 Maternal 
rep2_CATTCATGTAGATCCT-1 Autologous 
rep2_CATTCATTCCCTTGGT-1 Autologous 
rep2_CATTCATTCTCTCAAT-1 Autologous 
rep2_CATTCATTCTCTGCTG-1 Maternal 
rep2_CATTCCGAGATAGTCA-1 Autologous 
rep2_CATTCCGAGATCACCT-1 Maternal 



rep2_CATTCCGAGCGATGCA-1 Autologous 
rep2_CATTCCGAGTTACTCG-1 Maternal 
rep2_CATTCCGCAAGTGGTG-1 Autologous 
rep2_CATTCCGCAATTCTCT-1 Autologous 
rep2_CATTCCGCATGGCTGC-1 Autologous 
rep2_CATTCCGCATGGTACT-1 Maternal 
rep2_CATTCCGGTAGTGTGG-1 Autologous 
rep2_CATTCCGGTTACGATC-1 Maternal 
rep2_CATTCCGTCGGACTTA-1 Autologous 
rep2_CATTCTAAGACAACAT-1 Autologous 
rep2_CATTCTAAGCTAAACA-1 Maternal 
rep2_CATTCTAAGGACTATA-1 Maternal 
rep2_CATTCTACAACCGATT-1 Autologous 
rep2_CATTCTAGTCAACCTA-1 Maternal 
rep2_CATTCTAGTCGATTTG-1 Autologous 
rep2_CATTCTAGTCGTTGGC-1 Maternal 
rep2_CATTCTAGTGATATAG-1 Autologous 
rep2_CATTCTATCCCTCGAT-1 Maternal 
rep2_CATTCTATCCTCTAGC-1 Maternal 
rep2_CATTCTATCTGCTTAT-1 Autologous 
rep2_CATTGAGAGCAGCAGT-1 Autologous 
rep2_CATTGAGAGTGCAAAT-1 Maternal 
rep2_CATTGAGCAGCATTGT-1 Maternal 
rep2_CATTGAGGTCGATTTG-1 Autologous 
rep2_CATTGAGGTTAAGGGC-1 Autologous 
rep2_CATTGAGGTTGGTAGG-1 Autologous 
rep2_CATTGAGTCACATACG-1 Autologous 
rep2_CATTGAGTCCGAGATT-1 Autologous 
rep2_CATTGAGTCCGTTGAA-1 Autologous 
rep2_CATTGAGTCCGTTTCG-1 Autologous 
rep2_CATTGCCAGGAGGTTC-1 Autologous 
rep2_CATTGCCAGTGAATAC-1 Maternal 
rep2_CATTGCCGTCAAAGTA-1 Maternal 
rep2_CATTGCCGTCGGAAAC-1 Autologous 
rep2_CATTGCCGTTAAACAG-1 Autologous 
rep2_CATTGCCTCACCTACC-1 Autologous 
rep2_CATTGCCTCAGTGTGT-1 Maternal 
rep2_CATTGTTAGAAGTATC-1 Autologous 
rep2_CATTGTTAGGATACGC-1 Autologous 
rep2_CATTGTTAGGCTCTAT-1 Autologous 
rep2_CATTGTTAGGTACCTT-1 Autologous 
rep2_CATTGTTAGGTATCTC-1 Autologous 
rep2_CATTGTTCATGCAGGA-1 Autologous 
rep2_CATTGTTGTAACAAGT-1 Maternal 



rep2_CATTGTTGTACGTTCA-1 Autologous 
rep2_CATTGTTGTGGTCTCG-1 Autologous 
rep2_CATTGTTTCCACGGAC-1 Maternal 
rep2_CATTGTTTCGAGAAAT-1 Maternal 
rep2_CATTGTTTCGGACAAG-1 Autologous 
rep2_CATTGTTTCTATCACT-1 Maternal 
rep2_CATTGTTTCTTCACGC-1 Autologous 
rep2_CATTTCAAGACGCATG-1 Autologous 
rep2_CATTTCAAGCGGTAAC-1 Autologous 
rep2_CATTTCACACTTTATC-1 Autologous 
rep2_CATTTCAGTAAGCTCT-1 Autologous 
rep2_CATTTCAGTACCTAGT-1 Autologous 
rep2_CATTTCAGTACGTAGG-1 Autologous 
rep2_CATTTCAGTAGCGTCC-1 Maternal 
rep2_CATTTCAGTCATGCAT-1 Autologous 
rep2_CATTTCAGTGTTAAAG-1 Maternal 
rep2_CATTTCATCATTACCT-1 Autologous 
rep2_CATTTCATCTCACTCG-1 Autologous 
rep2_CCAAGCGCATAGAAAC-1 Autologous 
rep2_CCAAGCGGTATCGGTT-1 Maternal 
rep2_CCAAGCGGTGTCTTGA-1 Autologous 
rep2_CCAAGCGGTTTGGCTA-1 Autologous 
rep2_CCAAGCGTCAGCCTTC-1 Maternal 
rep2_CCAAGCGTCGTCCTTG-1 Autologous 
rep2_CCAATGAAGCGGCTCT-1 Maternal 
rep2_CCAATGACAAGCTGCC-1 Maternal 
rep2_CCAATGACACAACCGC-1 Autologous 
rep2_CCAATGACACCAGTTA-1 Autologous 
rep2_CCAATGACACGTACTA-1 Autologous 
rep2_CCAATGACATCCTGTC-1 Maternal 
rep2_CCAATGACATGATGCT-1 Autologous 
rep2_CCAATGAGTAACCCGC-1 Autologous 
rep2_CCAATGAGTATGCGGA-1 Autologous 
rep2_CCAATGAGTATGGAAT-1 Autologous 
rep2_CCAATGAGTGCGACAA-1 Autologous 
rep2_CCAATGAGTTGGCTAT-1 Autologous 
rep2_CCAATGATCGAGAGAC-1 Autologous 
rep2_CCAATGATCTTGTGCC-1 Maternal 
rep2_CCAATTTAGCCGTTGC-1 Autologous 
rep2_CCAATTTCATGACAGG-1 Autologous 
rep2_CCAATTTGTTCTCCCA-1 Autologous 
rep2_CCAATTTGTTGCCAAT-1 Maternal 
rep2_CCAATTTTCGAACTCA-1 Maternal 
rep2_CCACAAACAATCAAGA-1 Maternal 



rep2_CCACAAACAGTTAAAG-1 Autologous 
rep2_CCACAAACAGTTCACA-1 Autologous 
rep2_CCACAAAGTTAAGTCC-1 Maternal 
rep2_CCACAAAGTTCCTTGC-1 Autologous 
rep2_CCACAAATCACTTTGT-1 Autologous 
rep2_CCACAAATCGAAGTGG-1 Autologous 
rep2_CCACAAATCTCGGTAA-1 Autologous 
rep2_CCACACTAGAGGATCC-1 Autologous 
rep2_CCACACTCATAGATGA-1 Autologous 
rep2_CCACACTCATCCGAAT-1 Autologous 
rep2_CCACACTGTCTTACAG-1 Autologous 
rep2_CCACACTGTGCCCGTA-1 Autologous 
rep2_CCACACTGTGGCTGCT-1 Autologous 
rep2_CCACACTGTGTCTCCT-1 Autologous 
rep2_CCACACTTCAATGCAC-1 Maternal 
rep2_CCACACTTCAGGAAAT-1 Maternal 
rep2_CCACACTTCGAGCCTG-1 Autologous 
rep2_CCACACTTCTAACGCA-1 Autologous 
rep2_CCACCATAGATAACAC-1 Autologous 
rep2_CCACCATAGCTATCCA-1 Autologous 
rep2_CCACCATAGTCATTGC-1 Maternal 
rep2_CCACCATCAACACGTT-1 Maternal 
rep2_CCACCATGTCCAGCCA-1 Autologous 
rep2_CCACCATGTCGCGTCA-1 Autologous 
rep2_CCACCATGTGCAGGAT-1 Maternal 
rep2_CCACCATTCAATCTTC-1 Autologous 
rep2_CCACCATTCCCTAGGG-1 Autologous 
rep2_CCACCATTCTAGTCAG-1 Maternal 
rep2_CCACGAGAGAGCTTTC-1 Maternal 
rep2_CCACGAGAGCCTGAGA-1 Autologous 
rep2_CCACGAGAGTGCAGCA-1 Autologous 
rep2_CCACGAGCAGCTCATA-1 Autologous 
rep2_CCACGAGGTACTCAAC-1 Autologous 
rep2_CCACGAGGTGGCCCAT-1 Autologous 
rep2_CCACGAGTCAGACATC-1 Maternal 
rep2_CCACGAGTCCGTTGGG-1 Autologous 
rep2_CCACGAGTCCTTCGAC-1 Autologous 
rep2_CCACGAGTCCTTGACC-1 Maternal 
rep2_CCACGTTAGAAATCCA-1 Autologous 
rep2_CCACGTTAGGTACATA-1 Autologous 
rep2_CCACGTTAGTTCCAGT-1 Maternal 
rep2_CCACGTTCACAAAGCG-1 Autologous 
rep2_CCACGTTCACCCTTGT-1 Autologous 
rep2_CCACGTTCACCTCTGT-1 Autologous 



rep2_CCACGTTCAGAGGTAC-1 Autologous 
rep2_CCACGTTGTACTTGTG-1 Maternal 
rep2_CCACGTTGTATTGAGA-1 Autologous 
rep2_CCACTTGAGCGGGTTA-1 Maternal 
rep2_CCACTTGAGGGACCAT-1 Maternal 
rep2_CCACTTGAGTGCCCGT-1 Autologous 
rep2_CCACTTGCACATAACC-1 Maternal 
rep2_CCACTTGCAGAACCGA-1 Maternal 
rep2_CCACTTGCAGTCCCGA-1 Autologous 
rep2_CCACTTGCATCGCTCT-1 Maternal 
rep2_CCACTTGGTCGGTACC-1 Autologous 
rep2_CCACTTGGTTGGGATG-1 Maternal 
rep2_CCACTTGGTTTAGAGA-1 Maternal 
rep2_CCACTTGTCGAAACAA-1 Maternal 
rep2_CCATAAGAGGCGTCCT-1 Autologous 
rep2_CCATAAGCAAGAATGT-1 Maternal 
rep2_CCATAAGCAAGCACCC-1 Autologous 
rep2_CCATAAGCAATGAACA-1 Autologous 
rep2_CCATAAGCACCTGCGA-1 Autologous 
rep2_CCATAAGCATCGTCCT-1 Autologous 
rep2_CCATAAGGTACAAACA-1 Autologous 
rep2_CCATAAGGTCCACTCT-1 Autologous 
rep2_CCATAAGGTGAATTAG-1 Autologous 
rep2_CCATAAGGTGTCATGT-1 Autologous 
rep2_CCATAAGGTTTGGAAA-1 Autologous 
rep2_CCATAAGTCTCATTAC-1 Autologous 
rep2_CCATCACAGACAGCTG-1 Maternal 
rep2_CCATCACAGAGAGAAC-1 Maternal 
rep2_CCATCACAGCACTCCG-1 Autologous 
rep2_CCATCACAGGTATCTC-1 Autologous 
rep2_CCATCACCAGAAGCTG-1 Autologous 
rep2_CCATCACGTACAGCGA-1 Maternal 
rep2_CCATCACGTCGCATGC-1 Autologous 
rep2_CCATCACGTTGGCCGT-1 Autologous 
rep2_CCATCACTCATGACAC-1 Maternal 
rep2_CCATCACTCATTCACT-1 Autologous 
rep2_CCATCACTCCCTCAAC-1 Autologous 
rep2_CCATCACTCTAGTCAG-1 Autologous 
rep2_CCCAACTCAACTGCTA-1 Autologous 
rep2_CCCAACTCAAGTATCC-1 Autologous 
rep2_CCCAACTCAAGTGGCA-1 Autologous 
rep2_CCCAACTCACGTCTCT-1 Autologous 
rep2_CCCAACTCATCGATCA-1 Autologous 
rep2_CCCAACTTCACGGAGA-1 Autologous 



rep2_CCCAACTTCCATCGTC-1 Autologous 
rep2_CCCATTGAGGGCTTCC-1 Autologous 
rep2_CCCATTGTCAGGAACG-1 Maternal 
rep2_CCCATTGTCGCCCAGA-1 Autologous 
rep2_CCCATTGTCTGAGGTT-1 Autologous 
rep2_CCCATTGTCTGCTTAT-1 Autologous 
rep2_CCCGAAGCATGGCTAT-1 Autologous 
rep2_CCCGAAGGTGTTGAGG-1 Autologous 
rep2_CCCGAAGGTTCCCAAA-1 Maternal 
rep2_CCCGAAGTCGAGAAGC-1 Maternal 
rep2_CCCGAAGTCTAGGAAA-1 Autologous 
rep2_CCCGGAAAGGTTGGTG-1 Maternal 
rep2_CCCGGAACAACCGACC-1 Autologous 
rep2_CCCGGAACAGTCAGAG-1 Autologous 
rep2_CCCGGAACATTCAGGT-1 Maternal 
rep2_CCCGGAATCATAAGGA-1 Autologous 
rep2_CCCGGAATCGAACACT-1 Autologous 
rep2_CCCTAACAGGGATCAC-1 Maternal 
rep2_CCCTAACCAACTTGGT-1 Maternal 
rep2_CCCTAACCAAGATTGA-1 Maternal 
rep2_CCCTAACCATCCGAAT-1 Maternal 
rep2_CCCTAACGTCAGCTTA-1 Autologous 
rep2_CCCTAACGTTCCCACT-1 Autologous 
rep2_CCCTAACTCATCTGTT-1 Autologous 
rep2_CCCTAACTCCTACGGG-1 Autologous 
rep2_CCCTCAAAGGTTGGTG-1 Maternal 
rep2_CCCTCAAAGTTTCTTC-1 Maternal 
rep2_CCCTCAAGTTAATCGC-1 Autologous 
rep2_CCCTCAATCCCACAGG-1 Autologous 
rep2_CCCTCTCAGCAAGCCA-1 Autologous 
rep2_CCCTCTCAGCCAAGTG-1 Autologous 
rep2_CCCTCTCAGTTAACGA-1 Autologous 
rep2_CCCTCTCGTACTCGTA-1 Autologous 
rep2_CCCTCTCGTATAATGG-1 Maternal 
rep2_CCCTCTCGTGCATACT-1 Autologous 
rep2_CCCTCTCGTTTACGAC-1 Autologous 
rep2_CCCTCTCTCGTCAACA-1 Maternal 
rep2_CCCTGATCAACTGCTA-1 Maternal 
rep2_CCCTGATCAGAGCCCT-1 Autologous 
rep2_CCCTGATCATATGCGT-1 Autologous 
rep2_CCCTGATTCAAAGACA-1 Autologous 
rep2_CCCTGATTCACCATGA-1 Maternal 
rep2_CCCTGATTCAGAATAG-1 Autologous 
rep2_CCCTGATTCCAAGAGG-1 Autologous 



rep2_CCCTGATTCCGTAGTA-1 Maternal 
rep2_CCCTGATTCGCAGTGC-1 Autologous 
rep2_CCCTGATTCGTTATCT-1 Autologous 
rep2_CCCTTAGAGATCCCAT-1 Autologous 
rep2_CCCTTAGAGCATGCAG-1 Autologous 
rep2_CCCTTAGAGGACGCTA-1 Autologous 
rep2_CCCTTAGAGGTGCTAG-1 Autologous 
rep2_CCCTTAGAGGTTCTAC-1 Maternal 
rep2_CCCTTAGAGTCACGCC-1 Autologous 
rep2_CCCTTAGCAACACGTT-1 Maternal 
rep2_CCCTTAGCAAGGCCTC-1 Autologous 
rep2_CCCTTAGCAAGTAGTA-1 Maternal 
rep2_CCCTTAGCACAATCTG-1 Maternal 
rep2_CCCTTAGCACAGGATG-1 Autologous 
rep2_CCCTTAGCATTCTGTT-1 Autologous 
rep2_CCCTTAGGTCATAAAG-1 Autologous 
rep2_CCCTTAGGTGGTTCTA-1 Autologous 
rep2_CCCTTAGGTTGACGGA-1 Maternal 
rep2_CCCTTAGTCAGACTGT-1 Autologous 
rep2_CCCTTAGTCCACACCT-1 Autologous 
rep2_CCCTTAGTCTGCATAG-1 Maternal 
rep2_CCCTTAGTCTTCTGGC-1 Maternal 
rep2_CCGAACGAGATTGAGT-1 Maternal 
rep2_CCGAACGAGGAAAGTG-1 Autologous 
rep2_CCGAACGAGTAACGAT-1 Autologous 
rep2_CCGAACGCACCGGCTA-1 Autologous 
rep2_CCGAACGCACGGCTAC-1 Autologous 
rep2_CCGAACGCACTACGGC-1 Autologous 
rep2_CCGAACGCACTTCAAG-1 Maternal 
rep2_CCGAACGGTACTGCCG-1 Autologous 
rep2_CCGAACGGTTAACAGA-1 Autologous 
rep2_CCGAACGTCCTACACC-1 Autologous 
rep2_CCGAACGTCGTTCATT-1 Autologous 
rep2_CCGATCTAGACCACGA-1 Autologous 
rep2_CCGATCTAGATAGCAT-1 Autologous 
rep2_CCGATCTAGATTGACA-1 Autologous 
rep2_CCGATCTAGCCATTGT-1 Autologous 
rep2_CCGATCTAGCGCATCC-1 Maternal 
rep2_CCGATCTCAAATGATG-1 Autologous 
rep2_CCGATCTGTCGGTAAG-1 Maternal 
rep2_CCGATCTGTCTAGGCC-1 Autologous 
rep2_CCGATCTTCGATAACC-1 Autologous 
rep2_CCGATCTTCGCTCCTA-1 Maternal 
rep2_CCGATGGAGACATCCT-1 Maternal 



rep2_CCGATGGAGAGCTGAC-1 Autologous 
rep2_CCGATGGAGTGGAATT-1 Autologous 
rep2_CCGATGGCAATGACCT-1 Autologous 
rep2_CCGATGGCACTCTAGA-1 Autologous 
rep2_CCGATGGGTACTCCCT-1 Autologous 
rep2_CCGATGGGTTCTGACA-1 Autologous 
rep2_CCGATGGTCACCATCC-1 Autologous 
rep2_CCGATGGTCGAAGAAT-1 Autologous 
rep2_CCGATGGTCGGATTAC-1 Maternal 
rep2_CCGCAAGAGTGCAGGT-1 Autologous 
rep2_CCGCAAGCACGTCTCT-1 Maternal 
rep2_CCGCAAGGTAAGCTCT-1 Maternal 
rep2_CCGCAAGGTTAGGCTT-1 Maternal 
rep2_CCGCAAGTCCCAAGTA-1 Maternal 
rep2_CCGCAAGTCTAGTCAG-1 Maternal 
rep2_CCGGACACACCAGCGT-1 Autologous 
rep2_CCGGACACAGCTCGGT-1 Maternal 
rep2_CCGGACAGTGCACGCT-1 Autologous 
rep2_CCGGACAGTGTAAATG-1 Autologous 
rep2_CCGGGTAAGGCGTCCT-1 Autologous 
rep2_CCGGGTACAAGCGCTC-1 Autologous 
rep2_CCGGGTACACGTCATA-1 Autologous 
rep2_CCGGGTACACTTGTCC-1 Autologous 
rep2_CCGGGTACAGGTGAGT-1 Maternal 
rep2_CCGGGTACATAAGATG-1 Maternal 
rep2_CCGGGTAGTAAGTTGA-1 Autologous 
rep2_CCGGGTAGTAGCGTAG-1 Maternal 
rep2_CCGGGTATCACGGGAA-1 Maternal 
rep2_CCGGGTATCGCTTAAG-1 Maternal 
rep2_CCGGGTATCGCTTTAT-1 Autologous 
rep2_CCGGTAGAGCGTCTGC-1 Autologous 
rep2_CCGGTAGAGTTAGAAC-1 Autologous 
rep2_CCGGTAGCAAGTACCT-1 Maternal 
rep2_CCGGTAGCAGGGACTA-1 Autologous 
rep2_CCGGTAGGTGTGGACA-1 Autologous 
rep2_CCGGTAGTCTCGTCAC-1 Maternal 
rep2_CCGGTAGTCTTCCGTG-1 Autologous 
rep2_CCGGTGAAGGTCCCTG-1 Autologous 
rep2_CCGGTGAAGGTGGCTA-1 Autologous 
rep2_CCGGTGACACATATGC-1 Autologous 
rep2_CCGGTGACACTCAGAT-1 Maternal 
rep2_CCGGTGAGTATCCTCC-1 Maternal 
rep2_CCGGTGATCACTGGTA-1 Maternal 
rep2_CCGGTGATCACTGTTT-1 Autologous 



rep2_CCGGTGATCCCGAGGT-1 Autologous 
rep2_CCGGTGATCCCTTCCC-1 Autologous 
rep2_CCGGTGATCCTATTTG-1 Autologous 
rep2_CCGGTGATCGCCAGAC-1 Autologous 
rep2_CCGGTGATCTCTGCTG-1 Autologous 
rep2_CCGTAGGAGAGGACTC-1 Autologous 
rep2_CCGTAGGAGAGGCTGT-1 Autologous 
rep2_CCGTAGGCAACTTGGT-1 Maternal 
rep2_CCGTAGGCAAGACGGT-1 Maternal 
rep2_CCGTAGGCACGCGTCA-1 Autologous 
rep2_CCGTAGGCAGTCCCGA-1 Autologous 
rep2_CCGTAGGGTACAAGCG-1 Maternal 
rep2_CCGTAGGGTACTGCCG-1 Autologous 
rep2_CCGTAGGGTAGCACAG-1 Maternal 
rep2_CCGTAGGGTCGTTGCG-1 Maternal 
rep2_CCGTAGGGTGGCATCC-1 Maternal 
rep2_CCGTGAGAGCTTTCTT-1 Autologous 
rep2_CCGTGAGAGTCGGCCT-1 Maternal 
rep2_CCGTGAGCACTATCGA-1 Autologous 
rep2_CCGTGAGGTCCAAAGG-1 Autologous 
rep2_CCGTTCAAGCGGGTAT-1 Maternal 
rep2_CCGTTCAAGTCATACC-1 Autologous 
rep2_CCGTTCAAGTGTACAA-1 Maternal 
rep2_CCGTTCACAACTGTGT-1 Maternal 
rep2_CCGTTCACAAGCACAG-1 Autologous 
rep2_CCGTTCACACCCGTAG-1 Autologous 
rep2_CCGTTCACAGCGGTCT-1 Maternal 
rep2_CCGTTCACAGCTACAT-1 Autologous 
rep2_CCGTTCAGTACCACGC-1 Autologous 
rep2_CCGTTCAGTAGATTGA-1 Autologous 
rep2_CCGTTCATCCCATAGA-1 Autologous 
rep2_CCGTTCATCCGCCTAT-1 Autologous 
rep2_CCGTTCATCTAGCAAC-1 Autologous 
rep2_CCTAACCAGAACTGAT-1 Maternal 
rep2_CCTAACCAGATGAATC-1 Maternal 
rep2_CCTAACCAGTACGTCT-1 Autologous 
rep2_CCTAACCAGTCGAAGC-1 Autologous 
rep2_CCTAACCCACTGTGAT-1 Autologous 
rep2_CCTAACCGTACCCGAC-1 Autologous 
rep2_CCTAACCGTTTCACTT-1 Maternal 
rep2_CCTAACCTCATTTCCA-1 Maternal 
rep2_CCTAAGAAGAGCATCG-1 Autologous 
rep2_CCTAAGACAACAACAA-1 Maternal 
rep2_CCTAAGACAACCAGAG-1 Autologous 



rep2_CCTAAGACAGAGGCTA-1 Autologous 
rep2_CCTAAGACAGCGTGAA-1 Maternal 
rep2_CCTAAGACAGGGTTGA-1 Autologous 
rep2_CCTAAGACATCGGAGA-1 Autologous 
rep2_CCTAAGAGTCAAACGG-1 Autologous 
rep2_CCTAAGAGTGGTCTAT-1 Maternal 
rep2_CCTAAGATCAAGTTGC-1 Autologous 
rep2_CCTAAGATCCATAAGC-1 Autologous 
rep2_CCTAAGATCGATACTG-1 Autologous 
rep2_CCTAAGATCGCTATTT-1 Maternal 
rep2_CCTACGTAGATTGAGT-1 Autologous 
rep2_CCTACGTAGCGACTAG-1 Maternal 
rep2_CCTACGTAGGCCACCT-1 Autologous 
rep2_CCTACGTCAGAAATTG-1 Maternal 
rep2_CCTACGTCAGACTCTA-1 Autologous 
rep2_CCTACGTCAGCTCCTT-1 Autologous 
rep2_CCTACGTGTATAATGG-1 Autologous 
rep2_CCTACGTGTCCTACAA-1 Autologous 
rep2_CCTACGTGTTATTCTC-1 Maternal 
rep2_CCTACGTTCGCTTAAG-1 Autologous 
rep2_CCTACGTTCTGCCTGT-1 Autologous 
rep2_CCTACGTTCTTACGGA-1 Maternal 
rep2_CCTATCGAGGAAGTAG-1 Autologous 
rep2_CCTATCGCAAACTAGA-1 Autologous 
rep2_CCTATCGCATGCGGTC-1 Maternal 
rep2_CCTATCGGTGGCATCC-1 Autologous 
rep2_CCTATCGGTTGAGGAC-1 Autologous 
rep2_CCTATCGGTTGTATGC-1 Autologous 
rep2_CCTATCGTCCTGTAAG-1 Autologous 
rep2_CCTATCGTCGCAATGT-1 Autologous 
rep2_CCTATCGTCGCGTCGA-1 Autologous 
rep2_CCTCAACCAAGCGCAA-1 Maternal 
rep2_CCTCAACCACCAGACC-1 Maternal 
rep2_CCTCAACCAGGATGAC-1 Autologous 
rep2_CCTCAACCATCGATAC-1 Autologous 
rep2_CCTCAACGTGAGAACC-1 Maternal 
rep2_CCTCAACGTGTCTTGA-1 Autologous 
rep2_CCTCAACGTTCTTAGG-1 Maternal 
rep2_CCTCAACTCAGGTGTT-1 Maternal 
rep2_CCTCAACTCCTTGAAG-1 Autologous 
rep2_CCTCAACTCTTCGCTG-1 Autologous 
rep2_CCTCACAAGAAACTAC-1 Autologous 
rep2_CCTCACAAGACCAACG-1 Autologous 
rep2_CCTCACAAGCGCTTCG-1 Maternal 



rep2_CCTCACAAGGCGTTAG-1 Maternal 
rep2_CCTCACACACCTCGTT-1 Autologous 
rep2_CCTCACAGTACCTAGT-1 Maternal 
rep2_CCTCACATCGAGAATA-1 Autologous 
rep2_CCTCACATCTACCCAC-1 Autologous 
rep2_CCTCAGTAGGCTTAGG-1 Maternal 
rep2_CCTCAGTAGGTCGAGT-1 Maternal 
rep2_CCTCAGTAGTGCGTCC-1 Autologous 
rep2_CCTCAGTCACATTGTG-1 Autologous 
rep2_CCTCAGTGTCATCCGG-1 Autologous 
rep2_CCTCAGTGTTCACGAT-1 Maternal 
rep2_CCTCAGTTCAGGAAAT-1 Autologous 
rep2_CCTCAGTTCCGGCAGT-1 Autologous 
rep2_CCTCAGTTCGCGAAGA-1 Autologous 
rep2_CCTCAGTTCTAATTCC-1 Autologous 
rep2_CCTCATGAGGTGCCTC-1 Autologous 
rep2_CCTCATGAGTGCAAAT-1 Autologous 
rep2_CCTCATGCAGCGGTTC-1 Maternal 
rep2_CCTCATGGTCCACATA-1 Maternal 
rep2_CCTCATGGTGACAGCA-1 Autologous 
rep2_CCTCATGGTGGTGATG-1 Autologous 
rep2_CCTCCAAAGAAGTATC-1 Autologous 
rep2_CCTCCAACAAACGTGG-1 Autologous 
rep2_CCTCCAACAACTGATC-1 Maternal 
rep2_CCTCCAAGTAGAGCTG-1 Autologous 
rep2_CCTCCAAGTCAGGTGA-1 Autologous 
rep2_CCTCCAAGTCTAGTGT-1 Autologous 
rep2_CCTCCAAGTGCGTCGT-1 Autologous 
rep2_CCTCCAAGTTTGGGTT-1 Autologous 
rep2_CCTCCAATCCGATAAC-1 Maternal 
rep2_CCTCCAATCGTGTTCC-1 Autologous 
rep2_CCTCCAATCTGTTGGA-1 Maternal 
rep2_CCTCCTCAGGTTCATC-1 Autologous 
rep2_CCTCCTCAGTAAGCAT-1 Maternal 
rep2_CCTCCTCAGTATGACA-1 Maternal 
rep2_CCTCCTCAGTTTCTTC-1 Autologous 
rep2_CCTCCTCCAAGAGGCT-1 Autologous 
rep2_CCTCCTCCATGAAGGC-1 Maternal 
rep2_CCTCCTCGTGCCGTAC-1 Maternal 
rep2_CCTCCTCGTTCAGGTT-1 Maternal 
rep2_CCTCCTCTCGTGGGAA-1 Autologous 
rep2_CCTCCTCTCTGAATCG-1 Autologous 
rep2_CCTCTAGAGCATTTGC-1 Autologous 
rep2_CCTCTAGAGTACAGCG-1 Autologous 



rep2_CCTCTAGGTACTAACC-1 Maternal 
rep2_CCTCTAGGTAGGTTTC-1 Autologous 
rep2_CCTCTAGGTCAGCGTC-1 Autologous 
rep2_CCTCTAGTCATGACAC-1 Autologous 
rep2_CCTCTAGTCGGTCAGC-1 Maternal 
rep2_CCTCTAGTCGTAATGC-1 Maternal 
rep2_CCTCTCCCAACAGTGG-1 Maternal 
rep2_CCTCTCCCAGCCGTCA-1 Autologous 
rep2_CCTCTCCCATGAATAG-1 Autologous 
rep2_CCTCTCCGTGCAGTGA-1 Autologous 
rep2_CCTCTCCTCGGTAAGG-1 Autologous 
rep2_CCTGCATAGACCGCCT-1 Autologous 
rep2_CCTGCATAGCCATTGT-1 Autologous 
rep2_CCTGCATAGTATAACG-1 Maternal 
rep2_CCTGCATGTGACAGGT-1 Autologous 
rep2_CCTGCATGTTGTTGCA-1 Maternal 
rep2_CCTGCATTCAAACGAA-1 Maternal 
rep2_CCTGCATTCACCCATC-1 Maternal 
rep2_CCTGCATTCTCCGAAA-1 Maternal 
rep2_CCTGTTGAGCCTCAAT-1 Maternal 
rep2_CCTGTTGAGTCTAGCT-1 Autologous 
rep2_CCTGTTGCACGTATAC-1 Autologous 
rep2_CCTGTTGCAGTATACC-1 Autologous 
rep2_CCTGTTGTCACCGACG-1 Autologous 
rep2_CCTGTTGTCACTTTGT-1 Maternal 
rep2_CCTGTTGTCCATGATG-1 Maternal 
rep2_CCTTCAGCAGGCCCTA-1 Maternal 
rep2_CCTTCAGCATAACCCA-1 Autologous 
rep2_CCTTCAGCATATAGCC-1 Autologous 
rep2_CCTTCAGGTAGCGAGT-1 Autologous 
rep2_CCTTCAGGTGGAACAC-1 Autologous 
rep2_CCTTCAGTCAGACATC-1 Autologous 
rep2_CCTTCAGTCGGCTATA-1 Maternal 
rep2_CCTTGTGCACAGTCCG-1 Autologous 
rep2_CCTTGTGCACGCGCAT-1 Autologous 
rep2_CCTTGTGCATACTGTG-1 Autologous 
rep2_CCTTGTGGTACATACC-1 Autologous 
rep2_CCTTGTGGTCCACACG-1 Autologous 
rep2_CCTTGTGGTCCTGTTC-1 Autologous 
rep2_CCTTGTGTCGAAGCCC-1 Autologous 
rep2_CCTTTGGAGGCTCAAG-1 Autologous 
rep2_CCTTTGGAGTCGGCCT-1 Autologous 
rep2_CCTTTGGCACAGACGA-1 Autologous 
rep2_CCTTTGGCAGTTCCAA-1 Maternal 



rep2_CCTTTGGGTACTCGCG-1 Autologous 
rep2_CCTTTGGTCACAGTGT-1 Maternal 
rep2_CGAAGGAAGTAGCATA-1 Autologous 
rep2_CGAAGGAAGTCCGCGT-1 Autologous 
rep2_CGAAGGAGTCGTCAGC-1 Autologous 
rep2_CGAAGGATCTTACGGA-1 Maternal 
rep2_CGAAGGATCTTGCAAG-1 Maternal 
rep2_CGAAGTTAGCCTGAAG-1 Autologous 
rep2_CGAAGTTAGTACTGTC-1 Autologous 
rep2_CGAAGTTAGTCATCGT-1 Autologous 
rep2_CGAAGTTCAACGTTAC-1 Autologous 
rep2_CGAAGTTCAATGGCCC-1 Autologous 
rep2_CGAAGTTCAGCAATTC-1 Autologous 
rep2_CGAAGTTCAGCGTACC-1 Maternal 
rep2_CGAAGTTGTCACAGTT-1 Autologous 
rep2_CGAAGTTTCCGTAGGC-1 Autologous 
rep2_CGAATTGAGAAATTCG-1 Maternal 
rep2_CGAATTGAGATGAATC-1 Autologous 
rep2_CGAATTGAGCTAAGTA-1 Autologous 
rep2_CGAATTGAGGCCCGTT-1 Autologous 
rep2_CGAATTGCAAGTGCAG-1 Autologous 
rep2_CGAATTGCACGCGGTT-1 Autologous 
rep2_CGAATTGGTAGGTGCA-1 Maternal 
rep2_CGAATTGTCGGAGTGA-1 Autologous 
rep2_CGAATTGTCTGGTGGC-1 Autologous 
rep2_CGACAGCAGTGATAGT-1 Maternal 
rep2_CGACAGCCAGAATCGG-1 Maternal 
rep2_CGACAGCCAGGGAGAG-1 Maternal 
rep2_CGACAGCCATGACTTG-1 Autologous 
rep2_CGACAGCGTAACATCC-1 Autologous 
rep2_CGAGAAGAGACGGAAA-1 Maternal 
rep2_CGAGAAGAGCGTATAA-1 Autologous 
rep2_CGAGAAGAGGATTTGA-1 Autologous 
rep2_CGAGAAGCAGTCGGTC-1 Autologous 
rep2_CGAGAAGGTAGACTGG-1 Maternal 
rep2_CGAGAAGTCAAGCGTT-1 Maternal 
rep2_CGAGGAAAGAGCATTA-1 Autologous 
rep2_CGAGGAACACGCCAGT-1 Autologous 
rep2_CGAGGAACATACGCAT-1 Autologous 
rep2_CGAGGAAGTCTTACAG-1 Maternal 
rep2_CGAGGAAGTGTGTGGA-1 Maternal 
rep2_CGAGGAATCCGTCAAA-1 Autologous 
rep2_CGAGGAATCGAGAGAC-1 Maternal 
rep2_CGAGGAATCTCTGCCA-1 Autologous 



rep2_CGAGGCTAGAGATCGC-1 Autologous 
rep2_CGAGGCTAGCATCAAA-1 Autologous 
rep2_CGAGGCTAGTCAGCGA-1 Autologous 
rep2_CGAGGCTCACCTCTAC-1 Maternal 
rep2_CGAGGCTCAGCACAAG-1 Autologous 
rep2_CGAGGCTGTACACTCA-1 Maternal 
rep2_CGAGGCTGTTTGCAGT-1 Autologous 
rep2_CGAGGCTTCATTCGGA-1 Autologous 
rep2_CGAGGCTTCCATTCAT-1 Autologous 
rep2_CGAGTGCCACGCACCA-1 Autologous 
rep2_CGAGTGCGTAACTGCT-1 Autologous 
rep2_CGAGTGCGTAGGCTCC-1 Autologous 
rep2_CGAGTGCGTCCAGTTA-1 Maternal 
rep2_CGAGTGCGTCCGGACT-1 Autologous 
rep2_CGAGTGCGTTCCTTGC-1 Autologous 
rep2_CGAGTGCTCTAACGCA-1 Autologous 
rep2_CGAGTTAAGCGACTGA-1 Maternal 
rep2_CGAGTTAGTCGTCGGT-1 Autologous 
rep2_CGAGTTATCCCAGTGG-1 Maternal 
rep2_CGATCGGAGAACTTCC-1 Autologous 
rep2_CGATCGGAGACCGCCT-1 Autologous 
rep2_CGATCGGAGGCACTCC-1 Autologous 
rep2_CGATCGGAGGGACTGT-1 Maternal 
rep2_CGATCGGAGGTGAGAA-1 Autologous 
rep2_CGATCGGCAAGTCCAT-1 Maternal 
rep2_CGATCGGCACTGGCGT-1 Maternal 
rep2_CGATCGGGTGACATCT-1 Autologous 
rep2_CGATGCGAGATGACAT-1 Autologous 
rep2_CGATGCGCAAATAAGC-1 Autologous 
rep2_CGATGCGCACAAGCTT-1 Autologous 
rep2_CGATGCGCACTGTCCT-1 Autologous 
rep2_CGATGCGCAGCAGTAG-1 Maternal 
rep2_CGATGCGGTAGCACGA-1 Autologous 
rep2_CGATGCGGTCTAGTGT-1 Autologous 
rep2_CGATGCGGTGAAGCTG-1 Maternal 
rep2_CGATGCGGTGATAGTA-1 Autologous 
rep2_CGATGCGGTGCAACAG-1 Autologous 
rep2_CGATGGCAGCCACCGT-1 Autologous 
rep2_CGATGGCAGGGTCAAC-1 Autologous 
rep2_CGATGGCAGTATTGCC-1 Autologous 
rep2_CGATGGCCACACCTGG-1 Maternal 
rep2_CGATGGCCACATATCG-1 Autologous 
rep2_CGATGGCGTGACACAG-1 Autologous 
rep2_CGATGGCGTTGGAGGT-1 Maternal 



rep2_CGATGGCTCGAAATCC-1 Autologous 
rep2_CGATGGCTCGCCGAGT-1 Autologous 
rep2_CGCAGGTAGACACACG-1 Autologous 
rep2_CGCAGGTCACAGCCAC-1 Autologous 
rep2_CGCAGGTCACAGTCAT-1 Maternal 
rep2_CGCAGGTCAGAACTCT-1 Maternal 
rep2_CGCAGGTCAGCACAAG-1 Maternal 
rep2_CGCAGGTGTCGTTGCG-1 Autologous 
rep2_CGCAGGTGTTGCTAGT-1 Autologous 
rep2_CGCATAAAGCACAAAT-1 Autologous 
rep2_CGCATAAAGTACCGGA-1 Maternal 
rep2_CGCATAACAAGTCCCG-1 Maternal 
rep2_CGCATAACAGTGTGGA-1 Maternal 
rep2_CGCATAAGTAGCTGAG-1 Maternal 
rep2_CGCATAAGTTACCCTC-1 Autologous 
rep2_CGCATAATCAGAACCT-1 Maternal 
rep2_CGCATAATCAGCATTG-1 Autologous 
rep2_CGCATAATCCTCTCGA-1 Autologous 
rep2_CGCATAATCGAGTCTA-1 Autologous 
rep2_CGCATAATCGTCCTCA-1 Maternal 
rep2_CGCATGGAGAGAGTGA-1 Autologous 
rep2_CGCATGGAGCGTTAGG-1 Autologous 
rep2_CGCATGGAGCTTTCCC-1 Autologous 
rep2_CGCATGGAGTCTGCGC-1 Maternal 
rep2_CGCATGGGTGCACGCT-1 Autologous 
rep2_CGCATGGTCAAGTCTG-1 Autologous 
rep2_CGCATGGTCCATAGGT-1 Maternal 
rep2_CGCATGGTCCGATAAC-1 Autologous 
rep2_CGCATGGTCGTCCATC-1 Autologous 
rep2_CGCATGGTCTCTGGTC-1 Maternal 
rep2_CGCATGGTCTTCCCGA-1 Autologous 
rep2_CGCCAGAAGCTACGTT-1 Autologous 
rep2_CGCCAGAAGTGGTCAG-1 Autologous 
rep2_CGCCAGAAGTTAGTAG-1 Autologous 
rep2_CGCCAGATCAGGTGTT-1 Maternal 
rep2_CGCCAGATCATGTCTT-1 Autologous 
rep2_CGCCAGATCATTCACT-1 Autologous 
rep2_CGCCATTAGTAACGTA-1 Maternal 
rep2_CGCCATTCATCTGTTT-1 Autologous 
rep2_CGCCATTGTCACCGCA-1 Maternal 
rep2_CGCCATTGTGTGACCC-1 Autologous 
rep2_CGCCATTTCAGACATC-1 Autologous 
rep2_CGCCATTTCCGAGCTG-1 Maternal 
rep2_CGCCATTTCTCCTGTG-1 Autologous 



rep2_CGCGTGAAGGTCACCC-1 Autologous 
rep2_CGCGTGAAGTAGTGCG-1 Autologous 
rep2_CGCGTGACACACCAGC-1 Autologous 
rep2_CGCGTGACAGAGAGGG-1 Autologous 
rep2_CGCGTGACAGCAGTTT-1 Maternal 
rep2_CGCGTGACATCGAAGG-1 Maternal 
rep2_CGCGTGAGTAACACCT-1 Autologous 
rep2_CGCGTGAGTTGGCTAT-1 Autologous 
rep2_CGCGTGAGTTTCCCAC-1 Autologous 
rep2_CGCGTGATCACCATGA-1 Maternal 
rep2_CGCGTGATCGCAGTTA-1 Autologous 
rep2_CGGAACCAGAAGTCAT-1 Autologous 
rep2_CGGAACCAGGAGGGTG-1 Autologous 
rep2_CGGAACCAGTAGGAAG-1 Autologous 
rep2_CGGAACCAGTAGGATT-1 Autologous 
rep2_CGGAACCCAGGTCCGT-1 Autologous 
rep2_CGGAACCCATCAGCAT-1 Autologous 
rep2_CGGAACCGTATGGTAA-1 Maternal 
rep2_CGGAACCGTGAGCTCC-1 Maternal 
rep2_CGGAACCTCATAGCAC-1 Maternal 
rep2_CGGAATTAGTGCAACG-1 Maternal 
rep2_CGGAATTCAAATGCGG-1 Autologous 
rep2_CGGAATTCATACTGTG-1 Autologous 
rep2_CGGAATTGTAACATGA-1 Maternal 
rep2_CGGAATTGTCTGTCAA-1 Autologous 
rep2_CGGAATTGTCTTGCTC-1 Autologous 
rep2_CGGAATTGTGCCCTTT-1 Autologous 
rep2_CGGAATTTCGATTCCC-1 Autologous 
rep2_CGGACACAGATGTTGA-1 Maternal 
rep2_CGGACACAGCACTTTG-1 Autologous 
rep2_CGGACACAGCAGAAAG-1 Autologous 
rep2_CGGACACAGTATTCCG-1 Autologous 
rep2_CGGACACCAAATGCTC-1 Autologous 
rep2_CGGACACCATCGTGGC-1 Autologous 
rep2_CGGACACCATGGGTCC-1 Autologous 
rep2_CGGACACGTAACACCT-1 Autologous 
rep2_CGGACACGTACAGGTG-1 Autologous 
rep2_CGGACACGTAGCGTCC-1 Autologous 
rep2_CGGACACGTATCCCTC-1 Autologous 
rep2_CGGACACGTTAAAGTG-1 Autologous 
rep2_CGGACACTCGGTGCAC-1 Maternal 
rep2_CGGACACTCTCCAAGA-1 Autologous 
rep2_CGGAGAAAGGAGTATT-1 Autologous 
rep2_CGGAGAACAAGATTGA-1 Autologous 



rep2_CGGAGAACAGCTAACT-1 Autologous 
rep2_CGGAGAACATGTCGTA-1 Autologous 
rep2_CGGAGAATCGGCTGAC-1 Maternal 
rep2_CGGCAGTAGCATCAAA-1 Autologous 
rep2_CGGCAGTAGCCTATCA-1 Autologous 
rep2_CGGCAGTAGGGCATGT-1 Maternal 
rep2_CGGCAGTGTACCCACG-1 Autologous 
rep2_CGGCAGTGTTTGACAC-1 Autologous 
rep2_CGGCAGTTCGCGTGAC-1 Autologous 
rep2_CGGCAGTTCGTTCTAT-1 Autologous 
rep2_CGGCAGTTCTCGTCGT-1 Autologous 
rep2_CGGCAGTTCTTCCAGC-1 Autologous 
rep2_CGGGACTAGAATGTTG-1 Autologous 
rep2_CGGGACTAGAATTGTG-1 Autologous 
rep2_CGGGACTAGCAAACAT-1 Maternal 
rep2_CGGGACTAGCTCGAAG-1 Autologous 
rep2_CGGGACTCAAGACGAC-1 Autologous 
rep2_CGGGACTCATCGATCA-1 Autologous 
rep2_CGGGACTCATGGAGAC-1 Autologous 
rep2_CGGGACTCATTGACTG-1 Autologous 
rep2_CGGGACTGTAGCTCGC-1 Autologous 
rep2_CGGGACTGTTTGATCG-1 Autologous 
rep2_CGGGACTTCGCATGAT-1 Autologous 
rep2_CGGGACTTCGTTACCC-1 Autologous 
rep2_CGGGACTTCTGCTTAT-1 Autologous 
rep2_CGGGCATAGACTACGG-1 Autologous 
rep2_CGGGCATAGAGGATGA-1 Maternal 
rep2_CGGGCATCACACGGAA-1 Autologous 
rep2_CGGGCATCAGGACTTT-1 Autologous 
rep2_CGGGCATGTCGGTGAA-1 Autologous 
rep2_CGGGCATGTGAGGAAA-1 Maternal 
rep2_CGGGCATTCATATGGC-1 Maternal 
rep2_CGGGCATTCGTGGGTC-1 Autologous 
rep2_CGGGTCAAGATTGATG-1 Autologous 
rep2_CGGGTCAAGCATGCGA-1 Autologous 
rep2_CGGGTCAAGGAAGAAC-1 Autologous 
rep2_CGGGTCACAAATCAAG-1 Autologous 
rep2_CGGGTCAGTAGAAACT-1 Autologous 
rep2_CGGGTCAGTCACGACC-1 Autologous 
rep2_CGGGTCAGTCCACTCT-1 Autologous 
rep2_CGGGTCAGTCCTTGTC-1 Autologous 
rep2_CGGGTCAGTGACAGCA-1 Autologous 
rep2_CGGGTGTAGAAACCCG-1 Autologous 
rep2_CGGGTGTAGCAAATCA-1 Autologous 



rep2_CGGGTGTAGTCCCAAT-1 Autologous 
rep2_CGGGTGTCACCTCAGG-1 Autologous 
rep2_CGGGTGTCAGCGTGAA-1 Autologous 
rep2_CGGGTGTGTAGTGTGG-1 Maternal 
rep2_CGGGTGTGTCTGCAAT-1 Maternal 
rep2_CGGGTGTTCCACAGCG-1 Autologous 
rep2_CGGTCAGAGGAACTCG-1 Maternal 
rep2_CGGTCAGAGTGCAAAT-1 Autologous 
rep2_CGGTCAGCAGCTCCTT-1 Autologous 
rep2_CGGTCAGCAGCTGTAT-1 Autologous 
rep2_CGGTCAGGTACAGAAT-1 Autologous 
rep2_CGGTCAGGTCGCGTTG-1 Autologous 
rep2_CGGTCAGGTGAACCGA-1 Autologous 
rep2_CGGTCAGGTTTACTTC-1 Autologous 
rep2_CGGTCAGTCGCATGAT-1 Maternal 
rep2_CGTAAGTAGCACCTGC-1 Autologous 
rep2_CGTAAGTAGTAGAATC-1 Autologous 
rep2_CGTAAGTAGTCCTGTA-1 Autologous 
rep2_CGTAAGTCAGAGAGGG-1 Autologous 
rep2_CGTAAGTCAGTAGTGG-1 Autologous 
rep2_CGTAAGTCATTGTCGA-1 Autologous 
rep2_CGTAAGTGTTGCCGCA-1 Autologous 
rep2_CGTAAGTTCACCGCTT-1 Autologous 
rep2_CGTAATGCAATTGCCA-1 Maternal 
rep2_CGTAATGCATCCTGTC-1 Autologous 
rep2_CGTAATGCATTCCTCG-1 Autologous 
rep2_CGTAATGGTATCATGC-1 Autologous 
rep2_CGTAATGTCTGCTGAA-1 Maternal 
rep2_CGTAGTAAGCGGTAAC-1 Maternal 
rep2_CGTAGTAAGGATACCG-1 Autologous 
rep2_CGTAGTACAAGGTCTT-1 Autologous 
rep2_CGTAGTAGTAAGGAGA-1 Autologous 
rep2_CGTAGTAGTGGAGAAA-1 Autologous 
rep2_CGTAGTAGTGGCTGAA-1 Maternal 
rep2_CGTAGTAGTGTTCGTA-1 Autologous 
rep2_CGTAGTAGTTGCTCCT-1 Maternal 
rep2_CGTAGTATCAGCGCAC-1 Maternal 
rep2_CGTCAAAAGACAGCTG-1 Maternal 
rep2_CGTCAAAAGACTGAGC-1 Autologous 
rep2_CGTCAAAAGCTAATCC-1 Autologous 
rep2_CGTCAAAAGGTGCTGA-1 Maternal 
rep2_CGTCAAAAGGTTATAG-1 Autologous 
rep2_CGTCAAAAGTGCACTT-1 Maternal 
rep2_CGTCAAACAATCGTCA-1 Autologous 



rep2_CGTCAAACAGTCAACT-1 Maternal 
rep2_CGTCAAAGTTGCGGCT-1 Autologous 
rep2_CGTCAAAGTTTACTTC-1 Autologous 
rep2_CGTCAAATCATTGCGA-1 Autologous 
rep2_CGTCAAATCCATTGGA-1 Maternal 
rep2_CGTCAAATCGCCAACG-1 Autologous 
rep2_CGTCCATAGAGCATAT-1 Autologous 
rep2_CGTCCATAGGGACACT-1 Autologous 
rep2_CGTCCATCACAAATCC-1 Maternal 
rep2_CGTCCATCACAATCTG-1 Autologous 
rep2_CGTCCATCACAGGATG-1 Autologous 
rep2_CGTCCATTCAAATAGG-1 Autologous 
rep2_CGTCCATTCCTCATAT-1 Autologous 
rep2_CGTCCATTCGTTAGTG-1 Autologous 
rep2_CGTCCATTCTGTGTGA-1 Autologous 
rep2_CGTGAATAGCTTAGTC-1 Maternal 
rep2_CGTGAATAGCTTGTTG-1 Autologous 
rep2_CGTGAATAGTGGCAGT-1 Autologous 
rep2_CGTGAATCACCAGCTG-1 Autologous 
rep2_CGTGAATCACTCCGGA-1 Autologous 
rep2_CGTGAATCAGTTGCGC-1 Autologous 
rep2_CGTGAATCATCATCCC-1 Autologous 
rep2_CGTGAATGTTAAACAG-1 Autologous 
rep2_CGTGAATTCCGTATGA-1 Autologous 
rep2_CGTGATAAGCCTCATA-1 Autologous 
rep2_CGTGATAAGGCAGCTA-1 Autologous 
rep2_CGTGATAAGTAGAATC-1 Maternal 
rep2_CGTGATACAAGCTGCC-1 Autologous 
rep2_CGTGATACACTTCAGA-1 Maternal 
rep2_CGTGATAGTCATACCA-1 Maternal 
rep2_CGTGATAGTCATCACA-1 Autologous 
rep2_CGTGATAGTTACAGCT-1 Autologous 
rep2_CGTGCTTAGAGGATGA-1 Maternal 
rep2_CGTGCTTCACGCAAAG-1 Autologous 
rep2_CGTGCTTCAGACCTAT-1 Autologous 
rep2_CGTGCTTCAGGAGACT-1 Maternal 
rep2_CGTGCTTCATTCTTCA-1 Autologous 
rep2_CGTGCTTGTACCAGAG-1 Autologous 
rep2_CGTGCTTGTTCCACAA-1 Autologous 
rep2_CGTGCTTGTTGTAAAG-1 Autologous 
rep2_CGTGCTTTCGTGGCGT-1 Maternal 
rep2_CGTGCTTTCTAGGCCG-1 Maternal 
rep2_CGTGTCTAGAGTAACT-1 Autologous 
rep2_CGTGTCTAGCTTAAGA-1 Autologous 



rep2_CGTGTCTAGGCACTAG-1 Autologous 
rep2_CGTGTCTCACTACTTT-1 Autologous 
rep2_CGTGTCTCAGAGATTA-1 Autologous 
rep2_CGTGTCTTCCGTATAG-1 Maternal 
rep2_CGTGTCTTCTAAGAAG-1 Autologous 
rep2_CGTTAGAAGATGCCGA-1 Autologous 
rep2_CGTTAGAAGCGTCAGA-1 Maternal 
rep2_CGTTAGACACTTGGCG-1 Autologous 
rep2_CGTTAGACACTTGTCC-1 Maternal 
rep2_CGTTAGAGTCCACGCA-1 Autologous 
rep2_CGTTAGAGTCTAACGT-1 Autologous 
rep2_CGTTAGAGTGTTATCG-1 Maternal 
rep2_CGTTAGATCAGAGCAG-1 Autologous 
rep2_CGTTAGATCATTTGCT-1 Autologous 
rep2_CGTTAGATCCTACTGC-1 Autologous 
rep2_CGTTCTGCAAAGTATG-1 Maternal 
rep2_CGTTCTGCAGTCGCAC-1 Autologous 
rep2_CGTTCTGGTCGCATCG-1 Autologous 
rep2_CGTTCTGGTTGCTCCT-1 Maternal 
rep2_CGTTCTGTCTCTGACC-1 Autologous 
rep2_CGTTGGGAGCAAATCA-1 Autologous 
rep2_CGTTGGGAGGTTAAAC-1 Autologous 
rep2_CGTTGGGCAGAGAAAG-1 Autologous 
rep2_CGTTGGGGTCCGAAAG-1 Autologous 
rep2_CGTTGGGGTTTGGCTA-1 Autologous 
rep2_CGTTGGGTCGGAGATG-1 Autologous 
rep2_CGTTGGGTCGTCACCT-1 Autologous 
rep2_CTAACCCAGTCAGCGA-1 Autologous 
rep2_CTAACCCCAGACACCC-1 Autologous 
rep2_CTAACCCGTACCAGAG-1 Autologous 
rep2_CTAACCCGTGCGGTAA-1 Autologous 
rep2_CTAACCCGTGTGACCC-1 Autologous 
rep2_CTAACCCTCCATTGCC-1 Maternal 
rep2_CTAACCCTCGACCACG-1 Maternal 
rep2_CTAACTTAGCCTTGAT-1 Autologous 
rep2_CTAACTTCACGCAGTC-1 Maternal 
rep2_CTAACTTGTTGGTAGG-1 Autologous 
rep2_CTAACTTTCAACCTCC-1 Autologous 
rep2_CTAACTTTCGGACGTC-1 Autologous 
rep2_CTAACTTTCTAGCCTC-1 Maternal 
rep2_CTAAGTGCAAGGCGTA-1 Autologous 
rep2_CTAAGTGCACCTGTCT-1 Autologous 
rep2_CTAAGTGGTACGGGAT-1 Maternal 
rep2_CTAAGTGGTAGCTGCC-1 Autologous 



rep2_CTAAGTGGTGCTCTTC-1 Maternal 
rep2_CTAAGTGGTGTCATGT-1 Autologous 
rep2_CTAAGTGTCCTCTCTT-1 Autologous 
rep2_CTAAGTGTCGAACGGA-1 Autologous 
rep2_CTAAGTGTCTTCTGGC-1 Maternal 
rep2_CTACAGAAGAATAACC-1 Maternal 
rep2_CTACAGAAGACGCCCT-1 Autologous 
rep2_CTACAGAAGTGGTTCT-1 Maternal 
rep2_CTACAGACACATACTG-1 Autologous 
rep2_CTACAGACATGACTTG-1 Autologous 
rep2_CTACAGAGTAACGATA-1 Autologous 
rep2_CTACAGAGTAGTGTGG-1 Autologous 
rep2_CTACAGATCCCTAGGG-1 Autologous 
rep2_CTACAGATCGGTGCAC-1 Autologous 
rep2_CTACATTAGCTGACAG-1 Autologous 
rep2_CTACATTCAACTACGT-1 Autologous 
rep2_CTACATTCAGGTTCGC-1 Maternal 
rep2_CTACATTGTATCAGGG-1 Maternal 
rep2_CTACATTTCAGCCTTC-1 Autologous 
rep2_CTACATTTCCATTGGA-1 Maternal 
rep2_CTACATTTCCGGACTG-1 Autologous 
rep2_CTACATTTCGCTTACC-1 Autologous 
rep2_CTACCCAAGACGATAT-1 Autologous 
rep2_CTACCCAAGTGATGGC-1 Autologous 
rep2_CTACCCACACGCACCA-1 Autologous 
rep2_CTACCCACATCCTCAC-1 Autologous 
rep2_CTACCCAGTACGAAAT-1 Autologous 
rep2_CTACCCAGTAGGCTCC-1 Maternal 
rep2_CTACCCAGTGTTACAC-1 Autologous 
rep2_CTACCCATCACGGGCT-1 Autologous 
rep2_CTACCCATCTCGTCGT-1 Autologous 
rep2_CTACCCATCTCTGCCA-1 Autologous 
rep2_CTACCTGAGACTACGG-1 Autologous 
rep2_CTACCTGAGGATTCAA-1 Autologous 
rep2_CTACCTGCAAGCTACT-1 Autologous 
rep2_CTACCTGCACAAGCTT-1 Autologous 
rep2_CTACCTGCATTCCTAT-1 Maternal 
rep2_CTACCTGCATTCTGTT-1 Maternal 
rep2_CTACCTGGTCGTGGAA-1 Maternal 
rep2_CTACCTGGTTCCGCGA-1 Autologous 
rep2_CTACCTGGTTTGGGTT-1 Autologous 
rep2_CTACCTGTCAATCAGC-1 Autologous 
rep2_CTACCTGTCCTTTAGT-1 Maternal 
rep2_CTACCTGTCTTCCTAA-1 Autologous 



rep2_CTACGGGAGCCTGAAG-1 Maternal 
rep2_CTACGGGAGGGCAATC-1 Autologous 
rep2_CTACGGGAGTACAGAT-1 Autologous 
rep2_CTACGGGAGTTCGCAT-1 Maternal 
rep2_CTACGGGCAAATAAGC-1 Autologous 
rep2_CTACGGGCAATCCTAG-1 Maternal 
rep2_CTACGGGCACACCTGG-1 Maternal 
rep2_CTACGGGCACAGTATC-1 Maternal 
rep2_CTACGGGCAGTTCTAG-1 Autologous 
rep2_CTACGGGCATTGAGCT-1 Maternal 
rep2_CTACGGGGTCCAAGAG-1 Autologous 
rep2_CTACGGGTCGGAGCAA-1 Maternal 
rep2_CTACGGGTCTGCTAGA-1 Maternal 
rep2_CTACTATAGAGCAAGA-1 Maternal 
rep2_CTACTATAGCTAAATG-1 Autologous 
rep2_CTACTATCATATCGGT-1 Autologous 
rep2_CTACTATGTTCCTAGA-1 Autologous 
rep2_CTACTATGTTCGGCGT-1 Autologous 
rep2_CTACTATTCCTGGCTT-1 Autologous 
rep2_CTACTATTCGCAGATT-1 Autologous 
rep2_CTACTATTCGCTTTAT-1 Autologous 
rep2_CTACTATTCTGCTTTA-1 Autologous 
rep2_CTAGACAAGTATCCTG-1 Maternal 
rep2_CTAGACACAATCCTAG-1 Autologous 
rep2_CTAGACACAGCGTACC-1 Autologous 
rep2_CTAGACACAGGACAGT-1 Autologous 
rep2_CTAGACACAGTCAGCC-1 Maternal 
rep2_CTAGACAGTGTCATGT-1 Autologous 
rep2_CTAGACATCGCTTACC-1 Autologous 
rep2_CTAGACATCTTGTGCC-1 Autologous 
rep2_CTAGGTACAAGATGGC-1 Autologous 
rep2_CTAGGTACAATACGCT-1 Autologous 
rep2_CTAGGTAGTCACTACA-1 Autologous 
rep2_CTAGGTAGTGGTACAG-1 Autologous 
rep2_CTAGGTAGTGTTAACC-1 Maternal 
rep2_CTAGGTATCACCGCTT-1 Autologous 
rep2_CTAGGTATCGTCGGGT-1 Autologous 
rep2_CTATAGGAGAGCCGAT-1 Autologous 
rep2_CTATAGGAGCCATATC-1 Autologous 
rep2_CTATAGGAGTTTGTCG-1 Autologous 
rep2_CTATAGGGTAGCTCGC-1 Autologous 
rep2_CTATAGGGTGAATGAT-1 Maternal 
rep2_CTATAGGTCAAGAGGC-1 Autologous 
rep2_CTATAGGTCACCTGTC-1 Autologous 



rep2_CTATAGGTCGAAGCAG-1 Autologous 
rep2_CTATAGGTCGGCTATA-1 Autologous 
rep2_CTATCCGAGAAACCAT-1 Autologous 
rep2_CTATCCGCAAATCCCA-1 Autologous 
rep2_CTATCCGCACATACGT-1 Autologous 
rep2_CTATCCGGTCAAGTTC-1 Autologous 
rep2_CTATCCGGTTTGCCGG-1 Autologous 
rep2_CTATCCGTCTTGGATG-1 Autologous 
rep2_CTATCTAAGTCATACC-1 Maternal 
rep2_CTATCTACAAGCTACT-1 Autologous 
rep2_CTATCTAGTCATCGGC-1 Autologous 
rep2_CTATCTAGTGTGTCGC-1 Maternal 
rep2_CTATCTAGTTTCGACA-1 Maternal 
rep2_CTATCTATCTCAACGA-1 Autologous 
rep2_CTCAACCAGCTTCATG-1 Autologous 
rep2_CTCAACCAGGGTAATT-1 Autologous 
rep2_CTCAACCGTAACAGTA-1 Maternal 
rep2_CTCAACCGTAATGCTC-1 Autologous 
rep2_CTCAACCTCCTTGAAG-1 Autologous 
rep2_CTCAACCTCTACGCGG-1 Maternal 
rep2_CTCAAGAAGAATAACC-1 Maternal 
rep2_CTCAAGAAGTCATGAA-1 Autologous 
rep2_CTCAAGACACAGAGAC-1 Autologous 
rep2_CTCAAGACACCCTGTT-1 Autologous 
rep2_CTCAAGACACGTCATA-1 Autologous 
rep2_CTCAAGATCGAGAGCA-1 Autologous 
rep2_CTCAATTGTCTTTATC-1 Autologous 
rep2_CTCAATTGTGACAGGT-1 Autologous 
rep2_CTCAATTGTGACTAAA-1 Autologous 
rep2_CTCAATTTCAAGCTGT-1 Maternal 
rep2_CTCAATTTCCTCGCAT-1 Maternal 
rep2_CTCAATTTCGAGAGAC-1 Autologous 
rep2_CTCAATTTCGTGGCTG-1 Maternal 
rep2_CTCACTGAGAGGTTTA-1 Autologous 
rep2_CTCACTGAGCACTCGC-1 Autologous 
rep2_CTCACTGAGTCACGCC-1 Autologous 
rep2_CTCACTGAGTGTCATC-1 Maternal 
rep2_CTCACTGCAATCGTCA-1 Maternal 
rep2_CTCACTGCAGTTACCA-1 Autologous 
rep2_CTCACTGGTAGGAGGG-1 Autologous 
rep2_CTCACTGGTCGAGATG-1 Autologous 
rep2_CTCACTGGTTCGGTCG-1 Autologous 
rep2_CTCACTGTCACCATAG-1 Maternal 
rep2_CTCACTGTCATCCCGT-1 Autologous 



rep2_CTCACTGTCGACCTAA-1 Autologous 
rep2_CTCAGAAAGGAGCAAA-1 Autologous 
rep2_CTCAGAACAAATTGCC-1 Autologous 
rep2_CTCAGAACACGCAGTC-1 Autologous 
rep2_CTCAGAACACTCCGAG-1 Maternal 
rep2_CTCAGAACAGCAGACA-1 Autologous 
rep2_CTCAGAAGTACGAGTG-1 Maternal 
rep2_CTCAGAAGTATCCTTT-1 Autologous 
rep2_CTCAGAAGTCACAATC-1 Autologous 
rep2_CTCAGAATCTAAGAAG-1 Autologous 
rep2_CTCAGAATCTTGATTC-1 Maternal 
rep2_CTCAGGGAGGATACAT-1 Maternal 
rep2_CTCAGGGCAATAACCC-1 Maternal 
rep2_CTCAGGGCACCTATCC-1 Autologous 
rep2_CTCAGGGGTGTCCATA-1 Autologous 
rep2_CTCAGGGGTTAAGGAT-1 Autologous 
rep2_CTCAGGGTCGTAACCA-1 Autologous 
rep2_CTCAGTCAGACATCCT-1 Autologous 
rep2_CTCAGTCCAACCGTGC-1 Maternal 
rep2_CTCAGTCCAACCTATG-1 Maternal 
rep2_CTCAGTCGTCCACATA-1 Autologous 
rep2_CTCAGTCTCGCAGATT-1 Autologous 
rep2_CTCAGTCTCTCCTGCA-1 Autologous 
rep2_CTCAGTCTCTGGAAGG-1 Autologous 
rep2_CTCATCGAGACAAGCC-1 Maternal 
rep2_CTCATCGAGACTCCGC-1 Autologous 
rep2_CTCATCGAGATCCCGC-1 Autologous 
rep2_CTCATCGAGCATAGGC-1 Autologous 
rep2_CTCATCGCACTATGTG-1 Maternal 
rep2_CTCATCGGTAACCCTA-1 Maternal 
rep2_CTCATCGTCGGTTGTA-1 Maternal 
rep2_CTCATGCAGCCTATCA-1 Autologous 
rep2_CTCATGCAGTTCCATG-1 Autologous 
rep2_CTCATTAAGACGACTG-1 Autologous 
rep2_CTCATTACACCACTGG-1 Maternal 
rep2_CTCATTAGTCGAAACG-1 Maternal 
rep2_CTCATTATCAGTCTTT-1 Autologous 
rep2_CTCATTATCGGCTGGT-1 Autologous 
rep2_CTCATTATCGTAATGC-1 Autologous 
rep2_CTCCAACAGCTCGTGC-1 Autologous 
rep2_CTCCAACAGGACTATA-1 Autologous 
rep2_CTCCAACAGGGTTTCT-1 Maternal 
rep2_CTCCAACAGGTACATA-1 Autologous 
rep2_CTCCAACAGGTTGGAC-1 Autologous 



rep2_CTCCAACGTACTGCCG-1 Autologous 
rep2_CTCCAACGTCGGTGAA-1 Autologous 
rep2_CTCCAACTCGATGCAT-1 Autologous 
rep2_CTCCAACTCTTCGGAA-1 Maternal 
rep2_CTCCACAAGCTTGTGT-1 Autologous 
rep2_CTCCACACAAGAGTAT-1 Autologous 
rep2_CTCCACACACAACGTT-1 Maternal 
rep2_CTCCACAGTCGAAGCA-1 Autologous 
rep2_CTCCACAGTGGACCAA-1 Autologous 
rep2_CTCCACAGTGTCTTCC-1 Maternal 
rep2_CTCCACATCAGGCGAA-1 Maternal 
rep2_CTCCACATCATATGGC-1 Autologous 
rep2_CTCCACATCGTTCATT-1 Maternal 
rep2_CTCCACATCGTTCCTG-1 Maternal 
rep2_CTCCATGAGAAGCCTG-1 Autologous 
rep2_CTCCATGAGAAGTATC-1 Maternal 
rep2_CTCCATGAGGAATTAC-1 Maternal 
rep2_CTCCATGAGGGTTAGC-1 Maternal 
rep2_CTCCATGAGTTGTACC-1 Autologous 
rep2_CTCCATGCAGCGCGTT-1 Autologous 
rep2_CTCCATGGTATCCTTT-1 Autologous 
rep2_CTCCATGGTCCTACGG-1 Maternal 
rep2_CTCCATGGTCTCGGGT-1 Autologous 
rep2_CTCCATGGTGTAAACA-1 Autologous 
rep2_CTCCATGGTTGCGAAG-1 Maternal 
rep2_CTCCATGTCATTTACC-1 Autologous 
rep2_CTCCATGTCCGAGAAG-1 Autologous 
rep2_CTCCCAAAGATGCAGC-1 Autologous 
rep2_CTCCCAACAGTTGCGC-1 Autologous 
rep2_CTCCCAACATTGAAGA-1 Autologous 
rep2_CTCCCAATCTTAGCTT-1 Autologous 
rep2_CTCCCTCGTGCACGCT-1 Autologous 
rep2_CTCCCTCGTTTATGCG-1 Autologous 
rep2_CTCCCTCTCCCTCATG-1 Autologous 
rep2_CTCCCTCTCCTTATAC-1 Autologous 
rep2_CTCCGATAGACGAAGA-1 Autologous 
rep2_CTCCGATAGGTGTGAC-1 Autologous 
rep2_CTCCGATAGTAAACAC-1 Maternal 
rep2_CTCCGATAGTCCCAGC-1 Maternal 
rep2_CTCCGATCAATGTGGG-1 Autologous 
rep2_CTCCGATCACATGTTG-1 Maternal 
rep2_CTCCGATCAGCTAACT-1 Autologous 
rep2_CTCCGATCATATCTCT-1 Autologous 
rep2_CTCCGATTCACCTGTC-1 Autologous 



rep2_CTCCGATTCACGGAGA-1 Autologous 
rep2_CTCCGATTCATAGCAC-1 Maternal 
rep2_CTCCGATTCATTCTTG-1 Autologous 
rep2_CTCCGATTCCCGAGGT-1 Maternal 
rep2_CTCCGATTCGAGGCAA-1 Autologous 
rep2_CTCCGATTCGTGTCAA-1 Maternal 
rep2_CTCCGATTCTTACACT-1 Maternal 
rep2_CTCCTCCAGCCTCACG-1 Autologous 
rep2_CTCCTCCAGTGAGGTC-1 Autologous 
rep2_CTCCTCCCAGACCAAG-1 Autologous 
rep2_CTCCTCCGTACGTAGG-1 Autologous 
rep2_CTCCTCCGTTCGAAGG-1 Autologous 
rep2_CTCCTCCTCCCGTGTT-1 Autologous 
rep2_CTCCTCCTCGTGCATA-1 Maternal 
rep2_CTCCTTTAGCGTGCTC-1 Autologous 
rep2_CTCCTTTAGCGTGTCC-1 Autologous 
rep2_CTCCTTTCAATCTAGC-1 Autologous 
rep2_CTCCTTTCACGCGCAT-1 Maternal 
rep2_CTCCTTTGTTACGGAG-1 Autologous 
rep2_CTCCTTTTCAGCTTCC-1 Autologous 
rep2_CTCCTTTTCCTATTTG-1 Autologous 
rep2_CTCCTTTTCTGAACGT-1 Maternal 
rep2_CTCGAGGAGGTGTGAC-1 Maternal 
rep2_CTCGAGGAGTCATGCT-1 Maternal 
rep2_CTCGAGGAGTGCCGAA-1 Autologous 
rep2_CTCGAGGAGTTGTCAC-1 Autologous 
rep2_CTCGAGGCATAGCACT-1 Autologous 
rep2_CTCGAGGGTTAAACAG-1 Autologous 
rep2_CTCGAGGTCACAGTGT-1 Autologous 
rep2_CTCTCAGCACTCCCTA-1 Maternal 
rep2_CTCTCAGGTCGGCCTA-1 Autologous 
rep2_CTCTCAGTCTAGCCTC-1 Autologous 
rep2_CTCTCAGTCTCGTCGT-1 Autologous 
rep2_CTCTCAGTCTCGTTTA-1 Autologous 
rep2_CTCTCGAAGTAGTCAA-1 Autologous 
rep2_CTCTCGAAGTGATAAC-1 Maternal 
rep2_CTCTCGACAATTTCTC-1 Autologous 
rep2_CTCTCGACACCTGATA-1 Maternal 
rep2_CTCTCGACACGTAGTT-1 Autologous 
rep2_CTCTCGACAGGCCTGT-1 Autologous 
rep2_CTCTCGACAGTCTACA-1 Autologous 
rep2_CTCTCGACATTCAGGT-1 Autologous 
rep2_CTCTCGAGTCCTGAAT-1 Autologous 
rep2_CTCTCGATCATGTCAG-1 Autologous 



rep2_CTCTCGATCCTTCACG-1 Autologous 
rep2_CTCTCGATCGCGCTGA-1 Autologous 
rep2_CTCTCGATCGCTTGAA-1 Autologous 
rep2_CTCTGGTAGGCCACTC-1 Autologous 
rep2_CTCTGGTGTAAGTCAA-1 Autologous 
rep2_CTCTGGTGTCGCCACA-1 Maternal 
rep2_CTCTGGTTCCGTCCTA-1 Autologous 
rep2_CTCTGGTTCGACCAAT-1 Autologous 
rep2_CTCTGGTTCTGAGATC-1 Autologous 
rep2_CTCTGGTTCTTCTGTA-1 Autologous 
rep2_CTGAATGAGTATGGAT-1 Autologous 
rep2_CTGAATGAGTCGTTAC-1 Maternal 
rep2_CTGAATGCAACCCTAA-1 Autologous 
rep2_CTGAATGCAGCTATAC-1 Autologous 
rep2_CTGAATGCATATAGCC-1 Maternal 
rep2_CTGAATGGTGTTCGTA-1 Autologous 
rep2_CTGAATGTCAAGCCAT-1 Autologous 
rep2_CTGAGCGAGAAGAGCA-1 Autologous 
rep2_CTGAGCGAGTCACACT-1 Autologous 
rep2_CTGAGCGCAAGGTCGA-1 Autologous 
rep2_CTGAGCGCATACAGGG-1 Maternal 
rep2_CTGAGCGCATCCGAAT-1 Maternal 
rep2_CTGAGCGGTTCTAAGC-1 Autologous 
rep2_CTGAGCGTCATGCGGC-1 Autologous 
rep2_CTGAGGCAGGTAGCCA-1 Autologous 
rep2_CTGAGGCCACCTTCCA-1 Maternal 
rep2_CTGAGGCCAGCAATTC-1 Autologous 
rep2_CTGAGGCCATGAGGGT-1 Maternal 
rep2_CTGAGGCGTCCACTTC-1 Autologous 
rep2_CTGATCCAGAAGCGGG-1 Maternal 
rep2_CTGATCCAGGCACAAC-1 Autologous 
rep2_CTGATCCCAGTTCCAA-1 Autologous 
rep2_CTGATCCGTACCGTCG-1 Maternal 
rep2_CTGATCCGTCTACTGA-1 Autologous 
rep2_CTGATCCGTGGAATGC-1 Autologous 
rep2_CTGATCCGTGGCTACC-1 Autologous 
rep2_CTGATCCGTGTATTCG-1 Autologous 
rep2_CTGATCCGTTGGACTT-1 Maternal 
rep2_CTGATCCGTTTGCAGT-1 Maternal 
rep2_CTGATCCTCCGTAGTA-1 Autologous 
rep2_CTGATCCTCGCGATCG-1 Autologous 
rep2_CTGATCCTCGGTAACT-1 Autologous 
rep2_CTGATCCTCTGTGCAA-1 Maternal 
rep2_CTGCAGGAGCGCTGCT-1 Maternal 



rep2_CTGCAGGCAGCGACCT-1 Autologous 
rep2_CTGCAGGCAGCGCGTT-1 Maternal 
rep2_CTGCAGGGTAACGATA-1 Autologous 
rep2_CTGCAGGGTATGCGTT-1 Maternal 
rep2_CTGCAGGGTTAGGAGC-1 Autologous 
rep2_CTGCAGGGTTATCCAG-1 Autologous 
rep2_CTGCAGGGTTTCGCTC-1 Autologous 
rep2_CTGCAGGTCCATCTAT-1 Autologous 
rep2_CTGCAGGTCCCTCAAC-1 Maternal 
rep2_CTGCAGGTCTAACGGT-1 Autologous 
rep2_CTGCAGGTCTGAATCG-1 Autologous 
rep2_CTGCATCAGTAAGGGA-1 Autologous 
rep2_CTGCATCAGTTTCGGT-1 Autologous 
rep2_CTGCATCCAGATCCAT-1 Autologous 
rep2_CTGCATCGTACCTAAC-1 Maternal 
rep2_CTGCATCGTGCATCTA-1 Maternal 
rep2_CTGCATCGTGTGGACA-1 Autologous 
rep2_CTGCATCTCGCCTTGT-1 Autologous 
rep2_CTGCATCTCTGTGCGG-1 Autologous 
rep2_CTGCCATAGAGTCTTC-1 Maternal 
rep2_CTGCCATAGTACTCGT-1 Autologous 
rep2_CTGCCATAGTCATGGG-1 Autologous 
rep2_CTGCCATCATACCATG-1 Autologous 
rep2_CTGCCATTCGGTATGT-1 Autologous 
rep2_CTGCCATTCTTGCGCT-1 Autologous 
rep2_CTGCCTAAGCACCCAC-1 Maternal 
rep2_CTGCCTACATCGTGCG-1 Autologous 
rep2_CTGCCTAGTAGTAAGT-1 Autologous 
rep2_CTGCCTAGTATACAGA-1 Autologous 
rep2_CTGCCTAGTCGTTGGC-1 Autologous 
rep2_CTGCCTAGTTAGCTAC-1 Maternal 
rep2_CTGCGAGAGAGTAACT-1 Autologous 
rep2_CTGCGAGCAAGGTCAG-1 Autologous 
rep2_CTGCGAGCAATAACCC-1 Maternal 
rep2_CTGCGAGCAGTAGAGC-1 Maternal 
rep2_CTGCGAGGTCCATACA-1 Maternal 
rep2_CTGCGAGGTGCTGATT-1 Autologous 
rep2_CTGCGAGGTGTGAGCA-1 Autologous 
rep2_CTGCGAGTCAACGTGT-1 Autologous 
rep2_CTGCGAGTCGGCGATC-1 Autologous 
rep2_CTGCTCAAGATTGCGG-1 Autologous 
rep2_CTGCTCAAGTACTCGT-1 Autologous 
rep2_CTGCTCAGTCGCATCG-1 Autologous 
rep2_CTGCTCAGTGCGCTCA-1 Autologous 



rep2_CTGCTCAGTGCTATTG-1 Maternal 
rep2_CTGGACGAGGAAGAAC-1 Maternal 
rep2_CTGGACGCACCGGCTA-1 Autologous 
rep2_CTGGACGCACGGCCAT-1 Maternal 
rep2_CTGGACGCACTACCCT-1 Autologous 
rep2_CTGGACGGTCAGTTTG-1 Maternal 
rep2_CTGGACGGTCCTCATC-1 Autologous 
rep2_CTGGACGTCAAGCCGC-1 Autologous 
rep2_CTGGCAGAGAGCCATG-1 Autologous 
rep2_CTGGCAGAGCACCGAA-1 Autologous 
rep2_CTGGCAGAGCTAATGA-1 Autologous 
rep2_CTGGCAGAGGCCCACT-1 Autologous 
rep2_CTGGCAGCAAGCTGTT-1 Maternal 
rep2_CTGGCAGCAATTTCGG-1 Maternal 
rep2_CTGGCAGCAGAGATGC-1 Maternal 
rep2_CTGGCAGCAGCAGTAG-1 Maternal 
rep2_CTGGCAGCAGGGAGAG-1 Autologous 
rep2_CTGGCAGCATTGACTG-1 Maternal 
rep2_CTGGCAGGTAAGGTCG-1 Maternal 
rep2_CTGGCAGGTATCGTAC-1 Autologous 
rep2_CTGGCAGTCGTAACCA-1 Maternal 
rep2_CTGGTCTAGAACGTGC-1 Autologous 
rep2_CTGGTCTAGAAGCGCT-1 Autologous 
rep2_CTGGTCTAGAGTGTGC-1 Maternal 
rep2_CTGGTCTAGCCGAATG-1 Autologous 
rep2_CTGGTCTAGCGAACTG-1 Autologous 
rep2_CTGGTCTAGGCTCTAT-1 Autologous 
rep2_CTGGTCTAGGGTACGT-1 Autologous 
rep2_CTGGTCTAGTGTTCCA-1 Maternal 
rep2_CTGGTCTCAATTGGTC-1 Maternal 
rep2_CTGGTCTCAGATAAAC-1 Autologous 
rep2_CTGGTCTTCCCGTAAA-1 Autologous 
rep2_CTGTACCAGGGATCAC-1 Autologous 
rep2_CTGTACCAGTATAGGT-1 Autologous 
rep2_CTGTACCCACCTGCAG-1 Maternal 
rep2_CTGTACCCAGCGTGAA-1 Autologous 
rep2_CTGTACCCATAGATGA-1 Autologous 
rep2_CTGTACCTCACGATAC-1 Autologous 
rep2_CTGTACCTCCATCGTC-1 Autologous 
rep2_CTGTACCTCTCACTCG-1 Maternal 
rep2_CTGTAGAAGATCGCTT-1 Autologous 
rep2_CTGTAGAAGTGCGCTC-1 Maternal 
rep2_CTGTAGAAGTTCACTG-1 Autologous 
rep2_CTGTAGACAACGGCCT-1 Autologous 



rep2_CTGTAGAGTGCCTATA-1 Autologous 
rep2_CTGTAGATCGGCCAAC-1 Autologous 
rep2_CTGTAGATCGTGGGAA-1 Autologous 
rep2_CTGTATTAGACATCCT-1 Maternal 
rep2_CTGTATTAGCCAGAGT-1 Autologous 
rep2_CTGTATTCAGTGTACT-1 Autologous 
rep2_CTGTATTGTTATCCAG-1 Autologous 
rep2_CTGTATTGTTGGTACT-1 Autologous 
rep2_CTGTCGTAGAAGCGCT-1 Maternal 
rep2_CTGTCGTAGAGTGACC-1 Autologous 
rep2_CTGTCGTAGCAAATGT-1 Autologous 
rep2_CTGTCGTAGGTCTGGA-1 Autologous 
rep2_CTGTCGTCATACCGTA-1 Autologous 
rep2_CTGTCGTGTATGCAAA-1 Autologous 
rep2_CTGTCGTGTGCTCGTG-1 Maternal 
rep2_CTGTCGTTCAACACGT-1 Autologous 
rep2_CTGTCGTTCCCAATAG-1 Autologous 
rep2_CTGTCGTTCTCACTCG-1 Maternal 
rep2_CTGTGAAAGAATGTTG-1 Autologous 
rep2_CTGTGAAAGACTCGAG-1 Maternal 
rep2_CTGTGAAAGGTAAGAG-1 Maternal 
rep2_CTGTGAACAAAGGGCT-1 Maternal 
rep2_CTGTGAACACAACGTT-1 Maternal 
rep2_CTGTGAACAGAAGTTA-1 Autologous 
rep2_CTGTGAAGTCAAAGCG-1 Autologous 
rep2_CTGTGAATCAAGTCGT-1 Autologous 
rep2_CTGTGAATCATCACAG-1 Autologous 
rep2_CTGTGGGAGGAGTATT-1 Maternal 
rep2_CTGTGGGCACTTCATT-1 Autologous 
rep2_CTGTGGGCAGTCCGTG-1 Maternal 
rep2_CTGTGGGCATAACGGG-1 Autologous 
rep2_CTGTGGGTCTATCCAT-1 Maternal 
rep2_CTTACCGAGAGCATTA-1 Autologous 
rep2_CTTACCGAGGAGGGTG-1 Autologous 
rep2_CTTACCGAGGTATAGT-1 Autologous 
rep2_CTTACCGCACAAAGCG-1 Autologous 
rep2_CTTACCGCACGAGGTA-1 Autologous 
rep2_CTTACCGGTCAAAGTA-1 Autologous 
rep2_CTTACCGGTCGCAACC-1 Maternal 
rep2_CTTACCGGTCTGCATA-1 Maternal 
rep2_CTTACCGTCAAAGCCT-1 Autologous 
rep2_CTTACCGTCGGACGTC-1 Autologous 
rep2_CTTACCGTCTGTGCAA-1 Autologous 
rep2_CTTACCGTCTGTGCGG-1 Maternal 



rep2_CTTAGGAAGTAGGGTC-1 Autologous 
rep2_CTTAGGACAATTCTCT-1 Autologous 
rep2_CTTAGGACATTGTAGC-1 Autologous 
rep2_CTTAGGATCATGCAGT-1 Autologous 
rep2_CTTAGGATCTGAGAAA-1 Autologous 
rep2_CTTCAATAGGACTTCT-1 Maternal 
rep2_CTTCAATAGGCCTGAA-1 Maternal 
rep2_CTTCAATAGTACCCTA-1 Autologous 
rep2_CTTCAATAGTGTTGAA-1 Autologous 
rep2_CTTCAATCAGCCGTTG-1 Autologous 
rep2_CTTCAATGTGGCCACT-1 Autologous 
rep2_CTTCAATTCAAGTCGT-1 Autologous 
rep2_CTTCCGAAGACGCCCT-1 Autologous 
rep2_CTTCCGACATGTTTGG-1 Autologous 
rep2_CTTCCGAGTGCCGAAA-1 Autologous 
rep2_CTTCCGAGTTAGGCTT-1 Autologous 
rep2_CTTCCGAGTTGTTTGG-1 Autologous 
rep2_CTTCCGATCCACGTCT-1 Autologous 
rep2_CTTCCTTAGAGGGTAA-1 Autologous 
rep2_CTTCCTTAGCACTCAT-1 Autologous 
rep2_CTTCCTTAGTTCCAGT-1 Autologous 
rep2_CTTCCTTCACACAGCC-1 Autologous 
rep2_CTTCCTTCACTAGGCC-1 Maternal 
rep2_CTTCCTTTCACATACG-1 Autologous 
rep2_CTTCCTTTCGACTCCT-1 Autologous 
rep2_CTTCCTTTCGTTATCT-1 Maternal 
rep2_CTTCGGTAGACATAGT-1 Autologous 
rep2_CTTCGGTAGCTGGCCT-1 Autologous 
rep2_CTTCGGTAGGTGCATG-1 Autologous 
rep2_CTTCGGTAGTGAGTTA-1 Autologous 
rep2_CTTCGGTGTACCCGCA-1 Autologous 
rep2_CTTCGGTGTATCAAGA-1 Autologous 
rep2_CTTCGGTGTCGTGGAA-1 Autologous 
rep2_CTTCGGTGTTATCTTC-1 Autologous 
rep2_CTTCGGTTCCGGACGT-1 Autologous 
rep2_CTTCGGTTCTCATTTG-1 Autologous 
rep2_CTTCGGTTCTGGGCCA-1 Autologous 
rep2_CTTCGGTTCTTTGATC-1 Autologous 
rep2_CTTCTAACAGAGACTG-1 Autologous 
rep2_CTTCTAAGTAGAGTTA-1 Autologous 
rep2_CTTCTAAGTCCGGACT-1 Autologous 
rep2_CTTCTCTAGCAATAGT-1 Maternal 
rep2_CTTCTCTCAATATCCG-1 Autologous 
rep2_CTTCTCTGTAGAGACC-1 Maternal 



rep2_CTTCTCTGTCCCTAAA-1 Maternal 
rep2_CTTCTCTGTCGAGCAA-1 Autologous 
rep2_CTTCTCTGTGCCCGTA-1 Autologous 
rep2_CTTCTCTTCGATCCCT-1 Maternal 
rep2_CTTCTCTTCGCTCTAC-1 Autologous 
rep2_CTTCTCTTCTTCCGTG-1 Autologous 
rep2_CTTGAGAAGCAGATAT-1 Maternal 
rep2_CTTGAGAAGTAGACCG-1 Autologous 
rep2_CTTGAGACAACTGCTA-1 Maternal 
rep2_CTTGAGAGTCCGCAGT-1 Maternal 
rep2_CTTGAGAGTCTCAGGC-1 Autologous 
rep2_CTTGAGAGTGAGGCAT-1 Autologous 
rep2_CTTGAGATCAAGCTGT-1 Autologous 
rep2_CTTGAGATCACATACG-1 Autologous 
rep2_CTTGAGATCCATCAGA-1 Autologous 
rep2_CTTGAGATCTTAGCTT-1 Maternal 
rep2_CTTGATTAGCACCCAC-1 Autologous 
rep2_CTTGATTAGCCGAATG-1 Maternal 
rep2_CTTGATTAGGCGATAC-1 Autologous 
rep2_CTTGATTCAACTGCCG-1 Maternal 
rep2_CTTGATTCAGATTTCG-1 Autologous 
rep2_CTTGATTCATCACAGT-1 Autologous 
rep2_CTTGATTCATCTAGAC-1 Autologous 
rep2_CTTGATTTCAAGTTGC-1 Autologous 
rep2_CTTGATTTCCACGGGT-1 Autologous 
rep2_CTTGATTTCGACGCGT-1 Maternal 
rep2_CTTTCAAAGCGACATG-1 Maternal 
rep2_CTTTCAACACCCTTGT-1 Autologous 
rep2_CTTTCAACAGAAATTG-1 Maternal 
rep2_CTTTCAACATACTGTG-1 Autologous 
rep2_CTTTCAAGTCACTAGT-1 Autologous 
rep2_CTTTCAAGTCAGACGA-1 Maternal 
rep2_CTTTCAATCAGTGCGC-1 Autologous 
rep2_CTTTCAATCTGCAGCG-1 Maternal 
rep2_CTTTCGGAGATTAGAC-1 Autologous 
rep2_CTTTCGGCAGAGGCAT-1 Autologous 
rep2_CTTTCGGGTAGTCCTA-1 Autologous 
rep2_CTTTCGGGTATCGAGG-1 Autologous 
rep2_CTTTCGGGTATCTTCT-1 Autologous 
rep2_CTTTCGGGTATGCTAC-1 Maternal 
rep2_CTTTCGGGTCCGGCAT-1 Autologous 
rep2_CTTTCGGGTGCAACGA-1 Maternal 
rep2_CTTTCGGGTGGTCCGT-1 Autologous 
rep2_CTTTCGGTCACTCGAA-1 Autologous 



rep2_CTTTCGGTCCATAGGT-1 Autologous 
rep2_CTTTCGGTCCCACAGG-1 Autologous 
rep2_CTTTCGGTCCCTGGTT-1 Maternal 
rep2_CTTTCGGTCCGTGGTG-1 Autologous 
rep2_CTTTCGGTCCTGCTAC-1 Autologous 
rep2_CTTTCGGTCTTAATCC-1 Maternal 
rep2_GAAACCTAGAGCAGAA-1 Maternal 
rep2_GAAACCTAGATGTTAG-1 Autologous 
rep2_GAAACCTAGCGGTAGT-1 Maternal 
rep2_GAAACCTAGGGCTTCC-1 Autologous 
rep2_GAAACCTCAACGGTAG-1 Maternal 
rep2_GAAACCTGTGCAACAG-1 Autologous 
rep2_GAAACCTTCACTTTGT-1 Autologous 
rep2_GAAACCTTCCCATTCG-1 Autologous 
rep2_GAAACCTTCTCATAGG-1 Maternal 
rep2_GAAATGAAGACTTAAG-1 Autologous 
rep2_GAAATGAAGAGGTTAT-1 Autologous 
rep2_GAAATGAAGGCCATAG-1 Autologous 
rep2_GAAATGAAGTCTAGCT-1 Maternal 
rep2_GAAATGAAGTGCGTCC-1 Autologous 
rep2_GAAATGACACTCCGGA-1 Autologous 
rep2_GAAATGAGTGATGGCA-1 Autologous 
rep2_GAAATGAGTGGTAATA-1 Autologous 
rep2_GAAATGATCACCGGGT-1 Autologous 
rep2_GAAATGATCGCACGGT-1 Autologous 
rep2_GAAATGATCGCTACGG-1 Autologous 
rep2_GAAATGATCTCAACGA-1 Maternal 
rep2_GAACACTAGCGACTGA-1 Autologous 
rep2_GAACACTAGCTAAGTA-1 Autologous 
rep2_GAACACTAGGTCACAG-1 Autologous 
rep2_GAACACTAGTAAGCAT-1 Maternal 
rep2_GAACACTCAAACTGCT-1 Maternal 
rep2_GAACACTGTACCCACG-1 Maternal 
rep2_GAACACTGTAGTCCTA-1 Autologous 
rep2_GAACACTGTCGCCACA-1 Autologous 
rep2_GAACACTGTCTCAGGC-1 Autologous 
rep2_GAACACTTCAGTCTTT-1 Maternal 
rep2_GAACACTTCGACCACG-1 Maternal 
rep2_GAACGTTAGTGCCGAA-1 Autologous 
rep2_GAACGTTGTTGCTCAA-1 Autologous 
rep2_GAACGTTTCACATTGG-1 Autologous 
rep2_GAACGTTTCCATCAGA-1 Autologous 
rep2_GAACTGTCAGAGGCAT-1 Maternal 
rep2_GAACTGTGTAGCTCGC-1 Maternal 



rep2_GAACTGTGTGAGTAAT-1 Autologous 
rep2_GAACTGTGTGTCGATT-1 Maternal 
rep2_GAACTGTTCACACGAT-1 Autologous 
rep2_GAACTGTTCCTCACCA-1 Maternal 
rep2_GAACTGTTCTACACAG-1 Autologous 
rep2_GAACTGTTCTCGGGAC-1 Autologous 
rep2_GAAGAATCAGGATCTT-1 Autologous 
rep2_GAAGAATCAGGTTCGC-1 Maternal 
rep2_GAAGAATCAGTTAGAA-1 Autologous 
rep2_GAAGAATCATCATTTC-1 Autologous 
rep2_GAAGAATGTATGAGAT-1 Autologous 
rep2_GAAGAATGTATTCTCT-1 Autologous 
rep2_GAAGAATGTCCGGCAT-1 Maternal 
rep2_GAAGAATTCAAAGCCT-1 Maternal 
rep2_GAAGAATTCGCAAGAG-1 Autologous 
rep2_GAAGCCCAGCAGCCCT-1 Maternal 
rep2_GAAGCCCAGCCAGACA-1 Autologous 
rep2_GAAGCCCAGGGCGAAG-1 Autologous 
rep2_GAAGCCCCAAATTGCC-1 Autologous 
rep2_GAAGCCCCAAGTTGGG-1 Autologous 
rep2_GAAGCCCCACAGCATT-1 Autologous 
rep2_GAAGCCCCACGCTATA-1 Autologous 
rep2_GAAGCCCCACTTGGCG-1 Maternal 
rep2_GAAGCCCGTCTTTCAT-1 Autologous 
rep2_GAAGCGAAGAATAACC-1 Autologous 
rep2_GAAGCGAAGACTCATC-1 Autologous 
rep2_GAAGCGAAGCAAATGT-1 Maternal 
rep2_GAAGCGACAAGATGGC-1 Autologous 
rep2_GAAGCGACACTGATTG-1 Autologous 
rep2_GAAGCGAGTGATTGGG-1 Autologous 
rep2_GAAGCGAGTGTGAGCA-1 Autologous 
rep2_GAAGCGATCGTCAGAT-1 Maternal 
rep2_GAAGGACAGTAGGAAG-1 Autologous 
rep2_GAAGGACCAGCATTGT-1 Autologous 
rep2_GAAGGACGTCACCGCA-1 Autologous 
rep2_GAAGGACGTGTGCCTG-1 Autologous 
rep2_GAAGGACTCCATACAG-1 Maternal 
rep2_GAAGGGTAGCACGGAT-1 Autologous 
rep2_GAAGGGTAGCGTCAGA-1 Autologous 
rep2_GAAGGGTAGGTCGCCT-1 Autologous 
rep2_GAAGGGTAGTAAACAC-1 Autologous 
rep2_GAAGGGTAGTCGTCTA-1 Autologous 
rep2_GAAGGGTCAAGCGGAT-1 Maternal 
rep2_GAAGGGTGTAGCCAGA-1 Autologous 



rep2_GAAGGGTGTGTTGAGG-1 Autologous 
rep2_GAAGGGTGTTACCTTT-1 Maternal 
rep2_GAAGGGTTCAGACTGT-1 Autologous 
rep2_GAAGGGTTCCTACGAA-1 Autologous 
rep2_GAAGTAACACGCGCTA-1 Maternal 
rep2_GAAGTAAGTTAACCTG-1 Autologous 
rep2_GAAGTAAGTTCGAGCC-1 Maternal 
rep2_GAATAGAAGACCAAAT-1 Maternal 
rep2_GAATAGAAGCGACATG-1 Autologous 
rep2_GAATAGAGTAGCCAGA-1 Autologous 
rep2_GAATAGAGTCTTTCTA-1 Maternal 
rep2_GAATAGAGTTCGATTG-1 Autologous 
rep2_GAATAGATCCCAACTC-1 Autologous 
rep2_GAATCACAGACCTGGA-1 Autologous 
rep2_GAATCACAGTGTTGTC-1 Maternal 
rep2_GAATCACGTAGAGACC-1 Autologous 
rep2_GAATCACGTATCGCAT-1 Maternal 
rep2_GAATCACGTCATCCGG-1 Maternal 
rep2_GAATCACTCAAATGAG-1 Maternal 
rep2_GAATCACTCACTAGCA-1 Maternal 
rep2_GAATCACTCCGAGCTG-1 Autologous 
rep2_GAATCGTCAAGGTCTT-1 Autologous 
rep2_GAATCGTCAGCCTACG-1 Autologous 
rep2_GAATCGTGTCATCCGG-1 Autologous 
rep2_GAATCGTGTTCGAGCC-1 Maternal 
rep2_GAATCGTTCTTAGCCC-1 Maternal 
rep2_GACACGCAGACTCTTG-1 Maternal 
rep2_GACACGCAGCTAGATA-1 Maternal 
rep2_GACACGCAGGCATGGT-1 Autologous 
rep2_GACACGCCAAAGGCAC-1 Maternal 
rep2_GACACGCGTTATGGTC-1 Autologous 
rep2_GACAGCCAGACACACG-1 Maternal 
rep2_GACAGCCCAAATGAAC-1 Autologous 
rep2_GACAGCCGTAGGAGTC-1 Autologous 
rep2_GACAGCCGTGGACCTC-1 Autologous 
rep2_GACAGCCTCAGCAATC-1 Autologous 
rep2_GACAGCCTCATTCACT-1 Maternal 
rep2_GACAGCCTCCCTGTTG-1 Autologous 
rep2_GACAGCCTCGTAGCCG-1 Maternal 
rep2_GACATCAAGCCAAGCA-1 Autologous 
rep2_GACATCAAGTTCTCTT-1 Maternal 
rep2_GACATCACAAAGCAAT-1 Autologous 
rep2_GACATCACATCAGCTA-1 Maternal 
rep2_GACATCAGTACTCCGG-1 Maternal 



rep2_GACATCAGTATCAGCT-1 Autologous 
rep2_GACATCAGTATCGCGC-1 Autologous 
rep2_GACATCATCACAAGAA-1 Autologous 
rep2_GACCAATAGACGACTG-1 Maternal 
rep2_GACCAATAGATCCAAA-1 Autologous 
rep2_GACCAATAGCTCGGCT-1 Maternal 
rep2_GACCAATAGGAACTCG-1 Autologous 
rep2_GACCAATAGGATTTGA-1 Maternal 
rep2_GACCAATAGTCACAGG-1 Autologous 
rep2_GACCAATAGTTTGAGA-1 Maternal 
rep2_GACCAATCAAAGCTAA-1 Autologous 
rep2_GACCAATCAGGTGTTT-1 Autologous 
rep2_GACCAATGTACCGCGT-1 Autologous 
rep2_GACCAATGTCCCTAAA-1 Maternal 
rep2_GACCAATGTTATCCAG-1 Autologous 
rep2_GACCAATTCAATCAGC-1 Maternal 
rep2_GACCAATTCGTCCTTG-1 Autologous 
rep2_GACCAATTCTTCGATT-1 Maternal 
rep2_GACCCAGAGTGGCAGT-1 Maternal 
rep2_GACCCAGAGTGGCGAT-1 Autologous 
rep2_GACCCAGCACCCTATC-1 Autologous 
rep2_GACCCAGCACGTGTGC-1 Autologous 
rep2_GACCCAGCAGACCTAT-1 Autologous 
rep2_GACCCAGCAGATCATC-1 Autologous 
rep2_GACCCAGGTAATTAGG-1 Maternal 
rep2_GACCCAGGTACAAACA-1 Autologous 
rep2_GACCCAGTCAAACGAA-1 Autologous 
rep2_GACCCAGTCACCTCGT-1 Autologous 
rep2_GACCCAGTCCCACAGG-1 Autologous 
rep2_GACCCAGTCTGCCCTA-1 Maternal 
rep2_GACCCTTAGAGGCGGA-1 Maternal 
rep2_GACCCTTAGCGTCAAG-1 Maternal 
rep2_GACCCTTAGGACTGGT-1 Maternal 
rep2_GACCCTTAGTGGCCTC-1 Autologous 
rep2_GACCCTTCAAAGGTTA-1 Autologous 
rep2_GACCCTTGTAAGTTAG-1 Autologous 
rep2_GACCCTTGTCCGAAGA-1 Autologous 
rep2_GACCCTTGTCCTCCTA-1 Autologous 
rep2_GACCCTTGTCTGTGGC-1 Autologous 
rep2_GACCCTTGTGGTCTGC-1 Autologous 
rep2_GACCCTTGTTTACGAC-1 Autologous 
rep2_GACCCTTTCAAACGTC-1 Maternal 
rep2_GACCCTTTCATCGACA-1 Autologous 
rep2_GACCCTTTCCGCTGTT-1 Autologous 



rep2_GACCCTTTCCGTCACT-1 Autologous 
rep2_GACCCTTTCTAACACG-1 Autologous 
rep2_GACCCTTTCTGGCTGG-1 Maternal 
rep2_GACCGTGAGGTCTACT-1 Maternal 
rep2_GACCGTGCACATACGT-1 Maternal 
rep2_GACCGTGCATGCAGCC-1 Autologous 
rep2_GACCGTGGTGACCGAA-1 Autologous 
rep2_GACCGTGGTGGCTTAT-1 Autologous 
rep2_GACCGTGTCCACCTCA-1 Autologous 
rep2_GACCGTGTCCGATAGT-1 Autologous 
rep2_GACCGTGTCGTTGTTT-1 Autologous 
rep2_GACCTTCAGAGAGGGC-1 Autologous 
rep2_GACCTTCAGATACAGT-1 Autologous 
rep2_GACCTTCAGGTGCAGT-1 Autologous 
rep2_GACCTTCAGGTTCCAT-1 Maternal 
rep2_GACCTTCAGTTGAATG-1 Autologous 
rep2_GACCTTCCATAGAGGC-1 Maternal 
rep2_GACCTTCCATGGGTTT-1 Maternal 
rep2_GACCTTCGTGTACATC-1 Autologous 
rep2_GACCTTCTCAGTGGGA-1 Autologous 
rep2_GACGCTGAGAGGTTTA-1 Autologous 
rep2_GACGCTGCACAAATCC-1 Autologous 
rep2_GACGCTGTCGTTCATT-1 Maternal 
rep2_GACGTTAAGGTTAGTA-1 Autologous 
rep2_GACGTTACACGAAGAC-1 Maternal 
rep2_GACGTTACATATGCGT-1 Autologous 
rep2_GACGTTAGTACGTAGG-1 Maternal 
rep2_GACGTTAGTGCCTAAT-1 Autologous 
rep2_GACGTTAGTTATGGTC-1 Autologous 
rep2_GACGTTATCATCTGTT-1 Autologous 
rep2_GACGTTATCCACGTAA-1 Autologous 
rep2_GACGTTATCTGTGCGG-1 Autologous 
rep2_GACTATGAGAAACTGT-1 Autologous 
rep2_GACTATGCAGTTGGTT-1 Autologous 
rep2_GACTATGGTACTCGCG-1 Autologous 
rep2_GACTATGGTAGATTGA-1 Autologous 
rep2_GACTATGGTCTGCAAT-1 Maternal 
rep2_GACTATGTCAAACCCA-1 Autologous 
rep2_GACTCAACAATTCTTC-1 Autologous 
rep2_GACTCAAGTCTGATAC-1 Autologous 
rep2_GACTCAAGTGTCGCTG-1 Autologous 
rep2_GACTCTCAGGCACTAG-1 Autologous 
rep2_GACTCTCAGGTCGAGT-1 Maternal 
rep2_GACTCTCCAACCGATT-1 Autologous 



rep2_GACTCTCGTACGCTTA-1 Maternal 
rep2_GACTCTCGTCAAACGG-1 Autologous 
rep2_GACTCTCGTCGAATTC-1 Autologous 
rep2_GACTCTCGTCTACGAT-1 Autologous 
rep2_GACTCTCGTTAGCGGA-1 Maternal 
rep2_GACTGATCACAAGCAG-1 Autologous 
rep2_GACTGATCACGACGAA-1 Autologous 
rep2_GACTGATCACTCCGGA-1 Maternal 
rep2_GACTGATCAGATCATC-1 Autologous 
rep2_GACTGATCATTGAGGG-1 Maternal 
rep2_GACTGATTCAGGCGAA-1 Autologous 
rep2_GACTTCCAGAGTGGCT-1 Autologous 
rep2_GACTTCCAGCTCGAAG-1 Maternal 
rep2_GACTTCCCAGCTGTGC-1 Autologous 
rep2_GACTTCCGTTGGACTT-1 Maternal 
rep2_GACTTCCTCGAACACT-1 Maternal 
rep2_GACTTCCTCGACGCTG-1 Autologous 
rep2_GACTTCCTCTCACTCG-1 Maternal 
rep2_GAGAAATAGACGCCCT-1 Maternal 
rep2_GAGAAATAGATGATTG-1 Autologous 
rep2_GAGAAATAGCACTTTG-1 Autologous 
rep2_GAGAAATAGGGTCAAC-1 Autologous 
rep2_GAGAAATAGGTAAGGA-1 Maternal 
rep2_GAGAAATCAAGCTCTA-1 Autologous 
rep2_GAGAAATCACATGGTT-1 Autologous 
rep2_GAGAAATTCTCGAACA-1 Autologous 
rep2_GAGACCCAGAATTGCA-1 Autologous 
rep2_GAGACCCAGGCACCAA-1 Autologous 
rep2_GAGACTTAGGAGTACC-1 Autologous 
rep2_GAGACTTCACTCTAGA-1 Autologous 
rep2_GAGACTTCAGGTCCGT-1 Autologous 
rep2_GAGACTTCATAGGTTC-1 Autologous 
rep2_GAGACTTCATTGCAAC-1 Maternal 
rep2_GAGACTTGTAGATCGG-1 Maternal 
rep2_GAGACTTGTCGTCATA-1 Autologous 
rep2_GAGACTTGTCTGCAAT-1 Autologous 
rep2_GAGACTTGTTAAACCC-1 Maternal 
rep2_GAGACTTTCACGTAGT-1 Maternal 
rep2_GAGACTTTCCAAATGC-1 Autologous 
rep2_GAGAGGTAGGCCCAAA-1 Autologous 
rep2_GAGAGGTAGTGAGTGC-1 Autologous 
rep2_GAGAGGTCACTTACAG-1 Autologous 
rep2_GAGAGGTGTAAGATTG-1 Autologous 
rep2_GAGAGGTGTACCCACG-1 Autologous 



rep2_GAGAGGTGTACTGACT-1 Maternal 
rep2_GAGAGGTGTCATCGGC-1 Autologous 
rep2_GAGAGGTGTCCACTCT-1 Maternal 
rep2_GAGAGGTGTCGATGCC-1 Autologous 
rep2_GAGAGGTGTCGGATTT-1 Maternal 
rep2_GAGAGGTTCCGTGTGG-1 Maternal 
rep2_GAGATGGAGAAGTCCG-1 Autologous 
rep2_GAGATGGAGAGGCTGT-1 Autologous 
rep2_GAGATGGAGCCATTCA-1 Maternal 
rep2_GAGATGGCAAATGAGT-1 Autologous 
rep2_GAGATGGCAAATGGCG-1 Maternal 
rep2_GAGATGGCACCTAAAC-1 Autologous 
rep2_GAGATGGGTCTGCAAT-1 Autologous 
rep2_GAGATGGGTTGGGTAG-1 Autologous 
rep2_GAGATGGTCCATGATG-1 Maternal 
rep2_GAGCCTGAGAAATTCG-1 Maternal 
rep2_GAGCCTGAGTGCTACT-1 Autologous 
rep2_GAGCCTGAGTTCGGTT-1 Autologous 
rep2_GAGCCTGCACTTGGCG-1 Autologous 
rep2_GAGCCTGCAGCATACT-1 Autologous 
rep2_GAGCCTGTCACGGGAA-1 Maternal 
rep2_GAGCCTGTCCCTTGGT-1 Maternal 
rep2_GAGCCTGTCCTACCAC-1 Maternal 
rep2_GAGCCTGTCTGGGCCA-1 Autologous 
rep2_GAGCCTGTCTTGCGCT-1 Maternal 
rep2_GAGCTGCAGAACAAGG-1 Autologous 
rep2_GAGCTGCAGAATCCCT-1 Autologous 
rep2_GAGCTGCAGCACTCCG-1 Maternal 
rep2_GAGCTGCAGGGTACGT-1 Autologous 
rep2_GAGCTGCAGTCGGCCT-1 Autologous 
rep2_GAGCTGCCAAATGGCG-1 Maternal 
rep2_GAGCTGCCAAGAAATC-1 Autologous 
rep2_GAGCTGCCAAGTGACG-1 Autologous 
rep2_GAGCTGCGTACTGACT-1 Autologous 
rep2_GAGCTGCGTGCGGTAA-1 Maternal 
rep2_GAGCTGCTCGGTAGAG-1 Autologous 
rep2_GAGGCAAAGAAACTAC-1 Autologous 
rep2_GAGGCAAAGCGTGTCC-1 Autologous 
rep2_GAGGCAAAGTATGATG-1 Autologous 
rep2_GAGGCAACAAGAAACT-1 Autologous 
rep2_GAGGCAAGTAGGCTGA-1 Maternal 
rep2_GAGGCAAGTAGTCTGT-1 Autologous 
rep2_GAGGCCTAGATCGCTT-1 Autologous 
rep2_GAGGCCTAGCACAAAT-1 Autologous 



rep2_GAGGCCTAGCCTCATA-1 Autologous 
rep2_GAGGCCTCAACCAATC-1 Maternal 
rep2_GAGGCCTCAAGCCCAC-1 Autologous 
rep2_GAGGCCTCATCCGAAT-1 Maternal 
rep2_GAGGCCTGTTATTCCT-1 Autologous 
rep2_GAGGCCTTCACACCCT-1 Autologous 
rep2_GAGGCCTTCACCTACC-1 Maternal 
rep2_GAGGCCTTCAGCTTGA-1 Autologous 
rep2_GAGGCCTTCATTCGGA-1 Autologous 
rep2_GAGGCCTTCGCTACGG-1 Maternal 
rep2_GAGGCCTTCTGAGAAA-1 Maternal 
rep2_GAGGGATAGCAATTAG-1 Maternal 
rep2_GAGGGATAGGGTGAGG-1 Autologous 
rep2_GAGGGATCAATTCGTG-1 Autologous 
rep2_GAGGGATCACCCTAGG-1 Maternal 
rep2_GAGGGATCACTGGCCA-1 Autologous 
rep2_GAGGGATCATAGCACT-1 Autologous 
rep2_GAGGGATCATGTTTGG-1 Autologous 
rep2_GAGGGATTCGTAGGAG-1 Autologous 
rep2_GAGGGATTCGTTAGAC-1 Autologous 
rep2_GAGGGATTCTATCGCC-1 Autologous 
rep2_GAGGGATTCTCGGGAC-1 Autologous 
rep2_GAGGGATTCTGGCTGG-1 Maternal 
rep2_GAGGGTAAGAGATTCA-1 Maternal 
rep2_GAGGGTAAGAGCACTG-1 Autologous 
rep2_GAGGGTATCATCTCTA-1 Autologous 
rep2_GAGGGTATCTCTGGTC-1 Maternal 
rep2_GAGGGTATCTTTGATC-1 Autologous 
rep2_GAGTCATAGAACTTCC-1 Autologous 
rep2_GAGTCATAGCCGCTTG-1 Maternal 
rep2_GAGTCATGTACAATAG-1 Maternal 
rep2_GAGTCATGTCGAAACG-1 Autologous 
rep2_GAGTCATGTCTGGTTA-1 Autologous 
rep2_GAGTCATGTGAGTTGG-1 Autologous 
rep2_GAGTCATTCCCATACC-1 Maternal 
rep2_GAGTCATTCGGAGATG-1 Autologous 
rep2_GAGTCATTCGTCCTTG-1 Autologous 
rep2_GAGTCTAAGATGAAGG-1 Maternal 
rep2_GAGTCTAAGCGTTGTT-1 Maternal 
rep2_GAGTCTAAGTTGGACG-1 Autologous 
rep2_GAGTCTACAGTTGGTT-1 Autologous 
rep2_GAGTCTAGTGGGTATG-1 Autologous 
rep2_GAGTCTAGTTCCAGGC-1 Maternal 
rep2_GAGTCTAGTTTACCAG-1 Maternal 



rep2_GAGTCTATCAAACCTG-1 Autologous 
rep2_GAGTCTATCCTCACTG-1 Autologous 
rep2_GAGTGAGAGAGAACCC-1 Maternal 
rep2_GAGTGAGCAAATGAGT-1 Autologous 
rep2_GAGTGAGGTCCTATAG-1 Autologous 
rep2_GAGTGAGTCATACGGT-1 Autologous 
rep2_GAGTGAGTCGCGGACT-1 Maternal 
rep2_GAGTGAGTCGTTATCT-1 Autologous 
rep2_GAGTGTTAGACGGTTG-1 Autologous 
rep2_GAGTGTTAGCACTCAT-1 Autologous 
rep2_GAGTGTTAGCCGCTTG-1 Autologous 
rep2_GAGTGTTCAAATCGTC-1 Autologous 
rep2_GAGTGTTCAATTGCCA-1 Autologous 
rep2_GAGTGTTGTACTGCGC-1 Autologous 
rep2_GAGTGTTGTCTTCAAG-1 Maternal 
rep2_GAGTGTTGTTAAGGGC-1 Autologous 
rep2_GAGTGTTGTTGGAGGT-1 Autologous 
rep2_GAGTGTTTCCTTGACC-1 Autologous 
rep2_GAGTGTTTCTGCTGAA-1 Autologous 
rep2_GAGTTACAGAGTTGCG-1 Autologous 
rep2_GAGTTACAGCAACCAG-1 Autologous 
rep2_GAGTTACAGCTCTGTA-1 Maternal 
rep2_GAGTTACCAGCTCATA-1 Maternal 
rep2_GAGTTACCAGCTGTTA-1 Maternal 
rep2_GAGTTACCATCGGAGA-1 Maternal 
rep2_GAGTTACGTTCGGGTC-1 Autologous 
rep2_GAGTTACTCCAAGCTA-1 Autologous 
rep2_GAGTTGTAGACAGTCG-1 Maternal 
rep2_GAGTTGTAGATCCTAC-1 Autologous 
rep2_GAGTTGTAGCACTCAT-1 Autologous 
rep2_GAGTTGTCATAGAATG-1 Autologous 
rep2_GAGTTGTGTAATGATG-1 Autologous 
rep2_GAGTTGTGTGAACCGA-1 Autologous 
rep2_GAGTTGTTCAGTCCGG-1 Autologous 
rep2_GAGTTGTTCGCAACAT-1 Autologous 
rep2_GAGTTTGAGAGCACTG-1 Maternal 
rep2_GAGTTTGCAGCAGTGA-1 Autologous 
rep2_GAGTTTGCAGTTGTCA-1 Autologous 
rep2_GAGTTTGCATTGTACG-1 Autologous 
rep2_GAGTTTGGTAACCCGC-1 Maternal 
rep2_GAGTTTGGTAGGATAT-1 Autologous 
rep2_GAGTTTGGTCTTCAAG-1 Autologous 
rep2_GAGTTTGGTTACTCAG-1 Maternal 
rep2_GAGTTTGTCATCTACT-1 Autologous 



rep2_GATAGAACACGACCTG-1 Autologous 
rep2_GATAGAACATAGTCAC-1 Autologous 
rep2_GATAGAAGTGATAGAT-1 Autologous 
rep2_GATAGAAGTTACAGCT-1 Autologous 
rep2_GATAGCTAGACATGCG-1 Autologous 
rep2_GATAGCTAGCAGTCTT-1 Autologous 
rep2_GATAGCTAGGTTCTAC-1 Maternal 
rep2_GATAGCTCATAATGCC-1 Maternal 
rep2_GATAGCTGTCATAACC-1 Autologous 
rep2_GATCACACAGCAGGAT-1 Autologous 
rep2_GATCACACAGGCACTC-1 Maternal 
rep2_GATCACAGTCGATTTG-1 Maternal 
rep2_GATCACAGTGGCTCTG-1 Autologous 
rep2_GATCACATCCTATTTG-1 Autologous 
rep2_GATCACATCTGGTCAA-1 Maternal 
rep2_GATCAGTAGTGAGGCT-1 Autologous 
rep2_GATCAGTCAACAGCTT-1 Autologous 
rep2_GATCAGTCAGTTTGGT-1 Autologous 
rep2_GATCAGTGTAATACCC-1 Autologous 
rep2_GATCAGTGTCAAATCC-1 Autologous 
rep2_GATCAGTTCTAGATCG-1 Autologous 
rep2_GATCATGAGCAACCAG-1 Autologous 
rep2_GATCATGAGTTGGAGC-1 Autologous 
rep2_GATCATGCAACACGTT-1 Autologous 
rep2_GATCATGCACTACAGT-1 Maternal 
rep2_GATCATGGTCAATGGG-1 Autologous 
rep2_GATCATGGTTGAGGAC-1 Maternal 
rep2_GATCATGTCATGACAC-1 Maternal 
rep2_GATCATGTCTCATTTG-1 Autologous 
rep2_GATCCCTAGACTGAGC-1 Autologous 
rep2_GATCCCTAGCTCTTCC-1 Autologous 
rep2_GATCCCTAGGATAATC-1 Maternal 
rep2_GATCCCTCAACAAGTA-1 Autologous 
rep2_GATCCCTCAACTTCTT-1 Autologous 
rep2_GATCCCTCACTACTTT-1 Autologous 
rep2_GATCCCTTCACGAACT-1 Autologous 
rep2_GATCCCTTCGGTGCAC-1 Autologous 
rep2_GATCGTAAGGGTACAC-1 Autologous 
rep2_GATCGTACACAGCGCT-1 Autologous 
rep2_GATCGTACAGTTTGGT-1 Autologous 
rep2_GATCGTAGTTCGTGCG-1 Autologous 
rep2_GATCGTATCATGCGGC-1 Maternal 
rep2_GATCGTATCGTTGTTT-1 Maternal 
rep2_GATGACTAGACGCATG-1 Maternal 



rep2_GATGACTAGCCATTGT-1 Autologous 
rep2_GATGACTAGTTGCCTA-1 Autologous 
rep2_GATGACTCAGTCTGGC-1 Autologous 
rep2_GATGACTGTGCATACT-1 Autologous 
rep2_GATGACTGTTGTCTAG-1 Autologous 
rep2_GATGACTGTTTACCAG-1 Autologous 
rep2_GATGACTTCAACTTTC-1 Autologous 
rep2_GATGACTTCCCGTGTT-1 Autologous 
rep2_GATGACTTCCGCGGAT-1 Maternal 
rep2_GATGACTTCGCTCATC-1 Maternal 
rep2_GATGAGGAGAATTTGG-1 Maternal 
rep2_GATGAGGAGATTACCC-1 Autologous 
rep2_GATGAGGAGCATAGGC-1 Autologous 
rep2_GATGAGGAGTATGCAA-1 Autologous 
rep2_GATGAGGAGTTCATGC-1 Autologous 
rep2_GATGAGGCAATCGCGC-1 Autologous 
rep2_GATGAGGCACTCTCGT-1 Autologous 
rep2_GATGAGGCATAGTCAC-1 Autologous 
rep2_GATGAGGCATCAGTGT-1 Autologous 
rep2_GATGAGGTCAAGAGGC-1 Autologous 
rep2_GATGAGGTCTTAGTTC-1 Maternal 
rep2_GATGATCAGCCTGACC-1 Autologous 
rep2_GATGATCAGGTCGTAG-1 Maternal 
rep2_GATGATCGTATCACGT-1 Autologous 
rep2_GATGATCGTCGTACAT-1 Autologous 
rep2_GATGATCGTGCTTCAA-1 Autologous 
rep2_GATGATCGTTAAACAG-1 Maternal 
rep2_GATGATCGTTAATCGC-1 Autologous 
rep2_GATGATCTCGCTTAAG-1 Maternal 
rep2_GATGATCTCTGGGCAC-1 Maternal 
rep2_GATGCTAAGAGCTGCA-1 Autologous 
rep2_GATGCTACACAGTCAT-1 Maternal 
rep2_GATGCTACAGGCACTC-1 Autologous 
rep2_GATGCTAGTATAGGGC-1 Maternal 
rep2_GATGCTAGTCTACGTA-1 Autologous 
rep2_GATGCTATCCATCAGA-1 Autologous 
rep2_GATGCTATCGCAGATT-1 Maternal 
rep2_GATGCTATCTACACAG-1 Autologous 
rep2_GATGCTATCTTGAACG-1 Autologous 
rep2_GATGGAGAGACAACTA-1 Autologous 
rep2_GATGGAGAGACAGCGT-1 Maternal 
rep2_GATGGAGAGGAACTAT-1 Autologous 
rep2_GATGGAGAGGTCTACT-1 Autologous 
rep2_GATGGAGAGTAACCTC-1 Autologous 



rep2_GATGGAGCACCGGTCA-1 Autologous 
rep2_GATGGAGCACGTAGAG-1 Autologous 
rep2_GATGGAGCAGAGTTCT-1 Autologous 
rep2_GATGGAGGTACGATCT-1 Autologous 
rep2_GATGGAGGTCGAGCTC-1 Autologous 
rep2_GATGGAGGTCTCTCAC-1 Autologous 
rep2_GATGGAGGTGTCTTAG-1 Maternal 
rep2_GATGGAGTCATTTCCA-1 Autologous 
rep2_GATGGAGTCGAACTCA-1 Autologous 
rep2_GATGGAGTCTGATTCT-1 Autologous 
rep2_GATGTTGAGCGCCTCA-1 Maternal 
rep2_GATGTTGCACTGCTTC-1 Autologous 
rep2_GATGTTGCATACATCG-1 Autologous 
rep2_GATGTTGGTCCTTTGC-1 Maternal 
rep2_GATGTTGTCGTTCCCA-1 Maternal 
rep2_GATTCGAAGGAACGAA-1 Autologous 
rep2_GATTCGAAGTATGGAT-1 Maternal 
rep2_GATTCGACAGACCAAG-1 Autologous 
rep2_GATTCGACAGCATGCC-1 Autologous 
rep2_GATTCGACATTATGCG-1 Maternal 
rep2_GATTCGAGTCCTTTGC-1 Autologous 
rep2_GATTCGATCACTAGCA-1 Maternal 
rep2_GATTCTTCAGGTGAGT-1 Maternal 
rep2_GATTCTTCAGTTGAAA-1 Autologous 
rep2_GATTCTTGTACGCTAT-1 Maternal 
rep2_GATTCTTGTGTATCCA-1 Autologous 
rep2_GATTCTTTCGCTATTT-1 Autologous 
rep2_GATTCTTTCGCTGATA-1 Maternal 
rep2_GATTGGTAGATTGAGT-1 Autologous 
rep2_GATTGGTAGCGTGCCT-1 Autologous 
rep2_GATTGGTAGGCTGAAC-1 Maternal 
rep2_GATTGGTAGGGTATAT-1 Maternal 
rep2_GATTGGTGTCACTTAG-1 Maternal 
rep2_GATTGGTGTCATCCGG-1 Autologous 
rep2_GATTGGTTCCTACACC-1 Autologous 
rep2_GATTGGTTCGCAATTG-1 Autologous 
rep2_GATTTCTAGATGCTAA-1 Maternal 
rep2_GATTTCTCATGCCGCA-1 Autologous 
rep2_GATTTCTCATTCCTCG-1 Autologous 
rep2_GATTTCTGTGCCAAGA-1 Autologous 
rep2_GCAACATAGATGACAT-1 Maternal 
rep2_GCAACATAGGCAGTCA-1 Autologous 
rep2_GCAACATCAAATGCGG-1 Maternal 
rep2_GCAACATCAATAGGGC-1 Maternal 



rep2_GCAACATTCCCAGTGG-1 Autologous 
rep2_GCAACATTCCGCATAA-1 Autologous 
rep2_GCAACATTCGCGAAGA-1 Maternal 
rep2_GCAACCGAGGATACCG-1 Autologous 
rep2_GCAACCGAGGGACACT-1 Maternal 
rep2_GCAACCGAGGTTCATC-1 Autologous 
rep2_GCAACCGTCACAGAGG-1 Autologous 
rep2_GCAACCGTCAGACCGC-1 Maternal 
rep2_GCAACCGTCGGCTTCT-1 Autologous 
rep2_GCAACCGTCGTAACAC-1 Maternal 
rep2_GCAACCGTCTAGTCAG-1 Autologous 
rep2_GCACATAAGCTCCGAC-1 Maternal 
rep2_GCACATAGTTAAAGTG-1 Maternal 
rep2_GCACATATCAAGTAAG-1 Autologous 
rep2_GCACATATCTAACGCA-1 Maternal 
rep2_GCACGGTAGGCACAAC-1 Autologous 
rep2_GCACGGTAGGTTATAG-1 Autologous 
rep2_GCACGGTCAAAGGCGT-1 Autologous 
rep2_GCACGGTCACAAGGTG-1 Autologous 
rep2_GCACGGTGTCACCACG-1 Maternal 
rep2_GCACGGTGTGCACAAG-1 Autologous 
rep2_GCACGGTGTTGCTGAT-1 Autologous 
rep2_GCACGGTTCGAGAGCA-1 Autologous 
rep2_GCACGTGAGACAGCGT-1 Autologous 
rep2_GCACGTGAGCCTCTTC-1 Autologous 
rep2_GCACGTGCAGCTGTAT-1 Autologous 
rep2_GCACGTGCAGGTCTCG-1 Autologous 
rep2_GCACGTGGTATCGCAT-1 Autologous 
rep2_GCACGTGGTTTGTGGT-1 Autologous 
rep2_GCACGTGTCGTTTACT-1 Autologous 
rep2_GCACGTGTCTGAGTCA-1 Maternal 
rep2_GCACTAACAGCCATTA-1 Autologous 
rep2_GCACTAAGTATGGTTC-1 Autologous 
rep2_GCACTAAGTCATGACT-1 Autologous 
rep2_GCACTAAGTGGCCTCA-1 Autologous 
rep2_GCAGCCAGTACCCAGC-1 Autologous 
rep2_GCAGCCAGTATGGTAA-1 Autologous 
rep2_GCAGCCAGTCTACTGA-1 Maternal 
rep2_GCAGCCAGTTTCGCTC-1 Maternal 
rep2_GCAGCCATCCCAGTGG-1 Autologous 
rep2_GCAGCCATCTACGGGC-1 Autologous 
rep2_GCAGCTGAGAGATGCC-1 Autologous 
rep2_GCAGCTGAGAGGTATT-1 Autologous 
rep2_GCAGCTGAGAGTTGCG-1 Maternal 



rep2_GCAGCTGAGCAATTAG-1 Autologous 
rep2_GCAGCTGAGTTGGCGA-1 Maternal 
rep2_GCAGCTGCACTGTTCC-1 Autologous 
rep2_GCAGCTGGTATGAGCG-1 Autologous 
rep2_GCAGGCTAGAAGTATC-1 Maternal 
rep2_GCAGGCTAGGTCTACT-1 Autologous 
rep2_GCAGGCTAGTAGGGTC-1 Autologous 
rep2_GCAGGCTCAAGAGTGC-1 Autologous 
rep2_GCAGGCTTCATCGCTC-1 Autologous 
rep2_GCAGGCTTCCTAGCGG-1 Autologous 
rep2_GCAGGCTTCGCTAATG-1 Autologous 
rep2_GCAGGCTTCGTGCGAC-1 Maternal 
rep2_GCAGGCTTCTAGGCCG-1 Autologous 
rep2_GCAGTTAAGCATGGGT-1 Autologous 
rep2_GCAGTTAAGCTAAATG-1 Autologous 
rep2_GCAGTTAAGGGTACAC-1 Autologous 
rep2_GCAGTTACACTTGAAC-1 Autologous 
rep2_GCAGTTACAGCACAGA-1 Maternal 
rep2_GCAGTTACATCCCACT-1 Autologous 
rep2_GCAGTTACATTGTCGA-1 Autologous 
rep2_GCAGTTAGTCCTGAAT-1 Maternal 
rep2_GCAGTTAGTCGTGATT-1 Autologous 
rep2_GCAGTTATCAAAGCCT-1 Autologous 
rep2_GCAGTTATCTTCGATT-1 Maternal 
rep2_GCAGTTATCTTGGTGA-1 Autologous 
rep2_GCATCGGAGCATTTCG-1 Autologous 
rep2_GCATCGGAGCTCACTA-1 Autologous 
rep2_GCATCGGAGTGGGAAA-1 Autologous 
rep2_GCATCGGCAGCATTGT-1 Autologous 
rep2_GCATCGGGTGATGAAT-1 Maternal 
rep2_GCATCGGTCCAGCACG-1 Autologous 
rep2_GCATCGGTCCTTACCG-1 Autologous 
rep2_GCATCTCAGTAAATGC-1 Autologous 
rep2_GCATCTCAGTATCCTG-1 Autologous 
rep2_GCATCTCCAAAGAACT-1 Autologous 
rep2_GCATCTCGTGGACAGT-1 Maternal 
rep2_GCATCTCTCGTCGATA-1 Autologous 
rep2_GCATCTCTCTAGAACC-1 Autologous 
rep2_GCATCTCTCTCGTGGG-1 Autologous 
rep2_GCATGATAGAGAGAAC-1 Autologous 
rep2_GCATGATAGCATCCCG-1 Maternal 
rep2_GCATGATAGCCATGCC-1 Autologous 
rep2_GCATGATAGCCTAGGA-1 Autologous 
rep2_GCATGATGTAAGTAGT-1 Autologous 



rep2_GCATGATGTCGAGTTT-1 Autologous 
rep2_GCATGATGTGGACTAG-1 Autologous 
rep2_GCATGATGTTGGATCT-1 Maternal 
rep2_GCATGATTCGCTGCGA-1 Autologous 
rep2_GCATTAGAGGTTAGTA-1 Maternal 
rep2_GCATTAGAGGTTGGTG-1 Autologous 
rep2_GCATTAGAGGTTTACC-1 Maternal 
rep2_GCATTAGAGTTCCATG-1 Autologous 
rep2_GCATTAGCAGAGTTCT-1 Autologous 
rep2_GCATTAGGTAGCGTTT-1 Maternal 
rep2_GCATTAGGTGTAAACA-1 Autologous 
rep2_GCATTAGGTTGCGAAG-1 Maternal 
rep2_GCATTAGGTTGCTGAT-1 Autologous 
rep2_GCATTAGTCACCTTGC-1 Maternal 
rep2_GCATTAGTCACTACTT-1 Autologous 
rep2_GCCAACGAGAAAGCGA-1 Autologous 
rep2_GCCAACGAGGACGGAG-1 Autologous 
rep2_GCCAACGAGTTGGGAC-1 Autologous 
rep2_GCCAACGCACAGTGTT-1 Autologous 
rep2_GCCAACGCACCTCGTT-1 Autologous 
rep2_GCCAACGCAGCAGTAG-1 Autologous 
rep2_GCCAACGGTACCTAGT-1 Maternal 
rep2_GCCAACGGTCAGGAGT-1 Maternal 
rep2_GCCAACGGTGCCTTCT-1 Autologous 
rep2_GCCAACGTCGAGTCTA-1 Maternal 
rep2_GCCAACGTCGTCGACG-1 Autologous 
rep2_GCCAACGTCTGTGCGG-1 Maternal 
rep2_GCCAACGTCTTCCCGA-1 Autologous 
rep2_GCCAGCAAGCAACAGC-1 Autologous 
rep2_GCCAGCAAGGGCAACT-1 Autologous 
rep2_GCCAGCAAGGTGCTTT-1 Autologous 
rep2_GCCAGCACAATCAAGA-1 Maternal 
rep2_GCCAGCAGTAATACCC-1 Autologous 
rep2_GCCAGCAGTCCCTAAA-1 Maternal 
rep2_GCCAGCAGTGTGTCCG-1 Autologous 
rep2_GCCAGCAGTTAGGGAC-1 Maternal 
rep2_GCCAGCAGTTTCACTT-1 Maternal 
rep2_GCCAGGTAGAGCTGAC-1 Autologous 
rep2_GCCAGGTAGATGGTAT-1 Maternal 
rep2_GCCAGGTAGCGCTTCG-1 Maternal 
rep2_GCCAGGTAGTCGGCAA-1 Maternal 
rep2_GCCAGGTCACTCCACT-1 Autologous 
rep2_GCCAGGTGTATGGAAT-1 Maternal 
rep2_GCCAGGTGTGTTTGCA-1 Autologous 



rep2_GCCAGGTGTTAATCGC-1 Autologous 
rep2_GCCAGGTTCAACCGAT-1 Maternal 
rep2_GCCAGGTTCACTTGTT-1 Maternal 
rep2_GCCAGGTTCGGTGTAT-1 Autologous 
rep2_GCCAGGTTCTCCATAT-1 Autologous 
rep2_GCCAGTGAGAATTCAG-1 Maternal 
rep2_GCCAGTGAGCTAATCC-1 Autologous 
rep2_GCCAGTGCACTGTTCC-1 Autologous 
rep2_GCCAGTGGTAGCTTTG-1 Autologous 
rep2_GCCAGTGGTCTGTTAG-1 Maternal 
rep2_GCCAGTGTCTTGGCTC-1 Autologous 
rep2_GCCATGGAGCTACTAC-1 Maternal 
rep2_GCCATGGGTAGATCCT-1 Autologous 
rep2_GCCATGGGTGTGTTTG-1 Autologous 
rep2_GCCATGGTCCAAGCAT-1 Autologous 
rep2_GCCATGGTCCACCCTA-1 Maternal 
rep2_GCCATGGTCCTTGAAG-1 Autologous 
rep2_GCCATTCAGAATTTGG-1 Autologous 
rep2_GCCATTCAGTACAGAT-1 Autologous 
rep2_GCCATTCCAAACGAGC-1 Autologous 
rep2_GCCATTCCACGTTGGC-1 Autologous 
rep2_GCCATTCCAGGTGTGA-1 Autologous 
rep2_GCCATTCGTCTCCCTA-1 Autologous 
rep2_GCCATTCGTGCGAACA-1 Autologous 
rep2_GCCATTCTCACTTGTT-1 Autologous 
rep2_GCCATTCTCCGATCGG-1 Maternal 
rep2_GCCATTCTCGCCCAGA-1 Maternal 
rep2_GCCATTCTCTAGGCAT-1 Autologous 
rep2_GCCCAGAAGTAACGTA-1 Autologous 
rep2_GCCCAGACAGGGTCTC-1 Maternal 
rep2_GCCCAGAGTACCCGAC-1 Maternal 
rep2_GCCCAGAGTCCCTAAA-1 Autologous 
rep2_GCCCAGAGTGCGCTCA-1 Autologous 
rep2_GCCCGAACAAAGGAGA-1 Autologous 
rep2_GCCCGAAGTATTGACC-1 Autologous 
rep2_GCCCGAATCGTGCAGC-1 Autologous 
rep2_GCCGATGAGAGCCTGA-1 Autologous 
rep2_GCCGATGCACTCCGAG-1 Autologous 
rep2_GCCGATGCACTGGCCA-1 Autologous 
rep2_GCCGATGTCATTTGCT-1 Autologous 
rep2_GCCGATGTCGCATAGT-1 Autologous 
rep2_GCCGATGTCTCGACGG-1 Autologous 
rep2_GCCGTGAAGCCAGTAG-1 Maternal 
rep2_GCCGTGAAGGCCTAAG-1 Maternal 



rep2_GCCGTGAAGGCGACAT-1 Autologous 
rep2_GCCGTGAAGGTTATAG-1 Maternal 
rep2_GCCGTGAGTCCTCATC-1 Autologous 
rep2_GCCTGTTAGCTTCGTA-1 Maternal 
rep2_GCCTGTTAGTCGCTAT-1 Autologous 
rep2_GCCTGTTCAAAGTATG-1 Maternal 
rep2_GCCTGTTCACGGAAGT-1 Autologous 
rep2_GCCTGTTCAGGCTCTG-1 Autologous 
rep2_GCCTGTTCATGGAACG-1 Autologous 
rep2_GCCTGTTTCGGACGTC-1 Autologous 
rep2_GCCTGTTTCGTGCTCT-1 Autologous 
rep2_GCGAGAAAGCTGGAGT-1 Autologous 
rep2_GCGAGAAAGTCGTCTA-1 Autologous 
rep2_GCGAGAAAGTTTGTCG-1 Maternal 
rep2_GCGAGAACACATATCG-1 Maternal 
rep2_GCGAGAACACTAACCA-1 Autologous 
rep2_GCGAGAAGTGCTGATT-1 Autologous 
rep2_GCGATCGAGCTAATCC-1 Autologous 
rep2_GCGATCGAGGCTTTCA-1 Autologous 
rep2_GCGATCGAGGTTGCCC-1 Autologous 
rep2_GCGATCGCACTGCGAC-1 Autologous 
rep2_GCGATCGCATCACCAA-1 Autologous 
rep2_GCGATCGGTCAACCAT-1 Maternal 
rep2_GCGATCGTCTGCACCT-1 Maternal 
rep2_GCGGAAACAAGCTCTA-1 Autologous 
rep2_GCGGAAACAATGAGCG-1 Autologous 
rep2_GCGGAAACAATTCACG-1 Autologous 
rep2_GCGGAAAGTGAGTTTC-1 Maternal 
rep2_GCGGAAATCCAGCCTT-1 Autologous 
rep2_GCGGAAATCGTTCTCG-1 Autologous 
rep2_GCGGATCAGAATAGTC-1 Maternal 
rep2_GCGGATCAGTGAGGTC-1 Autologous 
rep2_GCGGATCCACTTGAGT-1 Autologous 
rep2_GCGGATCGTTGTGGAG-1 Maternal 
rep2_GCGGATCTCAAAGAAC-1 Autologous 
rep2_GCGGATCTCGATACAC-1 Autologous 
rep2_GCGTGCAAGAAGGCTC-1 Maternal 
rep2_GCGTGCAAGGAACGAA-1 Autologous 
rep2_GCGTGCAAGGGATCAC-1 Autologous 
rep2_GCGTGCAAGTCGCTAT-1 Autologous 
rep2_GCGTGCACAACAGATA-1 Autologous 
rep2_GCGTGCACACGCAAAG-1 Autologous 
rep2_GCGTGCACATAGACTC-1 Autologous 
rep2_GCGTGCATCATGGGAG-1 Autologous 



rep2_GCGTGCATCCTCAGAA-1 Autologous 
rep2_GCGTGCATCTCGGGAC-1 Maternal 
rep2_GCGTTTCAGTCAATCC-1 Maternal 
rep2_GCGTTTCCACGGTAGA-1 Autologous 
rep2_GCGTTTCCATCGAGCC-1 Maternal 
rep2_GCGTTTCGTTCGGACC-1 Maternal 
rep2_GCTACAAAGATTGATG-1 Autologous 
rep2_GCTACAAAGTAGGCCA-1 Maternal 
rep2_GCTACAACACAGAAGC-1 Maternal 
rep2_GCTACAACACCGTGAC-1 Maternal 
rep2_GCTACAACAGGACTTT-1 Autologous 
rep2_GCTACAAGTATTGCCA-1 Autologous 
rep2_GCTACAATCATTGTTC-1 Maternal 
rep2_GCTACAATCCCGAGTG-1 Autologous 
rep2_GCTACCTAGAACCCGA-1 Maternal 
rep2_GCTACCTAGCCTTTCC-1 Maternal 
rep2_GCTACCTAGCGTGAAC-1 Maternal 
rep2_GCTACCTAGGCTCACC-1 Autologous 
rep2_GCTACCTAGGGTCTTT-1 Autologous 
rep2_GCTACCTAGGGTGAAA-1 Autologous 
rep2_GCTACCTCAACAGAGC-1 Autologous 
rep2_GCTACCTGTCTTGCGG-1 Maternal 
rep2_GCTACCTTCGAACGCC-1 Maternal 
rep2_GCTACCTTCTCGAGTA-1 Maternal 
rep2_GCTCAAAAGACTCTTG-1 Autologous 
rep2_GCTCAAAAGCACTAGG-1 Maternal 
rep2_GCTCAAAAGCCTCTCT-1 Maternal 
rep2_GCTCAAAAGTAAGAGG-1 Autologous 
rep2_GCTCAAACAAATGATG-1 Autologous 
rep2_GCTCAAACAACTTCTT-1 Maternal 
rep2_GCTCAAAGTGCGTTTA-1 Autologous 
rep2_GCTCAAATCGTACCTC-1 Maternal 
rep2_GCTGAATTCACATCAG-1 Maternal 
rep2_GCTGAATTCAGCCCAG-1 Maternal 
rep2_GCTGAATTCCGCGGAT-1 Autologous 
rep2_GCTGAATTCTATTGTC-1 Autologous 
rep2_GCTGCAGAGCGTTCCG-1 Maternal 
rep2_GCTGCAGAGGTTCTTG-1 Autologous 
rep2_GCTGCAGAGTATTCCG-1 Autologous 
rep2_GCTGCAGAGTGCCAGA-1 Autologous 
rep2_GCTGCAGCACTTTAGG-1 Autologous 
rep2_GCTGCAGGTCGGCTAC-1 Maternal 
rep2_GCTGCAGGTCTTTCTA-1 Autologous 
rep2_GCTGCAGTCACGTAGT-1 Maternal 



rep2_GCTGCAGTCCGTGTGG-1 Autologous 
rep2_GCTGGGTAGCGCCTTG-1 Autologous 
rep2_GCTGGGTAGTGAGCCA-1 Maternal 
rep2_GCTGGGTCAACTCGAT-1 Maternal 
rep2_GCTGGGTCAAGGTCGA-1 Autologous 
rep2_GCTGGGTCACCGGTCA-1 Maternal 
rep2_GCTGGGTTCCGTTGGG-1 Maternal 
rep2_GCTGGGTTCCTACAAG-1 Maternal 
rep2_GCTGGGTTCGTCGGGT-1 Autologous 
rep2_GCTTCACAGCTCTATG-1 Autologous 
rep2_GCTTCACAGCTTAAGA-1 Maternal 
rep2_GCTTCACAGCTTTCCC-1 Autologous 
rep2_GCTTCACAGGGCTTCC-1 Autologous 
rep2_GCTTCACCACACAGAG-1 Autologous 
rep2_GCTTCACCAGACCAGA-1 Autologous 
rep2_GCTTCACGTTGTTGAC-1 Autologous 
rep2_GCTTCACTCTTCGGAA-1 Maternal 
rep2_GCTTGGGAGCTGAAGC-1 Autologous 
rep2_GCTTGGGAGGAGCTGT-1 Autologous 
rep2_GCTTGGGAGTCGTTAC-1 Maternal 
rep2_GCTTGGGCAAGGCCTC-1 Maternal 
rep2_GCTTGGGGTGTGTTTG-1 Autologous 
rep2_GCTTGGGTCGCGAAGA-1 Maternal 
rep2_GCTTTCGAGCCACAAG-1 Autologous 
rep2_GCTTTCGAGCTGAGCA-1 Autologous 
rep2_GCTTTCGAGCTGAGTG-1 Autologous 
rep2_GCTTTCGAGTTGGAGC-1 Autologous 
rep2_GCTTTCGGTTGCCGAC-1 Maternal 
rep2_GCTTTCGGTTGGCCGT-1 Maternal 
rep2_GCTTTCGTCCCAATAG-1 Maternal 
rep2_GCTTTCGTCGAACCAT-1 Autologous 
rep2_GCTTTCGTCTCGTGGG-1 Autologous 
rep2_GGAACCCAGATACAGT-1 Autologous 
rep2_GGAACCCAGCGTATAA-1 Autologous 
rep2_GGAACCCAGGGTTTCT-1 Maternal 
rep2_GGAACCCAGGTGCAGT-1 Autologous 
rep2_GGAACCCCAGTATGAA-1 Maternal 
rep2_GGAACCCCATTGACAC-1 Autologous 
rep2_GGAACCCGTCAAAGAT-1 Autologous 
rep2_GGAACCCGTCATCCCT-1 Autologous 
rep2_GGAACCCGTCGTTGGC-1 Autologous 
rep2_GGAACCCTCGCCCAGA-1 Autologous 
rep2_GGAAGTGAGGTCGTAG-1 Autologous 
rep2_GGAAGTGAGTCTGCGC-1 Autologous 



rep2_GGAAGTGCAACTCATG-1 Maternal 
rep2_GGAAGTGCACGTTGGC-1 Maternal 
rep2_GGAAGTGGTAAGTTGA-1 Autologous 
rep2_GGAAGTGGTAGGGAGG-1 Autologous 
rep2_GGAAGTGGTCCATACA-1 Autologous 
rep2_GGAAGTGGTTGCATAC-1 Autologous 
rep2_GGAAGTGGTTGTAAAG-1 Maternal 
rep2_GGAAGTGTCCTATGGA-1 Autologous 
rep2_GGAATCTAGAACTGAT-1 Autologous 
rep2_GGAATCTAGGTAGTCG-1 Maternal 
rep2_GGAATCTAGTGATAGT-1 Autologous 
rep2_GGAATCTCACTTCCTG-1 Maternal 
rep2_GGAATCTGTAATCAGA-1 Autologous 
rep2_GGAATCTGTCCTGTCT-1 Maternal 
rep2_GGAATCTGTGATTCAC-1 Autologous 
rep2_GGAATCTGTTCTCGCT-1 Autologous 
rep2_GGAATCTTCCCATAAG-1 Maternal 
rep2_GGAATCTTCTGAGAAA-1 Autologous 
rep2_GGAATGGAGCGAGGAG-1 Maternal 
rep2_GGAATGGAGGCCTAGA-1 Maternal 
rep2_GGAATGGCACAGTGTT-1 Maternal 
rep2_GGAATGGCATGACAAA-1 Autologous 
rep2_GGAATGGCATGGATCT-1 Autologous 
rep2_GGAATGGGTGCAACAG-1 Maternal 
rep2_GGAATGGGTGTCGCTG-1 Autologous 
rep2_GGACGTCAGTAACGTA-1 Autologous 
rep2_GGACGTCCAAACCGGA-1 Maternal 
rep2_GGACGTCCAAGCAGGT-1 Maternal 
rep2_GGACGTCCATAATGCC-1 Maternal 
rep2_GGACGTCCATATCTGG-1 Maternal 
rep2_GGACGTCGTCTCTCAC-1 Maternal 
rep2_GGACGTCTCCTTGGAA-1 Autologous 
rep2_GGACGTCTCGGAATGG-1 Autologous 
rep2_GGAGAACCACAATGAA-1 Autologous 
rep2_GGAGAACCACACTTAG-1 Autologous 
rep2_GGAGAACGTAGAGATT-1 Autologous 
rep2_GGAGAACTCATTCGGA-1 Autologous 
rep2_GGAGATGAGCATCGAG-1 Autologous 
rep2_GGAGATGCACTCACTC-1 Autologous 
rep2_GGAGATGTCAGTCCGG-1 Autologous 
rep2_GGAGCAAAGACAACAT-1 Autologous 
rep2_GGAGCAAAGACTCAAA-1 Maternal 
rep2_GGAGCAAAGCCTTCTC-1 Autologous 
rep2_GGAGCAACACAACATC-1 Autologous 



rep2_GGAGCAACATACTTTC-1 Autologous 
rep2_GGAGCAAGTGTGTGTT-1 Autologous 
rep2_GGAGCAATCCTTGACC-1 Autologous 
rep2_GGAGGATAGCAGAAAG-1 Maternal 
rep2_GGAGGATAGCGCTTCG-1 Autologous 
rep2_GGAGGATAGGCTCAAG-1 Autologous 
rep2_GGAGGATCACGAGGAT-1 Autologous 
rep2_GGAGGATGTCACTTAG-1 Autologous 
rep2_GGAGGATGTCGCGTCA-1 Autologous 
rep2_GGAGGATGTCTTGAGT-1 Autologous 
rep2_GGAGGATGTTGTTTGG-1 Autologous 
rep2_GGAGGATTCCGGACGT-1 Maternal 
rep2_GGAGGATTCCGTAGTA-1 Maternal 
rep2_GGAGGTAAGAGGATGA-1 Autologous 
rep2_GGAGGTAAGGGATCAC-1 Autologous 
rep2_GGAGGTACAGTCAGAG-1 Autologous 
rep2_GGAGGTAGTCTAATCG-1 Autologous 
rep2_GGAGGTAGTTAGTCGT-1 Autologous 
rep2_GGAGGTAGTTATAGCC-1 Maternal 
rep2_GGAGGTATCAAAGGAT-1 Autologous 
rep2_GGAGGTATCTCCGTGT-1 Autologous 
rep2_GGAGGTATCTGCCCTA-1 Maternal 
rep2_GGATCTACAATCGTCA-1 Autologous 
rep2_GGATCTACAATTTCGG-1 Autologous 
rep2_GGATCTACAGCGTATT-1 Maternal 
rep2_GGATCTACATCCTTGC-1 Autologous 
rep2_GGATCTACATGGAAGC-1 Autologous 
rep2_GGATCTAGTCAGGCAA-1 Maternal 
rep2_GGATCTAGTGACAACG-1 Autologous 
rep2_GGATCTAGTGTCTTCC-1 Maternal 
rep2_GGATCTAGTGTCTTGA-1 Maternal 
rep2_GGATCTATCGACACTA-1 Autologous 
rep2_GGATCTATCTATACTC-1 Maternal 
rep2_GGATCTATCTCTCAAT-1 Autologous 
rep2_GGATCTATCTTAGCTT-1 Maternal 
rep2_GGATGTTAGCGACTAG-1 Autologous 
rep2_GGATGTTAGCTGTTAC-1 Autologous 
rep2_GGATGTTAGGACTAAT-1 Autologous 
rep2_GGATGTTAGGCGATAC-1 Autologous 
rep2_GGATGTTCACGCAGTC-1 Maternal 
rep2_GGATGTTTCACCTGTC-1 Maternal 
rep2_GGATGTTTCAGCCTTC-1 Autologous 
rep2_GGATGTTTCATGCCAA-1 Maternal 
rep2_GGATGTTTCCTTTAGT-1 Autologous 



rep2_GGATGTTTCGCTTGAA-1 Autologous 
rep2_GGATGTTTCTGGCTGG-1 Autologous 
rep2_GGCACGTAGTTGGCTT-1 Maternal 
rep2_GGCACGTGTATGGGAC-1 Maternal 
rep2_GGCACGTGTGTGACCC-1 Autologous 
rep2_GGCACGTTCATCTATC-1 Maternal 
rep2_GGCAGTCAGAGAGGTA-1 Autologous 
rep2_GGCAGTCAGCACACAG-1 Maternal 
rep2_GGCAGTCCAGGTCAGA-1 Maternal 
rep2_GGCAGTCGTCGTCAGC-1 Autologous 
rep2_GGCAGTCGTGGCTTAT-1 Maternal 
rep2_GGCAGTCGTGGGAGAG-1 Autologous 
rep2_GGCAGTCGTGTTAAAG-1 Autologous 
rep2_GGCAGTCTCTACTTCA-1 Maternal 
rep2_GGCGTCACAACGGCCT-1 Maternal 
rep2_GGCGTCACACCGCTAG-1 Autologous 
rep2_GGCGTCACACTTGAGT-1 Autologous 
rep2_GGCGTCAGTAGCTTAC-1 Autologous 
rep2_GGCGTCAGTATATGGA-1 Autologous 
rep2_GGCGTCAGTGTGTCCG-1 Maternal 
rep2_GGCGTCATCATTTCGT-1 Maternal 
rep2_GGCTGTGCAACGTAAA-1 Autologous 
rep2_GGCTGTGCAAGAGAGA-1 Maternal 
rep2_GGCTGTGCAGTGAGCA-1 Autologous 
rep2_GGCTGTGCATCTGTTT-1 Autologous 
rep2_GGCTGTGGTGGTTCTA-1 Autologous 
rep2_GGCTGTGGTTCGGCCA-1 Maternal 
rep2_GGCTTGGAGCGGACAT-1 Autologous 
rep2_GGCTTGGAGTCATGCT-1 Autologous 
rep2_GGCTTGGCAATTGCGT-1 Autologous 
rep2_GGCTTGGCACAGCCTG-1 Autologous 
rep2_GGCTTGGCACTGTCCT-1 Maternal 
rep2_GGCTTGGCATGAATCC-1 Autologous 
rep2_GGCTTGGGTAGTCTGT-1 Autologous 
rep2_GGCTTGGGTCCCTCAT-1 Maternal 
rep2_GGCTTGGGTGCAGATG-1 Autologous 
rep2_GGCTTGGTCGGCTTCT-1 Autologous 
rep2_GGCTTGGTCTTTCGAT-1 Maternal 
rep2_GGCTTTCAGAAATGGG-1 Autologous 
rep2_GGCTTTCCAGAGTCAG-1 Maternal 
rep2_GGCTTTCGTATGGTAA-1 Autologous 
rep2_GGCTTTCGTCCATACA-1 Autologous 
rep2_GGCTTTCTCAAGTGTC-1 Autologous 
rep2_GGCTTTCTCAATCAGC-1 Autologous 



rep2_GGCTTTCTCAGTGATC-1 Autologous 
rep2_GGCTTTCTCCTGCCAT-1 Maternal 
rep2_GGCTTTCTCCTTATGT-1 Autologous 
rep2_GGCTTTCTCGCTGTCT-1 Autologous 
rep2_GGCTTTCTCGTCGGGT-1 Maternal 
rep2_GGGAAGTAGAATTCAG-1 Maternal 
rep2_GGGAAGTAGATGGCGT-1 Maternal 
rep2_GGGAAGTAGCATATGA-1 Autologous 
rep2_GGGAAGTAGTTAACAG-1 Maternal 
rep2_GGGAAGTGTAGAGGAA-1 Maternal 
rep2_GGGAAGTGTCTCGGGT-1 Autologous 
rep2_GGGAAGTGTTAGGCCC-1 Autologous 
rep2_GGGAAGTGTTTGACAC-1 Autologous 
rep2_GGGAAGTGTTTGCCGG-1 Autologous 
rep2_GGGACAAAGTACAGAT-1 Maternal 
rep2_GGGACAAAGTCCGCGT-1 Autologous 
rep2_GGGACAAAGTTTGAGA-1 Autologous 
rep2_GGGACAACACTTGAGT-1 Maternal 
rep2_GGGACAACATTAGGAA-1 Maternal 
rep2_GGGACAAGTTTGTTCT-1 Autologous 
rep2_GGGACAATCGAGCTGC-1 Autologous 
rep2_GGGACCTAGCCGTAAG-1 Autologous 
rep2_GGGACCTAGTATCTGC-1 Autologous 
rep2_GGGACCTAGTGCACTT-1 Maternal 
rep2_GGGACCTGTTCAAACC-1 Autologous 
rep2_GGGACCTTCGGCCCAA-1 Maternal 
rep2_GGGACTCAGAAACACT-1 Autologous 
rep2_GGGACTCAGAAAGTCT-1 Maternal 
rep2_GGGACTCCAGCAGTAG-1 Autologous 
rep2_GGGACTCCAGTTCACA-1 Autologous 
rep2_GGGACTCCATCTTCGC-1 Autologous 
rep2_GGGACTCGTCTCGCGA-1 Maternal 
rep2_GGGACTCGTGCGGTAA-1 Autologous 
rep2_GGGACTCGTTGCATTG-1 Autologous 
rep2_GGGACTCTCTCAATCT-1 Autologous 
rep2_GGGAGATAGAATTGTG-1 Autologous 
rep2_GGGAGATAGCGTACAG-1 Maternal 
rep2_GGGAGATCAGAGGCTA-1 Maternal 
rep2_GGGAGATCAGTGCGCT-1 Autologous 
rep2_GGGAGATGTCAAAGAT-1 Autologous 
rep2_GGGAGATGTGTACAGG-1 Autologous 
rep2_GGGAGATTCATTTACC-1 Maternal 
rep2_GGGAGATTCGCTGTTC-1 Maternal 
rep2_GGGAGTAAGCGTGAGT-1 Autologous 



rep2_GGGAGTAAGTTGGGAC-1 Autologous 
rep2_GGGAGTAAGTTTGCTG-1 Autologous 
rep2_GGGAGTACACCATAAC-1 Autologous 
rep2_GGGAGTACACTGGATT-1 Autologous 
rep2_GGGAGTACAGATTTCG-1 Autologous 
rep2_GGGAGTACAGCGGTTC-1 Autologous 
rep2_GGGAGTACAGGTGAGT-1 Maternal 
rep2_GGGAGTATCACGATAC-1 Maternal 
rep2_GGGAGTATCGCAACAT-1 Maternal 
rep2_GGGAGTATCGCTTACC-1 Maternal 
rep2_GGGAGTATCTCTCCGA-1 Autologous 
rep2_GGGAGTATCTTCGCTG-1 Autologous 
rep2_GGGATCCAGAAGCCTG-1 Autologous 
rep2_GGGATCCAGCCTCGTG-1 Autologous 
rep2_GGGATCCCACTCCGGA-1 Autologous 
rep2_GGGATCCCAGCGTATT-1 Autologous 
rep2_GGGATCCCAGCTACTA-1 Maternal 
rep2_GGGATCCGTCCACGCA-1 Maternal 
rep2_GGGATCCTCCACACCT-1 Autologous 
rep2_GGGATCCTCTCGGCTT-1 Maternal 
rep2_GGGATGAAGCCGCTTG-1 Maternal 
rep2_GGGATGAAGCGGGTAT-1 Autologous 
rep2_GGGATGAAGGCAGGGA-1 Autologous 
rep2_GGGATGACAATGGCCC-1 Autologous 
rep2_GGGATGACACCAGCCA-1 Autologous 
rep2_GGGATGACATGGCTAT-1 Autologous 
rep2_GGGATGAGTATCCTTT-1 Autologous 
rep2_GGGATGAGTGGTAATA-1 Autologous 
rep2_GGGATGATCACTGAAC-1 Autologous 
rep2_GGGATGATCAGATGCT-1 Autologous 
rep2_GGGCCATCAGGACTTT-1 Autologous 
rep2_GGGCCATGTATCAAGA-1 Maternal 
rep2_GGGCCATGTTACACTG-1 Autologous 
rep2_GGGCCATGTTACTCAG-1 Autologous 
rep2_GGGCCATTCCATTTCA-1 Maternal 
rep2_GGGCGTTAGGGTAGCT-1 Autologous 
rep2_GGGCGTTAGTCATAGA-1 Maternal 
rep2_GGGCGTTCAGGACTAG-1 Autologous 
rep2_GGGCGTTGTCAGGTGA-1 Autologous 
rep2_GGGCGTTGTGGAAATT-1 Maternal 
rep2_GGGCGTTGTTGCCGAC-1 Autologous 
rep2_GGGCGTTTCCAAAGGG-1 Maternal 
rep2_GGGCGTTTCCCTCATG-1 Autologous 
rep2_GGGCTACAGACTTCGT-1 Maternal 



rep2_GGGCTACAGAGCAAGA-1 Maternal 
rep2_GGGCTACAGGATACAT-1 Autologous 
rep2_GGGCTACCAAGCACAG-1 Autologous 
rep2_GGGCTACGTCATCGCG-1 Autologous 
rep2_GGGCTACGTTCTTAGG-1 Autologous 
rep2_GGGCTACTCGCCGAAC-1 Maternal 
rep2_GGGCTACTCTCCAATT-1 Autologous 
rep2_GGGCTCAAGCAGGCAT-1 Autologous 
rep2_GGGCTCACACATGACT-1 Autologous 
rep2_GGGCTCACAGCACCCA-1 Maternal 
rep2_GGGCTCACAGGCACTC-1 Maternal 
rep2_GGGCTCATCATAAGGA-1 Autologous 
rep2_GGGCTCATCTGGTCAA-1 Autologous 
rep2_GGGTAGAAGCGACTAG-1 Autologous 
rep2_GGGTAGAAGTGATAAC-1 Maternal 
rep2_GGGTAGACATGTCGTA-1 Autologous 
rep2_GGGTAGAGTATCCCAA-1 Autologous 
rep2_GGGTAGAGTCACCACG-1 Autologous 
rep2_GGGTAGAGTTAGCGGA-1 Autologous 
rep2_GGGTAGATCAAGCTTG-1 Autologous 
rep2_GGGTAGATCGAACGGA-1 Maternal 
rep2_GGGTAGATCGCCTCTA-1 Maternal 
rep2_GGGTAGATCGTAGAGG-1 Maternal 
rep2_GGGTATTAGACTCAAA-1 Autologous 
rep2_GGGTATTCACAACCGC-1 Maternal 
rep2_GGGTATTGTCGGCCTA-1 Autologous 
rep2_GGGTATTGTGGCTAGA-1 Autologous 
rep2_GGGTATTTCAACTGGT-1 Maternal 
rep2_GGGTATTTCAAGAGGC-1 Autologous 
rep2_GGGTATTTCATTCCTA-1 Autologous 
rep2_GGGTATTTCCACTTTA-1 Autologous 
rep2_GGGTATTTCCAGTTCC-1 Maternal 
rep2_GGGTATTTCCATCTCG-1 Autologous 
rep2_GGGTATTTCGCGTAGC-1 Maternal 
rep2_GGGTATTTCTTCGCTG-1 Maternal 
rep2_GGGTCACAGCAGGTCA-1 Autologous 
rep2_GGGTCACAGGCTCCCA-1 Maternal 
rep2_GGGTCACAGGTGCTTT-1 Autologous 
rep2_GGGTCACTCCACACCT-1 Autologous 
rep2_GGGTCACTCCGCACGA-1 Autologous 
rep2_GGGTCACTCGCTATTT-1 Maternal 
rep2_GGGTCACTCTATTCGT-1 Autologous 
rep2_GGGTCACTCTGCGAGC-1 Autologous 
rep2_GGGTCTGAGCCGTCGT-1 Autologous 



rep2_GGGTCTGAGGCCCACT-1 Autologous 
rep2_GGGTCTGAGGCCTTGC-1 Maternal 
rep2_GGGTCTGCAAGCAGGT-1 Autologous 
rep2_GGGTCTGCAAGTGGAC-1 Autologous 
rep2_GGGTCTGCAGAAGTTA-1 Autologous 
rep2_GGGTCTGTCAAGATAG-1 Autologous 
rep2_GGGTGAAAGAAGGATG-1 Autologous 
rep2_GGGTGAAAGATGGTCG-1 Autologous 
rep2_GGGTGAACAAATGGAT-1 Autologous 
rep2_GGGTGAACATGGCACC-1 Maternal 
rep2_GGGTGAAGTCATTGCA-1 Autologous 
rep2_GGGTGAATCATCGCCT-1 Autologous 
rep2_GGGTGAATCGACATAC-1 Autologous 
rep2_GGGTGAATCTGCTAGA-1 Autologous 
rep2_GGGTGTCAGCTAGAGC-1 Autologous 
rep2_GGGTGTCCAAAGCAAT-1 Maternal 
rep2_GGGTGTCCACTGCTTC-1 Maternal 
rep2_GGGTGTCTCAGGAACG-1 Maternal 
rep2_GGGTGTCTCGCCGTGA-1 Autologous 
rep2_GGGTTATAGCCAGACA-1 Maternal 
rep2_GGGTTATAGGGCAATC-1 Autologous 
rep2_GGGTTATCATTACGGT-1 Autologous 
rep2_GGGTTATGTCGGCTAC-1 Autologous 
rep2_GGGTTATTCGGCACTG-1 Maternal 
rep2_GGGTTTAAGAAACTCA-1 Autologous 
rep2_GGGTTTAAGATTAGAC-1 Autologous 
rep2_GGGTTTAAGTAGCAAT-1 Autologous 
rep2_GGGTTTACAGCAGTCC-1 Autologous 
rep2_GGGTTTAGTCCCTGAG-1 Maternal 
rep2_GGTAACTCAGAGCTAG-1 Maternal 
rep2_GGTAACTCAGTGGGTA-1 Maternal 
rep2_GGTAACTGTTGGACTT-1 Maternal 
rep2_GGTAACTTCGCATGAT-1 Maternal 
rep2_GGTAACTTCGGTGCAC-1 Autologous 
rep2_GGTAATCTCCGGTTCT-1 Autologous 
rep2_GGTAATCTCGCCAACG-1 Maternal 
rep2_GGTAATCTCGCGCTGA-1 Autologous 
rep2_GGTAATCTCTCAAAGC-1 Autologous 
rep2_GGTAATCTCTGGTGGC-1 Autologous 
rep2_GGTAGAGAGAGTTCGG-1 Maternal 
rep2_GGTAGAGAGCGTGTTT-1 Autologous 
rep2_GGTAGAGCAACGTATC-1 Autologous 
rep2_GGTAGAGCACAGTCGC-1 Autologous 
rep2_GGTAGAGCAGGTTCCG-1 Autologous 



rep2_GGTAGAGGTCTACAAC-1 Maternal 
rep2_GGTAGAGGTGACTCGC-1 Maternal 
rep2_GGTAGAGGTGGGCTTC-1 Autologous 
rep2_GGTAGAGGTGGGTATG-1 Autologous 
rep2_GGTAGAGTCGACGCGT-1 Maternal 
rep2_GGTAGAGTCTGTGCGG-1 Autologous 
rep2_GGTAGAGTCTTCGGTC-1 Autologous 
rep2_GGTCACGAGAATTCAG-1 Autologous 
rep2_GGTCACGCACGCTGCA-1 Maternal 
rep2_GGTCACGCAGAACATA-1 Autologous 
rep2_GGTCACGGTATCATGC-1 Autologous 
rep2_GGTCACGGTCAGGCAA-1 Autologous 
rep2_GGTCACGGTCGAGATG-1 Autologous 
rep2_GGTCACGGTTCGGGTC-1 Maternal 
rep2_GGTCACGTCAAGTGGG-1 Maternal 
rep2_GGTCACGTCGCATGAT-1 Autologous 
rep2_GGTCTGGAGACAGCGT-1 Autologous 
rep2_GGTCTGGAGACCTCAT-1 Autologous 
rep2_GGTCTGGAGCGACATG-1 Autologous 
rep2_GGTCTGGCAACTGCTA-1 Maternal 
rep2_GGTCTGGCAGAGAAAG-1 Maternal 
rep2_GGTCTGGGTGAGCCAA-1 Autologous 
rep2_GGTCTGGGTTAAACAG-1 Autologous 
rep2_GGTCTGGGTTAGGGAC-1 Autologous 
rep2_GGTCTGGGTTCAACGT-1 Autologous 
rep2_GGTCTGGTCTCAACGA-1 Maternal 
rep2_GGTGAAGCAAATGGAT-1 Autologous 
rep2_GGTGAAGCATGAGGGT-1 Autologous 
rep2_GGTGAAGGTAAGCGGT-1 Autologous 
rep2_GGTGAAGGTAGCGCCT-1 Maternal 
rep2_GGTGAAGGTCATTCCC-1 Maternal 
rep2_GGTGAAGGTGGTCTCG-1 Autologous 
rep2_GGTGAAGTCCGTGCGA-1 Maternal 
rep2_GGTGAAGTCGTGGCTG-1 Autologous 
rep2_GGTGAAGTCTCGAACA-1 Autologous 
rep2_GGTGATTAGACGGATC-1 Autologous 
rep2_GGTGATTAGCCTGGAA-1 Autologous 
rep2_GGTGATTAGGAGGTTC-1 Autologous 
rep2_GGTGATTAGGGATCTG-1 Maternal 
rep2_GGTGATTCAAATGGAT-1 Autologous 
rep2_GGTGATTGTACAAACA-1 Autologous 
rep2_GGTGATTGTGTGACCC-1 Autologous 
rep2_GGTGATTTCCATCACC-1 Maternal 
rep2_GGTGATTTCTACGCAA-1 Maternal 



rep2_GGTGGCTCATAACGGG-1 Maternal 
rep2_GGTGGCTGTCTGTCCT-1 Maternal 
rep2_GGTGGCTTCGTAATGC-1 Autologous 
rep2_GGTGTCGAGGGAGATA-1 Autologous 
rep2_GGTGTCGAGTTGAATG-1 Autologous 
rep2_GGTGTCGTCCTCAGGG-1 Autologous 
rep2_GGTGTCGTCTCCTGTG-1 Autologous 
rep2_GGTGTTACACGGTAGA-1 Autologous 
rep2_GGTGTTAGTGGTACAG-1 Maternal 
rep2_GGTGTTAGTTGCACGC-1 Autologous 
rep2_GGTGTTAGTTGTATGC-1 Autologous 
rep2_GGTGTTATCAAGCTTG-1 Autologous 
rep2_GGTGTTATCACAAGGG-1 Maternal 
rep2_GGTGTTATCCGAGCTG-1 Maternal 
rep2_GGTGTTATCGCCTATC-1 Autologous 
rep2_GGTGTTATCGGAAGGT-1 Maternal 
rep2_GGTGTTATCTCTTAAC-1 Autologous 
rep2_GGTTAACAGAGCAAGA-1 Autologous 
rep2_GGTTAACAGGTGCAGT-1 Autologous 
rep2_GGTTAACAGTACTGGG-1 Autologous 
rep2_GGTTAACCATGTTACG-1 Maternal 
rep2_GGTTAACGTTTACACG-1 Autologous 
rep2_GGTTAACTCAAACGTC-1 Autologous 
rep2_GGTTAACTCACGTAGT-1 Maternal 
rep2_GGTTAACTCAGCAATC-1 Autologous 
rep2_GGTTCTCAGAGAGCGG-1 Autologous 
rep2_GGTTCTCAGATGCTAA-1 Autologous 
rep2_GGTTCTCAGCCGCTTG-1 Maternal 
rep2_GGTTCTCAGCGACTTT-1 Autologous 
rep2_GGTTCTCCATCCAACA-1 Autologous 
rep2_GGTTCTCTCTGGTGCG-1 Autologous 
rep2_GGTTCTCTCTGTCAGA-1 Autologous 
rep2_GGTTGTAAGATCCCGC-1 Autologous 
rep2_GGTTGTACACCAGCCA-1 Maternal 
rep2_GGTTGTACACGTATAC-1 Autologous 
rep2_GGTTGTACAGAAGTTA-1 Autologous 
rep2_GGTTGTACATGGCCCA-1 Maternal 
rep2_GGTTGTATCAGCCTTC-1 Autologous 
rep2_GGTTGTATCCAAACCA-1 Maternal 
rep2_GGTTGTATCCAAGCTA-1 Autologous 
rep2_GGTTGTATCCATCGTC-1 Maternal 
rep2_GTAACACAGGGATCTG-1 Maternal 
rep2_GTAACACAGTTGCCTA-1 Maternal 
rep2_GTAACACCAAGCCATT-1 Autologous 



rep2_GTAACACCAATTCACG-1 Autologous 
rep2_GTAACACCAGCCATTA-1 Autologous 
rep2_GTAACACCATCAGCTA-1 Maternal 
rep2_GTAACCAAGACCATAA-1 Maternal 
rep2_GTAACCACACCCTGAG-1 Maternal 
rep2_GTAACCACACGTTCGG-1 Autologous 
rep2_GTAACCACATTGCTGA-1 Autologous 
rep2_GTAACCAGTATCGTGT-1 Autologous 
rep2_GTAACCAGTGATAGTA-1 Maternal 
rep2_GTAACCAGTGCGTTTA-1 Autologous 
rep2_GTAACCATCAATCTTC-1 Autologous 
rep2_GTAACCATCCAAAGGG-1 Maternal 
rep2_GTAACCATCCCGAGTG-1 Maternal 
rep2_GTAACCATCGACGCTG-1 Autologous 
rep2_GTAACCATCTCTGCTG-1 Autologous 
rep2_GTAAGTCAGAAGGTAG-1 Maternal 
rep2_GTAAGTCAGCATTGAA-1 Maternal 
rep2_GTAAGTCAGCGCTGAA-1 Autologous 
rep2_GTAAGTCAGCGTGCCT-1 Maternal 
rep2_GTAAGTCAGGTCCGAA-1 Autologous 
rep2_GTAAGTCAGTTTCGAC-1 Autologous 
rep2_GTAAGTCCAGTAGGAC-1 Autologous 
rep2_GTAAGTCGTTGCACGC-1 Autologous 
rep2_GTAAGTCTCCTGTTAT-1 Autologous 
rep2_GTAAGTCTCGCCATAA-1 Maternal 
rep2_GTAATCGAGACTCTTG-1 Maternal 
rep2_GTAATCGAGATAGCTA-1 Autologous 
rep2_GTAATCGAGTGCTAGG-1 Autologous 
rep2_GTAATCGGTCTAGTGT-1 Maternal 
rep2_GTAATCGGTGCGAACA-1 Maternal 
rep2_GTAATCGGTGGACAGT-1 Maternal 
rep2_GTAATCGGTGGATTTC-1 Autologous 
rep2_GTAATCGGTTTCGGCG-1 Autologous 
rep2_GTAATCGTCACACGAT-1 Autologous 
rep2_GTAATCGTCACCGCTT-1 Maternal 
rep2_GTAATCGTCCCAAGCG-1 Maternal 
rep2_GTAATCGTCGCTAGCG-1 Autologous 
rep2_GTAATGCCAGCAGTAG-1 Maternal 
rep2_GTAATGCCAGTTGTCA-1 Autologous 
rep2_GTAATGCCATAACCCA-1 Autologous 
rep2_GTAATGCGTCCTTTGC-1 Autologous 
rep2_GTAATGCGTTTACTTC-1 Maternal 
rep2_GTAATGCTCGAAGCAG-1 Autologous 
rep2_GTACAACAGATGCAGC-1 Autologous 



rep2_GTACAACAGGGTTGCA-1 Autologous 
rep2_GTACAACAGGTAGTCG-1 Autologous 
rep2_GTACAACAGTACAGAT-1 Maternal 
rep2_GTACAACCACAGTGTT-1 Autologous 
rep2_GTACAACTCAACGCTA-1 Autologous 
rep2_GTACAACTCTTCCTAA-1 Autologous 
rep2_GTACAGTAGAGTGTTA-1 Autologous 
rep2_GTACAGTAGCTAGATA-1 Autologous 
rep2_GTACAGTCATGCACTA-1 Autologous 
rep2_GTACAGTGTGCCTATA-1 Autologous 
rep2_GTACAGTGTGTTTCTT-1 Maternal 
rep2_GTACAGTTCAGTCCGG-1 Autologous 
rep2_GTAGAAACATGCCATA-1 Autologous 
rep2_GTAGAAAGTACGAAAT-1 Autologous 
rep2_GTAGAAAGTCAATGGG-1 Autologous 
rep2_GTAGAAAGTCATAAAG-1 Maternal 
rep2_GTAGAAAGTCGATTTG-1 Maternal 
rep2_GTAGAAAGTGCCTAAT-1 Autologous 
rep2_GTAGAAATCAGTCACA-1 Autologous 
rep2_GTAGAAATCCGATAAC-1 Maternal 
rep2_GTAGAGGAGAAGAACG-1 Autologous 
rep2_GTAGAGGAGACCATTC-1 Maternal 
rep2_GTAGAGGAGACGCTCC-1 Maternal 
rep2_GTAGAGGAGGCCATAG-1 Maternal 
rep2_GTAGAGGAGTCCCGGT-1 Autologous 
rep2_GTAGAGGAGTCGTCTA-1 Autologous 
rep2_GTAGAGGAGTTGCTGT-1 Maternal 
rep2_GTAGAGGCACCGGTCA-1 Autologous 
rep2_GTAGAGGGTAGGAGGG-1 Autologous 
rep2_GTAGAGGGTCTAGGCC-1 Autologous 
rep2_GTAGAGGGTGCACAAG-1 Maternal 
rep2_GTAGAGGTCCGAAGGA-1 Maternal 
rep2_GTAGATCAGCTTTCCC-1 Maternal 
rep2_GTAGATCAGTCTCTGA-1 Autologous 
rep2_GTAGATCCAACAAAGT-1 Maternal 
rep2_GTAGATCCAGCAAGAC-1 Maternal 
rep2_GTAGATCGTGCGACAA-1 Autologous 
rep2_GTAGATCTCTGTGCTC-1 Autologous 
rep2_GTAGATCTCTTCACGC-1 Autologous 
rep2_GTAGCTAAGAGTGAAG-1 Autologous 
rep2_GTAGCTAAGGAACTCG-1 Maternal 
rep2_GTAGCTACACCAAATC-1 Autologous 
rep2_GTAGCTATCGGTCGAC-1 Maternal 
rep2_GTAGGAGAGAAATCCA-1 Autologous 



rep2_GTAGGAGAGAGAGAAC-1 Autologous 
rep2_GTAGGAGAGCCTGGAA-1 Maternal 
rep2_GTAGGAGCATAGGTAA-1 Maternal 
rep2_GTAGGAGTCCTACGAA-1 Autologous 
rep2_GTAGGAGTCTGAATGC-1 Maternal 
rep2_GTAGGAGTCTTTGCAT-1 Autologous 
rep2_GTAGGTTAGACATCAA-1 Autologous 
rep2_GTAGGTTCAGCACAGA-1 Autologous 
rep2_GTAGGTTCAGCCGTCA-1 Maternal 
rep2_GTAGGTTTCACAAGGG-1 Autologous 
rep2_GTAGGTTTCTCCGAAA-1 Maternal 
rep2_GTAGTACAGGAAACGA-1 Autologous 
rep2_GTAGTACCAAGTACCT-1 Autologous 
rep2_GTAGTACCAGAAATTG-1 Autologous 
rep2_GTAGTACGTGCACAAG-1 Maternal 
rep2_GTAGTACGTTGATGTC-1 Autologous 
rep2_GTAGTACGTTGCATGT-1 Autologous 
rep2_GTAGTACTCCGCGGAT-1 Autologous 
rep2_GTAGTACTCTTTGCGC-1 Maternal 
rep2_GTATTGGAGGGCAGAG-1 Autologous 
rep2_GTATTGGCACTTTAGG-1 Maternal 
rep2_GTATTGGTCAATCTTC-1 Maternal 
rep2_GTATTGGTCATTGGTG-1 Maternal 
rep2_GTATTGGTCCCGAACG-1 Autologous 
rep2_GTATTGGTCGTAGCTA-1 Maternal 
rep2_GTATTGGTCTGGTGGC-1 Autologous 
rep2_GTATTTCAGTACAGCG-1 Maternal 
rep2_GTATTTCCAAAGCAAT-1 Autologous 
rep2_GTATTTCCAACCACGC-1 Autologous 
rep2_GTATTTCCAGTGCGCT-1 Autologous 
rep2_GTATTTCCATTCTGTT-1 Autologous 
rep2_GTATTTCGTAAGATAC-1 Autologous 
rep2_GTATTTCGTAATGCTC-1 Autologous 
rep2_GTATTTCGTCAGGTAG-1 Autologous 
rep2_GTATTTCGTCCTACAA-1 Maternal 
rep2_GTATTTCGTTCGTGCG-1 Maternal 
rep2_GTATTTCTCTCTGAGA-1 Autologous 
rep2_GTCAAACAGAGGTGCT-1 Autologous 
rep2_GTCAAACCACACTTAG-1 Autologous 
rep2_GTCAAACCAGCTGTAT-1 Autologous 
rep2_GTCAAACCATCGAAGG-1 Autologous 
rep2_GTCAAACGTCGCACAC-1 Maternal 
rep2_GTCAAACGTCTCTCTG-1 Autologous 
rep2_GTCAAACTCCTCGATC-1 Maternal 



rep2_GTCAAACTCTAGCCTC-1 Autologous 
rep2_GTCAAACTCTCAGTCC-1 Maternal 
rep2_GTCAAGTAGCACCGAA-1 Autologous 
rep2_GTCAAGTAGTGATGGC-1 Autologous 
rep2_GTCAAGTGTACTCGAT-1 Maternal 
rep2_GTCAAGTTCATACGGT-1 Maternal 
rep2_GTCACGGAGACGACTG-1 Maternal 
rep2_GTCACGGAGGGTTTCT-1 Autologous 
rep2_GTCACGGCACAACGCC-1 Autologous 
rep2_GTCACGGCACCGGAAA-1 Autologous 
rep2_GTCACGGCACTCGATA-1 Autologous 
rep2_GTCACGGGTAACCAGG-1 Autologous 
rep2_GTCACGGGTACGAAAT-1 Autologous 
rep2_GTCACGGGTCCGGTCA-1 Autologous 
rep2_GTCACGGGTCGAGTGA-1 Autologous 
rep2_GTCACGGGTGCGGATA-1 Autologous 
rep2_GTCACGGTCACGAGGA-1 Autologous 
rep2_GTCACGGTCAGTGATC-1 Autologous 
rep2_GTCACGGTCCAACACA-1 Maternal 
rep2_GTCACTCAGCAAGTCG-1 Autologous 
rep2_GTCACTCCACCCTAAA-1 Autologous 
rep2_GTCACTCCAGCAGTTT-1 Maternal 
rep2_GTCACTCGTCCACATA-1 Maternal 
rep2_GTCACTCTCTACTCAT-1 Maternal 
rep2_GTCAGCGAGCATCCCG-1 Autologous 
rep2_GTCAGCGAGCCAACCC-1 Maternal 
rep2_GTCAGCGCAATTAGGA-1 Autologous 
rep2_GTCAGCGCATAGAGGC-1 Autologous 
rep2_GTCAGCGGTGAGATTA-1 Autologous 
rep2_GTCAGCGGTTGTCATG-1 Autologous 
rep2_GTCAGCGTCAGCCTCT-1 Autologous 
rep2_GTCAGCGTCAGTAGGG-1 Autologous 
rep2_GTCAGCGTCATTTGCT-1 Maternal 
rep2_GTCAGCGTCGAGTGGA-1 Autologous 
rep2_GTCATCCAGCATAGGC-1 Autologous 
rep2_GTCATCCAGCGACTAG-1 Autologous 
rep2_GTCATCCAGCTTAAGA-1 Autologous 
rep2_GTCATCCCAATAGGGC-1 Autologous 
rep2_GTCATCCCAATTTCGG-1 Autologous 
rep2_GTCATCCCACAAATAG-1 Autologous 
rep2_GTCATCCCAGCGGATA-1 Autologous 
rep2_GTCATCCGTTCACGAT-1 Autologous 
rep2_GTCATCCGTTTACGAC-1 Autologous 
rep2_GTCATGAAGACGGTTG-1 Maternal 



rep2_GTCATGAAGGGCAATC-1 Autologous 
rep2_GTCATGAAGGGCGAGA-1 Autologous 
rep2_GTCATGACAGCGGATA-1 Autologous 
rep2_GTCATGACAGTTGTCA-1 Autologous 
rep2_GTCATGAGTAGATTGA-1 Maternal 
rep2_GTCATGAGTATTGACC-1 Autologous 
rep2_GTCATGAGTCGAAGCA-1 Autologous 
rep2_GTCATGATCACAACCA-1 Maternal 
rep2_GTCATGATCGTACACA-1 Autologous 
rep2_GTCATTTAGAGGATGA-1 Autologous 
rep2_GTCATTTAGGCTGTAG-1 Maternal 
rep2_GTCATTTCAGTAGATA-1 Maternal 
rep2_GTCATTTCATGGCCCA-1 Autologous 
rep2_GTCATTTGTATAGGAT-1 Maternal 
rep2_GTCATTTGTCCAGGTC-1 Maternal 
rep2_GTCATTTGTCGCAGTC-1 Maternal 
rep2_GTCATTTGTGTGTACT-1 Autologous 
rep2_GTCATTTTCCTGATAG-1 Autologous 
rep2_GTCATTTTCGACCACG-1 Autologous 
rep2_GTCCACTAGTAGTCTC-1 Autologous 
rep2_GTCCACTGTATTTCGG-1 Autologous 
rep2_GTCCACTTCGAGATAA-1 Autologous 
rep2_GTCCACTTCTGTGCGG-1 Maternal 
rep2_GTCCACTTCTTAATCC-1 Maternal 
rep2_GTCCCATAGCTGAGCA-1 Autologous 
rep2_GTCCCATAGTACAACA-1 Autologous 
rep2_GTCCCATAGTCATAGA-1 Autologous 
rep2_GTCCCATAGTGGACTG-1 Maternal 
rep2_GTCCCATAGTTGGAGC-1 Autologous 
rep2_GTCCCATCACTGGATT-1 Maternal 
rep2_GTCCCATCAGCCCACA-1 Autologous 
rep2_GTCCCATCAGCGATTT-1 Autologous 
rep2_GTCCCATCATCATCTT-1 Maternal 
rep2_GTCCCATGTGAGGATC-1 Maternal 
rep2_GTCCCATGTGCGTGCT-1 Autologous 
rep2_GTCCCATGTTTCGATG-1 Autologous 
rep2_GTCCCATTCAGCGTCG-1 Maternal 
rep2_GTCCCATTCGAGCCAC-1 Maternal 
rep2_GTCCCATTCGCTTACC-1 Maternal 
rep2_GTCCCATTCTCGTGGG-1 Autologous 
rep2_GTCCTCAAGACCCGCT-1 Autologous 
rep2_GTCCTCAAGGGCAGAG-1 Autologous 
rep2_GTCCTCAAGTATGTAG-1 Maternal 
rep2_GTCCTCACAAGGTACG-1 Autologous 



rep2_GTCCTCACACAGTGAG-1 Maternal 
rep2_GTCCTCACAGACCATT-1 Autologous 
rep2_GTCCTCACAGCCATTA-1 Autologous 
rep2_GTCCTCACAGCCCACA-1 Maternal 
rep2_GTCCTCAGTGACTGTT-1 Autologous 
rep2_GTCCTCAGTGCCAAGA-1 Autologous 
rep2_GTCCTCATCCCATTTA-1 Maternal 
rep2_GTCGAATAGTCGAAAT-1 Autologous 
rep2_GTCGAATCAACGACAG-1 Autologous 
rep2_GTCGAATCAGGGAGAG-1 Autologous 
rep2_GTCGAATTCAGACTGT-1 Autologous 
rep2_GTCGAATTCAGAGTTC-1 Autologous 
rep2_GTCGAATTCCTCATAT-1 Maternal 
rep2_GTCGCGAAGAAGTCTA-1 Maternal 
rep2_GTCGCGAAGACTCTTG-1 Maternal 
rep2_GTCGCGAAGCCGATTT-1 Autologous 
rep2_GTCGCGAAGCGTATGG-1 Maternal 
rep2_GTCGCGAAGGTGAGAA-1 Maternal 
rep2_GTCGCGACACATTACG-1 Autologous 
rep2_GTCGCGACACGACAAG-1 Autologous 
rep2_GTCGCGACACGGTGCT-1 Autologous 
rep2_GTCGCGACAGAGATTA-1 Autologous 
rep2_GTCGCGAGTAGGTGCA-1 Autologous 
rep2_GTCGCGAGTCAAAGAT-1 Autologous 
rep2_GTCGCGAGTCAAGGCA-1 Autologous 
rep2_GTCGCGATCCGGGACT-1 Autologous 
rep2_GTCGCGATCTGAATGC-1 Autologous 
rep2_GTCGTAAGTACTAACC-1 Autologous 
rep2_GTCGTAAGTGTGACCC-1 Autologous 
rep2_GTCGTAAGTTAACAGA-1 Autologous 
rep2_GTCGTTCAGACCAAAT-1 Autologous 
rep2_GTCGTTCCAGGAGGAG-1 Autologous 
rep2_GTCGTTCGTAGTACGG-1 Autologous 
rep2_GTCGTTCGTGGAACAC-1 Autologous 
rep2_GTCGTTCTCATTTACC-1 Maternal 
rep2_GTCGTTCTCCACAGGC-1 Autologous 
rep2_GTCTACCAGCTCGTGC-1 Autologous 
rep2_GTCTACCAGTAACCGG-1 Autologous 
rep2_GTCTACCCAAACTAGA-1 Maternal 
rep2_GTCTACCCATAACAGA-1 Autologous 
rep2_GTCTACCGTCGCCTAG-1 Autologous 
rep2_GTCTACCGTGCGACAA-1 Autologous 
rep2_GTCTACCTCCAATCCC-1 Autologous 
rep2_GTCTACCTCCTATGGA-1 Autologous 



rep2_GTCTACCTCGTGGAAG-1 Autologous 
rep2_GTCTACCTCTAGCATG-1 Autologous 
rep2_GTCTACCTCTCCACTG-1 Autologous 
rep2_GTCTACCTCTTTCAGT-1 Autologous 
rep2_GTCTAGAAGCAAGTGC-1 Autologous 
rep2_GTCTAGAAGTAGGATT-1 Autologous 
rep2_GTCTAGAAGTTAGAAC-1 Autologous 
rep2_GTCTAGACAATTGCAC-1 Autologous 
rep2_GTCTAGACAGGATTCT-1 Autologous 
rep2_GTCTAGAGTCAACACT-1 Maternal 
rep2_GTCTAGAGTTGGGCCT-1 Maternal 
rep2_GTCTAGATCATGAGGG-1 Autologous 
rep2_GTCTAGATCTGGCTGG-1 Autologous 
rep2_GTCTCACAGACCATGG-1 Autologous 
rep2_GTCTCACAGAGGACTC-1 Maternal 
rep2_GTCTCACCAACTTGCA-1 Autologous 
rep2_GTCTCACCACACGGAA-1 Autologous 
rep2_GTCTCACGTGCGTTTA-1 Maternal 
rep2_GTCTCACTCATGAGTC-1 Autologous 
rep2_GTCTCACTCCACGTCT-1 Autologous 
rep2_GTCTCACTCCCTGGTT-1 Autologous 
rep2_GTCTGTCAGGGCGAAG-1 Autologous 
rep2_GTCTGTCAGGTCCCGT-1 Maternal 
rep2_GTCTGTCAGTTCTACG-1 Autologous 
rep2_GTCTGTCCAAGTGGCA-1 Maternal 
rep2_GTCTGTCCAGCAGTGA-1 Autologous 
rep2_GTCTGTCGTACGGATG-1 Autologous 
rep2_GTCTGTCGTAGACAGC-1 Maternal 
rep2_GTCTGTCGTATACAGA-1 Autologous 
rep2_GTCTGTCTCGCGGTAC-1 Maternal 
rep2_GTCTTTAAGCGGTAGT-1 Maternal 
rep2_GTCTTTACACACCGAC-1 Autologous 
rep2_GTCTTTACACCCTGAG-1 Autologous 
rep2_GTCTTTACAGGCGTTC-1 Autologous 
rep2_GTCTTTAGTAAGCAAT-1 Maternal 
rep2_GTCTTTAGTAGATCGG-1 Maternal 
rep2_GTCTTTAGTCGCCACA-1 Autologous 
rep2_GTCTTTAGTGTCGATT-1 Maternal 
rep2_GTCTTTATCCCATAGA-1 Maternal 
rep2_GTCTTTATCCGATGCG-1 Autologous 
rep2_GTCTTTATCTGGACTA-1 Maternal 
rep2_GTGACGCAGAGAGGTA-1 Autologous 
rep2_GTGACGCAGTGTACCT-1 Maternal 
rep2_GTGACGCCACCCATAA-1 Autologous 



rep2_GTGACGCGTCATAACC-1 Autologous 
rep2_GTGACGCGTCTGTCCT-1 Autologous 
rep2_GTGACGCGTGGGAGAG-1 Autologous 
rep2_GTGACGCTCGTAACTG-1 Maternal 
rep2_GTGAGCCAGAGCCCAA-1 Autologous 
rep2_GTGAGCCAGAGTTCGG-1 Maternal 
rep2_GTGAGCCAGGTCGTGA-1 Autologous 
rep2_GTGAGCCCAAACTAAG-1 Maternal 
rep2_GTGAGCCCAAGAGAGA-1 Maternal 
rep2_GTGAGCCCACCTGCAG-1 Autologous 
rep2_GTGAGCCGTCACCGCA-1 Autologous 
rep2_GTGAGCCGTTCAATCG-1 Autologous 
rep2_GTGAGCCTCGAGTCCG-1 Maternal 
rep2_GTGAGCCTCGCCTAGG-1 Autologous 
rep2_GTGAGCCTCTCTAAGG-1 Autologous 
rep2_GTGAGCCTCTGAGCAT-1 Autologous 
rep2_GTGAGGAAGACTACGG-1 Autologous 
rep2_GTGAGGAAGACTTCCA-1 Autologous 
rep2_GTGAGGAAGCAGCCTC-1 Autologous 
rep2_GTGAGGAAGCCTGCCA-1 Autologous 
rep2_GTGAGGAAGCTCTATG-1 Autologous 
rep2_GTGAGGAAGCTGCCAC-1 Autologous 
rep2_GTGAGGAAGGACAAGA-1 Autologous 
rep2_GTGAGGAAGTCAGGGT-1 Autologous 
rep2_GTGAGGAAGTTAGTAG-1 Autologous 
rep2_GTGAGGACAAGGTCTT-1 Maternal 
rep2_GTGAGGACATTGCTTT-1 Maternal 
rep2_GTGAGGAGTAGGGAGG-1 Maternal 
rep2_GTGAGGAGTTTGGAAA-1 Autologous 
rep2_GTGAGGATCGGTTAGT-1 Maternal 
rep2_GTGAGTTAGACGGTTG-1 Autologous 
rep2_GTGAGTTAGTCCCAGC-1 Autologous 
rep2_GTGAGTTAGTTCTCTT-1 Autologous 
rep2_GTGAGTTCAGTATACC-1 Maternal 
rep2_GTGAGTTCATGACTCA-1 Maternal 
rep2_GTGAGTTGTACTGTTG-1 Autologous 
rep2_GTGAGTTGTATCATGC-1 Autologous 
rep2_GTGAGTTGTGCGTCGT-1 Autologous 
rep2_GTGAGTTTCCATTGGA-1 Autologous 
rep2_GTGAGTTTCCGTCACT-1 Autologous 
rep2_GTGAGTTTCGACCAAT-1 Autologous 
rep2_GTGATGTAGCGGTATG-1 Autologous 
rep2_GTGATGTAGCTTCGTA-1 Autologous 
rep2_GTGATGTAGTACGAGC-1 Autologous 



rep2_GTGATGTCAAGATGGC-1 Autologous 
rep2_GTGATGTCAAGTTCGT-1 Autologous 
rep2_GTGATGTCACACTGGC-1 Maternal 
rep2_GTGATGTCACCGTCTT-1 Maternal 
rep2_GTGATGTCAGCGACCT-1 Autologous 
rep2_GTGATGTCATGACAAA-1 Autologous 
rep2_GTGATGTGTGCCTGAC-1 Autologous 
rep2_GTGATGTGTTGCTCGG-1 Maternal 
rep2_GTGATGTTCTCGAGTA-1 Maternal 
rep2_GTGCACGAGGTAAACT-1 Autologous 
rep2_GTGCACGCAGTCTTCC-1 Autologous 
rep2_GTGCACGCATACACCA-1 Autologous 
rep2_GTGCACGTCGCTACGG-1 Autologous 
rep2_GTGCACGTCGGCCCAA-1 Autologous 
rep2_GTGCAGCAGAGGTTAT-1 Autologous 
rep2_GTGCAGCAGCTACAAA-1 Autologous 
rep2_GTGCAGCCACAACGAG-1 Maternal 
rep2_GTGCAGCGTACGAGTG-1 Autologous 
rep2_GTGCAGCGTGACACGA-1 Autologous 
rep2_GTGCAGCGTGCCGGTT-1 Maternal 
rep2_GTGCAGCTCAGTGTTG-1 Maternal 
rep2_GTGCAGCTCGAACGCC-1 Autologous 
rep2_GTGCAGCTCTACGGTA-1 Maternal 
rep2_GTGCGTGAGATACGAT-1 Autologous 
rep2_GTGCGTGAGGGTAATT-1 Autologous 
rep2_GTGCGTGCAAGTTTGC-1 Autologous 
rep2_GTGCGTGCACTTGTCC-1 Maternal 
rep2_GTGCGTGCATATGCGT-1 Autologous 
rep2_GTGCGTGGTACCCAGC-1 Maternal 
rep2_GTGCGTGTCACCCTGT-1 Autologous 
rep2_GTGCGTGTCAGACTGT-1 Autologous 
rep2_GTGCTGGAGCAACTTC-1 Maternal 
rep2_GTGCTGGAGCACTTTG-1 Autologous 
rep2_GTGCTGGAGGAGGGTG-1 Maternal 
rep2_GTGCTGGCAACAGAGC-1 Maternal 
rep2_GTGCTGGCAGCGTACC-1 Maternal 
rep2_GTGCTGGCATTCATCT-1 Autologous 
rep2_GTGCTGGGTCTAGGTT-1 Autologous 
rep2_GTGCTGGGTTGTTGAC-1 Autologous 
rep2_GTGCTGGTCACACCCT-1 Maternal 
rep2_GTGCTGGTCTGTTCAT-1 Autologous 
rep2_GTGCTTCGTAATGCTC-1 Autologous 
rep2_GTGCTTCGTTTGGCTA-1 Autologous 
rep2_GTGCTTCTCCGTTGAA-1 Maternal 



rep2_GTGGAAGAGCGATGGT-1 Autologous 
rep2_GTGGAAGAGGGTACAC-1 Autologous 
rep2_GTGGAAGCAAATCAAG-1 Maternal 
rep2_GTGGAAGCACTAGTAC-1 Autologous 
rep2_GTGGAAGCATCTTAGG-1 Autologous 
rep2_GTGGAAGGTATCGAGG-1 Maternal 
rep2_GTGGAGAAGTAATTGG-1 Autologous 
rep2_GTGGAGAAGTGGAAAG-1 Autologous 
rep2_GTGGAGACAGTCGGTC-1 Autologous 
rep2_GTGGAGATCGCGTTTC-1 Maternal 
rep2_GTGGCGTAGCCAGTAG-1 Autologous 
rep2_GTGGCGTAGCGCGTTC-1 Maternal 
rep2_GTGGCGTAGGGCATGT-1 Maternal 
rep2_GTGGCGTCACTACCGG-1 Autologous 
rep2_GTGGCGTCAGCAGAAC-1 Autologous 
rep2_GTGGCGTGTAGGGAGG-1 Autologous 
rep2_GTGGCGTGTCGCGGTT-1 Maternal 
rep2_GTGGCGTGTCTGCGCA-1 Autologous 
rep2_GTGGCGTTCCAAACCA-1 Autologous 
rep2_GTGGCGTTCGTAGGAG-1 Maternal 
rep2_GTGGGAAAGACTAGAT-1 Autologous 
rep2_GTGGGAAAGGATTTAG-1 Maternal 
rep2_GTGGGAAAGGCTTTCA-1 Maternal 
rep2_GTGGGAATCCTCTCTT-1 Autologous 
rep2_GTGGGAATCGTGTTCC-1 Maternal 
rep2_GTGGGAATCTCTGGTC-1 Maternal 
rep2_GTGGTTAAGCTGGCCT-1 Maternal 
rep2_GTGGTTACACTGTGAT-1 Maternal 
rep2_GTGGTTAGTATTGCCA-1 Autologous 
rep2_GTGGTTATCTACAGGT-1 Autologous 
rep2_GTGTAACAGCACCTGC-1 Autologous 
rep2_GTGTAACAGCATCAAA-1 Autologous 
rep2_GTGTAACAGCTAAACA-1 Autologous 
rep2_GTGTAACAGCTCCCTT-1 Maternal 
rep2_GTGTAACAGGGCATGT-1 Autologous 
rep2_GTGTAACAGTGTACCT-1 Maternal 
rep2_GTGTAACCAAACAGGC-1 Autologous 
rep2_GTGTAACCATCCCGTT-1 Autologous 
rep2_GTGTAACGTTGCATCA-1 Autologous 
rep2_GTGTAACTCAAAGGTA-1 Autologous 
rep2_GTGTAACTCACCTACC-1 Autologous 
rep2_GTGTAACTCGAACGCC-1 Maternal 
rep2_GTGTCCTAGACTACCT-1 Autologous 
rep2_GTGTCCTAGGTCACCC-1 Autologous 



rep2_GTGTCCTGTATCCCAA-1 Maternal 
rep2_GTGTCCTTCATGTCTT-1 Autologous 
rep2_GTGTCCTTCGTCGACG-1 Autologous 
rep2_GTGTCCTTCTGTCGTC-1 Maternal 
rep2_GTGTGATAGACAACAT-1 Autologous 
rep2_GTGTGATAGCGACATG-1 Maternal 
rep2_GTGTGATAGCGTCGAA-1 Autologous 
rep2_GTGTGATAGGCGTCCT-1 Maternal 
rep2_GTGTGATCATGAGTAA-1 Autologous 
rep2_GTGTGATGTCCACTTC-1 Autologous 
rep2_GTGTGATGTTCCACAA-1 Autologous 
rep2_GTGTGATGTTTGCAGT-1 Autologous 
rep2_GTGTGATTCCTAGAGT-1 Autologous 
rep2_GTGTGATTCCTTGGAA-1 Autologous 
rep2_GTGTGATTCTCTCGCA-1 Maternal 
rep2_GTGTGATTCTGGCCTT-1 Autologous 
rep2_GTGTGGCAGGCTAGCA-1 Autologous 
rep2_GTGTGGCCAAGTGCTT-1 Autologous 
rep2_GTGTGGCCAATAGTCC-1 Autologous 
rep2_GTGTGGCGTCCATACA-1 Autologous 
rep2_GTGTGGCGTTCAAACC-1 Maternal 
rep2_GTGTGGCTCCTCTAGC-1 Maternal 
rep2_GTGTTAGAGTAGTCTC-1 Autologous 
rep2_GTGTTAGCAAGCGATG-1 Autologous 
rep2_GTGTTAGCAAGTGCTT-1 Maternal 
rep2_GTGTTAGCACTGAGGA-1 Autologous 
rep2_GTGTTAGCAGCTAACT-1 Autologous 
rep2_GTGTTAGGTAACCCTA-1 Autologous 
rep2_GTGTTAGGTATAGGAT-1 Autologous 
rep2_GTGTTAGTCATTGTTC-1 Autologous 
rep2_GTGTTAGTCGGACTGC-1 Maternal 
rep2_GTGTTCCAGCAAGGAA-1 Autologous 
rep2_GTGTTCCAGTAAGAGG-1 Autologous 
rep2_GTGTTCCCACACTTAG-1 Maternal 
rep2_GTGTTCCCATCTAACG-1 Autologous 
rep2_GTGTTCCGTCATGCAT-1 Maternal 
rep2_GTGTTCCGTGGGATTG-1 Autologous 
rep2_GTGTTCCGTTCCTAAG-1 Maternal 
rep2_GTGTTCCTCTACAGGT-1 Autologous 
rep2_GTTACAGAGATACAGT-1 Autologous 
rep2_GTTACAGAGCACACCC-1 Autologous 
rep2_GTTACAGAGCTGAGCA-1 Maternal 
rep2_GTTACAGCACCTGTCT-1 Autologous 
rep2_GTTACAGCATAGGAGC-1 Autologous 



rep2_GTTACAGGTATGTCTG-1 Autologous 
rep2_GTTACAGGTCGATGCC-1 Maternal 
rep2_GTTACAGTCAGGGATG-1 Autologous 
rep2_GTTACCCAGACATCCT-1 Maternal 
rep2_GTTACCCAGTCGCGAA-1 Autologous 
rep2_GTTACCCCATGGGAAC-1 Autologous 
rep2_GTTACCCGTCCCGCAA-1 Autologous 
rep2_GTTACCCTCAAAGAAC-1 Autologous 
rep2_GTTACCCTCAGACCGC-1 Autologous 
rep2_GTTACCCTCAGCGTCG-1 Autologous 
rep2_GTTACCCTCCCAGGAC-1 Autologous 
rep2_GTTACCCTCCCGAGGT-1 Maternal 
rep2_GTTACGAAGAGTCACG-1 Autologous 
rep2_GTTACGAAGCGCCATC-1 Autologous 
rep2_GTTACGACAAACCGGA-1 Autologous 
rep2_GTTACGAGTTCTAAGC-1 Maternal 
rep2_GTTACGATCAACACCA-1 Autologous 
rep2_GTTACGATCACTTTGT-1 Autologous 
rep2_GTTACGATCAGTCACA-1 Autologous 
rep2_GTTACGATCAGTCTTT-1 Maternal 
rep2_GTTACGATCCATTCAT-1 Autologous 
rep2_GTTACGATCCCAAGCG-1 Autologous 
rep2_GTTACGATCCTAACAG-1 Autologous 
rep2_GTTACGATCGAGTTGT-1 Autologous 
rep2_GTTAGACAGACTGGGT-1 Autologous 
rep2_GTTAGACAGGTGCTGA-1 Autologous 
rep2_GTTAGACCAATTTCTC-1 Autologous 
rep2_GTTAGACCACAGTATC-1 Autologous 
rep2_GTTAGACCACCTGCAG-1 Autologous 
rep2_GTTAGTGCAAATAAGC-1 Autologous 
rep2_GTTAGTGCAGGCTACC-1 Maternal 
rep2_GTTAGTGTCCAGCTCT-1 Autologous 
rep2_GTTATGGCACTTGTGA-1 Autologous 
rep2_GTTATGGGTGTTCGAT-1 Autologous 
rep2_GTTATGGTCAAGTCGT-1 Maternal 
rep2_GTTATGGTCGCCCAGA-1 Autologous 
rep2_GTTATGGTCGGACCAC-1 Autologous 
rep2_GTTCATTAGGACAAGA-1 Autologous 
rep2_GTTCATTAGTCAGCCC-1 Maternal 
rep2_GTTCATTCAAAGAGTT-1 Autologous 
rep2_GTTCATTCAAGCGAAC-1 Maternal 
rep2_GTTCATTCACGTCGGT-1 Autologous 
rep2_GTTCATTCAGGACAGT-1 Autologous 
rep2_GTTCATTGTACCTTCC-1 Maternal 



rep2_GTTCATTGTTAGGCTT-1 Autologous 
rep2_GTTCATTGTTGTCTAG-1 Autologous 
rep2_GTTCATTTCACCTGGG-1 Autologous 
rep2_GTTCATTTCATTCATC-1 Maternal 
rep2_GTTCATTTCCTTTGAT-1 Maternal 
rep2_GTTCCGTAGCCAGACA-1 Autologous 
rep2_GTTCCGTAGTAACCTC-1 Autologous 
rep2_GTTCCGTAGTAGACAT-1 Autologous 
rep2_GTTCCGTAGTGCAACG-1 Maternal 
rep2_GTTCCGTCAATCACGT-1 Maternal 
rep2_GTTCCGTCAGTATTCG-1 Autologous 
rep2_GTTCCGTTCATCTATC-1 Autologous 
rep2_GTTCGCTAGAGTCAAT-1 Autologous 
rep2_GTTCGCTAGCGTGAGT-1 Autologous 
rep2_GTTCGCTAGGACAGTC-1 Autologous 
rep2_GTTCGCTCAGTCGCAC-1 Autologous 
rep2_GTTCGCTGTGAACGGT-1 Autologous 
rep2_GTTCGCTGTGCCTTTC-1 Autologous 
rep2_GTTCGCTTCAGCTAGT-1 Autologous 
rep2_GTTCGCTTCATTTCGT-1 Maternal 
rep2_GTTCGCTTCCTCTAGC-1 Autologous 
rep2_GTTCTATAGCGTCAGA-1 Autologous 
rep2_GTTCTATAGGCCCGTT-1 Autologous 
rep2_GTTCTATAGTGATAAC-1 Autologous 
rep2_GTTCTATAGTGTCATC-1 Autologous 
rep2_GTTCTATCACCGTCTT-1 Autologous 
rep2_GTTCTATCATTATGCG-1 Autologous 
rep2_GTTCTATGTTACGGAG-1 Maternal 
rep2_GTTCTATTCATTGCGA-1 Maternal 
rep2_GTTCTATTCCGAAATC-1 Autologous 
rep2_GTTCTATTCGATTCCC-1 Maternal 
rep2_GTTGAACAGCATCCTA-1 Autologous 
rep2_GTTGAACAGTCTAACC-1 Autologous 
rep2_GTTGAACCAACCACAT-1 Autologous 
rep2_GTTGAACCACTCATAG-1 Maternal 
rep2_GTTGAACTCGTCACCT-1 Maternal 
rep2_GTTGAACTCTCTCGCA-1 Autologous 
rep2_GTTGAACTCTGCAGCG-1 Autologous 
rep2_GTTGCGGAGATGAATC-1 Maternal 
rep2_GTTGCGGAGCAAATGT-1 Autologous 
rep2_GTTGCGGAGGTTACAA-1 Autologous 
rep2_GTTGCGGAGTCTTCGA-1 Autologous 
rep2_GTTGCGGCACCCTAGG-1 Autologous 
rep2_GTTGCGGCACTGGCCA-1 Autologous 



rep2_GTTGCGGCAGCTGCCA-1 Autologous 
rep2_GTTGCGGCAGGTGTTT-1 Autologous 
rep2_GTTGCGGGTCATATGC-1 Maternal 
rep2_GTTGCGGGTCTTCGAA-1 Maternal 
rep2_GTTGCGGTCTGAATGC-1 Autologous 
rep2_GTTGCTCAGACGCTCC-1 Maternal 
rep2_GTTGCTCAGCTGACCC-1 Autologous 
rep2_GTTGCTCCACGGCACT-1 Autologous 
rep2_GTTGCTCCAGAACTAA-1 Maternal 
rep2_GTTGCTCTCCATCTAT-1 Autologous 
rep2_GTTGCTCTCGTCGGGT-1 Autologous 
rep2_GTTGTAGAGAGGTGCT-1 Autologous 
rep2_GTTGTAGCAAGCTGTT-1 Autologous 
rep2_GTTGTAGCACACTTAG-1 Autologous 
rep2_GTTGTAGCACGCAAAG-1 Autologous 
rep2_GTTGTAGCAGGGATAC-1 Autologous 
rep2_GTTGTAGGTCAGCGTC-1 Autologous 
rep2_GTTGTAGGTCATACCA-1 Maternal 
rep2_GTTGTAGTCCAGCTCT-1 Autologous 
rep2_GTTGTAGTCCATCAGA-1 Autologous 
rep2_GTTGTCCAGCTGTTCA-1 Maternal 
rep2_GTTGTCCAGGTACAGC-1 Autologous 
rep2_GTTGTCCAGTGATAAC-1 Maternal 
rep2_GTTGTCCCAGGGAATC-1 Maternal 
rep2_GTTGTCCGTAGTATAG-1 Autologous 
rep2_GTTGTCCGTATGATCC-1 Autologous 
rep2_GTTGTCCGTCCGTTTC-1 Maternal 
rep2_GTTGTCCGTCGGCACT-1 Maternal 
rep2_GTTGTCCGTTAGGGTG-1 Autologous 
rep2_GTTGTCCGTTTGAAAG-1 Autologous 
rep2_GTTGTCCTCCTGTACC-1 Maternal 
rep2_GTTGTGACAATTGAAG-1 Maternal 
rep2_GTTGTGACACAGCTTA-1 Maternal 
rep2_GTTGTGACATCTGGGC-1 Maternal 
rep2_GTTGTGAGTTCTCACC-1 Autologous 
rep2_GTTGTGATCCATCTCG-1 Autologous 
rep2_GTTGTGATCCTACGGG-1 Autologous 
rep2_GTTTACTAGCACGATG-1 Autologous 
rep2_GTTTACTCAATGACCT-1 Autologous 
rep2_GTTTACTCAGAGAGGG-1 Autologous 
rep2_GTTTACTGTTCGGACC-1 Maternal 
rep2_GTTTACTTCAGTAGGG-1 Autologous 
rep2_GTTTACTTCCATACAG-1 Maternal 
rep2_GTTTACTTCCATACTT-1 Autologous 



rep2_GTTTGGAAGGTAGTCG-1 Maternal 
rep2_GTTTGGAAGTGAGGTC-1 Autologous 
rep2_GTTTGGAAGTTGCGCC-1 Maternal 
rep2_GTTTGGACACTAGAGG-1 Autologous 
rep2_GTTTGGAGTGGACTAG-1 Autologous 
rep2_GTTTGGATCATACAGC-1 Autologous 
rep2_GTTTGGATCTACGGTA-1 Autologous 
rep2_GTTTGGATCTGATTCT-1 Maternal 
rep2_TAACACGAGCAGGTCA-1 Maternal 
rep2_TAACACGAGCATTTCG-1 Autologous 
rep2_TAACACGCAATCGCCG-1 Autologous 
rep2_TAACACGCACACTGGC-1 Autologous 
rep2_TAACACGGTCTCACAA-1 Autologous 
rep2_TAACACGGTTCGTAAC-1 Autologous 
rep2_TAACACGGTTGTACGT-1 Maternal 
rep2_TAACACGTCAGACATC-1 Autologous 
rep2_TAACCAGAGAGTTGAT-1 Autologous 
rep2_TAACCAGAGCCTTCTC-1 Autologous 
rep2_TAACCAGCACGCCACA-1 Autologous 
rep2_TAACCAGCAGCGGATA-1 Autologous 
rep2_TAACCAGGTATTTCTC-1 Autologous 
rep2_TAACCAGGTCGACTTA-1 Autologous 
rep2_TAACCAGGTCGTGCCA-1 Autologous 
rep2_TAACCAGGTGCTTATG-1 Autologous 
rep2_TAACCAGTCCGAAATC-1 Maternal 
rep2_TAACCAGTCGCCACTT-1 Autologous 
rep2_TAACGACCATGGTGGA-1 Maternal 
rep2_TAACGACGTTCGAACT-1 Maternal 
rep2_TAACGACTCTTTCAGT-1 Maternal 
rep2_TAACTTCAGGTGAGAA-1 Autologous 
rep2_TAACTTCCAATAACCC-1 Maternal 
rep2_TAACTTCCAATTCTTC-1 Autologous 
rep2_TAACTTCCATCTCAAG-1 Autologous 
rep2_TAACTTCCATGGTACT-1 Maternal 
rep2_TAACTTCGTACGTACT-1 Maternal 
rep2_TAACTTCGTAGCTTTG-1 Autologous 
rep2_TAACTTCGTGAGTAGC-1 Autologous 
rep2_TAACTTCGTTGCCGCA-1 Maternal 
rep2_TAACTTCTCCTTATAC-1 Autologous 
rep2_TAAGCACAGCCTGCCA-1 Autologous 
rep2_TAAGCACAGGAGAGTA-1 Autologous 
rep2_TAAGCACAGTCGAAAT-1 Autologous 
rep2_TAAGCACAGTTGCTGT-1 Autologous 
rep2_TAAGCACCAATTGAGA-1 Autologous 



rep2_TAAGCACCAGACACCC-1 Autologous 
rep2_TAAGCACCAGCGATTT-1 Autologous 
rep2_TAAGCACGTAACGATA-1 Autologous 
rep2_TAAGCACTCGCCATAA-1 Maternal 
rep2_TAAGCACTCTCAAAGC-1 Autologous 
rep2_TAAGCCAAGAACTCCT-1 Autologous 
rep2_TAAGCCAAGGCGACAT-1 Autologous 
rep2_TAAGCCAAGTTGCGCC-1 Maternal 
rep2_TAAGCCACAAAGGTTA-1 Autologous 
rep2_TAAGCCACAAGTGGGT-1 Maternal 
rep2_TAAGCCACACAATCTG-1 Maternal 
rep2_TAAGCCACACCAGCCA-1 Autologous 
rep2_TAAGCCACACTCCCTA-1 Autologous 
rep2_TAAGCCACATGCAGCC-1 Maternal 
rep2_TAAGCCAGTCAACACT-1 Autologous 
rep2_TAAGCCAGTTCTCCCA-1 Maternal 
rep2_TAAGCCATCACGATAC-1 Autologous 
rep2_TAAGCCATCAGAGTTC-1 Maternal 
rep2_TAAGCCATCCACTTTA-1 Autologous 
rep2_TAAGCCATCGACGCTG-1 Autologous 
rep2_TAAGCGTAGACAGCTG-1 Maternal 
rep2_TAAGCGTAGAGTCAAT-1 Autologous 
rep2_TAAGCGTAGGTGTGAC-1 Autologous 
rep2_TAAGCGTCATGTCAGT-1 Autologous 
rep2_TAAGCGTGTAGCTGAG-1 Autologous 
rep2_TAAGCGTGTGTTGCCG-1 Autologous 
rep2_TAAGCGTGTTCCAAAC-1 Autologous 
rep2_TAAGCGTTCCGATTAG-1 Autologous 
rep2_TAAGCGTTCCTGCTAC-1 Autologous 
rep2_TAAGTCGAGCAGCACA-1 Autologous 
rep2_TAAGTCGAGCCTAACT-1 Autologous 
rep2_TAAGTCGCAAGGCTTT-1 Autologous 
rep2_TAAGTCGCAATGTTGC-1 Autologous 
rep2_TAAGTCGCACGGTGAA-1 Maternal 
rep2_TAAGTCGCAGAGCTAG-1 Autologous 
rep2_TAAGTCGCAGTAGGAC-1 Autologous 
rep2_TAAGTCGGTAGACAAT-1 Autologous 
rep2_TAAGTCGTCGACATTG-1 Autologous 
rep2_TAAGTCGTCGCGCCAA-1 Autologous 
rep2_TAAGTCGTCGTTGTGA-1 Autologous 
rep2_TAATCTCAGGATACCG-1 Autologous 
rep2_TAATCTCAGTAGGAAG-1 Maternal 
rep2_TAATCTCCAAGGTACG-1 Maternal 
rep2_TAATCTCCAGAGCTAG-1 Autologous 



rep2_TAATCTCCAGTCGGAA-1 Autologous 
rep2_TAATCTCGTCAGGTAG-1 Autologous 
rep2_TAATCTCGTTCGTAAC-1 Autologous 
rep2_TAATCTCTCAAGGACG-1 Autologous 
rep2_TAATCTCTCAATGCAC-1 Autologous 
rep2_TAATCTCTCTGCGAGC-1 Maternal 
rep2_TAATTCCAGCTAAACA-1 Maternal 
rep2_TAATTCCGTGAGACCA-1 Autologous 
rep2_TAATTCCGTGATGGCA-1 Maternal 
rep2_TAATTCCTCCCATACC-1 Autologous 
rep2_TACAACGAGACATACA-1 Maternal 
rep2_TACAACGAGACGACTG-1 Maternal 
rep2_TACAACGAGATGTAGT-1 Autologous 
rep2_TACAACGAGATGTTGA-1 Maternal 
rep2_TACAACGAGCATCTTG-1 Maternal 
rep2_TACAACGAGGCCCAAA-1 Maternal 
rep2_TACAACGCAAAGGGCT-1 Maternal 
rep2_TACAACGCAAGCCCAC-1 Autologous 
rep2_TACAACGCAAGTGCAG-1 Autologous 
rep2_TACAACGCAATACCCA-1 Autologous 
rep2_TACAACGCACTAGGTT-1 Maternal 
rep2_TACAACGGTAGCTGAG-1 Autologous 
rep2_TACAACGGTTCGTACA-1 Autologous 
rep2_TACACCCAGAGGTTTA-1 Maternal 
rep2_TACACCCAGGGATCTG-1 Autologous 
rep2_TACACCCAGTAACGTA-1 Maternal 
rep2_TACACCCGTCTCAGAT-1 Maternal 
rep2_TACACCCGTGCCTGCA-1 Autologous 
rep2_TACACCCTCTGCGATA-1 Maternal 
rep2_TACAGGTAGGGTCAAC-1 Maternal 
rep2_TACAGGTCACCTCAGG-1 Maternal 
rep2_TACAGGTCACGGTCTG-1 Autologous 
rep2_TACAGGTTCCAAGCAT-1 Autologous 
rep2_TACAGGTTCTTAGCTT-1 Autologous 
rep2_TACATTCAGAGCATCG-1 Maternal 
rep2_TACATTCAGCAGCACA-1 Autologous 
rep2_TACATTCGTCCTCAGG-1 Autologous 
rep2_TACATTCTCGCCTTGT-1 Autologous 
rep2_TACATTCTCGTTCTGC-1 Autologous 
rep2_TACATTCTCTGGCCGA-1 Autologous 
rep2_TACATTCTCTTCACGC-1 Maternal 
rep2_TACATTCTCTTCGCTG-1 Autologous 
rep2_TACCCACAGAGGTCAC-1 Autologous 
rep2_TACCCACAGCCACCGT-1 Maternal 



rep2_TACCCACAGGACTTCT-1 Autologous 
rep2_TACCCACCAGAACGCA-1 Autologous 
rep2_TACCCACCAGTGCCTG-1 Autologous 
rep2_TACCCACCATTCCTCG-1 Maternal 
rep2_TACCCACCATTGACTG-1 Autologous 
rep2_TACCCACGTCAGACTT-1 Maternal 
rep2_TACCCACGTGCAATAA-1 Autologous 
rep2_TACCCACGTTCTCCTG-1 Maternal 
rep2_TACCCACGTTGACTAC-1 Maternal 
rep2_TACCCACTCCCGAGTG-1 Autologous 
rep2_TACCCACTCCTCATAT-1 Maternal 
rep2_TACCCACTCCTTATGT-1 Maternal 
rep2_TACCCACTCTAACACG-1 Autologous 
rep2_TACCCGTAGCATCCTA-1 Autologous 
rep2_TACCCGTAGGAGCAAA-1 Autologous 
rep2_TACCCGTAGGCTGGAT-1 Maternal 
rep2_TACCCGTAGTGTGTTC-1 Maternal 
rep2_TACCCGTCACTGGCGT-1 Maternal 
rep2_TACCCGTCAGGACTAG-1 Autologous 
rep2_TACCCGTGTCCCTGAG-1 Autologous 
rep2_TACCCGTTCATTTCCA-1 Autologous 
rep2_TACCCGTTCCGACGGT-1 Autologous 
rep2_TACCCGTTCGATACGT-1 Maternal 
rep2_TACCGAAAGTGGATAT-1 Autologous 
rep2_TACCGAACAAATTGCC-1 Autologous 
rep2_TACCGAACATGGACAG-1 Maternal 
rep2_TACCGAATCGCCGATG-1 Maternal 
rep2_TACCGAATCGCGTGCA-1 Autologous 
rep2_TACCGGGAGCACCCAC-1 Autologous 
rep2_TACCGGGAGCGTCAGA-1 Autologous 
rep2_TACCGGGAGCTACTAC-1 Maternal 
rep2_TACCGGGAGGGATCTG-1 Maternal 
rep2_TACCGGGCATCGTTCC-1 Maternal 
rep2_TACCGGGGTAGCTTTG-1 Maternal 
rep2_TACCGGGGTAGGATAT-1 Autologous 
rep2_TACCGGGGTCATCGCG-1 Autologous 
rep2_TACCGGGTCTGGCCTT-1 Maternal 
rep2_TACCTCGAGATAGGGA-1 Autologous 
rep2_TACCTCGAGCGATGAC-1 Autologous 
rep2_TACCTCGAGTCTGGAG-1 Maternal 
rep2_TACCTCGCAACGAGGT-1 Autologous 
rep2_TACCTCGCAACGCATT-1 Maternal 
rep2_TACCTCGCATCTGGGC-1 Maternal 
rep2_TACCTCGTCCTATGGA-1 Autologous 



rep2_TACCTCGTCTCCTGAC-1 Autologous 
rep2_TACCTGCAGTAGGATT-1 Autologous 
rep2_TACCTGCCACGTACAT-1 Maternal 
rep2_TACCTGCCAGGGTCTC-1 Maternal 
rep2_TACCTGCCAGTTTGGT-1 Autologous 
rep2_TACCTGCGTCCAGCAC-1 Autologous 
rep2_TACCTGCTCATCTACT-1 Maternal 
rep2_TACGCTCAGATCGCCC-1 Maternal 
rep2_TACGCTCAGGTCACTT-1 Autologous 
rep2_TACGCTCTCCAGTACA-1 Maternal 
rep2_TACGCTCTCGGCTCTT-1 Autologous 
rep2_TACGCTCTCTATACGG-1 Maternal 
rep2_TACGCTCTCTCTATAC-1 Maternal 
rep2_TACGGGCAGAACTTCC-1 Autologous 
rep2_TACGGGCAGTTCCATG-1 Autologous 
rep2_TACGGGCGTAGATCCT-1 Maternal 
rep2_TACGGTAAGATCCAAA-1 Autologous 
rep2_TACGGTAAGGATTTCC-1 Autologous 
rep2_TACGGTATCTCTCTAA-1 Autologous 
rep2_TACGTCCAGCAGCACA-1 Maternal 
rep2_TACGTCCAGCAGTAAT-1 Autologous 
rep2_TACGTCCAGCTAGAGC-1 Autologous 
rep2_TACGTCCAGTGGAAGA-1 Autologous 
rep2_TACGTCCAGTTAACAG-1 Autologous 
rep2_TACGTCCAGTTCATCG-1 Autologous 
rep2_TACGTCCCACAAGTTC-1 Maternal 
rep2_TACGTCCCACAGCCTG-1 Maternal 
rep2_TACGTCCCACGGTAGA-1 Autologous 
rep2_TACGTCCCAGAGAATT-1 Autologous 
rep2_TACGTCCGTGGCTACC-1 Autologous 
rep2_TACGTCCGTGTAAACA-1 Autologous 
rep2_TACGTCCGTTCTATCT-1 Autologous 
rep2_TACTGCCAGCTGGTGA-1 Autologous 
rep2_TACTGCCAGTCATCCA-1 Autologous 
rep2_TACTGCCCATGTGGTT-1 Autologous 
rep2_TACTGCCCATGTTTGG-1 Maternal 
rep2_TACTGCCGTCCAGCGT-1 Autologous 
rep2_TACTGCCGTCGCGGTT-1 Autologous 
rep2_TACTGCCTCCAATGCA-1 Autologous 
rep2_TACTGCCTCTGGGCAC-1 Autologous 
rep2_TACTTACAGTATAACG-1 Autologous 
rep2_TACTTACCAGGAGACT-1 Maternal 
rep2_TACTTACCAGTTAAAG-1 Maternal 
rep2_TACTTACGTAGTTAGA-1 Autologous 



rep2_TACTTACGTCTACGTA-1 Autologous 
rep2_TACTTACGTGCCTACG-1 Autologous 
rep2_TACTTACGTGGCACTC-1 Autologous 
rep2_TACTTACTCCCGAGAC-1 Autologous 
rep2_TACTTACTCTTGTTAC-1 Maternal 
rep2_TACTTCAAGATGTTAG-1 Maternal 
rep2_TACTTCAAGCATACTC-1 Autologous 
rep2_TACTTCAAGGTAGGCT-1 Autologous 
rep2_TACTTCAAGTGGTTAA-1 Autologous 
rep2_TACTTCACAAAGCTAA-1 Autologous 
rep2_TACTTCACAGTGTGCC-1 Autologous 
rep2_TACTTCACATCGTGCG-1 Autologous 
rep2_TACTTCACATTGGATC-1 Autologous 
rep2_TACTTCAGTGAATATG-1 Maternal 
rep2_TACTTCAGTGAGGCAT-1 Autologous 
rep2_TACTTCATCCATTTGT-1 Maternal 
rep2_TACTTCATCGCTACAA-1 Autologous 
rep2_TACTTGTAGTCCCAGC-1 Autologous 
rep2_TACTTGTCAAGACCGA-1 Maternal 
rep2_TACTTGTCAGTTAGAA-1 Autologous 
rep2_TACTTGTGTAGAGGAA-1 Autologous 
rep2_TACTTGTGTCACTACA-1 Maternal 
rep2_TACTTGTGTTTGACAC-1 Autologous 
rep2_TACTTGTTCTTACTGT-1 Autologous 
rep2_TAGACCAAGCAAGCCA-1 Maternal 
rep2_TAGACCAAGGATTTGA-1 Autologous 
rep2_TAGACCACAAGAGTGC-1 Autologous 
rep2_TAGACCACACACGTGC-1 Autologous 
rep2_TAGACCAGTACAGTTC-1 Autologous 
rep2_TAGACCAGTATTGCCA-1 Autologous 
rep2_TAGACCAGTTAATGAG-1 Maternal 
rep2_TAGACCAGTTGTCATG-1 Autologous 
rep2_TAGACTGAGCGCCTTG-1 Autologous 
rep2_TAGACTGAGCTAATGA-1 Autologous 
rep2_TAGACTGAGCTGAAAT-1 Maternal 
rep2_TAGACTGAGTACGTCT-1 Maternal 
rep2_TAGACTGCATAGAATG-1 Autologous 
rep2_TAGACTGGTACCCGAC-1 Autologous 
rep2_TAGACTGGTCACCACG-1 Autologous 
rep2_TAGACTGGTCCAATCA-1 Autologous 
rep2_TAGACTGGTGATGTAA-1 Autologous 
rep2_TAGACTGTCCGCCTAT-1 Autologous 
rep2_TAGACTGTCGATGCTA-1 Autologous 
rep2_TAGACTGTCGCCGAGT-1 Maternal 



rep2_TAGACTGTCTACGGTA-1 Maternal 
rep2_TAGACTGTCTCCCATG-1 Autologous 
rep2_TAGAGTCAGCACTCAT-1 Autologous 
rep2_TAGAGTCCATTGACAC-1 Autologous 
rep2_TAGAGTCGTCGGTGTC-1 Autologous 
rep2_TAGAGTCGTGCTTATG-1 Maternal 
rep2_TAGAGTCGTGGTCTTA-1 Autologous 
rep2_TAGAGTCGTTGGATCT-1 Autologous 
rep2_TAGAGTCTCAGGAAAT-1 Autologous 
rep2_TAGATCGAGGCCCGTT-1 Autologous 
rep2_TAGATCGCACTACGGC-1 Autologous 
rep2_TAGATCGCATTCGATG-1 Autologous 
rep2_TAGATCGGTAGAGTTA-1 Autologous 
rep2_TAGATCGGTGCCTGCA-1 Autologous 
rep2_TAGATCGGTGTTAAAG-1 Autologous 
rep2_TAGATCGTCCGAGAAG-1 Autologous 
rep2_TAGCACAAGTCTGCGC-1 Maternal 
rep2_TAGCACACAGCATACT-1 Autologous 
rep2_TAGCACACATCCTATT-1 Autologous 
rep2_TAGGAGGAGCCTGAGA-1 Maternal 
rep2_TAGGAGGAGGCCTAGA-1 Maternal 
rep2_TAGGAGGAGTCTTCGA-1 Autologous 
rep2_TAGGAGGCAAGTAGTA-1 Autologous 
rep2_TAGGAGGCACGTAGTT-1 Autologous 
rep2_TAGGAGGCAGCAGTCC-1 Autologous 
rep2_TAGGAGGCATAACCCA-1 Autologous 
rep2_TAGGAGGCATGTGACT-1 Maternal 
rep2_TAGGAGGGTGTATTGC-1 Maternal 
rep2_TAGGAGGTCATTCCTA-1 Autologous 
rep2_TAGGGTTAGATAGCTA-1 Maternal 
rep2_TAGGGTTAGTATGCAA-1 Autologous 
rep2_TAGGGTTAGTGGTGAC-1 Autologous 
rep2_TAGGGTTCAACAAGAT-1 Maternal 
rep2_TAGGGTTCACCCTTAC-1 Autologous 
rep2_TAGGGTTCAGAGATGC-1 Autologous 
rep2_TAGGGTTGTACTGTTG-1 Maternal 
rep2_TAGGGTTGTGACCGAA-1 Maternal 
rep2_TAGGGTTGTGCGTGCT-1 Maternal 
rep2_TAGGGTTTCTACTTCA-1 Autologous 
rep2_TAGGTACAGTCTAGCT-1 Autologous 
rep2_TAGGTACCAATACCTG-1 Autologous 
rep2_TAGGTACCACTAGAGG-1 Autologous 
rep2_TAGGTACCAGTCTGGC-1 Autologous 
rep2_TAGGTACGTATCGTGT-1 Autologous 



rep2_TAGGTACGTGGTCCGT-1 Maternal 
rep2_TAGGTACTCAGAATAG-1 Autologous 
rep2_TAGGTACTCGGACGTC-1 Maternal 
rep2_TAGGTACTCGGAGTAG-1 Autologous 
rep2_TAGGTACTCTTCTTCC-1 Maternal 
rep2_TAGGTTGAGAAACTAC-1 Autologous 
rep2_TAGGTTGAGTGTAGTA-1 Autologous 
rep2_TAGGTTGCACGCCAGT-1 Autologous 
rep2_TAGGTTGCACGCGCAT-1 Autologous 
rep2_TAGGTTGCAGAGAGGG-1 Autologous 
rep2_TAGGTTGCAGTCAGCC-1 Autologous 
rep2_TAGGTTGGTAGCCCTG-1 Autologous 
rep2_TAGGTTGGTATTCTCT-1 Maternal 
rep2_TAGGTTGGTTCCGGTG-1 Autologous 
rep2_TAGGTTGTCGGACTGC-1 Autologous 
rep2_TAGTGCAAGAATCGAT-1 Maternal 
rep2_TAGTGCAAGATCCCAT-1 Maternal 
rep2_TAGTGCAAGGTAAGTT-1 Maternal 
rep2_TAGTGCAAGTAGAGTT-1 Autologous 
rep2_TAGTGCACAAATTGCC-1 Autologous 
rep2_TAGTGCACAGAAGTTA-1 Autologous 
rep2_TAGTGCACATAACTCG-1 Autologous 
rep2_TAGTGCAGTAAGTTGA-1 Maternal 
rep2_TAGTGCAGTAGCCAGA-1 Maternal 
rep2_TAGTGCAGTGGGACAT-1 Autologous 
rep2_TAGTGCAGTTATGACC-1 Maternal 
rep2_TAGTGCATCAAACGAA-1 Autologous 
rep2_TAGTGCATCTCCCAAC-1 Autologous 
rep2_TATACCTAGAACGTGC-1 Autologous 
rep2_TATACCTAGCGGATCA-1 Maternal 
rep2_TATACCTCAAGCTCTA-1 Maternal 
rep2_TATACCTCAATCAAGA-1 Autologous 
rep2_TATACCTCATTGTCGA-1 Autologous 
rep2_TATACCTTCACCTTAT-1 Autologous 
rep2_TATACCTTCCGTCAAA-1 Autologous 
rep2_TATACCTTCTTACTGT-1 Autologous 
rep2_TATATCCAGTGCCCGT-1 Autologous 
rep2_TATATCCCATGGTACT-1 Autologous 
rep2_TATATCCGTCTGTGAT-1 Autologous 
rep2_TATATCCTCACTAGCA-1 Autologous 
rep2_TATATCCTCTATCGCC-1 Autologous 
rep2_TATATCCTCTTCGTAT-1 Autologous 
rep2_TATCAGGAGAATGTTG-1 Maternal 
rep2_TATCAGGAGACGATAT-1 Maternal 



rep2_TATCAGGAGTCCGCCA-1 Autologous 
rep2_TATCAGGCAACCTATG-1 Autologous 
rep2_TATCAGGCATCAGCAT-1 Autologous 
rep2_TATCAGGGTCATACCA-1 Autologous 
rep2_TATCAGGGTTAAGTCC-1 Autologous 
rep2_TATCAGGTCACACCCT-1 Maternal 
rep2_TATCAGGTCTCACGAA-1 Maternal 
rep2_TATCCTAAGCCTTCTC-1 Autologous 
rep2_TATCCTACAAATACAG-1 Autologous 
rep2_TATCCTATCCGCTTAC-1 Maternal 
rep2_TATCCTATCTTACGGA-1 Autologous 
rep2_TATCGCCAGTGAGGCT-1 Autologous 
rep2_TATCGCCCAAGCACCC-1 Maternal 
rep2_TATCGCCCACGGTCTG-1 Autologous 
rep2_TATCGCCCACTTCTCG-1 Autologous 
rep2_TATCGCCCAGCTCTGG-1 Autologous 
rep2_TATCTGTCAGCCGTTG-1 Autologous 
rep2_TATCTGTCATCAACCA-1 Autologous 
rep2_TATCTGTGTCGAATGG-1 Autologous 
rep2_TATCTGTGTCGTTGCG-1 Autologous 
rep2_TATCTGTGTTATTCTC-1 Autologous 
rep2_TATCTGTTCAGTGGGA-1 Autologous 
rep2_TATCTGTTCCCGATCT-1 Maternal 
rep2_TATCTGTTCGCACGAC-1 Maternal 
rep2_TATCTGTTCGGCATCG-1 Autologous 
rep2_TATCTTGAGAGCAGCT-1 Autologous 
rep2_TATCTTGAGCTCACTA-1 Autologous 
rep2_TATCTTGAGGAAGTCC-1 Autologous 
rep2_TATCTTGCATTACGGT-1 Autologous 
rep2_TATCTTGGTATGCTTG-1 Maternal 
rep2_TATCTTGGTTCATCGA-1 Maternal 
rep2_TATCTTGTCCTGGTCT-1 Autologous 
rep2_TATCTTGTCTCCGAAA-1 Autologous 
rep2_TATCTTGTCTTGGTCC-1 Autologous 
rep2_TATGTTCAGGTTTACC-1 Autologous 
rep2_TATGTTCAGTAGATCA-1 Maternal 
rep2_TATGTTCAGTGTTCAC-1 Maternal 
rep2_TATGTTCAGTTGCTCA-1 Maternal 
rep2_TATGTTCCAGACAAAT-1 Maternal 
rep2_TATGTTCCATAAGCGG-1 Maternal 
rep2_TATGTTCGTTACCCAA-1 Autologous 
rep2_TATGTTCTCAGCTGAT-1 Autologous 
rep2_TATGTTCTCGCTATTT-1 Autologous 
rep2_TATGTTCTCTCCCAAC-1 Autologous 



rep2_TATTCCAAGGAGAGGC-1 Maternal 
rep2_TATTCCAAGTTGCATC-1 Autologous 
rep2_TATTCCACAATGTCTG-1 Autologous 
rep2_TATTCCACACGAAAGC-1 Maternal 
rep2_TATTCCACACGGCGTT-1 Maternal 
rep2_TATTCCAGTCAACATC-1 Autologous 
rep2_TATTCCAGTCGATTCA-1 Maternal 
rep2_TATTCCAGTCGCGGTT-1 Autologous 
rep2_TATTCCAGTTGGGTAG-1 Autologous 
rep2_TATTGCTAGACCGTTT-1 Autologous 
rep2_TATTGCTAGTAAGGGA-1 Maternal 
rep2_TATTGCTAGTGCGCTC-1 Autologous 
rep2_TATTGCTCAGTCCGTG-1 Maternal 
rep2_TATTGCTCATGGGTTT-1 Autologous 
rep2_TATTGCTGTCAATGGG-1 Autologous 
rep2_TATTGCTGTGAGATAT-1 Autologous 
rep2_TATTGCTGTGGATGAC-1 Autologous 
rep2_TATTGCTGTGGTCTAT-1 Autologous 
rep2_TATTGCTTCAGGAACG-1 Autologous 
rep2_TATTGCTTCCATAGGT-1 Autologous 
rep2_TATTGCTTCGCAACAT-1 Maternal 
rep2_TATTGGGAGAAACCAT-1 Autologous 
rep2_TATTGGGAGCATCAGG-1 Maternal 
rep2_TATTGGGAGGTTTGAA-1 Maternal 
rep2_TATTGGGCACATAACC-1 Maternal 
rep2_TATTGGGCACTCCTGT-1 Maternal 
rep2_TATTGGGGTATACGGG-1 Autologous 
rep2_TATTGGGGTATGAAAC-1 Autologous 
rep2_TATTGGGGTCCAGTTA-1 Autologous 
rep2_TATTGGGGTGCGTGCT-1 Autologous 
rep2_TATTGGGGTGCTCGTG-1 Maternal 
rep2_TATTGGGTCGGCCCAA-1 Maternal 
rep2_TATTTCGAGAAGAGCA-1 Autologous 
rep2_TATTTCGAGGCATTTC-1 Maternal 
rep2_TATTTCGAGTCGTCTA-1 Autologous 
rep2_TATTTCGCAAAGGGTC-1 Autologous 
rep2_TATTTCGCAATAACCC-1 Maternal 
rep2_TATTTCGCACAAACGG-1 Autologous 
rep2_TATTTCGCACGGCGTT-1 Maternal 
rep2_TATTTCGCACGTAACT-1 Autologous 
rep2_TATTTCGGTACACGTT-1 Autologous 
rep2_TATTTCGGTACGTGAG-1 Autologous 
rep2_TATTTCGGTCTTTATC-1 Autologous 
rep2_TATTTCGGTTGTGTAC-1 Maternal 



rep2_TATTTCGTCATCGCCT-1 Autologous 
rep2_TATTTCGTCCACGGAC-1 Maternal 
rep2_TATTTCGTCGCCATAA-1 Maternal 
rep2_TCAAGACAGCGTGAAC-1 Maternal 
rep2_TCAAGACAGGCTCACC-1 Maternal 
rep2_TCAAGACAGTCAGAGC-1 Maternal 
rep2_TCAAGACAGTGGATAT-1 Autologous 
rep2_TCAAGACCAAGAAATC-1 Maternal 
rep2_TCAAGACCAAGGTACG-1 Autologous 
rep2_TCAAGACCACTTCATT-1 Autologous 
rep2_TCAAGACCAGGTGTGA-1 Autologous 
rep2_TCAAGACGTAACATAG-1 Autologous 
rep2_TCAAGACGTAGCGAGT-1 Autologous 
rep2_TCAAGACGTTGACGGA-1 Autologous 
rep2_TCAAGACTCGAGAACG-1 Autologous 
rep2_TCAAGACTCTCCCAAC-1 Maternal 
rep2_TCAAGCAAGGCTCTAT-1 Autologous 
rep2_TCAAGCACATGTCTAG-1 Maternal 
rep2_TCAAGCAGTAGGCAAC-1 Autologous 
rep2_TCAAGCAGTCACCGAC-1 Maternal 
rep2_TCAAGCAGTCCGGCAT-1 Autologous 
rep2_TCAAGCATCAGCGCGT-1 Maternal 
rep2_TCAAGCATCTGAGCAT-1 Autologous 
rep2_TCAAGTGAGCACTCGC-1 Maternal 
rep2_TCAAGTGAGCATGTTC-1 Maternal 
rep2_TCAAGTGAGGGATGTC-1 Autologous 
rep2_TCAAGTGAGGTCGCCT-1 Autologous 
rep2_TCAAGTGAGTGCCGAA-1 Autologous 
rep2_TCAAGTGCAATTCGTG-1 Autologous 
rep2_TCAAGTGCAGGTACGA-1 Autologous 
rep2_TCAAGTGCAGTGCGCT-1 Autologous 
rep2_TCAAGTGCATGTGGTT-1 Maternal 
rep2_TCAAGTGGTCGCTGCA-1 Maternal 
rep2_TCAATCTAGTAATACG-1 Maternal 
rep2_TCAATCTAGTATCTGC-1 Autologous 
rep2_TCAATCTCAACTCCCT-1 Autologous 
rep2_TCAATCTCACCAAATC-1 Autologous 
rep2_TCAATCTCACGGGCTT-1 Maternal 
rep2_TCAATCTCAGCGTAGA-1 Maternal 
rep2_TCAATCTCAGTCAGTT-1 Autologous 
rep2_TCAATCTCAGTCCCGA-1 Maternal 
rep2_TCAATCTGTGCGACAA-1 Autologous 
rep2_TCAATCTTCGTGTCAA-1 Autologous 
rep2_TCAATCTTCTGAGCAT-1 Maternal 



rep2_TCAATTCGTCGAATTC-1 Autologous 
rep2_TCAATTCGTGAATTAG-1 Autologous 
rep2_TCAATTCGTGACGTCC-1 Autologous 
rep2_TCAATTCTCATCGCCT-1 Maternal 
rep2_TCAATTCTCATGTCAG-1 Maternal 
rep2_TCAATTCTCATTTACC-1 Autologous 
rep2_TCAATTCTCTCCCTAG-1 Maternal 
rep2_TCACAAGCAGTTTCAG-1 Maternal 
rep2_TCACACCAGCCTCGTG-1 Maternal 
rep2_TCACACCAGGTGGTTG-1 Autologous 
rep2_TCACACCAGTGCTAGG-1 Maternal 
rep2_TCACACCAGTTGAAGT-1 Autologous 
rep2_TCACACCCAAGAGGTC-1 Autologous 
rep2_TCACACCCAAGCAGGT-1 Autologous 
rep2_TCACACCCACTTACAG-1 Autologous 
rep2_TCACACCCAGGAATCG-1 Autologous 
rep2_TCACACCCATAGAGGC-1 Autologous 
rep2_TCACACCGTAGTGCGA-1 Maternal 
rep2_TCACACCGTCCAAATC-1 Autologous 
rep2_TCACACCGTCTGTCAA-1 Autologous 
rep2_TCACACCTCACATCAG-1 Autologous 
rep2_TCACATTAGAATCGTA-1 Autologous 
rep2_TCACATTCAAATTAGG-1 Autologous 
rep2_TCACATTCATCCGTTC-1 Autologous 
rep2_TCACATTGTACGTGAG-1 Maternal 
rep2_TCACATTGTCTCAAGT-1 Maternal 
rep2_TCACATTGTTAAGGAT-1 Autologous 
rep2_TCACATTTCTTACACT-1 Maternal 
rep2_TCACGCTAGGTCCTGC-1 Maternal 
rep2_TCACGCTCAAGCTCTA-1 Autologous 
rep2_TCACGCTCACGCCACA-1 Autologous 
rep2_TCACGCTCAGGTCCCA-1 Autologous 
rep2_TCACGCTCATCCTGTC-1 Autologous 
rep2_TCACGCTGTATGAAGT-1 Autologous 
rep2_TCACGCTGTTCGATTG-1 Autologous 
rep2_TCACGCTGTTTGGAAA-1 Maternal 
rep2_TCACGGGAGACAGTCG-1 Autologous 
rep2_TCACGGGAGCCGTCGT-1 Autologous 
rep2_TCACGGGAGCTGTCCG-1 Maternal 
rep2_TCACGGGAGTCGGGAT-1 Maternal 
rep2_TCACGGGCACTCTAGA-1 Autologous 
rep2_TCACGGGCAGCTGTAT-1 Maternal 
rep2_TCACGGGGTCTCAAGT-1 Autologous 
rep2_TCACGGGTCATCGCCT-1 Autologous 



rep2_TCACGGGTCCCGTGTT-1 Maternal 
rep2_TCACGGGTCCCTTTGG-1 Maternal 
rep2_TCACGGGTCGTACCTC-1 Autologous 
rep2_TCACTATAGGATATGT-1 Autologous 
rep2_TCACTATCAATACAGA-1 Autologous 
rep2_TCACTATCACAGTCCG-1 Autologous 
rep2_TCACTATCAGATACTC-1 Autologous 
rep2_TCACTATCAGTGGGTA-1 Autologous 
rep2_TCACTATCATCCGGTG-1 Autologous 
rep2_TCACTATGTCTACAGT-1 Autologous 
rep2_TCACTATGTTGGACCC-1 Autologous 
rep2_TCACTCGAGAAGCGGG-1 Maternal 
rep2_TCACTCGAGGCGCTCT-1 Autologous 
rep2_TCACTCGAGGCGTTGA-1 Maternal 
rep2_TCACTCGAGGTCGTCC-1 Maternal 
rep2_TCACTCGAGTGACCTT-1 Autologous 
rep2_TCACTCGCAACCTATG-1 Maternal 
rep2_TCACTCGCAGGACTTT-1 Autologous 
rep2_TCACTCGGTTTGTGGT-1 Maternal 
rep2_TCACTCGTCCATAAGC-1 Maternal 
rep2_TCACTCGTCGAACGGA-1 Maternal 
rep2_TCACTCGTCGACACCG-1 Maternal 
rep2_TCACTCGTCTGCGAGC-1 Maternal 
rep2_TCAGCAACAAGGCCTC-1 Autologous 
rep2_TCAGCAACACTTTATC-1 Maternal 
rep2_TCAGCAACAGAAATCA-1 Autologous 
rep2_TCAGCAACAGACAAAT-1 Autologous 
rep2_TCAGCAACATACAGGG-1 Autologous 
rep2_TCAGCAAGTTCCACGG-1 Autologous 
rep2_TCAGCAATCGCGTAGC-1 Maternal 
rep2_TCAGCAATCGGCCTTT-1 Autologous 
rep2_TCAGCAATCGTCACCT-1 Maternal 
rep2_TCAGCCTAGCACTCCG-1 Autologous 
rep2_TCAGCCTAGCCATATC-1 Autologous 
rep2_TCAGCCTAGGAGTATT-1 Maternal 
rep2_TCAGCCTCACATTCGA-1 Autologous 
rep2_TCAGCCTCACCTCGTT-1 Maternal 
rep2_TCAGCCTCACTTGACA-1 Autologous 
rep2_TCAGGGCAGTGAGGTC-1 Autologous 
rep2_TCAGGGCCACCGTCGA-1 Autologous 
rep2_TCAGGGCCAGCTGTAT-1 Autologous 
rep2_TCAGGGCGTATGAGCG-1 Maternal 
rep2_TCAGGGCGTCTCGCGA-1 Maternal 
rep2_TCAGGGCGTGATTGGG-1 Maternal 



rep2_TCAGGGCTCGAATCCA-1 Autologous 
rep2_TCAGGGCTCGTGCGAC-1 Autologous 
rep2_TCAGGGCTCGTGGCGT-1 Autologous 
rep2_TCAGGTAAGTCGAAGC-1 Maternal 
rep2_TCAGGTACACACGGAA-1 Autologous 
rep2_TCAGGTACAGATACTC-1 Autologous 
rep2_TCAGGTACAGCGACAA-1 Maternal 
rep2_TCAGGTAGTTCGAGCC-1 Autologous 
rep2_TCAGGTATCACCCTCA-1 Maternal 
rep2_TCAGGTATCGTCAAAC-1 Maternal 
rep2_TCAGGTATCTACCTTA-1 Autologous 
rep2_TCAGTCCAGAGCCGTA-1 Autologous 
rep2_TCAGTCCAGGACTGGT-1 Autologous 
rep2_TCAGTCCAGTCAACAA-1 Maternal 
rep2_TCAGTCCCAAGCGGAT-1 Maternal 
rep2_TCAGTCCCACAAATCC-1 Maternal 
rep2_TCAGTCCCAGAGGACT-1 Autologous 
rep2_TCAGTCCGTACAGAGC-1 Autologous 
rep2_TCAGTCCGTGAAGCGT-1 Autologous 
rep2_TCAGTGAAGACATCAA-1 Autologous 
rep2_TCAGTGAAGTCCGCCA-1 Autologous 
rep2_TCAGTGACAAGACGGT-1 Autologous 
rep2_TCAGTGACAAGCGGAT-1 Autologous 
rep2_TCAGTGACAGGTTCGC-1 Maternal 
rep2_TCAGTTTAGTGCACAG-1 Maternal 
rep2_TCAGTTTCAAACACCT-1 Maternal 
rep2_TCAGTTTCAAGTCCCG-1 Maternal 
rep2_TCAGTTTCAGTAGAAT-1 Autologous 
rep2_TCAGTTTCATCTAGAC-1 Maternal 
rep2_TCAGTTTCATGAATAG-1 Maternal 
rep2_TCAGTTTGTCTTTCAT-1 Autologous 
rep2_TCAGTTTGTGTACGCC-1 Maternal 
rep2_TCATACTAGCCTATTG-1 Autologous 
rep2_TCATACTAGGTGCTGA-1 Maternal 
rep2_TCATACTCAACCTAAC-1 Autologous 
rep2_TCATACTCACCGGTCA-1 Maternal 
rep2_TCATACTCAGCGCTTG-1 Autologous 
rep2_TCATACTGTAGCTAAA-1 Autologous 
rep2_TCATACTGTGAATTGA-1 Autologous 
rep2_TCATACTGTGTGTGTT-1 Maternal 
rep2_TCATACTTCCACGGGT-1 Autologous 
rep2_TCATACTTCCGTCAAA-1 Autologous 
rep2_TCATACTTCTCATTTG-1 Maternal 
rep2_TCATACTTCTTGGTGA-1 Autologous 



rep2_TCATATCAGGGCATGT-1 Autologous 
rep2_TCATATCCAGGCACAA-1 Autologous 
rep2_TCATATCTCAGACTGT-1 Maternal 
rep2_TCATCATAGAACTTCC-1 Maternal 
rep2_TCATCATCACTTGAAC-1 Autologous 
rep2_TCATCATCATCAGCGC-1 Autologous 
rep2_TCATCATCATTCAGCA-1 Maternal 
rep2_TCATCATGTAAGAACT-1 Maternal 
rep2_TCATCATGTTACCTGA-1 Maternal 
rep2_TCATCATGTTCCTACC-1 Autologous 
rep2_TCATCATTCCCGAGGT-1 Maternal 
rep2_TCATCATTCCGTGGCA-1 Maternal 
rep2_TCATCATTCGGCTTCT-1 Autologous 
rep2_TCATCCGAGAAGATCT-1 Maternal 
rep2_TCATCCGAGCTTTGTG-1 Autologous 
rep2_TCATCCGAGGCGACAT-1 Autologous 
rep2_TCATCCGCAAATCAGA-1 Autologous 
rep2_TCATCCGCAACCCTCT-1 Autologous 
rep2_TCATCCGCAGTTGTCA-1 Maternal 
rep2_TCATCCGCATTGTGCA-1 Autologous 
rep2_TCATCCGGTCACTCGG-1 Maternal 
rep2_TCATCCGGTCACTTAG-1 Maternal 
rep2_TCATCCGGTCAGATTC-1 Maternal 
rep2_TCATCCGTCGGTCAGC-1 Autologous 
rep2_TCATGAGAGCCTAACT-1 Autologous 
rep2_TCATGAGAGGGACAGG-1 Autologous 
rep2_TCATGAGCACTCCGGA-1 Autologous 
rep2_TCATGAGGTAGAATGT-1 Autologous 
rep2_TCATGAGGTGTGTCCG-1 Maternal 
rep2_TCATGAGGTGTTGATC-1 Autologous 
rep2_TCATGAGTCCTCTCTT-1 Autologous 
rep2_TCATGCCAGCGCACAA-1 Maternal 
rep2_TCATGCCAGCGCATCC-1 Maternal 
rep2_TCATGCCCAATGCTCA-1 Maternal 
rep2_TCATGCCGTCAACACT-1 Autologous 
rep2_TCATGCCGTCATGACT-1 Autologous 
rep2_TCATGCCGTCCGTTTC-1 Autologous 
rep2_TCATGCCTCAAACGAA-1 Autologous 
rep2_TCATGCCTCATACGAC-1 Autologous 
rep2_TCATGCCTCCATTTCA-1 Maternal 
rep2_TCATGCCTCCTTTGAT-1 Autologous 
rep2_TCATGGAAGTCTACCA-1 Maternal 
rep2_TCATGGACAACGCATT-1 Maternal 
rep2_TCATGGACAAGACTGG-1 Autologous 



rep2_TCATGGACACAAAGCG-1 Maternal 
rep2_TCATGGACACATAACC-1 Autologous 
rep2_TCATGGAGTTTACCTT-1 Autologous 
rep2_TCATGGATCAAATAGG-1 Autologous 
rep2_TCATGGATCGGCTGAC-1 Autologous 
rep2_TCATGTTCAAGATGTA-1 Autologous 
rep2_TCATGTTGTACTAAGA-1 Autologous 
rep2_TCATGTTGTGTCGATT-1 Maternal 
rep2_TCATGTTGTTTAAGGA-1 Maternal 
rep2_TCATGTTTCAACCTCC-1 Autologous 
rep2_TCATGTTTCAGTGTTG-1 Maternal 
rep2_TCATGTTTCCATACAG-1 Maternal 
rep2_TCATGTTTCCATGCAA-1 Maternal 
rep2_TCATGTTTCGTAGCTA-1 Autologous 
rep2_TCATGTTTCGTTGCCT-1 Maternal 
rep2_TCATGTTTCTCCAATT-1 Autologous 
rep2_TCATTACAGAAGGCTC-1 Maternal 
rep2_TCATTACAGCGAGAAA-1 Autologous 
rep2_TCATTACAGTCAGAGC-1 Maternal 
rep2_TCATTACAGTTCCGGC-1 Autologous 
rep2_TCATTACCAACGATCT-1 Autologous 
rep2_TCATTACCAACTAGAA-1 Maternal 
rep2_TCATTACGTCCCTAAA-1 Maternal 
rep2_TCATTACGTCGCTTAA-1 Autologous 
rep2_TCATTACGTCGTACTA-1 Autologous 
rep2_TCATTACTCAGAATAG-1 Autologous 
rep2_TCATTCAAGCAGCACA-1 Autologous 
rep2_TCATTCACAACTTCTT-1 Maternal 
rep2_TCATTCAGTCCACGCA-1 Autologous 
rep2_TCATTCAGTGACTAAA-1 Maternal 
rep2_TCATTCATCTGTAAGC-1 Autologous 
rep2_TCATTCATCTTAGCCC-1 Maternal 
rep2_TCATTCATCTTCGGTC-1 Autologous 
rep2_TCATTGTAGACTCCGC-1 Autologous 
rep2_TCATTGTAGAGAACCC-1 Autologous 
rep2_TCATTGTAGATCGGTG-1 Autologous 
rep2_TCATTGTAGCGACCCT-1 Autologous 
rep2_TCATTGTGTGGATCAG-1 Autologous 
rep2_TCATTGTGTTGAGTCT-1 Maternal 
rep2_TCATTGTTCTTGGCTC-1 Autologous 
rep2_TCATTTGAGCGTTCAT-1 Autologous 
rep2_TCATTTGCAGCTGTGC-1 Maternal 
rep2_TCATTTGCATAACAGA-1 Autologous 
rep2_TCATTTGGTAGCTTAC-1 Maternal 



rep2_TCATTTGGTTATGTCG-1 Maternal 
rep2_TCATTTGTCATCGCAA-1 Maternal 
rep2_TCCACCAAGCAGGGAG-1 Autologous 
rep2_TCCACCAAGCTACTGT-1 Autologous 
rep2_TCCACCACACAAGCCC-1 Autologous 
rep2_TCCACCACACACCTTC-1 Autologous 
rep2_TCCACCAGTTAATCGC-1 Autologous 
rep2_TCCACCATCCCGAATA-1 Autologous 
rep2_TCCACCATCTGTTGGA-1 Maternal 
rep2_TCCACGTAGAAGTCAT-1 Autologous 
rep2_TCCACGTAGAGCCCAA-1 Autologous 
rep2_TCCACGTGTCACTAGT-1 Autologous 
rep2_TCCACGTTCATTTACC-1 Maternal 
rep2_TCCAGAAAGAATCGAT-1 Maternal 
rep2_TCCAGAACAAGCTGCC-1 Autologous 
rep2_TCCAGAACAATGTTGC-1 Autologous 
rep2_TCCAGAACACCCTATC-1 Maternal 
rep2_TCCAGAAGTTCAACGT-1 Maternal 
rep2_TCCAGAAGTTCAGCTA-1 Maternal 
rep2_TCCAGAATCACTAGCA-1 Maternal 
rep2_TCCATCGCAATTTCGG-1 Maternal 
rep2_TCCATCGCATGGACAG-1 Maternal 
rep2_TCCATCGGTCGATTCA-1 Maternal 
rep2_TCCATCGGTTCTGAGT-1 Maternal 
rep2_TCCATCGTCGATTGAC-1 Autologous 
rep2_TCCATGCAGAGTCAAT-1 Maternal 
rep2_TCCATGCAGGTAGCAC-1 Maternal 
rep2_TCCATGCCACCCAATA-1 Autologous 
rep2_TCCATGCCAGCGGTTC-1 Autologous 
rep2_TCCATGCCAGGGAGAG-1 Autologous 
rep2_TCCATGCGTAGGCTGA-1 Autologous 
rep2_TCCATGCTCAGAACCT-1 Autologous 
rep2_TCCATGCTCCTTACCG-1 Autologous 
rep2_TCCCACAAGCATACTC-1 Maternal 
rep2_TCCCACAAGTACCCTA-1 Maternal 
rep2_TCCCACACAAGCGAAC-1 Maternal 
rep2_TCCCACACAGCGTGCT-1 Maternal 
rep2_TCCCACACATGGTGGA-1 Autologous 
rep2_TCCCACAGTACGTGTT-1 Maternal 
rep2_TCCCACAGTCTAACTG-1 Autologous 
rep2_TCCCACAGTTCTCACC-1 Autologous 
rep2_TCCCACATCCAACTAG-1 Autologous 
rep2_TCCCACATCCCGATCT-1 Autologous 
rep2_TCCCAGTAGTACGTCT-1 Autologous 



rep2_TCCCAGTCATGACACT-1 Maternal 
rep2_TCCCAGTGTAGCACGA-1 Autologous 
rep2_TCCCATGAGGACAAGA-1 Autologous 
rep2_TCCCATGCATCGCTGG-1 Maternal 
rep2_TCCCATGGTTGCGGAA-1 Autologous 
rep2_TCCCATGGTTTGATCG-1 Autologous 
rep2_TCCCATGTCCTCACCA-1 Maternal 
rep2_TCCCATGTCTCGTGAA-1 Autologous 
rep2_TCCCATGTCTGGTTGA-1 Autologous 
rep2_TCCGAAAAGCATGGGT-1 Maternal 
rep2_TCCGAAACAATTCTTC-1 Maternal 
rep2_TCCGAAACATAGACTC-1 Autologous 
rep2_TCCGAAACATCCAACA-1 Maternal 
rep2_TCCGAAAGTGAGCTCC-1 Autologous 
rep2_TCCGAAAGTGTCATCA-1 Autologous 
rep2_TCCGAAAGTTTCCCAC-1 Autologous 
rep2_TCCGAAATCATTCACT-1 Autologous 
rep2_TCCGAAATCGTCACCT-1 Maternal 
rep2_TCCGATCAGCATGATA-1 Maternal 
rep2_TCCGATCCAACACAGG-1 Autologous 
rep2_TCCGATCCACCAAAGG-1 Autologous 
rep2_TCCGATCGTCTCGCGA-1 Autologous 
rep2_TCCGATCGTTAGGCCC-1 Autologous 
rep2_TCCGATCTCCGCATAA-1 Autologous 
rep2_TCCGGGACATAAGCGG-1 Autologous 
rep2_TCCGGGACATCGAAGG-1 Maternal 
rep2_TCCGGGAGTCAAGCGA-1 Autologous 
rep2_TCCGGGATCTTCACGC-1 Autologous 
rep2_TCCGTGTCAACTCCCT-1 Autologous 
rep2_TCCGTGTCACTCAGAT-1 Autologous 
rep2_TCCGTGTGTAATCAAG-1 Autologous 
rep2_TCCGTGTGTTAGAAGT-1 Autologous 
rep2_TCCTAATAGCATGGGT-1 Maternal 
rep2_TCCTAATAGGCTGGAT-1 Autologous 
rep2_TCCTAATAGTCCGCGT-1 Autologous 
rep2_TCCTAATCAACAAGTA-1 Autologous 
rep2_TCCTAATCAGGGAGAG-1 Autologous 
rep2_TCCTAATGTAGCTGAG-1 Autologous 
rep2_TCCTAATGTGGTCCCA-1 Maternal 
rep2_TCCTAATGTTACCGTA-1 Autologous 
rep2_TCCTCCCAGTCGGCAA-1 Autologous 
rep2_TCCTCCCAGTGTTCAC-1 Maternal 
rep2_TCCTCCCCACTCATAG-1 Autologous 
rep2_TCCTCCCCAGTGCCTG-1 Maternal 



rep2_TCCTCCCCATTCTCTA-1 Autologous 
rep2_TCCTCCCGTCCAACGC-1 Autologous 
rep2_TCCTCCCGTCTTCATT-1 Maternal 
rep2_TCCTCCCGTGATAGTA-1 Maternal 
rep2_TCCTCCCGTGTACAGG-1 Autologous 
rep2_TCCTCCCGTTGGACTT-1 Autologous 
rep2_TCCTCCCTCAACGAGG-1 Autologous 
rep2_TCCTCCCTCGAGAAGC-1 Autologous 
rep2_TCCTCCCTCGTCTCAC-1 Maternal 
rep2_TCCTCGAAGAGAGTGA-1 Autologous 
rep2_TCCTCGAAGCTGAAAT-1 Maternal 
rep2_TCCTCGAAGGAAAGTG-1 Autologous 
rep2_TCCTCGACACAATCTG-1 Autologous 
rep2_TCCTCGACACAGCTTA-1 Maternal 
rep2_TCCTCGAGTGGCAGAT-1 Autologous 
rep2_TCCTCGAGTTGTATGC-1 Maternal 
rep2_TCCTCGATCACCACAA-1 Maternal 
rep2_TCCTCGATCATCCTAT-1 Maternal 
rep2_TCCTCTTAGATCCAAA-1 Autologous 
rep2_TCCTCTTAGGAGAGTA-1 Autologous 
rep2_TCCTCTTAGGTTAAAC-1 Maternal 
rep2_TCCTCTTAGTAGATCA-1 Autologous 
rep2_TCCTCTTAGTAGCCAG-1 Maternal 
rep2_TCCTCTTCAATGCAGG-1 Autologous 
rep2_TCCTCTTCACCCTTGT-1 Autologous 
rep2_TCCTCTTGTCACCGCA-1 Maternal 
rep2_TCCTCTTGTCTTCGAA-1 Autologous 
rep2_TCCTCTTGTGCTAGCC-1 Autologous 
rep2_TCCTCTTGTGTACGCC-1 Autologous 
rep2_TCCTCTTTCAAAGAAC-1 Maternal 
rep2_TCCTCTTTCCGGACTG-1 Autologous 
rep2_TCCTCTTTCCTCTAGC-1 Autologous 
rep2_TCCTCTTTCTGACAGT-1 Maternal 
rep2_TCCTGCAAGAGTATAC-1 Maternal 
rep2_TCCTGCACAACAGCCC-1 Maternal 
rep2_TCCTGCACACATATCG-1 Maternal 
rep2_TCCTGCATCAAATGAG-1 Maternal 
rep2_TCCTGCATCAGATTGC-1 Maternal 
rep2_TCCTGCATCATTTCGT-1 Maternal 
rep2_TCCTGCATCTGGTTGA-1 Autologous 
rep2_TCCTTCTAGCTCATAC-1 Maternal 
rep2_TCCTTCTCAAGATGTA-1 Maternal 
rep2_TCCTTCTCAGCCTATA-1 Autologous 
rep2_TCCTTCTCATAGAATG-1 Autologous 



rep2_TCCTTCTGTACGATCT-1 Autologous 
rep2_TCCTTCTGTGGAATGC-1 Maternal 
rep2_TCCTTCTTCGCTGACG-1 Autologous 
rep2_TCCTTTCAGCCACTCG-1 Maternal 
rep2_TCCTTTCAGCCTCTGG-1 Autologous 
rep2_TCCTTTCCAAGATGTA-1 Autologous 
rep2_TCCTTTCCACACCAGC-1 Autologous 
rep2_TCCTTTCCACCTAAAC-1 Maternal 
rep2_TCCTTTCCATCAGCTA-1 Maternal 
rep2_TCCTTTCGTAGATTGA-1 Autologous 
rep2_TCCTTTCGTCCTACAA-1 Maternal 
rep2_TCCTTTCTCACCTTGC-1 Maternal 
rep2_TCCTTTCTCATCAGTG-1 Maternal 
rep2_TCCTTTCTCCGTTGAA-1 Autologous 
rep2_TCGAACAAGACCCTTA-1 Maternal 
rep2_TCGAACAAGATGCCGA-1 Autologous 
rep2_TCGAACAAGATGGTAT-1 Autologous 
rep2_TCGAACAAGGGACACT-1 Autologous 
rep2_TCGAACACAGGAATCG-1 Autologous 
rep2_TCGAACACATGACTGT-1 Autologous 
rep2_TCGAACAGTACAGCGA-1 Maternal 
rep2_TCGAACAGTAGTTCCA-1 Autologous 
rep2_TCGAACAGTCCTCCAT-1 Maternal 
rep2_TCGAACAGTGACTCTA-1 Maternal 
rep2_TCGAACATCACTACTT-1 Autologous 
rep2_TCGAACATCATGGGAG-1 Maternal 
rep2_TCGAACATCGCTTGCT-1 Autologous 
rep2_TCGAACATCGGAAACG-1 Autologous 
rep2_TCGAACATCTAGTGTG-1 Autologous 
rep2_TCGAACATCTGCACCT-1 Autologous 
rep2_TCGAAGTAGACGCAGT-1 Autologous 
rep2_TCGAAGTAGATGCAGC-1 Autologous 
rep2_TCGAAGTAGATTGTGA-1 Autologous 
rep2_TCGAAGTCACATGACT-1 Autologous 
rep2_TCGAAGTCAGAGGTAC-1 Autologous 
rep2_TCGAAGTCATGGACAG-1 Maternal 
rep2_TCGAAGTGTTGGGTTT-1 Autologous 
rep2_TCGAAGTTCAGTCATG-1 Autologous 
rep2_TCGAAGTTCTTAAGGC-1 Maternal 
rep2_TCGACCTAGAGATGCC-1 Maternal 
rep2_TCGACCTAGCTCTGTA-1 Autologous 
rep2_TCGACCTAGGCTATCT-1 Autologous 
rep2_TCGACCTCATCGGAGA-1 Autologous 
rep2_TCGACCTCATGCCGCA-1 Autologous 



rep2_TCGACCTGTACGTACT-1 Maternal 
rep2_TCGACCTTCAGCCTCT-1 Autologous 
rep2_TCGACCTTCAGGGTAG-1 Autologous 
rep2_TCGACCTTCGCTACGG-1 Autologous 
rep2_TCGACGGAGCTGTACT-1 Autologous 
rep2_TCGACGGAGTCGCCAC-1 Autologous 
rep2_TCGACGGGTAGCACGA-1 Maternal 
rep2_TCGACGGGTCGTGGTC-1 Autologous 
rep2_TCGACGGGTGAGCGAT-1 Autologous 
rep2_TCGACGGTCAAGTCGT-1 Maternal 
rep2_TCGACGGTCTGGTGGC-1 Autologous 
rep2_TCGACGGTCTGTGCAA-1 Maternal 
rep2_TCGATTTAGAGCATCG-1 Autologous 
rep2_TCGATTTAGCGAATGC-1 Autologous 
rep2_TCGATTTAGTTTGTCG-1 Maternal 
rep2_TCGATTTGTAAGGCCA-1 Autologous 
rep2_TCGATTTGTACGTGAG-1 Autologous 
rep2_TCGATTTGTCATAGTC-1 Autologous 
rep2_TCGATTTGTGCTAGCC-1 Maternal 
rep2_TCGATTTGTGTTCGAT-1 Autologous 
rep2_TCGATTTTCACATTGG-1 Autologous 
rep2_TCGATTTTCCGTGTGG-1 Autologous 
rep2_TCGATTTTCCTAGCTC-1 Autologous 
rep2_TCGCACTAGCGGACAT-1 Maternal 
rep2_TCGCACTAGGAACATT-1 Autologous 
rep2_TCGCACTCAATCCTAG-1 Maternal 
rep2_TCGCACTCACAGTCAT-1 Autologous 
rep2_TCGCACTGTGCCCACA-1 Maternal 
rep2_TCGCACTTCACCTCTG-1 Autologous 
rep2_TCGCACTTCTGCCTCA-1 Autologous 
rep2_TCGCAGGAGACCAACG-1 Maternal 
rep2_TCGCAGGAGACCGTTT-1 Maternal 
rep2_TCGCAGGAGATGCTAA-1 Autologous 
rep2_TCGCAGGAGGGATCTG-1 Autologous 
rep2_TCGCAGGCACAAGTGG-1 Maternal 
rep2_TCGCAGGGTAGACAGC-1 Maternal 
rep2_TCGCAGGTCATCACCC-1 Autologous 
rep2_TCGCTCAAGGACTATA-1 Autologous 
rep2_TCGCTCACAGCACACC-1 Autologous 
rep2_TCGCTCAGTACTCGCG-1 Autologous 
rep2_TCGCTCAGTTTAGACC-1 Maternal 
rep2_TCGCTCATCAAACCTG-1 Maternal 
rep2_TCGCTCATCACAATGC-1 Autologous 
rep2_TCGCTCATCCCGAATA-1 Autologous 



rep2_TCGCTTGAGAAGCTGC-1 Maternal 
rep2_TCGCTTGCACCACTGG-1 Autologous 
rep2_TCGCTTGCAGAATGTA-1 Maternal 
rep2_TCGCTTGGTACCATAC-1 Autologous 
rep2_TCGCTTGGTCAGGTAG-1 Autologous 
rep2_TCGCTTGGTTGATGTC-1 Autologous 
rep2_TCGCTTGTCACGGTCG-1 Maternal 
rep2_TCGCTTGTCTCTGCCA-1 Autologous 
rep2_TCGGATAAGTCATGCT-1 Autologous 
rep2_TCGGATACACGCGCTA-1 Autologous 
rep2_TCGGATACACTAAACC-1 Maternal 
rep2_TCGGATACATGAGGGT-1 Autologous 
rep2_TCGGATAGTACGAGTG-1 Autologous 
rep2_TCGGATAGTCACCGAC-1 Maternal 
rep2_TCGGATAGTGATACAA-1 Maternal 
rep2_TCGGATAGTTGTGTAC-1 Autologous 
rep2_TCGGATATCGACATCA-1 Maternal 
rep2_TCGGATATCGTGGTAT-1 Maternal 
rep2_TCGGGACAGCAACTCT-1 Autologous 
rep2_TCGGGACAGCCATCCG-1 Autologous 
rep2_TCGGGACCACACCTGG-1 Maternal 
rep2_TCGGGACCACACTGGC-1 Maternal 
rep2_TCGGGACCACTAGGCC-1 Autologous 
rep2_TCGGGACCAGTAGTGG-1 Autologous 
rep2_TCGGGACGTCGGCCTA-1 Autologous 
rep2_TCGGGACGTGCAATAA-1 Maternal 
rep2_TCGGGACTCACCATGA-1 Autologous 
rep2_TCGGGACTCTCCTGAC-1 Maternal 
rep2_TCGGGCAAGACCAAAT-1 Maternal 
rep2_TCGGGCACATACCATG-1 Autologous 
rep2_TCGGGCATCATCTCTA-1 Autologous 
rep2_TCGGGCATCCCGTGTT-1 Autologous 
rep2_TCGGGCATCGAAACAA-1 Maternal 
rep2_TCGGGCATCGCTTGAA-1 Autologous 
rep2_TCGGGCATCTACCCAC-1 Autologous 
rep2_TCGGGTGAGACTGTTC-1 Autologous 
rep2_TCGGGTGAGCTGAAAT-1 Maternal 
rep2_TCGGGTGAGGTTGTTC-1 Autologous 
rep2_TCGGGTGCACGTTGGC-1 Maternal 
rep2_TCGGGTGCAGGTTTAC-1 Maternal 
rep2_TCGGGTGGTGGAGAAA-1 Autologous 
rep2_TCGGGTGGTTGCATCA-1 Autologous 
rep2_TCGGGTGTCCCTGTTG-1 Autologous 
rep2_TCGGTCTAGAATACAC-1 Autologous 



rep2_TCGGTCTAGCAGCGAT-1 Autologous 
rep2_TCGGTCTAGCGTCGAA-1 Autologous 
rep2_TCGGTCTCACAATCTG-1 Autologous 
rep2_TCGGTCTCACTGTTCC-1 Autologous 
rep2_TCGGTCTCAGGGAATC-1 Maternal 
rep2_TCGGTCTTCAAGAGGC-1 Maternal 
rep2_TCGTAGAAGGTGCTGA-1 Autologous 
rep2_TCGTAGACAAAGGCGT-1 Maternal 
rep2_TCGTAGACACCAGCGT-1 Autologous 
rep2_TCGTAGACATAACAGA-1 Autologous 
rep2_TCGTAGAGTACATACC-1 Autologous 
rep2_TCGTAGAGTCGATTCA-1 Maternal 
rep2_TCGTAGATCGTGGAAG-1 Maternal 
rep2_TCGTCCAAGGATAATC-1 Maternal 
rep2_TCGTCCACAAGGATGC-1 Maternal 
rep2_TCGTCCACATTAAGCC-1 Maternal 
rep2_TCGTCCAGTGGTCTTA-1 Maternal 
rep2_TCGTCCATCATTGCCC-1 Autologous 
rep2_TCGTCCATCGGTCTAA-1 Autologous 
rep2_TCGTCCATCTCCAATT-1 Maternal 
rep2_TCGTGCTAGCACTCAT-1 Maternal 
rep2_TCGTGCTAGCATCAAA-1 Autologous 
rep2_TCGTGCTAGGATCATA-1 Maternal 
rep2_TCGTGCTGTACTCCCT-1 Autologous 
rep2_TCGTGCTGTCATTGCA-1 Autologous 
rep2_TCGTGCTTCCCTCTAG-1 Maternal 
rep2_TCGTGCTTCGATACTG-1 Autologous 
rep2_TCGTGCTTCTACGCGG-1 Autologous 
rep2_TCGTGGGAGAAGCCAC-1 Autologous 
rep2_TCGTGGGCAGGCTATT-1 Autologous 
rep2_TCTAACTAGGGCCCTT-1 Autologous 
rep2_TCTAACTCAAGAGTAT-1 Autologous 
rep2_TCTAACTCACCAAATC-1 Autologous 
rep2_TCTAACTTCCGCGAGT-1 Autologous 
rep2_TCTACATAGTAACCGG-1 Autologous 
rep2_TCTACATGTATTGAGA-1 Maternal 
rep2_TCTACATGTTCAAACC-1 Autologous 
rep2_TCTACATGTTCGTGCG-1 Maternal 
rep2_TCTACATTCACAAGAA-1 Autologous 
rep2_TCTACATTCAGCACCG-1 Maternal 
rep2_TCTACCGAGAAATTGC-1 Autologous 
rep2_TCTACCGCAAGCTACT-1 Maternal 
rep2_TCTACCGCACACAGAG-1 Autologous 
rep2_TCTACCGCAGAGGACT-1 Autologous 



rep2_TCTACCGCAGCGGTCT-1 Autologous 
rep2_TCTACCGCAGTTAGAA-1 Autologous 
rep2_TCTACCGTCATCACTT-1 Autologous 
rep2_TCTACCGTCGACATTG-1 Autologous 
rep2_TCTACCGTCTATTCGT-1 Autologous 
rep2_TCTATACAGAGGTCAC-1 Autologous 
rep2_TCTATACAGGTCTGGA-1 Autologous 
rep2_TCTATACCACCAATTG-1 Maternal 
rep2_TCTATACCATCCGAGC-1 Autologous 
rep2_TCTATACGTATCCTTT-1 Autologous 
rep2_TCTATACGTTGGGACA-1 Autologous 
rep2_TCTATACTCCATACAG-1 Autologous 
rep2_TCTATACTCGACATCA-1 Maternal 
rep2_TCTATACTCTGGGCAC-1 Maternal 
rep2_TCTATACTCTTCGTGC-1 Autologous 
rep2_TCTATCAGTCAACGCC-1 Maternal 
rep2_TCTATCAGTCCGACGT-1 Autologous 
rep2_TCTATCAGTGAATGAT-1 Maternal 
rep2_TCTATCATCGACGACC-1 Autologous 
rep2_TCTATCATCGTGCTCT-1 Autologous 
rep2_TCTCACGGTGCGTCGT-1 Autologous 
rep2_TCTCACGGTTCTGACA-1 Autologous 
rep2_TCTCACGTCCGAGCTG-1 Autologous 
rep2_TCTCACGTCGTAATGC-1 Autologous 
rep2_TCTCAGCAGAGCAGCT-1 Autologous 
rep2_TCTCAGCAGATTGCGG-1 Autologous 
rep2_TCTCAGCAGCGCCCAT-1 Autologous 
rep2_TCTCAGCAGCGCCTAC-1 Autologous 
rep2_TCTCAGCCAGTAGTTC-1 Maternal 
rep2_TCTCAGCCATAATGCC-1 Autologous 
rep2_TCTCAGCCATGCCATA-1 Autologous 
rep2_TCTCAGCGTATGGAGC-1 Autologous 
rep2_TCTCAGCGTCCTTAAG-1 Autologous 
rep2_TCTCAGCGTCGAATGG-1 Autologous 
rep2_TCTCAGCTCCATTTAC-1 Autologous 
rep2_TCTCAGCTCCCTCTCC-1 Autologous 
rep2_TCTCAGCTCCTTGAAG-1 Autologous 
rep2_TCTCCGACATGATCTG-1 Maternal 
rep2_TCTCCGAGTCGCCACA-1 Autologous 
rep2_TCTCCGAGTTCAGCTA-1 Autologous 
rep2_TCTCCGATCATCACAG-1 Autologous 
rep2_TCTCCGATCCCATAAG-1 Autologous 
rep2_TCTCTGGAGCCGTAAG-1 Autologous 
rep2_TCTCTGGAGGACGCTA-1 Autologous 



rep2_TCTCTGGCACTGCGAC-1 Autologous 
rep2_TCTCTGGGTGAATGAT-1 Autologous 
rep2_TCTCTGGGTGACAACG-1 Autologous 
rep2_TCTCTGGTCAACACGT-1 Maternal 
rep2_TCTCTGGTCTTTCCGG-1 Autologous 
rep2_TCTGCCAAGATCCCAT-1 Autologous 
rep2_TCTGCCAAGGGTTGCA-1 Autologous 
rep2_TCTGCCAGTTCTAAGC-1 Maternal 
rep2_TCTGCCATCGCAATTG-1 Maternal 
rep2_TCTGCCATCGGAAACG-1 Autologous 
rep2_TCTGGCTAGACGACGT-1 Autologous 
rep2_TCTGGCTAGAGGACTC-1 Autologous 
rep2_TCTGGCTCAATAGGGC-1 Maternal 
rep2_TCTGGCTCACTTACAG-1 Autologous 
rep2_TCTGGCTGTACAGTTC-1 Autologous 
rep2_TCTGGCTGTCACTAGT-1 Maternal 
rep2_TCTGGCTTCAAGCGTT-1 Autologous 
rep2_TCTGTCGAGTCCCGGT-1 Maternal 
rep2_TCTGTCGCACTCACTC-1 Maternal 
rep2_TCTGTCGGTGACACGA-1 Autologous 
rep2_TCTGTCGGTGCTGCAC-1 Maternal 
rep2_TCTGTCGGTTAGAGAT-1 Autologous 
rep2_TCTGTCGTCTGGGATT-1 Autologous 
rep2_TCTTAGTAGAAGCGCT-1 Autologous 
rep2_TCTTAGTAGCATTGTC-1 Maternal 
rep2_TCTTAGTAGGTTTACC-1 Autologous 
rep2_TCTTAGTAGTGCGTCC-1 Maternal 
rep2_TCTTAGTCATGGATCT-1 Autologous 
rep2_TCTTAGTGTACCTAAC-1 Autologous 
rep2_TCTTAGTGTGGGCTCT-1 Autologous 
rep2_TCTTAGTGTTGTGGAG-1 Maternal 
rep2_TCTTAGTTCATCGCCT-1 Autologous 
rep2_TCTTAGTTCTCCTGAC-1 Maternal 
rep2_TCTTCCTAGACGGATC-1 Maternal 
rep2_TCTTCCTAGGATTCAA-1 Autologous 
rep2_TCTTCCTAGGCGTTGA-1 Autologous 
rep2_TCTTCCTAGTCATGAA-1 Autologous 
rep2_TCTTCCTCACAGAGAC-1 Autologous 
rep2_TCTTCCTCAGCATACT-1 Maternal 
rep2_TCTTCCTCATATGCGT-1 Maternal 
rep2_TCTTCCTGTCCCTAAA-1 Autologous 
rep2_TCTTCCTTCATTCTTG-1 Autologous 
rep2_TCTTCCTTCCGCACGA-1 Autologous 
rep2_TCTTCCTTCCTTCGAC-1 Autologous 



rep2_TCTTGCGAGGTAAACT-1 Autologous 
rep2_TCTTGCGAGTCGAGGT-1 Autologous 
rep2_TCTTGCGAGTCGCCAC-1 Maternal 
rep2_TCTTGCGCAAGCTCTA-1 Autologous 
rep2_TCTTGCGCACCGCTAG-1 Autologous 
rep2_TCTTGCGCACTGCGTG-1 Autologous 
rep2_TCTTGCGGTCAGACTT-1 Maternal 
rep2_TCTTGCGTCTTGGTCC-1 Autologous 
rep2_TCTTTGAAGACGCCCT-1 Autologous 
rep2_TCTTTGAAGCATACTC-1 Autologous 
rep2_TCTTTGAAGTCACGAG-1 Maternal 
rep2_TCTTTGAAGTCTAGCT-1 Maternal 
rep2_TCTTTGAGTCGCTTAA-1 Autologous 
rep2_TCTTTGATCACATTGG-1 Autologous 
rep2_TCTTTGATCACGGGCT-1 Autologous 
rep2_TCTTTGATCTACCACC-1 Maternal 
rep2_TCTTTGATCTGGAAGG-1 Autologous 
rep2_TGAACGTAGAGTCAAT-1 Maternal 
rep2_TGAACGTAGCTACGTT-1 Maternal 
rep2_TGAACGTAGGTCCCTG-1 Autologous 
rep2_TGAACGTCACACCGAC-1 Autologous 
rep2_TGAACGTCAGGTTCAT-1 Autologous 
rep2_TGAACGTGTACGTTCA-1 Autologous 
rep2_TGAACGTGTTGCTGAT-1 Autologous 
rep2_TGAACGTGTTTAAGGA-1 Autologous 
rep2_TGAACGTTCATCACCC-1 Autologous 
rep2_TGAACGTTCGCGTGAC-1 Maternal 
rep2_TGAACGTTCTCCAATT-1 Autologous 
rep2_TGAATCGCACAGCCAC-1 Maternal 
rep2_TGAATCGCAGAATGTA-1 Maternal 
rep2_TGAATCGGTAACATAG-1 Autologous 
rep2_TGAATCGTCTAGCCTC-1 Autologous 
rep2_TGAATGCAGACCCGCT-1 Maternal 
rep2_TGAATGCAGATAGTCA-1 Maternal 
rep2_TGAATGCAGCTAGAGC-1 Maternal 
rep2_TGAATGCCACCCTTAC-1 Autologous 
rep2_TGAATGCGTAGTGCGA-1 Maternal 
rep2_TGAATGCTCACGAACT-1 Maternal 
rep2_TGACAGTAGGAGCAAA-1 Maternal 
rep2_TGACAGTAGGGTCAAC-1 Autologous 
rep2_TGACAGTCAGCTGGTC-1 Autologous 
rep2_TGACAGTCAGCTTTCC-1 Autologous 
rep2_TGACAGTCATTGCTGA-1 Autologous 
rep2_TGACAGTGTAGATTAG-1 Autologous 



rep2_TGACAGTGTCACTGAT-1 Maternal 
rep2_TGACAGTGTTCTTGTT-1 Maternal 
rep2_TGACAGTTCCACGGAC-1 Autologous 
rep2_TGACAGTTCGCCAGTG-1 Autologous 
rep2_TGACAGTTCGCGGACT-1 Maternal 
rep2_TGACCCTAGAAGCCAC-1 Autologous 
rep2_TGACCCTAGAGCAACC-1 Autologous 
rep2_TGACCCTCAAACGGCA-1 Autologous 
rep2_TGACCCTCAAGACAAT-1 Autologous 
rep2_TGACCCTCATCGTCCT-1 Autologous 
rep2_TGACCCTGTGTGGTCC-1 Maternal 
rep2_TGACCCTTCAGCACCG-1 Autologous 
rep2_TGACGCGAGAGTTGCG-1 Autologous 
rep2_TGACGCGAGCCATTTG-1 Autologous 
rep2_TGACGCGAGGCGTTAG-1 Autologous 
rep2_TGACGCGCAGACGATG-1 Autologous 
rep2_TGACTCCAGAGTTCGG-1 Autologous 
rep2_TGACTCCAGGAGTATT-1 Autologous 
rep2_TGACTCCAGTAGCATA-1 Maternal 
rep2_TGACTCCAGTCCTGCG-1 Maternal 
rep2_TGACTCCCAAAGACTA-1 Autologous 
rep2_TGACTCCCATGACCCG-1 Autologous 
rep2_TGACTCCCATTGGCAT-1 Autologous 
rep2_TGACTCCGTGCGTTTA-1 Autologous 
rep2_TGACTCCGTTTGTTCT-1 Autologous 
rep2_TGACTCCTCAGCTGAT-1 Maternal 
rep2_TGACTCCTCTCTAAGG-1 Maternal 
rep2_TGAGACTAGCAGCCTC-1 Autologous 
rep2_TGAGACTAGGAACTCG-1 Maternal 
rep2_TGAGACTAGGCTCTCG-1 Maternal 
rep2_TGAGACTAGTCTCGTA-1 Autologous 
rep2_TGAGACTAGTGACCTT-1 Maternal 
rep2_TGAGACTCATTGCCGG-1 Maternal 
rep2_TGAGACTGTCGTACAT-1 Autologous 
rep2_TGAGACTGTTCAAAGA-1 Maternal 
rep2_TGAGACTGTTCGGTTA-1 Autologous 
rep2_TGAGACTGTTGACTAC-1 Autologous 
rep2_TGAGACTTCAACCTCC-1 Autologous 
rep2_TGAGACTTCAAGTGTC-1 Autologous 
rep2_TGAGACTTCCGAGATT-1 Autologous 
rep2_TGAGACTTCTGACGCG-1 Autologous 
rep2_TGAGACTTCTGTGCTC-1 Maternal 
rep2_TGAGCATAGCCTCATA-1 Autologous 
rep2_TGAGCATAGGAGAGTA-1 Autologous 



rep2_TGAGCATAGGTTGAGC-1 Autologous 
rep2_TGAGCATAGGTTGGAC-1 Autologous 
rep2_TGAGCATCAACGATCT-1 Maternal 
rep2_TGAGCATCAACTCATG-1 Autologous 
rep2_TGAGCATCAGATCATC-1 Maternal 
rep2_TGAGCATCATACTTTC-1 Maternal 
rep2_TGAGCATTCTAATTCC-1 Maternal 
rep2_TGAGCATTCTGGACCG-1 Maternal 
rep2_TGAGCGCAGCTGACTT-1 Autologous 
rep2_TGAGCGCCATCCGTGG-1 Maternal 
rep2_TGAGCGCGTAACCAGG-1 Autologous 
rep2_TGAGGAGAGATGCGAC-1 Maternal 
rep2_TGAGGAGAGCGGACAT-1 Autologous 
rep2_TGAGGAGAGTCACAGG-1 Autologous 
rep2_TGAGGAGAGTTAACGA-1 Maternal 
rep2_TGAGGAGCAACCGACC-1 Maternal 
rep2_TGAGGAGCATTGCTTT-1 Autologous 
rep2_TGAGGAGGTATCGTTG-1 Maternal 
rep2_TGAGGAGGTCGCCACA-1 Autologous 
rep2_TGAGGAGTCAGCCTTC-1 Autologous 
rep2_TGAGGAGTCCTTCTAA-1 Maternal 
rep2_TGAGGGAAGCAATTAG-1 Autologous 
rep2_TGAGGGAAGGATACGC-1 Autologous 
rep2_TGAGGGAAGTGCAAAT-1 Autologous 
rep2_TGAGGGAGTAATGATG-1 Autologous 
rep2_TGAGGGAGTCGCAGTC-1 Autologous 
rep2_TGAGGGAGTTCTATCT-1 Maternal 
rep2_TGAGGGATCATCCTAT-1 Maternal 
rep2_TGAGGGATCCATACTT-1 Autologous 
rep2_TGAGGGATCGGCCTTT-1 Autologous 
rep2_TGAGGGATCTACCTTA-1 Maternal 
rep2_TGAGGTTAGTCGAAAT-1 Autologous 
rep2_TGAGGTTGTACCTGTA-1 Maternal 
rep2_TGAGGTTGTCGCATTA-1 Maternal 
rep2_TGAGGTTGTGCGTCGT-1 Maternal 
rep2_TGAGGTTTCCGTAGTA-1 Autologous 
rep2_TGAGTCAAGGTTGGAC-1 Maternal 
rep2_TGAGTCACAACGATCT-1 Autologous 
rep2_TGAGTCACAGGACTTT-1 Maternal 
rep2_TGAGTCAGTCAGCGTC-1 Autologous 
rep2_TGAGTCAGTCTCCTGT-1 Maternal 
rep2_TGAGTCAGTTTCGCTC-1 Autologous 
rep2_TGAGTCATCCATTCAT-1 Autologous 
rep2_TGAGTCATCGTAACCA-1 Maternal 



rep2_TGATCAGAGATGGGCT-1 Autologous 
rep2_TGATCAGAGTGCAGGT-1 Autologous 
rep2_TGATCAGCAAATGAAC-1 Autologous 
rep2_TGATCAGGTAAGATTG-1 Autologous 
rep2_TGATCAGGTAGACGTG-1 Autologous 
rep2_TGATCAGGTCCGTTTC-1 Autologous 
rep2_TGATCAGGTCTCAAGT-1 Autologous 
rep2_TGATCAGTCAAGTCGT-1 Maternal 
rep2_TGATCTTAGCTCTGTA-1 Maternal 
rep2_TGATCTTCATCGTGCG-1 Autologous 
rep2_TGATCTTTCCTGTAAG-1 Maternal 
rep2_TGATGCACACACCGAC-1 Autologous 
rep2_TGATGCACAGACCTGC-1 Autologous 
rep2_TGATGCAGTAGGACCA-1 Autologous 
rep2_TGATGCATCGAAATCC-1 Autologous 
rep2_TGATGGTAGGTTAGTA-1 Autologous 
rep2_TGATGGTCATGACACT-1 Maternal 
rep2_TGATGGTGTAATGCTC-1 Maternal 
rep2_TGATGGTGTCGGTAAG-1 Maternal 
rep2_TGATGGTTCCAGCAAT-1 Autologous 
rep2_TGATGGTTCGAGAGCA-1 Maternal 
rep2_TGATGGTTCGTCCTCA-1 Autologous 
rep2_TGATTCTCAGGTCCGT-1 Autologous 
rep2_TGATTCTCATTAGGAA-1 Maternal 
rep2_TGATTCTGTCTTACAG-1 Maternal 
rep2_TGATTCTTCGACATCA-1 Autologous 
rep2_TGATTTCAGCCGATCC-1 Maternal 
rep2_TGATTTCAGGCGAACT-1 Autologous 
rep2_TGATTTCAGTGTGTTC-1 Autologous 
rep2_TGATTTCCAATACGAA-1 Autologous 
rep2_TGATTTCCATCAGCTA-1 Autologous 
rep2_TGATTTCGTAACCAGG-1 Maternal 
rep2_TGATTTCGTGGCACTC-1 Maternal 
rep2_TGATTTCTCACCTTAT-1 Autologous 
rep2_TGATTTCTCGCTAATG-1 Autologous 
rep2_TGATTTCTCTAGTACG-1 Autologous 
rep2_TGATTTCTCTCAAAGC-1 Autologous 
rep2_TGCACGGAGAGTGTGC-1 Maternal 
rep2_TGCACGGAGCTGGTGA-1 Autologous 
rep2_TGCACGGAGTCGAAGC-1 Autologous 
rep2_TGCACGGAGTTTCTTC-1 Autologous 
rep2_TGCACGGCAACGACTT-1 Autologous 
rep2_TGCACGGCAGTGAGCA-1 Maternal 
rep2_TGCACGGGTGCGTCGT-1 Autologous 



rep2_TGCACGGGTGGGTTGA-1 Autologous 
rep2_TGCAGATAGCAATTCC-1 Maternal 
rep2_TGCAGATAGGGCAACT-1 Maternal 
rep2_TGCAGATAGGTAACTA-1 Maternal 
rep2_TGCAGATAGTCGGCCT-1 Maternal 
rep2_TGCAGATCATTCGGGC-1 Autologous 
rep2_TGCAGATTCCCGTGTT-1 Autologous 
rep2_TGCAGATTCGCAAGAG-1 Autologous 
rep2_TGCAGGCAGTTGGAAT-1 Maternal 
rep2_TGCAGGCCAACAAAGT-1 Autologous 
rep2_TGCAGGCCAACCAGAG-1 Autologous 
rep2_TGCAGGCCAAGGTCGA-1 Autologous 
rep2_TGCAGGCCAGAGGAAA-1 Autologous 
rep2_TGCAGGCCATGAAGCG-1 Autologous 
rep2_TGCAGGCGTACTGTTG-1 Autologous 
rep2_TGCAGGCGTCATCCGG-1 Maternal 
rep2_TGCAGGCGTTCGGTTA-1 Autologous 
rep2_TGCAGGCTCGTAGGAG-1 Autologous 
rep2_TGCAGTAAGCCTAACT-1 Autologous 
rep2_TGCAGTAGTTGACGGA-1 Autologous 
rep2_TGCAGTATCATACGGT-1 Autologous 
rep2_TGCATCCAGTCCCGAC-1 Autologous 
rep2_TGCATCCGTCTGTAAC-1 Autologous 
rep2_TGCATCCGTGATACTC-1 Autologous 
rep2_TGCATGAAGATGTTCC-1 Autologous 
rep2_TGCATGAAGGCGATAC-1 Maternal 
rep2_TGCATGAAGTTCGCAT-1 Autologous 
rep2_TGCATGAGTAATTGGA-1 Autologous 
rep2_TGCATGAGTGATAGAT-1 Maternal 
rep2_TGCATGATCACCACAA-1 Autologous 
rep2_TGCATGATCAGTCAGT-1 Maternal 
rep2_TGCATGATCCTGATAG-1 Autologous 
rep2_TGCATGATCGCTATTT-1 Autologous 
rep2_TGCATGATCGCTGATA-1 Autologous 
rep2_TGCATGATCTGCGATA-1 Maternal 
rep2_TGCCGAGAGCTCCATA-1 Autologous 
rep2_TGCCGAGAGGATACCG-1 Maternal 
rep2_TGCCGAGAGTAGCTCT-1 Autologous 
rep2_TGCCGAGAGTATAACG-1 Autologous 
rep2_TGCCGAGCAGACAAGC-1 Maternal 
rep2_TGCCGAGCAGTAACCT-1 Autologous 
rep2_TGCCGAGGTCCCTGAG-1 Autologous 
rep2_TGCCGAGTCCCGAGTG-1 Autologous 
rep2_TGCCGAGTCTCACGAA-1 Maternal 



rep2_TGCCGAGTCTTCGGTC-1 Maternal 
rep2_TGCGACGAGTAATCCC-1 Autologous 
rep2_TGCGACGCACCGGCTA-1 Maternal 
rep2_TGCGACGCAGCGATTT-1 Autologous 
rep2_TGCGACGGTAACAAGT-1 Autologous 
rep2_TGCGACGTCAGGTAAA-1 Maternal 
rep2_TGCGATAAGTTGAATG-1 Autologous 
rep2_TGCGATACAAGTGTCT-1 Autologous 
rep2_TGCGATACATTCTTCA-1 Autologous 
rep2_TGCGATATCAAGCCCG-1 Autologous 
rep2_TGCGATATCCAGTGTA-1 Maternal 
rep2_TGCGATATCTTGAACG-1 Autologous 
rep2_TGCGGCACAAGTTCCA-1 Maternal 
rep2_TGCGGCACACAATTCG-1 Autologous 
rep2_TGCGGCACACACAGCC-1 Maternal 
rep2_TGCGGCACACATATCG-1 Autologous 
rep2_TGCGGCACACCCAAGC-1 Maternal 
rep2_TGCGGCACATCTAACG-1 Autologous 
rep2_TGCGGGTAGACAGTCG-1 Autologous 
rep2_TGCGGGTAGATTCGAA-1 Maternal 
rep2_TGCGGGTAGGAGGTTC-1 Autologous 
rep2_TGCGGGTAGTGGTCAG-1 Autologous 
rep2_TGCGGGTAGTGGTTAA-1 Maternal 
rep2_TGCGGGTAGTTATGGA-1 Autologous 
rep2_TGCGGGTCAGCTGTTA-1 Maternal 
rep2_TGCGGGTGTAACATAG-1 Maternal 
rep2_TGCGGGTGTAACGGTG-1 Autologous 
rep2_TGCGGGTGTGCTGATT-1 Autologous 
rep2_TGCGGGTTCCAATCCC-1 Autologous 
rep2_TGCGGGTTCCAGCTCT-1 Maternal 
rep2_TGCGGGTTCGACATAC-1 Maternal 
rep2_TGCGGGTTCTTTGCTA-1 Autologous 
rep2_TGCTCCAAGGCTCCCA-1 Maternal 
rep2_TGCTCCAAGGTAAGTT-1 Maternal 
rep2_TGCTCCAGTACCCGCA-1 Autologous 
rep2_TGCTCGTAGCCATCCG-1 Autologous 
rep2_TGCTCGTAGCCGATAG-1 Maternal 
rep2_TGCTCGTAGCTAGCCC-1 Maternal 
rep2_TGCTCGTCAAGCTGTT-1 Autologous 
rep2_TGCTCGTCACAACGTT-1 Autologous 
rep2_TGCTCGTCATGTTTGG-1 Autologous 
rep2_TGCTCGTGTATGTCAC-1 Autologous 
rep2_TGCTCGTGTCTAGATC-1 Autologous 
rep2_TGCTCGTGTTGGACTT-1 Autologous 



rep2_TGCTCGTTCTATTGTC-1 Autologous 
rep2_TGCTGAAAGACTCATC-1 Autologous 
rep2_TGCTGAAAGATTCGAA-1 Autologous 
rep2_TGCTGAAAGGGTAGCT-1 Autologous 
rep2_TGCTGAAGTACTCCCT-1 Maternal 
rep2_TGCTGAAGTGGACCTC-1 Maternal 
rep2_TGCTGAATCCCTTTGG-1 Maternal 
rep2_TGCTGAATCTTAGCCC-1 Autologous 
rep2_TGCTTCGAGAATCGAT-1 Autologous 
rep2_TGCTTCGAGTCACTAC-1 Autologous 
rep2_TGCTTCGCAACAAGTA-1 Autologous 
rep2_TGCTTCGCAAGACAAT-1 Autologous 
rep2_TGCTTCGCAGTGTGGA-1 Autologous 
rep2_TGCTTCGGTCCTACAA-1 Maternal 
rep2_TGCTTCGTCGATAACC-1 Autologous 
rep2_TGCTTGCAGGGCAAGG-1 Autologous 
rep2_TGCTTGCAGTCCGCCA-1 Autologous 
rep2_TGCTTGCCACCTGCTT-1 Autologous 
rep2_TGCTTGCCAGAGATTA-1 Autologous 
rep2_TGCTTGCCAGAGGGTT-1 Maternal 
rep2_TGCTTGCCAGAGTCAG-1 Maternal 
rep2_TGCTTGCCATCCGTGG-1 Autologous 
rep2_TGCTTGCGTATGTCCA-1 Maternal 
rep2_TGCTTGCGTCGTCATA-1 Autologous 
rep2_TGCTTGCGTTACCCTC-1 Autologous 
rep2_TGCTTGCTCCTAGCTC-1 Autologous 
rep2_TGGAACTAGCGTCAAG-1 Autologous 
rep2_TGGAACTCACATATGC-1 Autologous 
rep2_TGGAACTCAGCACAAG-1 Autologous 
rep2_TGGAACTGTAAGTTAG-1 Autologous 
rep2_TGGAACTGTGTCGATT-1 Autologous 
rep2_TGGAACTTCGTACCTC-1 Autologous 
rep2_TGGAGAGAGTTAGTAG-1 Autologous 
rep2_TGGAGAGCAAATGAGT-1 Maternal 
rep2_TGGAGAGCACAAACGG-1 Maternal 
rep2_TGGAGAGCATGCTGCG-1 Autologous 
rep2_TGGAGAGGTACCTATG-1 Autologous 
rep2_TGGAGAGGTGGGAGAG-1 Maternal 
rep2_TGGAGAGGTTCCGCGA-1 Autologous 
rep2_TGGAGAGTCTGTGCTC-1 Autologous 
rep2_TGGAGGAAGTATGGAT-1 Autologous 
rep2_TGGAGGAAGTGCAAAT-1 Maternal 
rep2_TGGAGGACAACGACTT-1 Maternal 
rep2_TGGAGGACAATTTCTC-1 Autologous 



rep2_TGGAGGACACAAATAG-1 Maternal 
rep2_TGGAGGACACGAGAAC-1 Autologous 
rep2_TGGAGGACACGGTGCT-1 Autologous 
rep2_TGGAGGACACTCCGAG-1 Autologous 
rep2_TGGAGGAGTAATGCTC-1 Autologous 
rep2_TGGAGGAGTCACAGTT-1 Autologous 
rep2_TGGAGGAGTCGCATCG-1 Autologous 
rep2_TGGAGGAGTGATACAA-1 Autologous 
rep2_TGGATCAAGAGCATCG-1 Autologous 
rep2_TGGATCAAGAGCCGAT-1 Autologous 
rep2_TGGATCACATATAGCC-1 Autologous 
rep2_TGGATCACATTCAGCA-1 Autologous 
rep2_TGGATCAGTCCATAGT-1 Maternal 
rep2_TGGATCAGTCTGTCCT-1 Autologous 
rep2_TGGATCAGTGCAACGA-1 Autologous 
rep2_TGGATCAGTGCCTACG-1 Autologous 
rep2_TGGATCAGTTCGGCCA-1 Maternal 
rep2_TGGATCATCCGCTTAC-1 Autologous 
rep2_TGGATCATCCGGCTTT-1 Autologous 
rep2_TGGATCATCTAGACCA-1 Autologous 
rep2_TGGATGTAGAAGCGGG-1 Autologous 
rep2_TGGATGTAGCGTGCCT-1 Autologous 
rep2_TGGATGTCACGCTATA-1 Autologous 
rep2_TGGATGTCATTCTTCA-1 Autologous 
rep2_TGGATGTGTCTCCTGT-1 Maternal 
rep2_TGGATGTTCTCTCTAA-1 Autologous 
rep2_TGGCGTGAGTGAGCCA-1 Autologous 
rep2_TGGCGTGCAAGGTCAG-1 Autologous 
rep2_TGGCGTGCAGAACTAA-1 Maternal 
rep2_TGGCGTGCAGGCCTGT-1 Autologous 
rep2_TGGCGTGGTTGTGGCC-1 Maternal 
rep2_TGGCGTGTCCGGACTG-1 Autologous 
rep2_TGGCGTGTCCGTATGA-1 Autologous 
rep2_TGGCGTGTCGACCATA-1 Autologous 
rep2_TGGCGTGTCGCATTGA-1 Autologous 
rep2_TGGGAAGAGACGTCGA-1 Maternal 
rep2_TGGGAAGAGTTGCATC-1 Maternal 
rep2_TGGGAAGCAAGTGCAG-1 Maternal 
rep2_TGGGAAGCAGGCACTC-1 Autologous 
rep2_TGGGAAGCATGGTACT-1 Autologous 
rep2_TGGGAAGGTAACTAAG-1 Autologous 
rep2_TGGGAAGGTACAGAGC-1 Autologous 
rep2_TGGGAAGGTAGTCCTA-1 Maternal 
rep2_TGGGAAGGTCCATCTC-1 Autologous 



rep2_TGGGAGAAGCATTTGC-1 Maternal 
rep2_TGGGAGAAGTAGGTTA-1 Maternal 
rep2_TGGGAGAAGTCTGTAC-1 Maternal 
rep2_TGGGAGACAATCGCCG-1 Maternal 
rep2_TGGGAGACATCCGAAT-1 Autologous 
rep2_TGGGAGACATTACGGT-1 Maternal 
rep2_TGGGAGAGTCAGTCCG-1 Autologous 
rep2_TGGGAGAGTCTTGAAC-1 Autologous 
rep2_TGGGAGATCCTCGCAT-1 Maternal 
rep2_TGGGATTAGAGTGTGC-1 Maternal 
rep2_TGGGATTCATGGCACC-1 Maternal 
rep2_TGGGATTGTCGTTCAA-1 Autologous 
rep2_TGGGATTGTGATGGCA-1 Maternal 
rep2_TGGGATTGTGGTCTTA-1 Maternal 
rep2_TGGGATTTCAGACATC-1 Autologous 
rep2_TGGGATTTCGCTACAA-1 Autologous 
rep2_TGGGCGTAGTTAACGA-1 Maternal 
rep2_TGGGCGTCAAGACCTT-1 Autologous 
rep2_TGGGCGTCAGAGATTA-1 Autologous 
rep2_TGGGCGTCAGATCCAT-1 Autologous 
rep2_TGGGCGTCAGCGCGTT-1 Maternal 
rep2_TGGGCGTGTCCGCAGT-1 Autologous 
rep2_TGGGCGTGTTCTCCCA-1 Autologous 
rep2_TGGGCGTTCGCATGAT-1 Maternal 
rep2_TGGGCTGAGAAACCAT-1 Autologous 
rep2_TGGGCTGAGTACGAGC-1 Maternal 
rep2_TGGGCTGCAGCAAGAC-1 Maternal 
rep2_TGGGCTGCAGCACGAA-1 Maternal 
rep2_TGGGCTGCATGGCTGC-1 Autologous 
rep2_TGGGCTGGTTACCTTT-1 Autologous 
rep2_TGGGCTGTCAGGCGAA-1 Maternal 
rep2_TGGGCTGTCCGGGACT-1 Maternal 
rep2_TGGGCTGTCGGACCAC-1 Autologous 
rep2_TGGGTTAAGACCGTTT-1 Autologous 
rep2_TGGGTTAAGATTACCC-1 Autologous 
rep2_TGGGTTAAGTTGTCAC-1 Autologous 
rep2_TGGGTTACAATCTGCA-1 Autologous 
rep2_TGGGTTATCACTACGA-1 Autologous 
rep2_TGGGTTATCAGCAATC-1 Autologous 
rep2_TGGGTTATCGACCATA-1 Autologous 
rep2_TGGGTTATCGGCTCTT-1 Autologous 
rep2_TGGTACAAGCGTGAGT-1 Autologous 
rep2_TGGTACAAGGGATGTC-1 Autologous 
rep2_TGGTACACAAGCTACT-1 Maternal 



rep2_TGGTACACAATATCCG-1 Maternal 
rep2_TGGTACACACCGTCGA-1 Autologous 
rep2_TGGTACAGTAGACGGT-1 Autologous 
rep2_TGGTACAGTATCGGTT-1 Maternal 
rep2_TGGTACAGTGAGTCAG-1 Autologous 
rep2_TGGTACAGTGCTTCAA-1 Autologous 
rep2_TGGTACAGTTCCCAAA-1 Maternal 
rep2_TGGTACATCCATTGCC-1 Autologous 
rep2_TGGTACATCCTGCCAT-1 Autologous 
rep2_TGGTACATCGGCTGTG-1 Autologous 
rep2_TGGTACATCGTTCCTG-1 Autologous 
rep2_TGGTAGTAGTAACAGT-1 Maternal 
rep2_TGGTAGTAGTGAGGTC-1 Autologous 
rep2_TGGTAGTAGTTAACGA-1 Autologous 
rep2_TGGTAGTCACCCAATA-1 Autologous 
rep2_TGGTAGTGTACCGCGT-1 Autologous 
rep2_TGGTAGTGTATGCGGA-1 Autologous 
rep2_TGGTAGTGTCCCAAAT-1 Autologous 
rep2_TGGTAGTGTTACCCTC-1 Maternal 
rep2_TGGTAGTTCAAGCCCG-1 Autologous 
rep2_TGGTAGTTCGCGATCG-1 Autologous 
rep2_TGGTAGTTCTCTGCCA-1 Autologous 
rep2_TGGTGATAGAGTCACG-1 Autologous 
rep2_TGGTGATAGCTGCGAA-1 Maternal 
rep2_TGGTGATAGGATACCG-1 Maternal 
rep2_TGGTGATCAAGAGCTG-1 Autologous 
rep2_TGGTGATCACTTTATC-1 Autologous 
rep2_TGGTGATCAGCACACC-1 Maternal 
rep2_TGGTGATGTAGCGTAG-1 Maternal 
rep2_TGGTGATGTCCACATA-1 Maternal 
rep2_TGGTGATGTCGTGGTC-1 Maternal 
rep2_TGGTGATTCATTGTGG-1 Maternal 
rep2_TGGTTAGAGGTTGCCC-1 Autologous 
rep2_TGGTTAGGTACCAATC-1 Maternal 
rep2_TGGTTAGTCCGTACGG-1 Autologous 
rep2_TGGTTAGTCCTGCCAT-1 Autologous 
rep2_TGTAACGAGCGTATGG-1 Maternal 
rep2_TGTAACGAGCTCCCTT-1 Maternal 
rep2_TGTAACGAGGTCCTGC-1 Autologous 
rep2_TGTAACGCAACGGGTA-1 Autologous 
rep2_TGTAACGCAATGCAAA-1 Autologous 
rep2_TGTAACGCACCGAATT-1 Autologous 
rep2_TGTAACGCATCAGCAT-1 Autologous 
rep2_TGTAACGTCGGCTTCT-1 Maternal 



rep2_TGTAACGTCGTCACCT-1 Maternal 
rep2_TGTAAGCAGCAAGGAA-1 Autologous 
rep2_TGTAAGCAGCACTAAA-1 Autologous 
rep2_TGTAAGCAGCGACTTT-1 Autologous 
rep2_TGTAAGCAGCTGCCTG-1 Maternal 
rep2_TGTAAGCAGTGTAGAT-1 Maternal 
rep2_TGTAAGCGTATTTCTC-1 Autologous 
rep2_TGTAAGCTCAGCTAGT-1 Autologous 
rep2_TGTAAGCTCGCCCAGA-1 Maternal 
rep2_TGTAAGCTCTTGTTAC-1 Maternal 
rep2_TGTACAGAGAAAGTCT-1 Autologous 
rep2_TGTACAGAGCACGGAT-1 Autologous 
rep2_TGTACAGAGCCAAGTG-1 Maternal 
rep2_TGTACAGCACGACGTC-1 Autologous 
rep2_TGTACAGCAGGTGGAT-1 Autologous 
rep2_TGTACAGCATGTTCGA-1 Maternal 
rep2_TGTACAGGTAGCTCGC-1 Autologous 
rep2_TGTACAGGTTTCAGAC-1 Autologous 
rep2_TGTACAGTCCACGGAC-1 Maternal 
rep2_TGTACAGTCGAAGCCC-1 Autologous 
rep2_TGTAGACAGGGACACT-1 Autologous 
rep2_TGTAGACCATGAATAG-1 Maternal 
rep2_TGTAGACGTAGCGATG-1 Maternal 
rep2_TGTAGACGTCGTCGGT-1 Autologous 
rep2_TGTAGACTCCAAACCA-1 Autologous 
rep2_TGTAGACTCTCGCGTT-1 Autologous 
rep2_TGTCAGAAGACCTTTG-1 Maternal 
rep2_TGTCAGAAGAGCTTTC-1 Maternal 
rep2_TGTCAGAAGATGTTGA-1 Autologous 
rep2_TGTCAGAAGGGACTGT-1 Autologous 
rep2_TGTCAGACAATACAGA-1 Autologous 
rep2_TGTCAGACACCTGAAT-1 Maternal 
rep2_TGTCAGACATCACCAA-1 Autologous 
rep2_TGTCAGAGTCTAGATC-1 Maternal 
rep2_TGTCAGAGTGTATTCG-1 Maternal 
rep2_TGTCAGAGTTGGGAAC-1 Maternal 
rep2_TGTCCACAGCATGCAG-1 Autologous 
rep2_TGTCCACAGGCCTAGA-1 Autologous 
rep2_TGTCCACCACTACTTT-1 Autologous 
rep2_TGTCCACCAGAGCTAG-1 Autologous 
rep2_TGTCCACCAGGTGGAT-1 Autologous 
rep2_TGTCCACGTGTTTCTT-1 Autologous 
rep2_TGTCCACGTTACGGAG-1 Autologous 
rep2_TGTCCACTCCCAAGCG-1 Maternal 



rep2_TGTCCACTCCGAGAAG-1 Autologous 
rep2_TGTCCACTCCGCTAGG-1 Autologous 
rep2_TGTCCACTCGTGTCAA-1 Autologous 
rep2_TGTCCACTCTACGGGC-1 Autologous 
rep2_TGTCCCAAGGAAGAAC-1 Autologous 
rep2_TGTCCCACAACTAGAA-1 Autologous 
rep2_TGTCCCACACCTTCCA-1 Autologous 
rep2_TGTCCCACAGCCGTCA-1 Maternal 
rep2_TGTCCCACAGGCAATG-1 Maternal 
rep2_TGTCCCACATGGGCAA-1 Autologous 
rep2_TGTCCCAGTGCACGCT-1 Maternal 
rep2_TGTCCCATCTATCACT-1 Autologous 
rep2_TGTCCTGAGGGAGGAC-1 Autologous 
rep2_TGTCCTGCACAACGAG-1 Autologous 
rep2_TGTCCTGCACGGGTAA-1 Autologous 
rep2_TGTCCTGGTAGCGTAG-1 Autologous 
rep2_TGTCCTGGTCCTGGTG-1 Autologous 
rep2_TGTCCTGTCATCTACT-1 Autologous 
rep2_TGTCCTGTCCATAAGC-1 Autologous 
rep2_TGTGAGTAGCAGCGAT-1 Autologous 
rep2_TGTGAGTCAACACGAG-1 Autologous 
rep2_TGTGAGTCAACGTATC-1 Autologous 
rep2_TGTGAGTCAAGGACAC-1 Autologous 
rep2_TGTGAGTGTATACCCA-1 Autologous 
rep2_TGTGAGTGTTCTTCAT-1 Autologous 
rep2_TGTGAGTTCGATTGGT-1 Autologous 
rep2_TGTGATGAGAAGGGAT-1 Autologous 
rep2_TGTGATGAGCAGTCTT-1 Autologous 
rep2_TGTGATGCAAGAGATT-1 Autologous 
rep2_TGTGATGCACTGCGTG-1 Autologous 
rep2_TGTGATGGTACTAAGA-1 Autologous 
rep2_TGTGATGGTGACGCCT-1 Autologous 
rep2_TGTGATGGTTGCACGC-1 Autologous 
rep2_TGTGCGGAGCGTGCTC-1 Autologous 
rep2_TGTGCGGGTACTAACC-1 Autologous 
rep2_TGTGCGGGTATCCTTT-1 Autologous 
rep2_TGTGCGGGTATGAAAC-1 Maternal 
rep2_TGTGCGGTCACCACAA-1 Autologous 
rep2_TGTGGCGAGAGCAAGA-1 Autologous 
rep2_TGTGGCGAGAGTAACT-1 Autologous 
rep2_TGTGGCGAGTACGAGC-1 Autologous 
rep2_TGTGGCGAGTCGAAAT-1 Autologous 
rep2_TGTGGCGCATGTGCCG-1 Autologous 
rep2_TGTGGCGGTACAACGG-1 Autologous 



rep2_TGTGGCGGTGGTCTCG-1 Maternal 
rep2_TGTGGCGGTTGGGATG-1 Autologous 
rep2_TGTGGCGTCAAGCCCG-1 Autologous 
rep2_TGTGGCGTCAGCCCAG-1 Autologous 
rep2_TGTGGCGTCAGGAAGC-1 Autologous 
rep2_TGTGTGAAGGCAGCTA-1 Autologous 
rep2_TGTGTGACACCTAAAC-1 Maternal 
rep2_TGTGTGACAGCAGATG-1 Autologous 
rep2_TGTGTGACAGTGACCC-1 Maternal 
rep2_TGTGTGACATGGCACC-1 Autologous 
rep2_TGTGTGATCATCACTT-1 Autologous 
rep2_TGTTACTAGCAGATAT-1 Maternal 
rep2_TGTTACTAGCGACTGA-1 Autologous 
rep2_TGTTACTAGCTGTTAC-1 Maternal 
rep2_TGTTACTCAACATCGT-1 Autologous 
rep2_TGTTACTCAATTCGTG-1 Maternal 
rep2_TGTTACTCACTCTCGT-1 Autologous 
rep2_TGTTACTCAGGCACAA-1 Maternal 
rep2_TGTTACTCAGGTCTCG-1 Maternal 
rep2_TGTTACTGTCAGGCAA-1 Autologous 
rep2_TGTTACTGTCGCTTAA-1 Maternal 
rep2_TGTTACTGTGAGCCAA-1 Maternal 
rep2_TGTTACTGTTCTTAGG-1 Autologous 
rep2_TGTTACTTCAGCACCG-1 Autologous 
rep2_TGTTACTTCCACCTCA-1 Autologous 
rep2_TGTTACTTCGAGATGG-1 Maternal 
rep2_TGTTCATAGATAACGT-1 Autologous 
rep2_TGTTCATAGGCTCACC-1 Autologous 
rep2_TGTTCATCACAGTATC-1 Maternal 
rep2_TGTTCATCAGTAGAAT-1 Maternal 
rep2_TGTTCATGTACAACGG-1 Autologous 
rep2_TGTTCATGTCAGATTC-1 Maternal 
rep2_TGTTCATGTCCTACGG-1 Autologous 
rep2_TGTTCATTCAGATTGC-1 Autologous 
rep2_TGTTCATTCCCTCTAG-1 Maternal 
rep2_TGTTCATTCCGACATA-1 Autologous 
rep2_TGTTCCGAGACTACGG-1 Autologous 
rep2_TGTTCCGAGTATTCCG-1 Maternal 
rep2_TGTTCCGCAAGACGGT-1 Maternal 
rep2_TGTTCCGCACCTGTCT-1 Autologous 
rep2_TGTTCCGCAGTGAGCA-1 Maternal 
rep2_TGTTCCGGTACAATAG-1 Maternal 
rep2_TGTTCCGGTACGTAGG-1 Autologous 
rep2_TGTTCCGGTAGAGTTA-1 Maternal 



rep2_TGTTCCGGTAGCTAAA-1 Maternal 
rep2_TGTTCCGGTTATCTTC-1 Autologous 
rep2_TGTTCCGGTTGGTACT-1 Autologous 
rep2_TGTTCCGTCCCATAAG-1 Autologous 
rep2_TGTTCTAAGCCTAGGA-1 Autologous 
rep2_TGTTCTAAGCGTTCAT-1 Maternal 
rep2_TGTTCTAAGCTGTTCA-1 Autologous 
rep2_TGTTCTAAGTGCTAGG-1 Maternal 
rep2_TGTTCTACAACGATCT-1 Autologous 
rep2_TGTTGAGAGCCTAACT-1 Autologous 
rep2_TGTTGAGAGCTACTGT-1 Autologous 
rep2_TGTTGAGAGGGCAAGG-1 Autologous 
rep2_TGTTGAGCACGCTGAC-1 Autologous 
rep2_TGTTGAGCATAATCGC-1 Autologous 
rep2_TGTTGAGCATCAACCA-1 Autologous 
rep2_TGTTGAGGTCCCGTGA-1 Maternal 
rep2_TGTTGAGGTGGAGAAA-1 Maternal 
rep2_TGTTGAGGTGGGTCAA-1 Maternal 
rep2_TGTTGAGTCAGCGTCG-1 Maternal 
rep2_TGTTGAGTCCCGATCT-1 Autologous 
rep2_TGTTGAGTCGAACCTA-1 Autologous 
rep2_TGTTGAGTCGTCCTCA-1 Maternal 
rep2_TGTTGGAAGAGTGACC-1 Autologous 
rep2_TGTTGGAAGATGGTAT-1 Maternal 
rep2_TGTTGGACAACACAGG-1 Autologous 
rep2_TGTTGGACACGACCTG-1 Maternal 
rep2_TGTTGGACACGGTCTG-1 Maternal 
rep2_TGTTGGACAGGGCTTC-1 Autologous 
rep2_TGTTGGACATAACAGA-1 Autologous 
rep2_TGTTGGACATAGAAAC-1 Autologous 
rep2_TGTTGGAGTTCCACAA-1 Autologous 
rep2_TGTTGGAGTTCGTACA-1 Autologous 
rep2_TGTTGGAGTTGCATAC-1 Maternal 
rep2_TGTTGGATCCCGTGTT-1 Autologous 
rep2_TGTTGGATCGTGACTA-1 Autologous 
rep2_TGTTTGTAGACCTCCG-1 Autologous 
rep2_TGTTTGTAGCCGAATG-1 Autologous 
rep2_TGTTTGTAGGCCTTGC-1 Autologous 
rep2_TGTTTGTAGTTCACTG-1 Maternal 
rep2_TGTTTGTAGTTCCGGC-1 Autologous 
rep2_TGTTTGTCAAGGTACG-1 Autologous 
rep2_TGTTTGTCACAGCCTG-1 Autologous 
rep2_TGTTTGTCACTAACCA-1 Maternal 
rep2_TGTTTGTGTATATGGA-1 Autologous 



rep2_TGTTTGTGTCGGCTAC-1 Autologous 
rep2_TGTTTGTGTGGAAATT-1 Maternal 
rep2_TGTTTGTGTTTGTTGG-1 Autologous 
rep2_TGTTTGTTCACACCCT-1 Autologous 
rep2_TGTTTGTTCGCCGAAC-1 Maternal 
rep2_TGTTTGTTCTGCGATA-1 Maternal 
rep2_TTAATCCAGCAGTCTT-1 Maternal 
rep2_TTAATCCAGGACGCTA-1 Autologous 
rep2_TTAATCCAGTGAGGTC-1 Maternal 
rep2_TTAATCCGTAACTAAG-1 Autologous 
rep2_TTAATCCGTGGTACAG-1 Autologous 
rep2_TTAATCCGTGTCTCCT-1 Autologous 
rep2_TTAATCCTCCCATAGA-1 Autologous 
rep2_TTAATCCTCGTCAAAC-1 Autologous 
rep2_TTACAGGAGCGGCTCT-1 Autologous 
rep2_TTACAGGAGGATACGC-1 Autologous 
rep2_TTACAGGAGGTGATAT-1 Autologous 
rep2_TTACAGGCACACGTGC-1 Maternal 
rep2_TTACAGGTCAGTGTTG-1 Autologous 
rep2_TTACAGGTCTAACGCA-1 Maternal 
rep2_TTACCATAGCCTCTCT-1 Autologous 
rep2_TTACCATAGTATGACA-1 Maternal 
rep2_TTACCATCAAGCTCTA-1 Autologous 
rep2_TTACCATCATCTGGGC-1 Maternal 
rep2_TTACCATGTAATCAGA-1 Maternal 
rep2_TTACCATGTTTCTTAC-1 Maternal 
rep2_TTACCATGTTTGTTCT-1 Autologous 
rep2_TTACCATTCGGCTGAC-1 Autologous 
rep2_TTACCATTCTGCATGA-1 Autologous 
rep2_TTACCATTCTGTCCGT-1 Autologous 
rep2_TTACCGCAGAGCAGAA-1 Autologous 
rep2_TTACCGCAGTCGTTAC-1 Autologous 
rep2_TTACCGCAGTGGTCAG-1 Maternal 
rep2_TTACCGCAGTTAACAG-1 Autologous 
rep2_TTACCGCCAAAGAACT-1 Autologous 
rep2_TTACCGCCAAGCCTGC-1 Maternal 
rep2_TTACCGCCACTAGGCC-1 Maternal 
rep2_TTACCGCCAGAGGTTG-1 Autologous 
rep2_TTACCGCCATGGGCAA-1 Autologous 
rep2_TTACCGCCATTCATCT-1 Autologous 
rep2_TTACCGCCATTGACCA-1 Maternal 
rep2_TTACCGCGTCTAACTG-1 Autologous 
rep2_TTACCGCGTCTCGACG-1 Autologous 
rep2_TTACCGCTCAAGGACG-1 Autologous 



rep2_TTACCGCTCAGACATC-1 Maternal 
rep2_TTACCGCTCATGGGAG-1 Autologous 
rep2_TTACGCCAGTCATACC-1 Maternal 
rep2_TTACGCCCATGGGTCC-1 Maternal 
rep2_TTACGCCGTCGTATGT-1 Maternal 
rep2_TTACGCCGTTTAGACC-1 Autologous 
rep2_TTACGCCTCATCAGTG-1 Maternal 
rep2_TTACGCCTCATTGTTC-1 Maternal 
rep2_TTACGCCTCCACGTAA-1 Autologous 
rep2_TTACGCCTCTCACGAA-1 Autologous 
rep2_TTACGTTGTAAGATTG-1 Autologous 
rep2_TTACGTTGTACCAGAG-1 Maternal 
rep2_TTACGTTGTATCGCGC-1 Maternal 
rep2_TTACGTTTCTTCCACG-1 Maternal 
rep2_TTACTGTCACGACTAT-1 Maternal 
rep2_TTACTGTCAGCAGATG-1 Autologous 
rep2_TTACTGTCAGGTAGTG-1 Autologous 
rep2_TTACTGTGTCAGCGTC-1 Autologous 
rep2_TTACTGTGTGTTCGTA-1 Autologous 
rep2_TTACTGTTCTAAACGC-1 Autologous 
rep2_TTAGGCAAGATAACGT-1 Maternal 
rep2_TTAGGCAAGCGAAACC-1 Maternal 
rep2_TTAGGCAAGCGACATG-1 Autologous 
rep2_TTAGGCACAAATGCTC-1 Maternal 
rep2_TTAGGCACAGAACCGA-1 Autologous 
rep2_TTAGGCACAGCAGTGA-1 Autologous 
rep2_TTAGGCACATGGTGGA-1 Autologous 
rep2_TTAGGCAGTAGCTCGC-1 Maternal 
rep2_TTAGGCAGTCTAACTG-1 Autologous 
rep2_TTAGGCAGTGGAAGTC-1 Maternal 
rep2_TTAGGCATCGACTCCT-1 Autologous 
rep2_TTAGGCATCTATACGG-1 Autologous 
rep2_TTAGGCATCTCGAACA-1 Maternal 
rep2_TTAGGCATCTTTACAC-1 Autologous 
rep2_TTAGGGTGTAGCGAGT-1 Autologous 
rep2_TTAGGGTGTCTACATG-1 Autologous 
rep2_TTAGGGTTCACAATGC-1 Autologous 
rep2_TTAGTCTAGAGGGTGG-1 Autologous 
rep2_TTAGTCTAGATAGTCA-1 Autologous 
rep2_TTAGTCTAGCACACCC-1 Autologous 
rep2_TTAGTCTAGCTGCCAC-1 Maternal 
rep2_TTAGTCTAGGAACTAT-1 Autologous 
rep2_TTAGTCTAGGGAGGAC-1 Autologous 
rep2_TTAGTCTAGGGAGTTC-1 Autologous 



rep2_TTAGTCTCACGAGGAT-1 Autologous 
rep2_TTAGTCTCATCTAACG-1 Autologous 
rep2_TTAGTCTTCGAGGCAA-1 Autologous 
rep2_TTAGTCTTCGCCTCTA-1 Autologous 
rep2_TTATTGCAGATGACCG-1 Autologous 
rep2_TTATTGCAGCTGGTGA-1 Maternal 
rep2_TTATTGCCAAAGCGTG-1 Autologous 
rep2_TTATTGCCACAGTGTT-1 Maternal 
rep2_TTATTGCCACCATATG-1 Maternal 
rep2_TTATTGCCACCCTAAA-1 Maternal 
rep2_TTATTGCCACTGTGAT-1 Maternal 
rep2_TTATTGCGTCGACTTA-1 Autologous 
rep2_TTATTGCGTCTCACAA-1 Maternal 
rep2_TTATTGCGTGCACGCT-1 Autologous 
rep2_TTATTGCGTTAGTCGT-1 Autologous 
rep2_TTATTGCTCACTTCTA-1 Autologous 
rep2_TTATTGCTCCATTCAT-1 Maternal 
rep2_TTCAATCCAAGGCGTA-1 Maternal 
rep2_TTCAATCCAGTGTACT-1 Autologous 
rep2_TTCAATCCATAGTCGT-1 Autologous 
rep2_TTCAATCCATTGAAAG-1 Autologous 
rep2_TTCAATCGTACAGAGC-1 Autologous 
rep2_TTCAATCGTGAATATG-1 Maternal 
rep2_TTCAATCGTGGTGATG-1 Maternal 
rep2_TTCAATCGTGTCGATT-1 Autologous 
rep2_TTCAATCTCCATTTAC-1 Autologous 
rep2_TTCAATCTCGGCTTCT-1 Autologous 
rep2_TTCACCGCAATGAACA-1 Maternal 
rep2_TTCACCGCATCATTTC-1 Maternal 
rep2_TTCACCGGTAGGACCA-1 Maternal 
rep2_TTCACCGGTGTTGATC-1 Maternal 
rep2_TTCACCGGTTGCATCA-1 Autologous 
rep2_TTCACCGTCGAGAGCA-1 Autologous 
rep2_TTCACCGTCGTACCTC-1 Maternal 
rep2_TTCACCGTCTAACACG-1 Autologous 
rep2_TTCACCGTCTCCTGTG-1 Autologous 
rep2_TTCACGCAGCTATCCA-1 Autologous 
rep2_TTCACGCCACCAGTAT-1 Maternal 
rep2_TTCACGCCAGCTGAAG-1 Maternal 
rep2_TTCACGCTCACGATCA-1 Autologous 
rep2_TTCACGCTCTTCGGTC-1 Autologous 
rep2_TTCAGGAAGAAACTGT-1 Maternal 
rep2_TTCAGGAAGAATCGCG-1 Autologous 
rep2_TTCAGGAAGAATTGTG-1 Autologous 



rep2_TTCAGGAAGCAATAAC-1 Maternal 
rep2_TTCAGGAAGCACTCCG-1 Maternal 
rep2_TTCAGGAAGGACAGCT-1 Autologous 
rep2_TTCAGGACAACGACTT-1 Autologous 
rep2_TTCAGGACAGCAGTGA-1 Autologous 
rep2_TTCAGGACAGTATTCG-1 Maternal 
rep2_TTCAGGAGTATGGAAT-1 Autologous 
rep2_TTCAGGAGTGCAATAA-1 Maternal 
rep2_TTCAGGATCCAATCCC-1 Autologous 
rep2_TTCAGGATCTTCCCAG-1 Autologous 
rep2_TTCATGTAGCGTTACT-1 Autologous 
rep2_TTCATGTGTATGGTAA-1 Autologous 
rep2_TTCATGTTCAGAGTTC-1 Autologous 
rep2_TTCATGTTCAGCATTG-1 Autologous 
rep2_TTCATGTTCCTTATCA-1 Autologous 
rep2_TTCATTGAGATAGCTA-1 Autologous 
rep2_TTCATTGAGGGACACT-1 Autologous 
rep2_TTCATTGAGTGGTTGG-1 Autologous 
rep2_TTCATTGCAATCTGCA-1 Maternal 
rep2_TTCATTGCACCAGTAT-1 Autologous 
rep2_TTCATTGCATAAGCAA-1 Autologous 
rep2_TTCATTGCATGGATCT-1 Maternal 
rep2_TTCATTGGTACATACC-1 Autologous 
rep2_TTCATTGGTGAGTCAG-1 Autologous 
rep2_TTCATTGTCAAGTTGC-1 Autologous 
rep2_TTCCAATAGCTAAATG-1 Maternal 
rep2_TTCCAATAGGTCACCC-1 Autologous 
rep2_TTCCAATCATAGATCC-1 Autologous 
rep2_TTCCAATGTTCGTGCG-1 Autologous 
rep2_TTCCAATTCCGGTAAT-1 Autologous 
rep2_TTCCAATTCTATTTCG-1 Autologous 
rep2_TTCCACGAGACGATAT-1 Autologous 
rep2_TTCCACGAGAGGTATT-1 Autologous 
rep2_TTCCACGAGCATGCGA-1 Maternal 
rep2_TTCCACGAGTCATCCA-1 Maternal 
rep2_TTCCACGAGTCCTGCG-1 Maternal 
rep2_TTCCACGCAAAGTATG-1 Autologous 
rep2_TTCCACGCAGCGCGTT-1 Autologous 
rep2_TTCCACGGTCCTTTGC-1 Autologous 
rep2_TTCCACGGTTTAGACC-1 Autologous 
rep2_TTCCGGTAGCTACAAA-1 Autologous 
rep2_TTCCGGTAGTAAACTG-1 Maternal 
rep2_TTCCGGTCACATCCCT-1 Autologous 
rep2_TTCCGGTCAGAACTAA-1 Autologous 



rep2_TTCCGGTGTACTTCCC-1 Autologous 
rep2_TTCCGGTTCATTCGGA-1 Autologous 
rep2_TTCCGTGAGATACGAT-1 Autologous 
rep2_TTCCGTGAGCATTTCG-1 Maternal 
rep2_TTCCGTGAGCTCGGCT-1 Autologous 
rep2_TTCCGTGCAATCCAGT-1 Autologous 
rep2_TTCCGTGCAGTCAACT-1 Autologous 
rep2_TTCCGTGGTCACTCGG-1 Autologous 
rep2_TTCCGTGGTCCAAGAG-1 Autologous 
rep2_TTCCTAAAGAGTGACC-1 Maternal 
rep2_TTCCTAAAGCTGACTT-1 Maternal 
rep2_TTCCTAAAGTTGAATG-1 Autologous 
rep2_TTCCTAACATCTAGAC-1 Autologous 
rep2_TTCCTAAGTGGAGAAA-1 Autologous 
rep2_TTCCTAAGTGGATACG-1 Maternal 
rep2_TTCCTAAGTGTGAATA-1 Maternal 
rep2_TTCCTCTAGGTCGAGT-1 Maternal 
rep2_TTCCTCTAGTACAACA-1 Autologous 
rep2_TTCCTCTCACAACGTT-1 Autologous 
rep2_TTCCTCTGTTACACAC-1 Maternal 
rep2_TTCCTCTTCTCTGACC-1 Maternal 
rep2_TTCCTTCAGAGTACCG-1 Autologous 
rep2_TTCCTTCAGTGCACTT-1 Autologous 
rep2_TTCCTTCCAGGGAGAG-1 Maternal 
rep2_TTCCTTCCATCCTAAG-1 Autologous 
rep2_TTCCTTCGTAACTGCT-1 Autologous 
rep2_TTCCTTCGTACCGTCG-1 Autologous 
rep2_TTCCTTCTCCAAGCTA-1 Maternal 
rep2_TTCCTTCTCGACACCG-1 Autologous 
rep2_TTCCTTCTCGGTATGT-1 Maternal 
rep2_TTCCTTCTCTTAGCAG-1 Autologous 
rep2_TTCGATTAGCTTCATG-1 Maternal 
rep2_TTCGATTAGTAACGTA-1 Autologous 
rep2_TTCGATTCAACAGTGG-1 Autologous 
rep2_TTCGATTCAGATACTC-1 Autologous 
rep2_TTCGATTGTACAGAGC-1 Autologous 
rep2_TTCGCTGAGAAGTCAT-1 Autologous 
rep2_TTCGCTGAGCCTCATA-1 Autologous 
rep2_TTCGCTGAGCGTGAAC-1 Maternal 
rep2_TTCGCTGAGTGAGTTA-1 Autologous 
rep2_TTCGCTGAGTTGCGAG-1 Autologous 
rep2_TTCGCTGTCCGAGAAG-1 Autologous 
rep2_TTCGCTGTCTGGTCAA-1 Autologous 
rep2_TTCGGTCCAGCCGGTT-1 Autologous 



rep2_TTCGGTCCAGTTGTCA-1 Autologous 
rep2_TTCGGTCGTGGTTTAC-1 Maternal 
rep2_TTCGGTCGTTATGACC-1 Autologous 
rep2_TTCGGTCTCGCCAGTG-1 Autologous 
rep2_TTCGGTCTCTATACTC-1 Autologous 
rep2_TTCTAACAGATCCAAA-1 Autologous 
rep2_TTCTAACAGCTCTTCC-1 Autologous 
rep2_TTCTAACCAAGTTTGC-1 Autologous 
rep2_TTCTAACCAATCTCTT-1 Autologous 
rep2_TTCTAACCACCGGCTA-1 Maternal 
rep2_TTCTAACCATGACACT-1 Autologous 
rep2_TTCTAACGTCAAACGG-1 Autologous 
rep2_TTCTAACGTCCTCAGG-1 Autologous 
rep2_TTCTAACGTCGAACGA-1 Autologous 
rep2_TTCTAACGTGGTATGG-1 Autologous 
rep2_TTCTAACGTGTCATTG-1 Maternal 
rep2_TTCTAACTCCGTGTCT-1 Maternal 
rep2_TTCTAACTCCTCGATC-1 Autologous 
rep2_TTCTAGTAGATGCAGC-1 Autologous 
rep2_TTCTAGTCAAGTATCC-1 Autologous 
rep2_TTCTAGTCACACTTAG-1 Autologous 
rep2_TTCTAGTCACTCTGCT-1 Autologous 
rep2_TTCTAGTCATCCTTGC-1 Maternal 
rep2_TTCTAGTCATGCCGAC-1 Maternal 
rep2_TTCTAGTTCTAAGCCA-1 Maternal 
rep2_TTCTCTCAGATGAAGG-1 Maternal 
rep2_TTCTCTCAGCGATGGT-1 Autologous 
rep2_TTCTCTCAGTTTAGGA-1 Autologous 
rep2_TTCTCTCCATCCTATT-1 Maternal 
rep2_TTCTCTCGTATGATCC-1 Autologous 
rep2_TTCTCTCGTTGAGTCT-1 Autologous 
rep2_TTCTCTCTCCTTCAGC-1 Autologous 
rep2_TTCTCTCTCTATCCAT-1 Maternal 
rep2_TTCTCTCTCTGATGGT-1 Maternal 
rep2_TTCTCTCTCTTGATTC-1 Autologous 
rep2_TTCTGTAAGCTCATAC-1 Autologous 
rep2_TTCTGTACATACAGAA-1 Maternal 
rep2_TTCTGTAGTACCTATG-1 Maternal 
rep2_TTCTGTAGTGGCGCTT-1 Maternal 
rep2_TTCTGTATCATGGATC-1 Autologous 
rep2_TTCTGTATCCTCTAGC-1 Maternal 
rep2_TTCTGTATCGTCTCAC-1 Autologous 
rep2_TTCTTCCAGCAAATCA-1 Maternal 
rep2_TTCTTCCAGGTGCTTT-1 Autologous 



rep2_TTCTTCCCAGAACGCA-1 Autologous 
rep2_TTCTTCCCATCGAAGG-1 Autologous 
rep2_TTCTTCCGTTAGCTAC-1 Maternal 
rep2_TTCTTCCTCTTGGTGA-1 Autologous 
rep2_TTCTTGAAGGTCATTC-1 Maternal 
rep2_TTCTTGACACTGGATT-1 Autologous 
rep2_TTCTTGACACTTGGCG-1 Autologous 
rep2_TTCTTGAGTGGTCCGT-1 Autologous 
rep2_TTCTTGAGTGTATTGC-1 Maternal 
rep2_TTCTTGAGTTAAGTCC-1 Autologous 
rep2_TTCTTGAGTTGCTCCT-1 Autologous 
rep2_TTCTTGATCAGGTAAA-1 Autologous 
rep2_TTGAACGAGCACCGAA-1 Autologous 
rep2_TTGAACGAGGGCATGT-1 Autologous 
rep2_TTGAACGAGTGAGGTC-1 Autologous 
rep2_TTGAACGAGTGTTCAC-1 Autologous 
rep2_TTGAACGGTCGAACAG-1 Autologous 
rep2_TTGAACGGTGTAGGAC-1 Autologous 
rep2_TTGAACGGTTAAGACA-1 Autologous 
rep2_TTGAACGGTTCAAACC-1 Maternal 
rep2_TTGAACGGTTGCATAC-1 Autologous 
rep2_TTGACCCCACTAACGT-1 Autologous 
rep2_TTGACCCCAGACACCC-1 Autologous 
rep2_TTGACCCCAGCAGTTT-1 Autologous 
rep2_TTGACCCCATGAGAAT-1 Autologous 
rep2_TTGACCCGTCCCACGA-1 Maternal 
rep2_TTGACCCTCCCAATAG-1 Autologous 
rep2_TTGACCCTCGCTGTCT-1 Autologous 
rep2_TTGACCCTCGTTCAGA-1 Maternal 
rep2_TTGAGTGAGAGAATCT-1 Autologous 
rep2_TTGAGTGAGGTCGTAG-1 Autologous 
rep2_TTGAGTGCATATTCGG-1 Maternal 
rep2_TTGAGTGTCGCAGAGA-1 Autologous 
rep2_TTGATGGAGAGTGACC-1 Autologous 
rep2_TTGATGGAGCTAAACA-1 Autologous 
rep2_TTGATGGAGGCTAACG-1 Autologous 
rep2_TTGATGGAGTAACAGT-1 Autologous 
rep2_TTGATGGAGTAGTGCG-1 Autologous 
rep2_TTGATGGCACAGAGAC-1 Maternal 
rep2_TTGATGGCACCCAATA-1 Autologous 
rep2_TTGATGGCAGCAGGAT-1 Maternal 
rep2_TTGATGGTCGCCTTGT-1 Autologous 
rep2_TTGCATTAGCATGCGA-1 Autologous 
rep2_TTGCATTTCGAAGTGG-1 Autologous 



rep2_TTGCATTTCTTCGATT-1 Maternal 
rep2_TTGCCTGGTGGAAATT-1 Maternal 
rep2_TTGCCTGGTTGGTGTT-1 Autologous 
rep2_TTGCCTGGTTTGCCGG-1 Autologous 
rep2_TTGCCTGTCACGATAC-1 Maternal 
rep2_TTGCCTGTCTGGAGAG-1 Autologous 
rep2_TTGCGTCAGACAACTA-1 Autologous 
rep2_TTGCGTCAGACTCCGC-1 Autologous 
rep2_TTGCGTCAGCACTGGA-1 Maternal 
rep2_TTGCGTCCATGGCCCA-1 Maternal 
rep2_TTGCGTCTCGCGTGCA-1 Maternal 
rep2_TTGCTGCAGATTAGCA-1 Autologous 
rep2_TTGCTGCCAAGAATGT-1 Maternal 
rep2_TTGCTGCCACGGATCC-1 Maternal 
rep2_TTGCTGCCAGCACAAG-1 Autologous 
rep2_TTGCTGCCATATGGCT-1 Maternal 
rep2_TTGCTGCGTCGCTGCA-1 Maternal 
rep2_TTGCTGCGTCTAGGTT-1 Autologous 
rep2_TTGCTGCGTGAATAAC-1 Autologous 
rep2_TTGCTGCGTGATAGAT-1 Maternal 
rep2_TTGCTGCGTGCAGTGA-1 Autologous 
rep2_TTGCTGCTCATCGACA-1 Autologous 
rep2_TTGCTGCTCGTGCACG-1 Autologous 
rep2_TTGGATGCAAATTGGA-1 Autologous 
rep2_TTGGATGCATGGTACT-1 Autologous 
rep2_TTGGATGGTACGGCAA-1 Maternal 
rep2_TTGGATGGTACTCGCG-1 Autologous 
rep2_TTGGATGGTAGTCACT-1 Autologous 
rep2_TTGGATGGTCCAATCA-1 Autologous 
rep2_TTGGATGGTCCCGCAA-1 Autologous 
rep2_TTGGATGGTCTCTCTG-1 Autologous 
rep2_TTGGATGGTTCCCAAA-1 Maternal 
rep2_TTGGATGTCAGTGTTG-1 Autologous 
rep2_TTGGATGTCCATTTCA-1 Autologous 
rep2_TTGGATGTCGCTTAAG-1 Autologous 
rep2_TTGGATGTCGGACAAG-1 Autologous 
rep2_TTGGATGTCTCCGTGT-1 Autologous 
rep2_TTGGGATAGCGTGAAC-1 Maternal 
rep2_TTGGGATAGTATGTAG-1 Autologous 
rep2_TTGGGATCAAATGGCG-1 Autologous 
rep2_TTGGGATCACCTAAAC-1 Maternal 
rep2_TTGGGATCAGCCATTA-1 Autologous 
rep2_TTGGGATGTCGAGTGA-1 Autologous 
rep2_TTGGGATGTGGGTCAA-1 Maternal 



rep2_TTGGGATTCAGCCTCT-1 Autologous 
rep2_TTGGGATTCGATGCAT-1 Autologous 
rep2_TTGGGATTCGCTCCTA-1 Autologous 
rep2_TTGGGATTCGTGACTA-1 Maternal 
rep2_TTGGGCGAGGAAACGA-1 Maternal 
rep2_TTGGGCGAGGATATAC-1 Autologous 
rep2_TTGGGCGCAACGAGGT-1 Autologous 
rep2_TTGGGCGGTATCGAAA-1 Autologous 
rep2_TTGGGCGTCCAAGCCG-1 Autologous 
rep2_TTGGGCGTCTTCTGGC-1 Autologous 
rep2_TTGGGTAAGGTTCCGC-1 Autologous 
rep2_TTGGGTACAACGCCCA-1 Autologous 
rep2_TTGGGTACAGCTTTCC-1 Autologous 
rep2_TTGGGTACATCGCCTT-1 Autologous 
rep2_TTGGGTACATGTGGCC-1 Autologous 
rep2_TTGGGTAGTCTAACGT-1 Maternal 
rep2_TTGGGTAGTGACGCCT-1 Autologous 
rep2_TTGGGTAGTTCTTCAT-1 Maternal 
rep2_TTGGTTTCAAACCGGA-1 Autologous 
rep2_TTGGTTTCACCGCTGA-1 Autologous 
rep2_TTGGTTTCACTTTATC-1 Maternal 
rep2_TTGGTTTCATAATGAG-1 Autologous 
rep2_TTGGTTTGTTCGGTCG-1 Autologous 
rep2_TTGGTTTGTTTCGTGA-1 Autologous 
rep2_TTGGTTTTCAAGGCTT-1 Maternal 
rep2_TTGTGGAAGAGAATCT-1 Autologous 
rep2_TTGTGGAAGGTCCAGA-1 Autologous 
rep2_TTGTGGACAGAACGCA-1 Autologous 
rep2_TTGTGGATCAAGGTGG-1 Autologous 
rep2_TTGTGGATCATTACCT-1 Autologous 
rep2_TTGTGGATCCGAGATT-1 Autologous 
rep2_TTGTGGATCTACTGCC-1 Autologous 
rep2_TTGTGTTAGTCACACT-1 Maternal 
rep2_TTGTGTTCATAGATGA-1 Autologous 
rep2_TTGTGTTGTAGTGGCA-1 Maternal 
rep2_TTGTGTTGTGCACGCT-1 Maternal 
rep2_TTGTGTTGTTAAGTCC-1 Autologous 
rep2_TTGTGTTTCGAAGAAT-1 Autologous 
rep2_TTGTGTTTCTAGGCAT-1 Autologous 
rep2_TTGTTCAAGGCAATGC-1 Autologous 
rep2_TTGTTCACACAATGAA-1 Maternal 
rep2_TTGTTCACACTGCGAC-1 Maternal 
rep2_TTGTTCACATAGCACT-1 Autologous 
rep2_TTGTTCAGTAACGTTC-1 Maternal 



rep2_TTGTTCATCGCTGTCT-1 Autologous 
rep2_TTGTTGTAGAACTGAT-1 Autologous 
rep2_TTGTTGTAGCATGCAG-1 Maternal 
rep2_TTGTTGTCAAGCGAGT-1 Autologous 
rep2_TTGTTGTGTAGTGTGG-1 Maternal 
rep2_TTGTTGTGTCAACCTA-1 Autologous 
rep2_TTGTTGTGTGACACAG-1 Maternal 
rep2_TTGTTGTTCACAAGAA-1 Autologous 
rep2_TTGTTGTTCATTGTGG-1 Autologous 
rep2_TTGTTGTTCCTAGCCT-1 Autologous 
rep2_TTGTTGTTCGTTCTGC-1 Autologous 
rep2_TTGTTGTTCTCTCGCA-1 Maternal 
rep2_TTGTTTGAGAGCATAT-1 Autologous 
rep2_TTGTTTGCACGCCACA-1 Autologous 
rep2_TTGTTTGGTACTCGCG-1 Autologous 
rep2_TTGTTTGGTAGAGTTA-1 Autologous 
rep2_TTGTTTGGTATCAGCT-1 Maternal 
rep2_TTGTTTGGTGCAAGAC-1 Autologous 
rep2_TTGTTTGTCTATCGTT-1 Maternal 
rep2_TTGTTTGTCTTTCCGG-1 Autologous 
rep2_TTTACCAAGACCATTC-1 Autologous 
rep2_TTTACCAAGGAGTCTG-1 Autologous 
rep2_TTTACCACAGAAGTGC-1 Autologous 
rep2_TTTACCACAGCATGCC-1 Maternal 
rep2_TTTACCAGTACACTCA-1 Autologous 
rep2_TTTACCAGTAGTGCGA-1 Autologous 
rep2_TTTACCATCAGATTGC-1 Autologous 
rep2_TTTACCATCCATTGGA-1 Autologous 
rep2_TTTACCATCGCCAATA-1 Maternal 
rep2_TTTACCATCTTCCCAG-1 Maternal 
rep2_TTTACCATCTTCGCTG-1 Autologous 
rep2_TTTACGTAGACCACGA-1 Autologous 
rep2_TTTACGTAGATCCAAA-1 Maternal 
rep2_TTTACGTAGATGTTAG-1 Maternal 
rep2_TTTACGTAGGTCATCT-1 Autologous 
rep2_TTTACGTCACTGAGGA-1 Maternal 
rep2_TTTACGTCAGCTGTGC-1 Autologous 
rep2_TTTACGTGTAAGATTG-1 Maternal 
rep2_TTTACGTGTTAGCTAC-1 Autologous 
rep2_TTTACGTTCCTGATAG-1 Maternal 
rep2_TTTACTGAGAAACTGT-1 Autologous 
rep2_TTTACTGAGTCCCAAT-1 Autologous 
rep2_TTTACTGAGTTGTCGT-1 Autologous 
rep2_TTTACTGGTTCAAGGG-1 Autologous 



rep2_TTTACTGTCACGATCA-1 Autologous 
rep2_TTTAGTCAGCTGTCCG-1 Autologous 
rep2_TTTAGTCAGTAACGTA-1 Maternal 
rep2_TTTAGTCCAATACAGA-1 Autologous 
rep2_TTTAGTCCACAAGGTG-1 Autologous 
rep2_TTTAGTCTCCACGGAC-1 Maternal 
rep2_TTTAGTCTCGCTACAA-1 Maternal 
rep2_TTTAGTCTCTGAGGCC-1 Maternal 
rep2_TTTATGCAGCGTGAAC-1 Autologous 
rep2_TTTATGCCAATACAGA-1 Autologous 
rep2_TTTATGCCAGACCCGT-1 Autologous 
rep2_TTTATGCCATAACTCG-1 Maternal 
rep2_TTTATGCGTAGTTACC-1 Autologous 
rep2_TTTATGCGTCCCTCAT-1 Maternal 
rep2_TTTATGCGTTACACTG-1 Maternal 
rep2_TTTATGCTCTTGCAAG-1 Autologous 
rep2_TTTCACAAGTTGGAAT-1 Maternal 
rep2_TTTCACACATGAATAG-1 Autologous 
rep2_TTTCACATCCCAGGCA-1 Autologous 
rep2_TTTCACATCTCCGCAT-1 Autologous 
rep2_TTTCACATCTGAGGTT-1 Maternal 
rep2_TTTCACATCTGGGCCA-1 Autologous 
rep2_TTTCAGTAGCATCCCG-1 Maternal 
rep2_TTTCAGTCAACAAGTA-1 Autologous 
rep2_TTTCAGTCACCATAAC-1 Maternal 
rep2_TTTCAGTCAGAGGCTA-1 Autologous 
rep2_TTTCAGTCATGACAAA-1 Autologous 
rep2_TTTCAGTCATTGACAC-1 Maternal 
rep2_TTTCAGTGTACAGAGC-1 Autologous 
rep2_TTTCAGTGTCACAATC-1 Maternal 
rep2_TTTCAGTGTTGGATCT-1 Autologous 
rep2_TTTCAGTTCATCCCGT-1 Autologous 
rep2_TTTCATGAGAGTTGTA-1 Maternal 
rep2_TTTCATGAGGCATGCA-1 Maternal 
rep2_TTTCATGAGGTAAAGG-1 Autologous 
rep2_TTTCATGAGTAACCTC-1 Autologous 
rep2_TTTCATGAGTCAAGCG-1 Autologous 
rep2_TTTCATGCACGCGTCA-1 Autologous 
rep2_TTTCATGGTAGTATAG-1 Maternal 
rep2_TTTCATGGTCTCACGG-1 Maternal 
rep2_TTTCATGTCTGCGATA-1 Autologous 
rep2_TTTCATGTCTGCTCTG-1 Autologous 
rep2_TTTCCTCAGAGACAAG-1 Autologous 
rep2_TTTCCTCGTAACATAG-1 Autologous 



rep2_TTTCCTCTCAGTCAGT-1 Autologous 
rep2_TTTCGATAGACCTTTG-1 Autologous 
rep2_TTTCGATAGATGGCAC-1 Maternal 
rep2_TTTCGATAGCTAGAAT-1 Maternal 
rep2_TTTCGATCACACGCCA-1 Maternal 
rep2_TTTCGATGTACCTGTA-1 Autologous 
rep2_TTTCGATGTATAGCTC-1 Autologous 
rep2_TTTCGATGTGCCGGTT-1 Autologous 
rep2_TTTCGATTCGAAGCCC-1 Maternal 
rep2_TTTCGATTCTACTTCA-1 Maternal 
rep2_TTTCGATTCTTTCCGG-1 Autologous 
rep2_TTTGACTCAGCGGTTC-1 Autologous 
rep2_TTTGACTGTAACTGCT-1 Autologous 
rep2_TTTGACTGTGCGTTTA-1 Autologous 
rep2_TTTGACTGTTGGACTT-1 Maternal 
rep2_TTTGACTTCTTCCACG-1 Maternal 
rep2_TTTGATCAGCCAAGTG-1 Autologous 
rep2_TTTGATCAGGTTGAGC-1 Autologous 
rep2_TTTGATCCACAAGTTC-1 Autologous 
rep2_TTTGATCCACACCGCA-1 Autologous 
rep2_TTTGATCTCACTTGGA-1 Maternal 
rep2_TTTGATCTCCGATAGT-1 Maternal 
rep2_TTTGATCTCGTGGCTG-1 Autologous 
rep2_TTTGGAGAGAAGTGTT-1 Autologous 
rep2_TTTGGAGAGAGGGTCT-1 Maternal 
rep2_TTTGGAGAGCGTCTCG-1 Maternal 
rep2_TTTGGAGAGGAGAATG-1 Maternal 
rep2_TTTGGAGCAAAGCTCT-1 Autologous 
rep2_TTTGGAGCATGGCTGC-1 Autologous 
rep2_TTTGGAGTCATCACCC-1 Autologous 
rep2_TTTGGAGTCATCCCGT-1 Maternal 
rep2_TTTGGAGTCCTGGTCT-1 Autologous 
rep2_TTTGGAGTCGTGTGGC-1 Autologous 
rep2_TTTGGTTAGCATGAAT-1 Autologous 
rep2_TTTGGTTAGCTGAGCA-1 Autologous 
rep2_TTTGGTTCACAACGAG-1 Autologous 
rep2_TTTGGTTCACCGTACG-1 Maternal 
rep2_TTTGGTTGTCTGATCA-1 Autologous 
rep2_TTTGGTTGTTGGTACT-1 Maternal 
rep2_TTTGGTTTCTCGTTTA-1 Autologous 
rep2_TTTGTTGAGCCGGAAT-1 Maternal 
rep2_TTTGTTGCATCGATAC-1 Autologous 
rep2_TTTGTTGTCAATCAGC-1 Maternal 
rep2_TTTGTTGTCTAGCCTC-1 Autologous 



 



Table SIX. Number and ratio of autologous and maternal cells in each cluster of the X-SCID 
patient BMMNCs;  
Cluster Autologous Maternal Other Total Autologous_per Maternal_per 
0_NK-like 641  2,182  3  2,826  22.68% 77.21% 
1_CD14.Mono1 1,570  86  0  1,656  94.81% 5.19% 
2_CD4.Tnai 38  74  2  114  33.33% 64.91% 

3_CD8.Teff1 459  1,299  6  1,764  26.02% 73.64% 

4_CD4.TCM 195  489  2  686  28.43% 71.28% 

5_CD8.Tnai 56  124  0  180  31.11% 68.89% 
6_Eryth.1 1,208  27  1  1,236  97.73% 2.18% 
7_CD14.Mono2 98  1  0  99  98.99% 1.01% 
8_B.N1 532  31  0  563  94.49% 5.51% 
9_GMP 1,675  41  0  1,716  97.61% 2.39% 
10_B.N2 653  41  0  694  94.09% 5.91% 
11_CD14.Mono3 343  16  0  359  95.54% 4.46% 
12_Pro.B 120  0  0  120  100.00% 0.00% 
13_HSC.CMP 223  4  0  227  98.24% 1.76% 
14_CD8.Teff2 67  209  0  276  24.28% 75.72% 

15_CD8.TEM 28  104  0  132  21.21% 78.79% 
16_GMP.Neut 376  15  1  392  95.92% 3.83% 
17_Eryth.2 581  22  0  603  96.35% 3.65% 
18_cDC 146  6  0  152  96.05% 3.95% 
19_CD4.TEM 7  13  0  20  35.00% 65.00% 
20_CD16.Mono 33  1  0  34  97.06% 2.94% 
21_Plasma 20  0  0  20  100.00% 0.00% 
22_pDC 156  7  0  163  95.71% 4.29% 
23_CLP.1 12  1  0  13  92.31% 7.69% 
24_CLP.2 3  0  1  4  75.00% 0.00% 
25_MEP 159  5  0  164  96.95% 3.05% 
26_Mega.Plate 107  51  0  158  67.72% 32.28% 
27_DC 121  10  0  131  92.37% 7.63% 
28_Unk.1 5  9  0  14  35.71% 64.29% 
29_Unk.2 12  32  1  45  26.67% 71.11% 
HSC, hemopoietic stem cell; Eryth, erythrocytes; Mega, megakaryocyte; Plate, platelet; Gran, 
granulocyte; Mono, monocyte; DC, dendritic cell; NK, natural killer; N/nai, naïve; eff, 
effector; CM, central memory; EM, effector memory; Unk, unknown. 



 
Table SX. Differentially expressed genes between the autologous and maternal in each T and 
NK-like cell sub-cluster 
 
Gene p_val avg_logFC pct.1 pct.2 cluster 
XIST <0.001  -1.892  0.002  1.000  0_NK-like 

XIST <0.001  -1.819  0.013  1.000  3_CD8.Teff1 

CCL4L2 0.050  -0.640  0.329  0.381  3_CD8.Teff1 

XIST <0.001  -1.809  0.005  1.000  4_CD4.TCM 

GPATCH8 0.004  0.261  0.308  0.219  4_CD4.TCM 

XIST <0.001  -1.809  0.005  1.000  4_CD4.TCM 

GPATCH8 0.004  0.261  0.308  0.219  4_CD4.TCM 

XIST <0.001  -1.993  0.000  1.000  5_CD8.Tnai 

CWF19L2 0.001  0.564  0.214  0.056  5_CD8.Tnai 

NEAT1 0.001  -0.384  0.804  0.919  5_CD8.Tnai 

SLC46A3 0.001  0.365  0.107  0.008  5_CD8.Tnai 

POLR2J 0.002  -0.497  0.161  0.395  5_CD8.Tnai 

ENY2 0.002  -0.319  0.214  0.500  5_CD8.Tnai 

PNPLA2 0.002  0.653  0.268  0.097  5_CD8.Tnai 

TAGAP 0.003  -0.415  0.036  0.218  5_CD8.Tnai 

SHISA5 0.003  -0.364  0.321  0.540  5_CD8.Tnai 

MGAT2 0.003  -0.418  0.018  0.177  5_CD8.Tnai 

ACP1 0.004  0.319  0.482  0.290  5_CD8.Tnai 

SLC25A37 0.004  0.509  0.161  0.040  5_CD8.Tnai 

GIMAP1 0.005  -0.516  0.125  0.315  5_CD8.Tnai 

AL357060.1 0.005  -0.378  0.018  0.169  5_CD8.Tnai 

MRPL22 0.005  -0.361  0.000  0.129  5_CD8.Tnai 

CAMLG 0.005  -0.547  0.071  0.242  5_CD8.Tnai 

CDC14B 0.005  0.572  0.107  0.016  5_CD8.Tnai 

FADS1 0.006  0.519  0.125  0.024  5_CD8.Tnai 

GRAP2 0.006  -0.528  0.107  0.290  5_CD8.Tnai 

TMEM156 0.006  0.257  0.143  0.032  5_CD8.Tnai 

FANCA 0.006  0.359  0.107  0.016  5_CD8.Tnai 

SLC38A10 0.006  -0.329  0.018  0.161  5_CD8.Tnai 

DENND4C 0.006  0.343  0.107  0.016  5_CD8.Tnai 

BPTF 0.006  -0.512  0.232  0.427  5_CD8.Tnai 

RANBP1 0.007  -0.456  0.089  0.258  5_CD8.Tnai 



RAB27A 0.007  -0.500  0.107  0.282  5_CD8.Tnai 

CUTC 0.007  -0.304  0.000  0.121  5_CD8.Tnai 

TMEM205 0.007  -0.306  0.000  0.121  5_CD8.Tnai 

TP53RK 0.007  -0.345  0.000  0.121  5_CD8.Tnai 

SLC35D2 0.007  -0.354  0.000  0.121  5_CD8.Tnai 

CCNK 0.007  -0.379  0.054  0.226  5_CD8.Tnai 

IFI44 0.007  0.623  0.250  0.113  5_CD8.Tnai 

ERGIC3 0.008  0.277  0.375  0.185  5_CD8.Tnai 

SEC62 0.008  -0.294  0.179  0.387  5_CD8.Tnai 

FAM96A 0.009  -0.312  0.018  0.153  5_CD8.Tnai 

BCAS2 0.009  -0.396  0.107  0.282  5_CD8.Tnai 

LENG8 0.009  0.439  0.393  0.218  5_CD8.Tnai 

PNPLA8 0.009  -0.298  0.000  0.113  5_CD8.Tnai 

UBA6 0.009  -0.346  0.000  0.113  5_CD8.Tnai 

BROX 0.009  -0.408  0.000  0.113  5_CD8.Tnai 

SF3A2 0.009  0.409  0.268  0.113  5_CD8.Tnai 

CCDC57 0.009  0.269  0.179  0.056  5_CD8.Tnai 

PHKB 0.010  -0.325  0.018  0.145  5_CD8.Tnai 

CD99 0.010  -0.289  0.750  0.903  5_CD8.Tnai 

PARL 0.010  0.361  0.250  0.105  5_CD8.Tnai 

HNRNPM 0.010  -0.299  0.286  0.492  5_CD8.Tnai 

UBL5 0.010  0.341  0.768  0.621  5_CD8.Tnai 

MT2A 0.010  -0.354  0.214  0.427  5_CD8.Tnai 

POP5 0.011  -0.280  0.054  0.210  5_CD8.Tnai 

EBNA1BP2 0.011  0.262  0.161  0.048  5_CD8.Tnai 

RBL2 0.011  -0.278  0.107  0.290  5_CD8.Tnai 

MED13 0.011  -0.391  0.018  0.145  5_CD8.Tnai 

CTSD 0.011  -0.325  0.250  0.460  5_CD8.Tnai 

BLOC1S6 0.011  -0.404  0.036  0.177  5_CD8.Tnai 

HNRNPU 0.011  -0.394  0.286  0.508  5_CD8.Tnai 

CD2BP2 0.011  -0.368  0.125  0.298  5_CD8.Tnai 

GLIPR1 0.012  -0.354  0.196  0.379  5_CD8.Tnai 

ZNF506 0.012  -0.290  0.000  0.105  5_CD8.Tnai 

CEBPG 0.012  -0.327  0.000  0.105  5_CD8.Tnai 

MORF4L1 0.013  -0.387  0.375  0.581  5_CD8.Tnai 

CORO7 0.013  -0.314  0.054  0.194  5_CD8.Tnai 



XPA 0.013  -0.349  0.036  0.169  5_CD8.Tnai 

RICTOR 0.013  0.423  0.321  0.169  5_CD8.Tnai 

UBE2K 0.014  0.396  0.268  0.129  5_CD8.Tnai 

NME1 0.014  -0.276  0.018  0.137  5_CD8.Tnai 

TMEM50B 0.014  -0.272  0.036  0.177  5_CD8.Tnai 

USP3 0.014  0.438  0.143  0.040  5_CD8.Tnai 

INTS11 0.015  -0.324  0.071  0.218  5_CD8.Tnai 

GTF3A 0.015  -0.354  0.375  0.573  5_CD8.Tnai 

LEPROTL1 0.015  -0.404  0.286  0.460  5_CD8.Tnai 

STARD3NL 0.015  -0.438  0.036  0.169  5_CD8.Tnai 

RING1 0.015  -0.320  0.036  0.161  5_CD8.Tnai 

CNPPD1 0.015  -0.251  0.054  0.202  5_CD8.Tnai 

MFSD10 0.015  -0.457  0.143  0.306  5_CD8.Tnai 

ENO1 0.016  -0.334  0.536  0.718  5_CD8.Tnai 

ARL6IP4 0.016  -0.256  0.321  0.556  5_CD8.Tnai 

ARAF 0.017  -0.295  0.018  0.129  5_CD8.Tnai 

CDC26 0.017  -0.439  0.125  0.282  5_CD8.Tnai 

HNRNPD 0.017  -0.383  0.232  0.427  5_CD8.Tnai 

ACD 0.017  -0.284  0.036  0.161  5_CD8.Tnai 

TWF1 0.017  -0.315  0.018  0.129  5_CD8.Tnai 

PRDX6 0.017  -0.307  0.179  0.363  5_CD8.Tnai 

MRPS21 0.018  -0.374  0.179  0.363  5_CD8.Tnai 

STAT3 0.018  -0.314  0.393  0.589  5_CD8.Tnai 

PER1 0.018  0.423  0.214  0.089  5_CD8.Tnai 

ZNF708 0.019  -0.306  0.018  0.129  5_CD8.Tnai 

NDUFA13 0.019  -0.360  0.304  0.476  5_CD8.Tnai 

DCTD 0.019  -0.253  0.018  0.129  5_CD8.Tnai 

PRDX3 0.019  -0.265  0.018  0.129  5_CD8.Tnai 

TKT 0.019  -0.339  0.071  0.218  5_CD8.Tnai 

UBE2G1 0.019  -0.298  0.071  0.210  5_CD8.Tnai 

CYCS 0.019  -0.283  0.482  0.685  5_CD8.Tnai 

GBP4 0.020  -0.306  0.214  0.403  5_CD8.Tnai 

PITHD1 0.020  -0.344  0.089  0.234  5_CD8.Tnai 

SRPK1 0.020  -0.305  0.036  0.153  5_CD8.Tnai 

FAM192A 0.021  -0.308  0.018  0.129  5_CD8.Tnai 

BTBD1 0.021  0.284  0.107  0.024  5_CD8.Tnai 



ILF3 0.021  0.476  0.304  0.169  5_CD8.Tnai 

RSF1 0.021  0.557  0.429  0.298  5_CD8.Tnai 

FUS 0.022  -0.288  0.607  0.774  5_CD8.Tnai 

UGGT1 0.023  -0.367  0.018  0.121  5_CD8.Tnai 

PRKX 0.024  -0.284  0.036  0.153  5_CD8.Tnai 

GTF3C5 0.024  -0.269  0.018  0.121  5_CD8.Tnai 

CNPY2 0.024  -0.290  0.054  0.185  5_CD8.Tnai 

DYNC1LI1 0.024  -0.329  0.036  0.153  5_CD8.Tnai 

TNPO3 0.025  -0.305  0.018  0.121  5_CD8.Tnai 

MIR4435-2HG 0.025  0.344  0.250  0.121  5_CD8.Tnai 

USP7 0.025  0.285  0.179  0.073  5_CD8.Tnai 

PLEKHJ1 0.025  -0.253  0.125  0.282  5_CD8.Tnai 

PITPNC1 0.025  0.422  0.196  0.081  5_CD8.Tnai 

MYO1G 0.025  -0.324  0.357  0.532  5_CD8.Tnai 

ZNF430 0.026  -0.339  0.054  0.177  5_CD8.Tnai 

MARK2 0.026  -0.289  0.054  0.177  5_CD8.Tnai 

HEXDC 0.026  -0.331  0.054  0.177  5_CD8.Tnai 

PSPC1 0.026  0.367  0.179  0.073  5_CD8.Tnai 

CELF2 0.026  -0.390  0.393  0.556  5_CD8.Tnai 

HUWE1 0.026  -0.334  0.018  0.121  5_CD8.Tnai 

DENND1C 0.027  -0.297  0.054  0.177  5_CD8.Tnai 

AL118516.1 0.027  -0.258  0.071  0.210  5_CD8.Tnai 

DNAJC19 0.027  -0.334  0.125  0.274  5_CD8.Tnai 

VPS28 0.029  -0.373  0.286  0.435  5_CD8.Tnai 

MRPL4 0.029  -0.289  0.107  0.266  5_CD8.Tnai 

KIF3B 0.030  0.356  0.143  0.048  5_CD8.Tnai 

SDF2 0.030  -0.306  0.143  0.282  5_CD8.Tnai 

SS18L2 0.030  -0.309  0.161  0.323  5_CD8.Tnai 

EIF5B 0.030  -0.294  0.161  0.306  5_CD8.Tnai 

TMEM123 0.031  0.360  0.339  0.202  5_CD8.Tnai 

RAP1B 0.031  0.306  0.839  0.790  5_CD8.Tnai 

ELOF1 0.031  -0.281  0.071  0.202  5_CD8.Tnai 

NDUFAB1 0.031  -0.308  0.161  0.315  5_CD8.Tnai 

AC044849.1 0.032  0.385  0.393  0.266  5_CD8.Tnai 

SIN3A 0.032  -0.303  0.036  0.145  5_CD8.Tnai 

TRIR 0.032  -0.260  0.571  0.742  5_CD8.Tnai 



BCCIP 0.032  0.276  0.125  0.040  5_CD8.Tnai 

NUCB1 0.033  -0.349  0.143  0.290  5_CD8.Tnai 

TALDO1 0.033  -0.282  0.179  0.347  5_CD8.Tnai 

GPATCH2L 0.033  -0.295  0.018  0.113  5_CD8.Tnai 

BCAS4 0.033  -0.367  0.018  0.113  5_CD8.Tnai 

SPN 0.034  -0.318  0.393  0.548  5_CD8.Tnai 

PARK7 0.034  -0.285  0.500  0.677  5_CD8.Tnai 

DNM1L 0.034  0.320  0.125  0.040  5_CD8.Tnai 

SQLE 0.035  0.381  0.107  0.032  5_CD8.Tnai 

USP30-AS1 0.035  0.271  0.161  0.065  5_CD8.Tnai 

STX8 0.035  -0.261  0.054  0.177  5_CD8.Tnai 

DAXX 0.035  0.281  0.214  0.097  5_CD8.Tnai 

BTBD7 0.036  0.266  0.125  0.040  5_CD8.Tnai 

PSMA5 0.036  -0.314  0.268  0.435  5_CD8.Tnai 

SPG21 0.036  -0.263  0.036  0.145  5_CD8.Tnai 

TC2N 0.036  -0.267  0.054  0.169  5_CD8.Tnai 

MSN 0.036  -0.310  0.500  0.629  5_CD8.Tnai 

IL7R 0.036  -0.356  0.018  0.113  5_CD8.Tnai 

EPB41L4A-AS1 0.037  -0.320  0.071  0.194  5_CD8.Tnai 

FLT3LG 0.038  -0.252  0.054  0.169  5_CD8.Tnai 

MNAT1 0.039  0.352  0.161  0.065  5_CD8.Tnai 

SETBP1 0.039  0.331  0.107  0.032  5_CD8.Tnai 

H1FX 0.039  -0.289  0.429  0.597  5_CD8.Tnai 

RABAC1 0.039  -0.293  0.393  0.556  5_CD8.Tnai 

WAPL 0.040  -0.310  0.036  0.137  5_CD8.Tnai 

VDAC1 0.041  -0.328  0.143  0.290  5_CD8.Tnai 

MRPL16 0.041  -0.277  0.054  0.161  5_CD8.Tnai 

DCAF11 0.041  0.435  0.214  0.105  5_CD8.Tnai 

CD7 0.042  -0.315  0.321  0.508  5_CD8.Tnai 

BMI1 0.042  -0.350  0.036  0.137  5_CD8.Tnai 

RHNO1 0.042  0.252  0.107  0.032  5_CD8.Tnai 

KMT2C 0.042  -0.266  0.054  0.169  5_CD8.Tnai 

BAZ2A 0.042  -0.326  0.107  0.242  5_CD8.Tnai 

KMT2E 0.042  -0.408  0.268  0.411  5_CD8.Tnai 

UCHL5 0.042  -0.319  0.018  0.105  5_CD8.Tnai 

HGS 0.043  0.405  0.161  0.065  5_CD8.Tnai 



GK5 0.043  0.276  0.196  0.089  5_CD8.Tnai 

SDHA 0.044  -0.257  0.196  0.355  5_CD8.Tnai 

EIF4E2 0.045  -0.265  0.089  0.210  5_CD8.Tnai 

DHX9 0.045  0.280  0.250  0.129  5_CD8.Tnai 

GALNT6 0.045  0.274  0.107  0.032  5_CD8.Tnai 

ATXN2L 0.045  0.296  0.179  0.081  5_CD8.Tnai 

MX2 0.045  -0.256  0.071  0.194  5_CD8.Tnai 

HBA1 0.045  0.647  0.661  0.532  5_CD8.Tnai 

PBXIP1 0.046  -0.265  0.089  0.226  5_CD8.Tnai 

ZNF593 0.046  -0.318  0.018  0.105  5_CD8.Tnai 

CLSTN1 0.046  -0.303  0.054  0.161  5_CD8.Tnai 

NFATC3 0.046  0.283  0.411  0.266  5_CD8.Tnai 

PTBP1 0.046  0.359  0.339  0.218  5_CD8.Tnai 

TMEM181 0.047  -0.364  0.071  0.185  5_CD8.Tnai 

MAP7D1 0.048  0.384  0.214  0.105  5_CD8.Tnai 

DIP2A 0.048  -0.311  0.089  0.218  5_CD8.Tnai 

DDX23 0.048  -0.333  0.071  0.177  5_CD8.Tnai 

COMMD3 0.049  -0.280  0.054  0.153  5_CD8.Tnai 

CDK5RAP2 0.049  -0.277  0.036  0.129  5_CD8.Tnai 

SEC31A 0.050  -0.293  0.089  0.202  5_CD8.Tnai 

XIST <0.001  -1.832  0.015  1.000  14_CD8.Teff2 

EIF1AX <0.001  -0.437  0.328  0.617  14_CD8.Teff2 

RAB11FIP2 <0.001  0.364  0.164  0.038  14_CD8.Teff2 

TGFBR3 0.001  -0.364  0.104  0.340  14_CD8.Teff2 

KPNA4 0.001  -0.389  0.075  0.278  14_CD8.Teff2 

ZCCHC7 0.001  -0.324  0.030  0.196  14_CD8.Teff2 

NSA2 0.001  0.319  0.687  0.502  14_CD8.Teff2 

CNPY2 0.001  -0.384  0.119  0.321  14_CD8.Teff2 

POLR2F 0.002  -0.371  0.149  0.373  14_CD8.Teff2 

ANXA5 0.002  -0.289  0.388  0.622  14_CD8.Teff2 

PDIA6 0.002  -0.336  0.343  0.589  14_CD8.Teff2 

TMEM165 0.002  -0.329  0.090  0.282  14_CD8.Teff2 

GSK3A 0.002  0.477  0.299  0.153  14_CD8.Teff2 

ZBTB20 0.002  -0.433  0.075  0.258  14_CD8.Teff2 

STXBP2 0.002  -0.368  0.149  0.340  14_CD8.Teff2 

PPM1A 0.002  -0.311  0.045  0.206  14_CD8.Teff2 



RAPGEF1 0.002  0.354  0.373  0.215  14_CD8.Teff2 

UQCRH 0.003  -0.281  0.567  0.789  14_CD8.Teff2 

OSTF1 0.003  -0.289  0.463  0.679  14_CD8.Teff2 

RBM26 0.003  -0.295  0.045  0.201  14_CD8.Teff2 

JUN 0.003  0.375  0.881  0.785  14_CD8.Teff2 

RNASEH1 0.003  -0.270  0.015  0.148  14_CD8.Teff2 

SNRPE 0.003  -0.293  0.209  0.426  14_CD8.Teff2 

ATP5PB 0.003  -0.318  0.313  0.555  14_CD8.Teff2 

B3GAT1 0.004  -0.289  0.030  0.172  14_CD8.Teff2 

IST1 0.004  -0.302  0.045  0.196  14_CD8.Teff2 

RAB1A 0.004  -0.346  0.090  0.254  14_CD8.Teff2 

SAMD9L 0.004  -0.300  0.254  0.450  14_CD8.Teff2 

PDHA1 0.004  -0.290  0.045  0.196  14_CD8.Teff2 

RAB5IF 0.004  -0.326  0.313  0.531  14_CD8.Teff2 

APPL1 0.004  -0.281  0.030  0.163  14_CD8.Teff2 

ITSN2 0.005  -0.262  0.075  0.239  14_CD8.Teff2 

MED4 0.005  -0.329  0.134  0.321  14_CD8.Teff2 

TXNL1 0.005  -0.288  0.164  0.373  14_CD8.Teff2 

PURA 0.005  -0.309  0.164  0.364  14_CD8.Teff2 

STK17A 0.005  -0.280  0.284  0.474  14_CD8.Teff2 

SSSCA1 0.005  -0.257  0.075  0.234  14_CD8.Teff2 

TRAPPC10 0.006  -0.280  0.060  0.206  14_CD8.Teff2 

SUPT4H1 0.006  0.300  0.597  0.431  14_CD8.Teff2 

PSMA4 0.006  -0.281  0.284  0.517  14_CD8.Teff2 

VEZF1 0.006  -0.273  0.030  0.163  14_CD8.Teff2 

HNRNPAB 0.006  -0.284  0.134  0.316  14_CD8.Teff2 

DESI1 0.006  -0.298  0.060  0.206  14_CD8.Teff2 

PRELID1 0.006  -0.285  0.582  0.732  14_CD8.Teff2 

CIAO1 0.006  0.307  0.179  0.072  14_CD8.Teff2 

TRGC1 0.007  -0.344  0.373  0.579  14_CD8.Teff2 

KIN 0.007  -0.269  0.060  0.211  14_CD8.Teff2 

STK4 0.007  -0.316  0.657  0.756  14_CD8.Teff2 

BIRC6 0.008  -0.286  0.104  0.263  14_CD8.Teff2 

EIF1B 0.008  0.412  0.418  0.282  14_CD8.Teff2 

TNFAIP3 0.008  0.303  0.821  0.746  14_CD8.Teff2 

STAU1 0.009  -0.251  0.075  0.225  14_CD8.Teff2 



CYC1 0.010  -0.300  0.209  0.388  14_CD8.Teff2 

SLC35E2B 0.010  0.276  0.164  0.067  14_CD8.Teff2 

SYNGR1 0.010  -0.356  0.328  0.512  14_CD8.Teff2 

SORL1 0.010  -0.285  0.224  0.416  14_CD8.Teff2 

SMIM37 0.011  -0.265  0.045  0.167  14_CD8.Teff2 

DNAJA2 0.011  -0.289  0.119  0.278  14_CD8.Teff2 

IKZF3 0.011  -0.348  0.209  0.378  14_CD8.Teff2 

BAG5 0.011  -0.256  0.060  0.201  14_CD8.Teff2 

HEXDC 0.011  0.273  0.254  0.134  14_CD8.Teff2 

DHX9 0.011  -0.257  0.060  0.187  14_CD8.Teff2 

WDR77 0.012  0.272  0.134  0.048  14_CD8.Teff2 

PJA2 0.012  0.289  0.239  0.120  14_CD8.Teff2 

KIF3A 0.012  -0.272  0.015  0.115  14_CD8.Teff2 

TUBB 0.013  -0.277  0.358  0.569  14_CD8.Teff2 

SPATA13 0.013  -0.275  0.075  0.206  14_CD8.Teff2 

DIAPH1 0.013  -0.279  0.209  0.407  14_CD8.Teff2 

FAM117A 0.013  -0.259  0.149  0.316  14_CD8.Teff2 

ACAP1 0.014  0.294  0.642  0.555  14_CD8.Teff2 

IDS 0.014  -0.283  0.343  0.531  14_CD8.Teff2 

CSNK2B 0.014  -0.254  0.299  0.498  14_CD8.Teff2 

FKBP2 0.014  -0.318  0.179  0.335  14_CD8.Teff2 

MRPL16 0.014  -0.256  0.060  0.187  14_CD8.Teff2 

RASGRP1 0.015  -0.279  0.164  0.330  14_CD8.Teff2 

DCAF7 0.016  -0.255  0.134  0.282  14_CD8.Teff2 

IMP3 0.017  -0.293  0.209  0.383  14_CD8.Teff2 

RBBP6 0.017  -0.271  0.179  0.330  14_CD8.Teff2 

GZMK 0.019  0.698  0.104  0.033  14_CD8.Teff2 

IKBKE 0.020  0.258  0.164  0.072  14_CD8.Teff2 

SREK1 0.020  -0.285  0.149  0.287  14_CD8.Teff2 

JAK1 0.020  -0.272  0.463  0.627  14_CD8.Teff2 

COPZ1 0.021  -0.255  0.194  0.340  14_CD8.Teff2 

IFT20 0.022  -0.263  0.090  0.211  14_CD8.Teff2 

ACAA2 0.022  0.263  0.403  0.278  14_CD8.Teff2 

NFATC3 0.024  0.326  0.507  0.392  14_CD8.Teff2 

NDUFB11 0.025  -0.255  0.507  0.708  14_CD8.Teff2 

FMR1 0.026  -0.254  0.045  0.144  14_CD8.Teff2 



PRELID3B 0.028  0.285  0.209  0.115  14_CD8.Teff2 

FAAP20 0.029  0.261  0.299  0.187  14_CD8.Teff2 

NSMCE3 0.030  0.326  0.403  0.311  14_CD8.Teff2 

DVL3 0.031  0.322  0.104  0.038  14_CD8.Teff2 

TMED4 0.031  0.299  0.373  0.273  14_CD8.Teff2 

ZBP1 0.034  -0.256  0.209  0.354  14_CD8.Teff2 

IFI6 0.036  -0.273  0.716  0.861  14_CD8.Teff2 

ZNF281 0.037  -0.252  0.075  0.182  14_CD8.Teff2 

SAMSN1 0.038  0.260  0.493  0.388  14_CD8.Teff2 

ILF2 0.039  -0.263  0.209  0.344  14_CD8.Teff2 

NCK1 0.039  0.351  0.299  0.201  14_CD8.Teff2 

DUSP5 0.040  0.491  0.358  0.258  14_CD8.Teff2 

PRKCB 0.041  -0.298  0.478  0.646  14_CD8.Teff2 

MRPS5 0.041  -0.273  0.119  0.249  14_CD8.Teff2 

TTC38 0.042  -0.256  0.403  0.569  14_CD8.Teff2 

TAP2 0.049  0.295  0.448  0.354  14_CD8.Teff2 

 



Table SXI. Differentially expressed genes between the patient autologous and healthy cells in 
each T cell sub-cluster. 
 
 
Gene p_val avg_logFC pct.1 pct.2 p_val_adj cluster 

IFITM1 <0.001  2.467  0.985  0.143  <0.001  3_CD8.Teff1 

GZMH <0.001  2.478  0.950  0.139  <0.001  3_CD8.Teff1 

CCL4 <0.001  2.998  0.932  0.141  <0.001  3_CD8.Teff1 

FGFBP2 <0.001  2.713  0.908  0.096  <0.001  3_CD8.Teff1 

HLA-C <0.001  1.170  0.996  0.989  <0.001  3_CD8.Teff1 

HLA-B <0.001  0.926  1.000  0.995  <0.001  3_CD8.Teff1 

NKG7 <0.001  2.214  0.989  0.652  <0.001  3_CD8.Teff1 

HBB <0.001  1.746  0.808  0.013  <0.001  3_CD8.Teff1 

SH3BGRL3 <0.001  1.215  0.993  0.969  <0.001  3_CD8.Teff1 

FOSB <0.001  -2.059  0.150  0.902  <0.001  3_CD8.Teff1 

B2M <0.001  0.581  1.000  0.998  <0.001  3_CD8.Teff1 

PRF1 <0.001  1.877  0.935  0.364  <0.001  3_CD8.Teff1 

PFN1 <0.001  1.053  1.000  0.962  <0.001  3_CD8.Teff1 

SRGN <0.001  1.352  0.985  0.755  <0.001  3_CD8.Teff1 

LY6E <0.001  1.411  0.974  0.712  <0.001  3_CD8.Teff1 

CST7 <0.001  1.363  0.983  0.607  <0.001  3_CD8.Teff1 

HLA-DPB1 <0.001  1.491  0.928  0.373  <0.001  3_CD8.Teff1 

LTB <0.001  -1.996  0.102  0.851  <0.001  3_CD8.Teff1 

HLA-A <0.001  0.707  0.998  0.995  <0.001  3_CD8.Teff1 

GZMB <0.001  2.241  0.739  0.043  <0.001  3_CD8.Teff1 

HLA-DRB1 <0.001  1.577  0.869  0.194  <0.001  3_CD8.Teff1 

HLA-DPA1 <0.001  1.497  0.908  0.357  <0.001  3_CD8.Teff1 

IL32 <0.001  0.862  1.000  0.969  <0.001  3_CD8.Teff1 

FOS <0.001  -1.590  0.222  0.915  <0.001  3_CD8.Teff1 

CCL5 <0.001  0.978  1.000  0.938  <0.001  3_CD8.Teff1 

RGS1 <0.001  1.920  0.771  0.125  <0.001  3_CD8.Teff1 

CXCR4 <0.001  1.498  0.930  0.645  <0.001  3_CD8.Teff1 

TSC22D3 <0.001  1.404  0.946  0.721  <0.001  3_CD8.Teff1 

HLA-E <0.001  0.730  0.996  0.987  <0.001  3_CD8.Teff1 

HLA-DQA2 <0.001  1.454  0.691  0.063  <0.001  3_CD8.Teff1 

EEF1A1 <0.001  -0.545  1.000  0.998  <0.001  3_CD8.Teff1 

RARRES3 <0.001  1.108  0.959  0.745  <0.001  3_CD8.Teff1 



GZMA <0.001  1.094  0.985  0.699  <0.001  3_CD8.Teff1 

DDIT4 <0.001  1.432  0.802  0.243  <0.001  3_CD8.Teff1 

LAIR2 <0.001  1.480  0.636  0.034  <0.001  3_CD8.Teff1 

PSME2 <0.001  1.075  0.924  0.647  <0.001  3_CD8.Teff1 

TNFAIP3 <0.001  1.413  0.824  0.283  <0.001  3_CD8.Teff1 

PRSS23 <0.001  1.348  0.610  0.022  <0.001  3_CD8.Teff1 

TCF7 <0.001  -1.180  0.085  0.746  <0.001  3_CD8.Teff1 

IL7R <0.001  -1.720  0.174  0.793  <0.001  3_CD8.Teff1 

HBA2 <0.001  1.870  0.560  0.002  <0.001  3_CD8.Teff1 

CD3D <0.001  0.763  0.993  0.928  <0.001  3_CD8.Teff1 

PSMB9 <0.001  1.014  0.946  0.766  <0.001  3_CD8.Teff1 

PSME1 <0.001  0.849  0.974  0.862  <0.001  3_CD8.Teff1 

ARL4C <0.001  0.962  0.954  0.812  <0.001  3_CD8.Teff1 

GAPDH <0.001  0.803  0.989  0.931  <0.001  3_CD8.Teff1 

TMSB10 <0.001  0.560  1.000  0.998  <0.001  3_CD8.Teff1 

ARHGDIB <0.001  0.770  0.985  0.913  <0.001  3_CD8.Teff1 

TPT1 <0.001  -0.569  1.000  0.995  <0.001  3_CD8.Teff1 

HBA1 <0.001  1.918  0.534  0.000  <0.001  3_CD8.Teff1 

METRNL <0.001  1.151  0.588  0.040  <0.001  3_CD8.Teff1 

EMP3 <0.001  0.894  0.948  0.833  <0.001  3_CD8.Teff1 

IFITM2 <0.001  1.081  0.915  0.649  <0.001  3_CD8.Teff1 

MTRNR2L12 <0.001  -1.029  0.002  0.580  <0.001  3_CD8.Teff1 

CD27 <0.001  -0.955  0.083  0.728  <0.001  3_CD8.Teff1 

CTSW <0.001  0.962  0.950  0.734  <0.001  3_CD8.Teff1 

FCGR3A <0.001  1.390  0.593  0.060  <0.001  3_CD8.Teff1 

ZFP36 <0.001  1.264  0.878  0.614  <0.001  3_CD8.Teff1 

S100A4 <0.001  0.761  0.993  0.924  <0.001  3_CD8.Teff1 

MYL12B <0.001  0.683  0.974  0.917  <0.001  3_CD8.Teff1 

CD74 <0.001  1.328  0.898  0.665  <0.001  3_CD8.Teff1 

IFI44L <0.001  1.168  0.547  0.053  <0.001  3_CD8.Teff1 

ACTB <0.001  0.596  1.000  0.995  <0.001  3_CD8.Teff1 

CFL1 <0.001  0.624  0.987  0.957  <0.001  3_CD8.Teff1 

HLA-DRA <0.001  1.539  0.732  0.281  <0.001  3_CD8.Teff1 

CRIP1 <0.001  1.137  0.699  0.254  <0.001  3_CD8.Teff1 

LGALS1 <0.001  1.452  0.739  0.295  <0.001  3_CD8.Teff1 

CD2 <0.001  0.840  0.932  0.708  <0.001  3_CD8.Teff1 



MYL6 <0.001  0.611  0.985  0.944  <0.001  3_CD8.Teff1 

CLIC1 <0.001  0.735  0.952  0.801  <0.001  3_CD8.Teff1 

C12orf75 <0.001  0.956  0.804  0.433  <0.001  3_CD8.Teff1 

GZMK <0.001  -1.087  0.161  0.743  <0.001  3_CD8.Teff1 

TYMP <0.001  1.062  0.656  0.199  <0.001  3_CD8.Teff1 

EFHD2 <0.001  0.983  0.810  0.429  <0.001  3_CD8.Teff1 

CYBA <0.001  0.651  0.983  0.958  <0.001  3_CD8.Teff1 

IFI6 <0.001  1.187  0.667  0.255  <0.001  3_CD8.Teff1 

UBE2L6 <0.001  1.001  0.717  0.341  <0.001  3_CD8.Teff1 

ARPC3 <0.001  0.602  0.969  0.886  <0.001  3_CD8.Teff1 

CD81 <0.001  0.748  0.922  0.710  <0.001  3_CD8.Teff1 

UBB <0.001  0.659  0.956  0.862  <0.001  3_CD8.Teff1 

SUB1 <0.001  0.748  0.930  0.803  <0.001  3_CD8.Teff1 

PABPC1 <0.001  -0.753  0.697  0.933  <0.001  3_CD8.Teff1 

ISG15 <0.001  1.069  0.754  0.417  <0.001  3_CD8.Teff1 

EEF1B2 <0.001  -0.563  0.915  0.980  <0.001  3_CD8.Teff1 

CEMIP2 <0.001  0.982  0.590  0.161  <0.001  3_CD8.Teff1 

ZEB2 <0.001  0.968  0.654  0.199  <0.001  3_CD8.Teff1 

BST2 <0.001  0.915  0.760  0.447  <0.001  3_CD8.Teff1 

ADGRG1 <0.001  0.917  0.503  0.065  <0.001  3_CD8.Teff1 

IRF9 <0.001  0.964  0.597  0.172  <0.001  3_CD8.Teff1 

RCAN3 <0.001  -0.716  0.015  0.455  <0.001  3_CD8.Teff1 

ARPC2 <0.001  0.573  0.980  0.929  <0.001  3_CD8.Teff1 

CALM1 <0.001  0.538  0.989  0.967  <0.001  3_CD8.Teff1 

PSMB10 <0.001  0.945  0.595  0.196  <0.001  3_CD8.Teff1 

SPON2 <0.001  1.174  0.527  0.111  <0.001  3_CD8.Teff1 

IL2RG <0.001  0.756  0.867  0.678  <0.001  3_CD8.Teff1 

LITAF <0.001  0.809  0.845  0.636  <0.001  3_CD8.Teff1 

CX3CR1 <0.001  0.889  0.429  0.045  <0.001  3_CD8.Teff1 

CD99 <0.001  0.616  0.943  0.853  <0.001  3_CD8.Teff1 

RAP1B <0.001  0.697  0.891  0.775  <0.001  3_CD8.Teff1 

TRBC1 <0.001  1.139  0.867  0.598  <0.001  3_CD8.Teff1 

LYZ <0.001  -0.823  0.113  0.591  <0.001  3_CD8.Teff1 

KLRB1 <0.001  -1.455  0.022  0.418  <0.001  3_CD8.Teff1 

CHST12 <0.001  0.800  0.728  0.371  <0.001  3_CD8.Teff1 

STAT1 <0.001  0.867  0.680  0.315  <0.001  3_CD8.Teff1 



XAF1 <0.001  0.935  0.595  0.216  <0.001  3_CD8.Teff1 

IFI27 <0.001  1.846  0.351  0.009  <0.001  3_CD8.Teff1 

CTSC <0.001  0.765  0.786  0.500  <0.001  3_CD8.Teff1 

CCL4L2 <0.001  1.548  0.329  0.000  <0.001  3_CD8.Teff1 

CHCHD2 <0.001  0.579  0.911  0.835  <0.001  3_CD8.Teff1 

FLNA <0.001  0.794  0.821  0.636  <0.001  3_CD8.Teff1 

TAP1 <0.001  0.799  0.745  0.453  <0.001  3_CD8.Teff1 

EPSTI1 <0.001  0.856  0.444  0.080  <0.001  3_CD8.Teff1 

BTG1 <0.001  0.564  0.987  0.978  <0.001  3_CD8.Teff1 

S100A6 <0.001  0.532  0.983  0.942  <0.001  3_CD8.Teff1 

GBP1 <0.001  0.950  0.584  0.232  <0.001  3_CD8.Teff1 

SRP14 <0.001  0.506  0.952  0.913  <0.001  3_CD8.Teff1 

DDX3Y <0.001  -0.568  0.002  0.355  <0.001  3_CD8.Teff1 

CLIC3 <0.001  1.042  0.534  0.165  <0.001  3_CD8.Teff1 

HSP90AA1 <0.001  0.511  0.969  0.949  <0.001  3_CD8.Teff1 

FCRL6 <0.001  0.763  0.479  0.109  <0.001  3_CD8.Teff1 

DBI <0.001  0.703  0.769  0.576  <0.001  3_CD8.Teff1 

ITGB1 <0.001  0.774  0.723  0.379  <0.001  3_CD8.Teff1 

ARPC4 <0.001  0.699  0.793  0.580  <0.001  3_CD8.Teff1 

SELL <0.001  -0.804  0.048  0.418  <0.001  3_CD8.Teff1 

ATM <0.001  -0.754  0.314  0.764  <0.001  3_CD8.Teff1 

RAC2 <0.001  0.569  0.928  0.857  <0.001  3_CD8.Teff1 

CORO1A <0.001  0.516  0.969  0.938  <0.001  3_CD8.Teff1 

AC004687.1 <0.001  -0.679  0.107  0.531  <0.001  3_CD8.Teff1 

AC007952.4 <0.001  -0.673  0.028  0.382  <0.001  3_CD8.Teff1 

IRF1 <0.001  0.761  0.843  0.685  <0.001  3_CD8.Teff1 

ABHD17A <0.001  0.666  0.839  0.678  <0.001  3_CD8.Teff1 

OASL <0.001  0.721  0.375  0.053  <0.001  3_CD8.Teff1 

LSP1 <0.001  0.612  0.856  0.705  <0.001  3_CD8.Teff1 

EGR1 <0.001  -0.661  0.007  0.333  <0.001  3_CD8.Teff1 

PSMB8 <0.001  0.682  0.802  0.625  <0.001  3_CD8.Teff1 

ITGB7 <0.001  0.740  0.630  0.332  <0.001  3_CD8.Teff1 

SERTAD3 <0.001  0.717  0.333  0.033  <0.001  3_CD8.Teff1 

CES1 <0.001  0.724  0.296  0.013  <0.001  3_CD8.Teff1 

ACTG1 <0.001  0.522  0.993  0.976  <0.001  3_CD8.Teff1 

HLA-DQB1 <0.001  0.789  0.423  0.098  <0.001  3_CD8.Teff1 



CALR <0.001  0.696  0.852  0.712  <0.001  3_CD8.Teff1 

MYC <0.001  -0.556  0.011  0.321  <0.001  3_CD8.Teff1 

AQP3 <0.001  -0.574  0.033  0.362  <0.001  3_CD8.Teff1 

NELL2 <0.001  -0.550  0.000  0.288  <0.001  3_CD8.Teff1 

ARPC1B <0.001  0.558  0.871  0.770  <0.001  3_CD8.Teff1 

TLE4 <0.001  -0.634  0.126  0.522  <0.001  3_CD8.Teff1 

CD63 <0.001  0.630  0.747  0.524  <0.001  3_CD8.Teff1 

ABI3 <0.001  0.724  0.497  0.190  <0.001  3_CD8.Teff1 

CD38 <0.001  0.694  0.303  0.029  <0.001  3_CD8.Teff1 

SLC38A2 <0.001  -0.650  0.159  0.556  <0.001  3_CD8.Teff1 

TTC38 <0.001  0.682  0.375  0.072  <0.001  3_CD8.Teff1 

CLEC2B <0.001  0.693  0.741  0.554  <0.001  3_CD8.Teff1 

S100A11 <0.001  0.670  0.802  0.649  <0.001  3_CD8.Teff1 

RNF213 <0.001  0.531  0.887  0.772  <0.001  3_CD8.Teff1 

ID2 <0.001  0.847  0.702  0.449  <0.001  3_CD8.Teff1 

CTLA4 <0.001  0.703  0.307  0.034  <0.001  3_CD8.Teff1 

SERINC5 <0.001  -0.513  0.015  0.310  <0.001  3_CD8.Teff1 

NOSIP <0.001  -0.710  0.296  0.676  <0.001  3_CD8.Teff1 

ITGB2 <0.001  0.534  0.906  0.804  <0.001  3_CD8.Teff1 

APOBEC3G <0.001  0.616  0.741  0.518  <0.001  3_CD8.Teff1 

KRTCAP2 <0.001  0.652  0.595  0.342  <0.001  3_CD8.Teff1 

JUN <0.001  -0.531  0.863  0.980  <0.001  3_CD8.Teff1 

CD53 <0.001  0.621  0.797  0.701  <0.001  3_CD8.Teff1 

PSMA7 <0.001  0.558  0.824  0.701  <0.001  3_CD8.Teff1 

IER2 <0.001  -0.604  0.763  0.944  <0.001  3_CD8.Teff1 

JUND <0.001  0.547  0.967  0.957  <0.001  3_CD8.Teff1 

INTS6 <0.001  -0.632  0.174  0.563  <0.001  3_CD8.Teff1 

GABPB1-AS1 <0.001  -0.656  0.153  0.529  <0.001  3_CD8.Teff1 

TMEM50A <0.001  0.615  0.684  0.486  <0.001  3_CD8.Teff1 

HLA-DQA1 <0.001  0.697  0.340  0.060  <0.001  3_CD8.Teff1 

CD3G <0.001  0.520  0.898  0.866  <0.001  3_CD8.Teff1 

PPIB <0.001  0.524  0.845  0.732  <0.001  3_CD8.Teff1 

PSMB3 <0.001  0.577  0.688  0.511  <0.001  3_CD8.Teff1 

IER5 <0.001  -0.597  0.133  0.500  <0.001  3_CD8.Teff1 

SLC9A3R1 <0.001  0.609  0.708  0.486  <0.001  3_CD8.Teff1 

YWHAQ <0.001  0.620  0.717  0.554  <0.001  3_CD8.Teff1 



LAG3 <0.001  0.755  0.477  0.196  <0.001  3_CD8.Teff1 

PATL2 <0.001  0.690  0.447  0.149  <0.001  3_CD8.Teff1 

DUSP2 <0.001  0.749  0.749  0.522  <0.001  3_CD8.Teff1 

PLEK <0.001  0.577  0.654  0.333  <0.001  3_CD8.Teff1 

KIF19 <0.001  0.566  0.270  0.027  <0.001  3_CD8.Teff1 

S1PR5 <0.001  0.658  0.342  0.071  <0.001  3_CD8.Teff1 

IFIT3 <0.001  0.631  0.237  0.011  <0.001  3_CD8.Teff1 

GNG5 <0.001  0.602  0.669  0.480  <0.001  3_CD8.Teff1 

PPP1CA <0.001  0.512  0.824  0.697  <0.001  3_CD8.Teff1 

KLRD1 <0.001  0.864  0.630  0.346  <0.001  3_CD8.Teff1 

BRK1 <0.001  0.531  0.725  0.587  <0.001  3_CD8.Teff1 

CIB1 <0.001  0.563  0.780  0.658  <0.001  3_CD8.Teff1 

IDH2 <0.001  0.666  0.529  0.284  <0.001  3_CD8.Teff1 

CEBPB <0.001  0.780  0.566  0.351  <0.001  3_CD8.Teff1 

SCAND1 <0.001  0.571  0.647  0.458  <0.001  3_CD8.Teff1 

TAGLN2 <0.001  0.630  0.736  0.582  <0.001  3_CD8.Teff1 

MTO1 <0.001  -0.506  0.039  0.310  <0.001  3_CD8.Teff1 

CCDC12 <0.001  0.611  0.564  0.337  <0.001  3_CD8.Teff1 

SLFN5 <0.001  -0.511  0.196  0.558  <0.001  3_CD8.Teff1 

CARD16 <0.001  0.612  0.593  0.364  <0.001  3_CD8.Teff1 

ILF3-DT <0.001  -0.554  0.227  0.585  <0.001  3_CD8.Teff1 

SSBP4 <0.001  0.561  0.636  0.429  <0.001  3_CD8.Teff1 

OAS1 <0.001  0.546  0.307  0.067  <0.001  3_CD8.Teff1 

TUBA4A <0.001  0.579  0.704  0.540  <0.001  3_CD8.Teff1 

ATP1B3 <0.001  0.648  0.486  0.266  <0.001  3_CD8.Teff1 

GADD45B <0.001  -0.545  0.229  0.583  <0.001  3_CD8.Teff1 

FGR <0.001  0.584  0.370  0.118  <0.001  3_CD8.Teff1 

SSBP3 <0.001  0.593  0.405  0.158  <0.001  3_CD8.Teff1 

SNRPB <0.001  0.516  0.710  0.563  <0.001  3_CD8.Teff1 

SELENOW <0.001  0.522  0.673  0.518  <0.001  3_CD8.Teff1 

MX1 <0.001  0.610  0.399  0.152  <0.001  3_CD8.Teff1 

ISG20 <0.001  0.592  0.782  0.676  <0.001  3_CD8.Teff1 

BTG2 <0.001  -0.600  0.320  0.661  <0.001  3_CD8.Teff1 

IFI35 <0.001  0.600  0.420  0.178  <0.001  3_CD8.Teff1 

TGFB1 <0.001  0.527  0.758  0.654  <0.001  3_CD8.Teff1 

TENT5C <0.001  0.601  0.336  0.098  <0.001  3_CD8.Teff1 



PDIA3 <0.001  0.555  0.712  0.591  <0.001  3_CD8.Teff1 

IRF7 <0.001  0.593  0.373  0.136  <0.001  3_CD8.Teff1 

PPP1R18 <0.001  0.532  0.675  0.491  <0.001  3_CD8.Teff1 

ADGRE5 <0.001  0.594  0.577  0.366  <0.001  3_CD8.Teff1 

RBM38 <0.001  0.626  0.486  0.263  <0.001  3_CD8.Teff1 

RUNX3 <0.001  0.543  0.658  0.509  <0.001  3_CD8.Teff1 

FBXO6 <0.001  0.517  0.272  0.060  <0.001  3_CD8.Teff1 

SELENOK <0.001  0.534  0.597  0.422  <0.001  3_CD8.Teff1 

ARF5 <0.001  0.543  0.455  0.245  <0.001  3_CD8.Teff1 

POMP <0.001  0.522  0.641  0.507  <0.001  3_CD8.Teff1 

CD70 <0.001  0.511  0.196  0.018  <0.001  3_CD8.Teff1 

RAB5IF <0.001  0.507  0.466  0.259  <0.001  3_CD8.Teff1 

MYOM2 <0.001  0.735  0.163  0.005  <0.001  3_CD8.Teff1 

JPT1 <0.001  0.554  0.529  0.337  <0.001  3_CD8.Teff1 

BATF <0.001  0.514  0.403  0.178  <0.001  3_CD8.Teff1 

PARP9 <0.001  0.564  0.340  0.125  <0.001  3_CD8.Teff1 

CASP1 <0.001  0.560  0.545  0.362  <0.001  3_CD8.Teff1 

DYNLL1 <0.001  0.603  0.636  0.496  <0.001  3_CD8.Teff1 

GBP4 <0.001  0.571  0.436  0.217  <0.001  3_CD8.Teff1 

PLEKHF1 <0.001  0.566  0.351  0.136  <0.001  3_CD8.Teff1 

BHLHE40 <0.001  0.544  0.307  0.100  <0.001  3_CD8.Teff1 

ZNF683 <0.001  0.541  0.242  0.051  <0.001  3_CD8.Teff1 

CD8A <0.001  0.805  0.617  0.520  <0.001  3_CD8.Teff1 

BAX <0.001  0.593  0.564  0.420  <0.001  3_CD8.Teff1 

SYTL3 <0.001  0.531  0.377  0.178  <0.001  3_CD8.Teff1 

NAPA <0.001  0.521  0.399  0.207  <0.001  3_CD8.Teff1 

MIEN1 <0.001  0.525  0.427  0.230  <0.001  3_CD8.Teff1 

MIF <0.001  0.542  0.490  0.326  <0.001  3_CD8.Teff1 

HSPA5 <0.001  0.501  0.662  0.547  <0.001  3_CD8.Teff1 

CYTIP <0.001  0.533  0.632  0.549  <0.001  3_CD8.Teff1 

GNLY <0.001  1.411  0.399  0.201  <0.001  3_CD8.Teff1 

CD8B <0.001  0.735  0.584  0.440  <0.001  3_CD8.Teff1 

ATG2A <0.001  0.570  0.405  0.219  <0.001  3_CD8.Teff1 

HLA-DMA <0.001  0.503  0.322  0.132  <0.001  3_CD8.Teff1 

SP110 <0.001  0.505  0.573  0.453  <0.001  3_CD8.Teff1 

TRDC <0.001  -0.879  0.002  0.127  <0.001  3_CD8.Teff1 



CMC1 <0.001  -0.530  0.179  0.408  <0.001  3_CD8.Teff1 

PTMS <0.001  0.505  0.220  0.072  <0.001  3_CD8.Teff1 

XCL2 <0.001  0.761  0.205  0.069  <0.001  3_CD8.Teff1 

CCL3 <0.001  0.605  0.142  0.036  <0.001  3_CD8.Teff1 

TRBC2 <0.001  0.812  0.719  0.841  <0.001  3_CD8.Teff1 

GZMH <0.001  3.108  0.913  0.007  <0.001  4_CD4.TCM 

FGFBP2 <0.001  2.979  0.903  0.007  <0.001  4_CD4.TCM 

CCL4 <0.001  2.704  0.841  0.010  <0.001  4_CD4.TCM 

HBA1 <0.001  2.622  0.718  0.001  <0.001  4_CD4.TCM 

HBB <0.001  1.747  0.733  0.007  <0.001  4_CD4.TCM 

HBA2 <0.001  2.682  0.687  0.000  <0.001  4_CD4.TCM 

NKG7 <0.001  3.858  0.944  0.089  <0.001  4_CD4.TCM 

CST7 <0.001  2.435  0.949  0.119  <0.001  4_CD4.TCM 

PRF1 <0.001  2.329  0.877  0.098  <0.001  4_CD4.TCM 

IFITM1 <0.001  2.327  0.964  0.193  <0.001  4_CD4.TCM 

CCL5 <0.001  2.798  0.949  0.178  <0.001  4_CD4.TCM 

RGS1 <0.001  2.167  0.851  0.116  <0.001  4_CD4.TCM 

PRSS23 <0.001  1.136  0.492  0.001  <0.001  4_CD4.TCM 

GZMA <0.001  2.219  0.938  0.187  <0.001  4_CD4.TCM 

HLA-DQA2 <0.001  1.214  0.559  0.016  <0.001  4_CD4.TCM 

LAIR2 <0.001  1.341  0.615  0.039  <0.001  4_CD4.TCM 

HLA-DRB1 <0.001  1.726  0.836  0.151  <0.001  4_CD4.TCM 

FCRL6 <0.001  0.968  0.426  0.001  <0.001  4_CD4.TCM 

ZEB2 <0.001  1.292  0.600  0.043  <0.001  4_CD4.TCM 

HLA-DPB1 <0.001  1.762  0.887  0.223  <0.001  4_CD4.TCM 

HLA-DPA1 <0.001  1.674  0.903  0.238  <0.001  4_CD4.TCM 

ADGRG1 <0.001  0.971  0.415  0.002  <0.001  4_CD4.TCM 

CX3CR1 <0.001  1.010  0.421  0.010  <0.001  4_CD4.TCM 

HLA-B <0.001  1.073  0.985  1.000  <0.001  4_CD4.TCM 

PLEK <0.001  1.178  0.610  0.070  <0.001  4_CD4.TCM 

HLA-C <0.001  1.342  0.979  0.999  <0.001  4_CD4.TCM 

SH3BGRL3 <0.001  1.360  0.985  0.984  <0.001  4_CD4.TCM 

TRGC2 <0.001  1.336  0.646  0.083  <0.001  4_CD4.TCM 

TPT1 <0.001  -0.786  0.995  0.999  <0.001  4_CD4.TCM 

LTB <0.001  -2.156  0.138  0.994  <0.001  4_CD4.TCM 

B2M <0.001  0.657  0.995  1.000  <0.001  4_CD4.TCM 



EFHD2 <0.001  1.559  0.821  0.241  <0.001  4_CD4.TCM 

PFN1 <0.001  1.161  0.995  0.983  <0.001  4_CD4.TCM 

EEF1A1 <0.001  -0.668  1.000  1.000  <0.001  4_CD4.TCM 

CTSW <0.001  1.564  0.862  0.278  <0.001  4_CD4.TCM 

METRNL <0.001  1.139  0.533  0.052  <0.001  4_CD4.TCM 

IFI44L <0.001  1.348  0.600  0.078  <0.001  4_CD4.TCM 

SRGN <0.001  1.389  0.959  0.766  <0.001  4_CD4.TCM 

FOSB <0.001  -1.855  0.164  0.948  <0.001  4_CD4.TCM 

IFI27 <0.001  1.989  0.369  0.011  <0.001  4_CD4.TCM 

HLA-A <0.001  0.756  0.979  1.000  <0.001  4_CD4.TCM 

CXCR4 <0.001  1.737  0.908  0.523  <0.001  4_CD4.TCM 

LY6E <0.001  1.412  0.949  0.726  <0.001  4_CD4.TCM 

FOS <0.001  -1.620  0.236  0.930  <0.001  4_CD4.TCM 

TSC22D3 <0.001  1.353  0.964  0.815  <0.001  4_CD4.TCM 

IL32 <0.001  0.974  0.979  0.978  <0.001  4_CD4.TCM 

SPON2 <0.001  1.067  0.446  0.042  <0.001  4_CD4.TCM 

GZMB <0.001  1.160  0.328  0.011  <0.001  4_CD4.TCM 

CD81 <0.001  1.237  0.908  0.580  <0.001  4_CD4.TCM 

S1PR5 <0.001  0.615  0.272  0.002  <0.001  4_CD4.TCM 

C1orf21 <0.001  0.599  0.267  0.002  <0.001  4_CD4.TCM 

HLA-E <0.001  0.790  0.990  0.996  <0.001  4_CD4.TCM 

LDHB <0.001  -0.988  0.621  0.978  <0.001  4_CD4.TCM 

CD74 <0.001  1.562  0.918  0.594  <0.001  4_CD4.TCM 

MYOM2 <0.001  1.162  0.338  0.017  <0.001  4_CD4.TCM 

RARRES3 <0.001  1.168  0.928  0.743  <0.001  4_CD4.TCM 

PSME2 <0.001  1.159  0.928  0.681  <0.001  4_CD4.TCM 

PABPC1 <0.001  -0.914  0.667  0.988  <0.001  4_CD4.TCM 

PSMB9 <0.001  1.115  0.928  0.772  <0.001  4_CD4.TCM 

DDIT4 <0.001  1.258  0.749  0.287  <0.001  4_CD4.TCM 

TNFAIP3 <0.001  1.370  0.826  0.385  <0.001  4_CD4.TCM 

ARL4C <0.001  1.138  0.949  0.791  <0.001  4_CD4.TCM 

ZFP36 <0.001  1.353  0.897  0.615  <0.001  4_CD4.TCM 

GAPDH <0.001  0.794  0.990  0.971  <0.001  4_CD4.TCM 

RAP1B <0.001  0.988  0.928  0.766  <0.001  4_CD4.TCM 

TCF7 <0.001  -1.126  0.103  0.796  <0.001  4_CD4.TCM 

ASCL2 <0.001  0.586  0.246  0.007  <0.001  4_CD4.TCM 



S100A4 <0.001  0.746  0.979  0.975  <0.001  4_CD4.TCM 

ISG15 <0.001  1.262  0.815  0.448  <0.001  4_CD4.TCM 

PSME1 <0.001  0.899  0.949  0.902  <0.001  4_CD4.TCM 

GZMM <0.001  1.118  0.815  0.454  <0.001  4_CD4.TCM 

IFI6 <0.001  1.101  0.687  0.259  <0.001  4_CD4.TCM 

ARHGDIB <0.001  0.770  0.974  0.957  <0.001  4_CD4.TCM 

SERTAD3 <0.001  0.707  0.359  0.039  <0.001  4_CD4.TCM 

CD3D <0.001  0.740  0.954  0.964  <0.001  4_CD4.TCM 

FCGR3A <0.001  0.855  0.308  0.024  <0.001  4_CD4.TCM 

MATK <0.001  0.818  0.379  0.047  <0.001  4_CD4.TCM 

CYBA <0.001  0.744  0.964  0.945  <0.001  4_CD4.TCM 

IFITM2 <0.001  1.028  0.903  0.719  <0.001  4_CD4.TCM 

C12orf75 <0.001  1.107  0.728  0.316  <0.001  4_CD4.TCM 

CTSC <0.001  1.077  0.769  0.412  <0.001  4_CD4.TCM 

CALM1 <0.001  0.618  0.985  0.990  <0.001  4_CD4.TCM 

CES1 <0.001  0.773  0.292  0.021  <0.001  4_CD4.TCM 

CEMIP2 <0.001  1.026  0.590  0.175  <0.001  4_CD4.TCM 

CD27 <0.001  -1.035  0.015  0.661  <0.001  4_CD4.TCM 

TYMP <0.001  1.109  0.708  0.307  <0.001  4_CD4.TCM 

OASL <0.001  0.722  0.333  0.035  <0.001  4_CD4.TCM 

EEF1B2 <0.001  -0.636  0.923  0.995  <0.001  4_CD4.TCM 

MYL6 <0.001  0.612  0.974  0.977  <0.001  4_CD4.TCM 

CRIP1 <0.001  1.102  0.769  0.407  <0.001  4_CD4.TCM 

SLAMF7 <0.001  0.523  0.210  0.006  <0.001  4_CD4.TCM 

XAF1 <0.001  0.979  0.651  0.235  <0.001  4_CD4.TCM 

CD38 <0.001  0.570  0.246  0.013  <0.001  4_CD4.TCM 

CFL1 <0.001  0.672  0.974  0.989  <0.001  4_CD4.TCM 

UBE2L6 <0.001  1.023  0.708  0.331  <0.001  4_CD4.TCM 

RCAN3 <0.001  -0.893  0.046  0.674  <0.001  4_CD4.TCM 

HCST <0.001  0.931  0.923  0.832  <0.001  4_CD4.TCM 

LGALS1 <0.001  1.263  0.805  0.407  <0.001  4_CD4.TCM 

EPSTI1 <0.001  0.826  0.472  0.107  <0.001  4_CD4.TCM 

UBB <0.001  0.750  0.949  0.908  <0.001  4_CD4.TCM 

MYL12B <0.001  0.756  0.944  0.955  <0.001  4_CD4.TCM 

AQP3 <0.001  -1.003  0.041  0.653  <0.001  4_CD4.TCM 

ZNF683 <0.001  0.567  0.210  0.007  <0.001  4_CD4.TCM 



HSP90AA1 <0.001  0.694  0.959  0.961  <0.001  4_CD4.TCM 

ACTB <0.001  0.627  0.995  1.000  <0.001  4_CD4.TCM 

CHCHD2 <0.001  0.617  0.944  0.901  <0.001  4_CD4.TCM 

CD99 <0.001  0.777  0.928  0.871  <0.001  4_CD4.TCM 

CLIC1 <0.001  0.849  0.918  0.806  <0.001  4_CD4.TCM 

NOSIP <0.001  -0.953  0.297  0.830  <0.001  4_CD4.TCM 

MTRNR2L12 <0.001  -0.876  0.010  0.593  <0.001  4_CD4.TCM 

ITGB2 <0.001  0.753  0.908  0.841  <0.001  4_CD4.TCM 

CHST12 <0.001  0.954  0.615  0.251  <0.001  4_CD4.TCM 

TRBC2 <0.001  1.238  0.872  0.832  <0.001  4_CD4.TCM 

APOBEC3G <0.001  0.939  0.687  0.338  <0.001  4_CD4.TCM 

XCL2 <0.001  0.517  0.185  0.006  <0.001  4_CD4.TCM 

IRF9 <0.001  0.953  0.585  0.216  <0.001  4_CD4.TCM 

HLA-DQA1 <0.001  0.601  0.282  0.032  <0.001  4_CD4.TCM 

TBX21 <0.001  0.542  0.241  0.020  <0.001  4_CD4.TCM 

LITAF <0.001  0.960  0.800  0.570  <0.001  4_CD4.TCM 

STAT1 <0.001  0.936  0.749  0.396  <0.001  4_CD4.TCM 

MAP3K8 <0.001  0.601  0.267  0.029  <0.001  4_CD4.TCM 

PSMB10 <0.001  0.882  0.533  0.189  <0.001  4_CD4.TCM 

ARPC2 <0.001  0.615  0.959  0.946  <0.001  4_CD4.TCM 

IL2RG <0.001  0.796  0.841  0.720  <0.001  4_CD4.TCM 

ARPC3 <0.001  0.630  0.938  0.939  <0.001  4_CD4.TCM 

EMP3 <0.001  0.689  0.944  0.916  <0.001  4_CD4.TCM 

DBI <0.001  0.748  0.810  0.624  <0.001  4_CD4.TCM 

PDCD1 <0.001  0.559  0.282  0.037  <0.001  4_CD4.TCM 

EIF3E <0.001  -0.619  0.626  0.967  <0.001  4_CD4.TCM 

LAG3 <0.001  0.567  0.251  0.028  <0.001  4_CD4.TCM 

HLA-DRA <0.001  1.495  0.595  0.272  <0.001  4_CD4.TCM 

CD320 <0.001  0.915  0.523  0.200  <0.001  4_CD4.TCM 

ABHD17A <0.001  0.881  0.779  0.625  <0.001  4_CD4.TCM 

MAL <0.001  -0.810  0.015  0.526  <0.001  4_CD4.TCM 

FTH1 <0.001  0.550  0.995  0.997  <0.001  4_CD4.TCM 

FTL <0.001  0.517  0.979  0.990  <0.001  4_CD4.TCM 

IL7R <0.001  -0.827  0.610  0.936  <0.001  4_CD4.TCM 

FLNA <0.001  0.751  0.831  0.651  <0.001  4_CD4.TCM 

SRP14 <0.001  0.549  0.923  0.949  <0.001  4_CD4.TCM 



GBP1 <0.001  0.993  0.600  0.275  <0.001  4_CD4.TCM 

RNF213 <0.001  0.887  0.851  0.723  <0.001  4_CD4.TCM 

TAP1 <0.001  0.899  0.703  0.454  <0.001  4_CD4.TCM 

BTG1 <0.001  0.615  0.979  0.987  <0.001  4_CD4.TCM 

ITGB7 <0.001  0.780  0.672  0.385  <0.001  4_CD4.TCM 

KLRB1 <0.001  -1.521  0.087  0.573  <0.001  4_CD4.TCM 

CD70 <0.001  0.503  0.190  0.014  <0.001  4_CD4.TCM 

SLC9A3R1 <0.001  0.790  0.728  0.476  <0.001  4_CD4.TCM 

SELL <0.001  -0.883  0.056  0.544  <0.001  4_CD4.TCM 

CD2 <0.001  0.729  0.882  0.834  <0.001  4_CD4.TCM 

LYZ <0.001  -0.733  0.097  0.609  <0.001  4_CD4.TCM 

SYTL3 <0.001  0.698  0.359  0.089  <0.001  4_CD4.TCM 

MYO1F <0.001  0.670  0.769  0.533  <0.001  4_CD4.TCM 

HLA-DQB1 <0.001  0.792  0.338  0.077  <0.001  4_CD4.TCM 

DUSP2 <0.001  1.037  0.636  0.330  <0.001  4_CD4.TCM 

CALR <0.001  0.805  0.826  0.735  <0.001  4_CD4.TCM 

PPP2R5C <0.001  0.669  0.877  0.796  <0.001  4_CD4.TCM 

RAC2 <0.001  0.532  0.938  0.911  <0.001  4_CD4.TCM 

CD53 <0.001  0.685  0.815  0.705  <0.001  4_CD4.TCM 

SLC38A2 <0.001  -0.668  0.087  0.569  <0.001  4_CD4.TCM 

CORO1A <0.001  0.548  0.954  0.953  <0.001  4_CD4.TCM 

SORL1 <0.001  -0.684  0.113  0.595  <0.001  4_CD4.TCM 

LSP1 <0.001  0.662  0.831  0.725  <0.001  4_CD4.TCM 

PPIA <0.001  0.574  0.913  0.916  <0.001  4_CD4.TCM 

BPGM <0.001  0.605  0.338  0.085  <0.001  4_CD4.TCM 

BST2 <0.001  0.844  0.692  0.489  <0.001  4_CD4.TCM 

CORO1B <0.001  -0.668  0.108  0.587  <0.001  4_CD4.TCM 

DGKA <0.001  -0.634  0.041  0.488  <0.001  4_CD4.TCM 

TRABD2A <0.001  -0.649  0.010  0.439  <0.001  4_CD4.TCM 

IFIT3 <0.001  0.522  0.231  0.034  <0.001  4_CD4.TCM 

PSMB8 <0.001  0.726  0.769  0.662  <0.001  4_CD4.TCM 

INPP4B <0.001  -0.642  0.056  0.504  <0.001  4_CD4.TCM 

S100A11 <0.001  0.574  0.908  0.834  <0.001  4_CD4.TCM 

TENT5C <0.001  0.626  0.364  0.102  <0.001  4_CD4.TCM 

PPIB <0.001  0.634  0.851  0.757  <0.001  4_CD4.TCM 

PBXIP1 <0.001  -0.626  0.154  0.634  <0.001  4_CD4.TCM 



SSBP3 <0.001  0.706  0.451  0.172  <0.001  4_CD4.TCM 

TESPA1 <0.001  -0.602  0.036  0.464  <0.001  4_CD4.TCM 

CD300A <0.001  0.627  0.379  0.119  <0.001  4_CD4.TCM 

AC007952.4 <0.001  -0.660  0.000  0.403  <0.001  4_CD4.TCM 

TTC39C <0.001  -0.609  0.123  0.588  <0.001  4_CD4.TCM 

GUK1 <0.001  0.636  0.826  0.729  <0.001  4_CD4.TCM 

SERINC5 <0.001  -0.600  0.051  0.485  <0.001  4_CD4.TCM 

CD247 <0.001  0.586  0.826  0.689  <0.001  4_CD4.TCM 

SUB1 <0.001  0.556  0.918  0.877  <0.001  4_CD4.TCM 

DDX3Y <0.001  -0.555  0.005  0.406  <0.001  4_CD4.TCM 

CYLD <0.001  -0.604  0.251  0.729  <0.001  4_CD4.TCM 

ARPC4 <0.001  0.675  0.759  0.657  <0.001  4_CD4.TCM 

GBP4 <0.001  0.776  0.528  0.255  <0.001  4_CD4.TCM 

AC020916.1 <0.001  0.548  0.287  0.066  <0.001  4_CD4.TCM 

IER2 <0.001  -0.667  0.764  0.970  <0.001  4_CD4.TCM 

IRF1 <0.001  0.776  0.805  0.699  <0.001  4_CD4.TCM 

CLIC3 <0.001  0.615  0.241  0.045  <0.001  4_CD4.TCM 

SPOCK2 <0.001  -0.533  0.226  0.721  <0.001  4_CD4.TCM 

HLA-F <0.001  0.619  0.831  0.721  <0.001  4_CD4.TCM 

ABI3 <0.001  0.598  0.297  0.075  <0.001  4_CD4.TCM 

MYC <0.001  -0.633  0.005  0.387  <0.001  4_CD4.TCM 

TMEM123 <0.001  -0.502  0.369  0.828  <0.001  4_CD4.TCM 

EGR1 <0.001  -0.660  0.005  0.384  <0.001  4_CD4.TCM 

PLP2 <0.001  -0.565  0.174  0.638  <0.001  4_CD4.TCM 

CCND3 <0.001  0.594  0.805  0.670  <0.001  4_CD4.TCM 

PATL2 <0.001  0.685  0.297  0.078  <0.001  4_CD4.TCM 

LEF1 <0.001  -0.611  0.026  0.408  <0.001  4_CD4.TCM 

TLE4 <0.001  -0.565  0.144  0.584  <0.001  4_CD4.TCM 

GABPB1-AS1 <0.001  -0.639  0.144  0.568  <0.001  4_CD4.TCM 

ZFAS1 <0.001  -0.534  0.456  0.854  <0.001  4_CD4.TCM 

TGFB1 <0.001  0.565  0.785  0.681  <0.001  4_CD4.TCM 

GIMAP1 <0.001  -0.527  0.231  0.690  <0.001  4_CD4.TCM 

YME1L1 <0.001  -0.544  0.226  0.690  <0.001  4_CD4.TCM 

FOXP1 <0.001  -0.573  0.292  0.731  <0.001  4_CD4.TCM 

HNRNPDL <0.001  0.538  0.862  0.845  <0.001  4_CD4.TCM 

RUNX3 <0.001  0.770  0.549  0.314  <0.001  4_CD4.TCM 



CD28 <0.001  -0.518  0.021  0.375  <0.001  4_CD4.TCM 

YWHAQ <0.001  0.668  0.713  0.602  <0.001  4_CD4.TCM 

VAMP2 <0.001  0.597  0.810  0.815  <0.001  4_CD4.TCM 

C1orf162 <0.001  -0.549  0.031  0.394  <0.001  4_CD4.TCM 

CLEC2B <0.001  0.736  0.631  0.437  <0.001  4_CD4.TCM 

CD3G <0.001  0.550  0.892  0.900  <0.001  4_CD4.TCM 

GBP5 <0.001  0.731  0.503  0.245  <0.001  4_CD4.TCM 

OAS1 <0.001  0.573  0.313  0.093  <0.001  4_CD4.TCM 

IDH2 <0.001  0.651  0.487  0.255  <0.001  4_CD4.TCM 

ARPC1B <0.001  0.520  0.867  0.842  <0.001  4_CD4.TCM 

IL6R <0.001  -0.510  0.015  0.357  <0.001  4_CD4.TCM 

NABP1 <0.001  -0.530  0.041  0.401  <0.001  4_CD4.TCM 

ID2 <0.001  0.837  0.564  0.329  <0.001  4_CD4.TCM 

CYCS <0.001  0.563  0.708  0.555  <0.001  4_CD4.TCM 

BCL2 <0.001  -0.569  0.077  0.453  <0.001  4_CD4.TCM 

INTS6 <0.001  -0.577  0.210  0.638  <0.001  4_CD4.TCM 

PASK <0.001  -0.607  0.026  0.371  <0.001  4_CD4.TCM 

GPR183 <0.001  -0.570  0.108  0.489  <0.001  4_CD4.TCM 

ADGRE5 <0.001  0.711  0.579  0.382  <0.001  4_CD4.TCM 

BIRC3 <0.001  -0.530  0.108  0.498  <0.001  4_CD4.TCM 

CYTOR <0.001  0.627  0.487  0.234  <0.001  4_CD4.TCM 

CCR7 <0.001  -0.532  0.005  0.326  <0.001  4_CD4.TCM 

SSBP4 <0.001  0.682  0.621  0.461  <0.001  4_CD4.TCM 

ANXA1 <0.001  0.504  0.923  0.834  <0.001  4_CD4.TCM 

PSMB3 <0.001  0.600  0.677  0.572  <0.001  4_CD4.TCM 

TAP2 <0.001  0.586  0.374  0.151  <0.001  4_CD4.TCM 

ARPC5L <0.001  0.587  0.574  0.372  <0.001  4_CD4.TCM 

TBCB <0.001  0.532  0.651  0.482  <0.001  4_CD4.TCM 

BTG2 <0.001  -0.684  0.318  0.693  <0.001  4_CD4.TCM 

MIEN1 <0.001  0.623  0.482  0.266  <0.001  4_CD4.TCM 

GNLY <0.001  1.634  0.251  0.068  <0.001  4_CD4.TCM 

PSMA7 <0.001  0.511  0.810  0.794  <0.001  4_CD4.TCM 

KRTCAP2 <0.001  0.590  0.579  0.409  <0.001  4_CD4.TCM 

PPP1CA <0.001  0.514  0.779  0.736  <0.001  4_CD4.TCM 

TXN <0.001  0.553  0.692  0.580  <0.001  4_CD4.TCM 

RHOA <0.001  0.525  0.815  0.814  <0.001  4_CD4.TCM 



PPP1R18 <0.001  0.622  0.651  0.515  <0.001  4_CD4.TCM 

APMAP <0.001  0.591  0.390  0.177  <0.001  4_CD4.TCM 

KLRG1 <0.001  0.759  0.497  0.278  <0.001  4_CD4.TCM 

ILF3-DT <0.001  -0.512  0.200  0.590  <0.001  4_CD4.TCM 

KLF3 <0.001  0.694  0.554  0.364  <0.001  4_CD4.TCM 

PLEKHF1 <0.001  0.539  0.282  0.091  <0.001  4_CD4.TCM 

CEBPB <0.001  0.735  0.528  0.346  <0.001  4_CD4.TCM 

BHLHE40 <0.001  0.632  0.318  0.119  <0.001  4_CD4.TCM 

HCLS1 <0.001  0.562  0.687  0.593  <0.001  4_CD4.TCM 

IFI35 <0.001  0.565  0.385  0.176  <0.001  4_CD4.TCM 

HLA-DMA <0.001  0.565  0.308  0.112  <0.001  4_CD4.TCM 

CD7 <0.001  -0.515  0.210  0.574  <0.001  4_CD4.TCM 

PARP9 <0.001  0.625  0.354  0.151  <0.001  4_CD4.TCM 

TADA3 <0.001  0.511  0.472  0.270  <0.001  4_CD4.TCM 

SP110 <0.001  0.596  0.605  0.448  <0.001  4_CD4.TCM 

ATP1B3 <0.001  0.663  0.451  0.258  <0.001  4_CD4.TCM 

MXD4 <0.001  0.681  0.503  0.318  <0.001  4_CD4.TCM 

TUBA4A <0.001  0.562  0.697  0.588  <0.001  4_CD4.TCM 

HIGD2A <0.001  0.522  0.718  0.647  <0.001  4_CD4.TCM 

CD63 <0.001  0.650  0.579  0.436  <0.001  4_CD4.TCM 

CD6 <0.001  0.524  0.697  0.604  <0.001  4_CD4.TCM 

POMP <0.001  0.527  0.631  0.540  <0.001  4_CD4.TCM 

CASP1 <0.001  0.551  0.513  0.347  <0.001  4_CD4.TCM 

SLC2A3 <0.001  -0.518  0.364  0.704  <0.001  4_CD4.TCM 

RAB5IF <0.001  0.554  0.477  0.307  <0.001  4_CD4.TCM 

MX1 <0.001  0.621  0.390  0.198  <0.001  4_CD4.TCM 

CIB1 <0.001  0.523  0.723  0.723  <0.001  4_CD4.TCM 

GNG5 <0.001  0.533  0.631  0.553  <0.001  4_CD4.TCM 

CCDC12 <0.001  0.580  0.513  0.366  <0.001  4_CD4.TCM 

MSN <0.001  0.557  0.682  0.654  <0.001  4_CD4.TCM 

STOM <0.001  0.563  0.421  0.234  <0.001  4_CD4.TCM 

PAXX <0.001  0.536  0.579  0.465  <0.001  4_CD4.TCM 

PDE4B <0.001  0.578  0.349  0.170  <0.001  4_CD4.TCM 

PRR13 <0.001  0.506  0.682  0.643  <0.001  4_CD4.TCM 

NFKBIA <0.001  0.635  0.672  0.613  <0.001  4_CD4.TCM 

SUPT4H1 <0.001  0.539  0.472  0.309  <0.001  4_CD4.TCM 



CARD16 <0.001  0.544  0.554  0.433  <0.001  4_CD4.TCM 

HOPX <0.001  0.529  0.487  0.275  <0.001  4_CD4.TCM 

BSG <0.001  0.539  0.528  0.395  <0.001  4_CD4.TCM 

CYTIP <0.001  0.569  0.646  0.586  <0.001  4_CD4.TCM 

ARF5 <0.001  0.555  0.405  0.252  <0.001  4_CD4.TCM 

SELENOS <0.001  0.536  0.467  0.320  <0.001  4_CD4.TCM 

JPT1 <0.001  0.537  0.549  0.450  <0.001  4_CD4.TCM 

HSPA5 <0.001  0.520  0.651  0.575  <0.001  4_CD4.TCM 

GSTP1 <0.001  0.571  0.554  0.447  <0.001  4_CD4.TCM 

SAMD9L <0.001  0.536  0.364  0.198  <0.001  4_CD4.TCM 

ACTN4 <0.001  0.542  0.513  0.380  <0.001  4_CD4.TCM 

LYAR <0.001  0.502  0.497  0.311  <0.001  4_CD4.TCM 

EIF2AK2 <0.001  0.545  0.431  0.278  <0.001  4_CD4.TCM 

GNB2 <0.001  0.518  0.564  0.477  <0.001  4_CD4.TCM 

ZBTB38 <0.001  0.526  0.405  0.241  <0.001  4_CD4.TCM 

AC044849.1 <0.001  0.501  0.385  0.215  <0.001  4_CD4.TCM 

IRF7 <0.001  0.524  0.323  0.166  <0.001  4_CD4.TCM 

RBM38 <0.001  0.550  0.441  0.302  <0.001  4_CD4.TCM 

CDK2AP2 <0.001  0.510  0.472  0.336  <0.001  4_CD4.TCM 

ADAR <0.001  0.581  0.559  0.466  <0.001  4_CD4.TCM 

UPP1 <0.001  0.547  0.441  0.306  <0.001  4_CD4.TCM 

PTPN7 <0.001  0.527  0.503  0.390  <0.001  4_CD4.TCM 

SAMSN1 <0.001  0.531  0.405  0.279  <0.001  4_CD4.TCM 

SPN <0.001  0.559  0.503  0.408  <0.001  4_CD4.TCM 

RAB29 <0.001  0.509  0.405  0.273  <0.001  4_CD4.TCM 

BAX <0.001  0.603  0.497  0.425  <0.001  4_CD4.TCM 

TRBC1 <0.001  0.550  0.774  0.602  0.013  4_CD4.TCM 

SOCS1 <0.001  0.529  0.323  0.234  0.190  4_CD4.TCM 

GZMH <0.001  3.110  0.946  0.008  <0.001  5_CD8.Tnai 

FGFBP2 <0.001  2.989  0.946  0.021  <0.001  5_CD8.Tnai 

CST7 <0.001  2.812  0.946  0.028  <0.001  5_CD8.Tnai 

CCL4 <0.001  2.488  0.839  0.005  <0.001  5_CD8.Tnai 

CCL5 <0.001  3.481  1.000  0.057  <0.001  5_CD8.Tnai 

GZMA <0.001  2.848  0.929  0.051  <0.001  5_CD8.Tnai 

NKG7 <0.001  4.198  1.000  0.093  <0.001  5_CD8.Tnai 

HBB <0.001  1.929  0.679  0.000  <0.001  5_CD8.Tnai 



HBA1 <0.001  2.472  0.661  0.000  <0.001  5_CD8.Tnai 

GZMB <0.001  2.227  0.750  0.018  <0.001  5_CD8.Tnai 

KLRD1 <0.001  2.068  0.696  0.013  <0.001  5_CD8.Tnai 

PRF1 <0.001  2.490  0.875  0.069  <0.001  5_CD8.Tnai 

RGS1 <0.001  1.558  0.661  0.023  <0.001  5_CD8.Tnai 

FCGR3A <0.001  1.637  0.643  0.021  <0.001  5_CD8.Tnai 

PRSS23 <0.001  1.402  0.571  0.008  <0.001  5_CD8.Tnai 

HBA2 <0.001  2.209  0.518  0.000  <0.001  5_CD8.Tnai 

IFITM1 <0.001  2.439  0.875  0.134  <0.001  5_CD8.Tnai 

PLEK <0.001  1.613  0.625  0.031  <0.001  5_CD8.Tnai 

LAIR2 <0.001  1.304  0.464  0.000  <0.001  5_CD8.Tnai 

HLA-DQA2 <0.001  1.233  0.429  0.000  <0.001  5_CD8.Tnai 

FCRL6 <0.001  1.127  0.429  0.000  <0.001  5_CD8.Tnai 

ZEB2 <0.001  1.704  0.554  0.028  <0.001  5_CD8.Tnai 

ADGRG1 <0.001  1.077  0.411  0.005  <0.001  5_CD8.Tnai 

METRNL <0.001  1.046  0.429  0.010  <0.001  5_CD8.Tnai 

B2M <0.001  0.945  1.000  1.000  <0.001  5_CD8.Tnai 

S100A4 <0.001  2.078  1.000  0.725  <0.001  5_CD8.Tnai 

CLIC1 <0.001  1.807  0.929  0.362  <0.001  5_CD8.Tnai 

TPT1 <0.001  -0.879  0.964  1.000  <0.001  5_CD8.Tnai 

IFI27 <0.001  1.958  0.339  0.000  <0.001  5_CD8.Tnai 

HLA-B <0.001  1.132  1.000  1.000  <0.001  5_CD8.Tnai 

LTB <0.001  -2.117  0.018  0.967  <0.001  5_CD8.Tnai 

SH3BGRL3 <0.001  1.671  0.982  0.951  <0.001  5_CD8.Tnai 

EEF1A1 <0.001  -0.708  1.000  1.000  <0.001  5_CD8.Tnai 

SRGN <0.001  2.008  0.946  0.463  <0.001  5_CD8.Tnai 

EFHD2 <0.001  1.712  0.679  0.113  <0.001  5_CD8.Tnai 

CCL4L2 <0.001  0.991  0.321  0.000  <0.001  5_CD8.Tnai 

MYO1F <0.001  1.552  0.607  0.077  <0.001  5_CD8.Tnai 

CYTOR <0.001  1.119  0.411  0.015  <0.001  5_CD8.Tnai 

EEF1B2 <0.001  -1.101  0.857  1.000  <0.001  5_CD8.Tnai 

FOSB <0.001  -2.117  0.071  0.959  <0.001  5_CD8.Tnai 

HLA-C <0.001  1.360  0.964  1.000  <0.001  5_CD8.Tnai 

ZNF683 <0.001  1.073  0.321  0.003  <0.001  5_CD8.Tnai 

TCF7 <0.001  -1.523  0.036  0.925  <0.001  5_CD8.Tnai 

SPON2 <0.001  1.521  0.500  0.046  <0.001  5_CD8.Tnai 



HLA-DRB1 <0.001  1.496  0.589  0.082  <0.001  5_CD8.Tnai 

PFN1 <0.001  1.393  0.964  0.964  <0.001  5_CD8.Tnai 

HLA-E <0.001  0.952  0.982  0.997  <0.001  5_CD8.Tnai 

MATK <0.001  1.191  0.518  0.057  <0.001  5_CD8.Tnai 

LAG3 <0.001  0.943  0.357  0.013  <0.001  5_CD8.Tnai 

ACTB <0.001  0.910  1.000  1.000  <0.001  5_CD8.Tnai 

FOS <0.001  -1.667  0.214  0.967  <0.001  5_CD8.Tnai 

CX3CR1 <0.001  0.973  0.286  0.003  <0.001  5_CD8.Tnai 

IL7R <0.001  -1.721  0.018  0.877  <0.001  5_CD8.Tnai 

IL32 <0.001  1.414  0.946  0.943  <0.001  5_CD8.Tnai 

LY6E <0.001  1.672  0.911  0.589  <0.001  5_CD8.Tnai 

IFI44L <0.001  1.184  0.429  0.036  <0.001  5_CD8.Tnai 

S100A11 <0.001  1.535  0.768  0.265  <0.001  5_CD8.Tnai 

TMSB4X <0.001  0.556  1.000  1.000  <0.001  5_CD8.Tnai 

HLA-DPA1 <0.001  1.433  0.714  0.208  <0.001  5_CD8.Tnai 

OASL <0.001  0.838  0.268  0.003  <0.001  5_CD8.Tnai 

LDHB <0.001  -0.927  0.589  0.995  <0.001  5_CD8.Tnai 

MYL12A <0.001  0.850  1.000  0.997  <0.001  5_CD8.Tnai 

CD27 <0.001  -1.210  0.036  0.833  <0.001  5_CD8.Tnai 

TNFAIP3 <0.001  1.622  0.696  0.195  <0.001  5_CD8.Tnai 

C12orf75 <0.001  1.496  0.679  0.185  <0.001  5_CD8.Tnai 

ARL4C <0.001  1.691  0.893  0.650  <0.001  5_CD8.Tnai 

PABPC1 <0.001  -1.019  0.589  1.000  <0.001  5_CD8.Tnai 

LGALS1 <0.001  1.852  0.589  0.123  <0.001  5_CD8.Tnai 

MIR4435-2HG <0.001  0.659  0.250  0.003  <0.001  5_CD8.Tnai 

CD52 <0.001  0.843  1.000  0.992  <0.001  5_CD8.Tnai 

CYBA <0.001  1.175  0.911  0.877  <0.001  5_CD8.Tnai 

CCR7 <0.001  -1.232  0.000  0.766  <0.001  5_CD8.Tnai 

SELL <0.001  -1.236  0.054  0.810  <0.001  5_CD8.Tnai 

HLA-DPB1 <0.001  1.433  0.750  0.314  <0.001  5_CD8.Tnai 

SLAMF7 <0.001  0.556  0.214  0.000  <0.001  5_CD8.Tnai 

HOPX <0.001  1.205  0.375  0.036  <0.001  5_CD8.Tnai 

ANXA1 <0.001  1.303  0.714  0.234  <0.001  5_CD8.Tnai 

GNLY <0.001  2.259  0.464  0.077  <0.001  5_CD8.Tnai 

ANXA2 <0.001  1.063  0.464  0.075  <0.001  5_CD8.Tnai 

KIF19 <0.001  0.508  0.196  0.000  <0.001  5_CD8.Tnai 



EMP3 <0.001  1.295  0.875  0.710  <0.001  5_CD8.Tnai 

RACK1 <0.001  -0.547  0.929  1.000  <0.001  5_CD8.Tnai 

NOSIP <0.001  -1.053  0.268  0.923  <0.001  5_CD8.Tnai 

PSMB10 <0.001  1.001  0.536  0.121  <0.001  5_CD8.Tnai 

TRABD2A <0.001  -1.021  0.036  0.740  <0.001  5_CD8.Tnai 

TTC38 <0.001  0.677  0.268  0.013  <0.001  5_CD8.Tnai 

RARRES3 <0.001  1.375  0.857  0.704  <0.001  5_CD8.Tnai 

GAPDH <0.001  1.140  0.893  0.877  <0.001  5_CD8.Tnai 

ZFAS1 <0.001  -0.960  0.250  0.910  <0.001  5_CD8.Tnai 

PRDM1 <0.001  0.787  0.250  0.010  <0.001  5_CD8.Tnai 

HLA-A <0.001  0.774  0.946  1.000  <0.001  5_CD8.Tnai 

LEF1 <0.001  -1.023  0.018  0.707  <0.001  5_CD8.Tnai 

PATL2 <0.001  1.229  0.482  0.095  <0.001  5_CD8.Tnai 

RCAN3 <0.001  -1.024  0.000  0.676  <0.001  5_CD8.Tnai 

APOBEC3G <0.001  1.206  0.571  0.159  <0.001  5_CD8.Tnai 

AIF1 <0.001  -1.082  0.018  0.699  <0.001  5_CD8.Tnai 

SARAF <0.001  -0.783  0.625  0.990  <0.001  5_CD8.Tnai 

PSMB9 <0.001  1.441  0.821  0.635  <0.001  5_CD8.Tnai 

S1PR5 <0.001  0.591  0.179  0.000  <0.001  5_CD8.Tnai 

LINC02384 <0.001  0.501  0.179  0.000  <0.001  5_CD8.Tnai 

CES1 <0.001  0.675  0.214  0.005  <0.001  5_CD8.Tnai 

CALM1 <0.001  0.886  0.946  0.987  <0.001  5_CD8.Tnai 

CXCR4 <0.001  1.428  0.839  0.668  <0.001  5_CD8.Tnai 

PSME1 <0.001  1.151  0.875  0.841  <0.001  5_CD8.Tnai 

XCL2 <0.001  0.614  0.196  0.003  <0.001  5_CD8.Tnai 

CD160 <0.001  0.595  0.196  0.003  <0.001  5_CD8.Tnai 

CTSW <0.001  1.378  0.839  0.653  <0.001  5_CD8.Tnai 

FLNA <0.001  1.471  0.750  0.401  <0.001  5_CD8.Tnai 

EIF3E <0.001  -0.818  0.518  0.997  <0.001  5_CD8.Tnai 

ARHGDIB <0.001  0.906  0.911  0.959  <0.001  5_CD8.Tnai 

IFITM2 <0.001  1.363  0.821  0.650  <0.001  5_CD8.Tnai 

TSC22D3 <0.001  1.286  0.875  0.820  <0.001  5_CD8.Tnai 

RGS10 <0.001  -0.831  0.232  0.910  <0.001  5_CD8.Tnai 

CD74 <0.001  1.681  0.768  0.458  <0.001  5_CD8.Tnai 

S100A6 <0.001  1.191  0.911  0.923  <0.001  5_CD8.Tnai 

ITGB1 <0.001  1.377  0.571  0.175  <0.001  5_CD8.Tnai 



PLEKHF1 <0.001  0.852  0.321  0.036  <0.001  5_CD8.Tnai 

CLIC3 <0.001  0.897  0.357  0.049  <0.001  5_CD8.Tnai 

TRGC2 <0.001  0.988  0.429  0.080  <0.001  5_CD8.Tnai 

PTMS <0.001  0.737  0.196  0.005  <0.001  5_CD8.Tnai 

TBX21 <0.001  0.519  0.196  0.005  <0.001  5_CD8.Tnai 

HBD <0.001  0.536  0.161  0.000  <0.001  5_CD8.Tnai 

ACTN4 <0.001  1.058  0.482  0.113  <0.001  5_CD8.Tnai 

CTLA4 <0.001  0.568  0.232  0.013  <0.001  5_CD8.Tnai 

ACTN1 <0.001  -0.939  0.000  0.614  <0.001  5_CD8.Tnai 

C6orf48 <0.001  -0.837  0.089  0.751  <0.001  5_CD8.Tnai 

ILF3-DT <0.001  -0.977  0.107  0.753  <0.001  5_CD8.Tnai 

TYMP <0.001  1.226  0.500  0.134  <0.001  5_CD8.Tnai 

TIGIT <0.001  0.748  0.268  0.023  <0.001  5_CD8.Tnai 

MTRNR2L12 <0.001  -0.869  0.000  0.596  <0.001  5_CD8.Tnai 

HCST <0.001  0.945  0.911  0.946  <0.001  5_CD8.Tnai 

EPSTI1 <0.001  0.805  0.304  0.036  <0.001  5_CD8.Tnai 

NELL2 <0.001  -0.894  0.000  0.594  <0.001  5_CD8.Tnai 

HSP90AA1 <0.001  0.891  0.929  0.928  <0.001  5_CD8.Tnai 

RNF213 <0.001  1.208  0.821  0.702  <0.001  5_CD8.Tnai 

LDLRAP1 <0.001  -0.805  0.018  0.622  <0.001  5_CD8.Tnai 

IQGAP2 <0.001  1.111  0.518  0.154  <0.001  5_CD8.Tnai 

ZFP36 <0.001  1.282  0.821  0.650  <0.001  5_CD8.Tnai 

UQCRB <0.001  -0.707  0.625  0.997  <0.001  5_CD8.Tnai 

TAGLN2 <0.001  1.150  0.732  0.422  <0.001  5_CD8.Tnai 

PTPRC <0.001  0.765  0.911  0.959  <0.001  5_CD8.Tnai 

IER2 <0.001  -0.972  0.536  0.961  <0.001  5_CD8.Tnai 

TOMM7 <0.001  -0.618  0.750  0.997  <0.001  5_CD8.Tnai 

UBB <0.001  0.881  0.875  0.887  <0.001  5_CD8.Tnai 

MYL6 <0.001  0.867  0.893  0.967  <0.001  5_CD8.Tnai 

FTH1 <0.001  0.697  0.982  0.997  <0.001  5_CD8.Tnai 

GIMAP1 <0.001  -0.794  0.125  0.748  <0.001  5_CD8.Tnai 

ABHD17A <0.001  1.220  0.768  0.571  <0.001  5_CD8.Tnai 

FOXP1 <0.001  -0.659  0.232  0.884  <0.001  5_CD8.Tnai 

DDIT4 <0.001  1.229  0.643  0.283  <0.001  5_CD8.Tnai 

H3F3A <0.001  0.630  0.911  0.974  <0.001  5_CD8.Tnai 

CD63 <0.001  1.080  0.661  0.332  <0.001  5_CD8.Tnai 



CD3D <0.001  0.754  0.911  0.979  <0.001  5_CD8.Tnai 

TXN <0.001  1.043  0.554  0.201  <0.001  5_CD8.Tnai 

CD99 <0.001  1.209  0.750  0.501  <0.001  5_CD8.Tnai 

CRIP1 <0.001  1.112  0.500  0.152  <0.001  5_CD8.Tnai 

OXNAD1 <0.001  -0.782  0.018  0.586  <0.001  5_CD8.Tnai 

CHST12 <0.001  1.204  0.536  0.185  <0.001  5_CD8.Tnai 

CFL1 <0.001  0.753  0.911  0.969  <0.001  5_CD8.Tnai 

NPM1 <0.001  -0.643  0.750  1.000  <0.001  5_CD8.Tnai 

GABPB1-AS1 <0.001  -0.852  0.125  0.728  <0.001  5_CD8.Tnai 

CTSC <0.001  1.048  0.571  0.231  <0.001  5_CD8.Tnai 

CD2 <0.001  1.079  0.786  0.617  <0.001  5_CD8.Tnai 

MYL12B <0.001  0.940  0.839  0.913  <0.001  5_CD8.Tnai 

PASK <0.001  -0.872  0.000  0.535  <0.001  5_CD8.Tnai 

MAL <0.001  -0.824  0.000  0.532  <0.001  5_CD8.Tnai 

BST2 <0.001  1.003  0.714  0.437  <0.001  5_CD8.Tnai 

TENT5C <0.001  0.575  0.196  0.013  <0.001  5_CD8.Tnai 

TESC <0.001  0.650  0.143  0.003  <0.001  5_CD8.Tnai 

SERINC5 <0.001  -0.750  0.018  0.555  <0.001  5_CD8.Tnai 

TXK <0.001  -0.759  0.000  0.524  <0.001  5_CD8.Tnai 

ISG15 <0.001  1.285  0.661  0.380  <0.001  5_CD8.Tnai 

NBEAL2 <0.001  0.600  0.232  0.023  <0.001  5_CD8.Tnai 

APBA2 <0.001  -0.748  0.000  0.519  <0.001  5_CD8.Tnai 

SERF2 <0.001  0.562  0.964  0.982  <0.001  5_CD8.Tnai 

NPDC1 <0.001  0.713  0.268  0.036  <0.001  5_CD8.Tnai 

PPP2R5C <0.001  1.010  0.768  0.573  <0.001  5_CD8.Tnai 

SSBP4 <0.001  1.057  0.571  0.252  <0.001  5_CD8.Tnai 

S100A10 <0.001  0.827  0.875  0.784  <0.001  5_CD8.Tnai 

ATM <0.001  -0.563  0.304  0.882  <0.001  5_CD8.Tnai 

EIF3H <0.001  -0.647  0.429  0.941  <0.001  5_CD8.Tnai 

UBE2L6 <0.001  1.277  0.571  0.257  <0.001  5_CD8.Tnai 

FGR <0.001  0.870  0.286  0.044  <0.001  5_CD8.Tnai 

GAB3 <0.001  0.504  0.250  0.031  <0.001  5_CD8.Tnai 

RAP1B <0.001  0.906  0.839  0.846  <0.001  5_CD8.Tnai 

ACTA2 <0.001  0.572  0.196  0.015  <0.001  5_CD8.Tnai 

PSME2 <0.001  1.007  0.750  0.607  <0.001  5_CD8.Tnai 

SNHG25 <0.001  -0.703  0.018  0.522  <0.001  5_CD8.Tnai 



FBXO6 <0.001  0.746  0.250  0.033  <0.001  5_CD8.Tnai 

NUCB2 <0.001  -0.699  0.161  0.712  <0.001  5_CD8.Tnai 

LYZ <0.001  -0.581  0.054  0.576  <0.001  5_CD8.Tnai 

ADAM8 <0.001  0.784  0.286  0.049  <0.001  5_CD8.Tnai 

DEFA3 <0.001  0.542  0.107  0.000  <0.001  5_CD8.Tnai 

IFIT3 <0.001  0.675  0.196  0.018  <0.001  5_CD8.Tnai 

NCK2 <0.001  -0.620  0.054  0.571  <0.001  5_CD8.Tnai 

TAP1 <0.001  0.983  0.607  0.329  <0.001  5_CD8.Tnai 

SNHG8 <0.001  -0.524  0.304  0.866  <0.001  5_CD8.Tnai 

IFI6 <0.001  1.171  0.589  0.319  <0.001  5_CD8.Tnai 

EIF4B <0.001  -0.551  0.321  0.859  <0.001  5_CD8.Tnai 

IRF1 <0.001  1.345  0.714  0.560  <0.001  5_CD8.Tnai 

ABLIM1 <0.001  -0.669  0.000  0.465  <0.001  5_CD8.Tnai 

MYC <0.001  -0.702  0.000  0.465  <0.001  5_CD8.Tnai 

FAM102A <0.001  -0.662  0.000  0.465  <0.001  5_CD8.Tnai 

HSPA5 <0.001  0.870  0.607  0.316  <0.001  5_CD8.Tnai 

AC020916.1 <0.001  0.862  0.232  0.031  <0.001  5_CD8.Tnai 

EPB41L4A-AS1 <0.001  -0.628  0.071  0.576  <0.001  5_CD8.Tnai 

COX7C <0.001  -0.505  0.732  0.995  <0.001  5_CD8.Tnai 

FTL <0.001  0.517  0.946  0.992  <0.001  5_CD8.Tnai 

SRP14 <0.001  0.672  0.875  0.936  <0.001  5_CD8.Tnai 

LEPROTL1 <0.001  -0.609  0.286  0.830  <0.001  5_CD8.Tnai 

CD3G <0.001  0.699  0.929  0.938  <0.001  5_CD8.Tnai 

PPIA <0.001  0.802  0.821  0.907  <0.001  5_CD8.Tnai 

GBP5 <0.001  1.108  0.357  0.098  <0.001  5_CD8.Tnai 

ABI3 <0.001  0.764  0.375  0.105  <0.001  5_CD8.Tnai 

PRKCA <0.001  -0.617  0.000  0.440  <0.001  5_CD8.Tnai 

IDH2 <0.001  0.850  0.429  0.152  <0.001  5_CD8.Tnai 

CEMIP2 <0.001  0.895  0.411  0.139  <0.001  5_CD8.Tnai 

FADS1 <0.001  0.579  0.125  0.005  <0.001  5_CD8.Tnai 

CD38 <0.001  0.592  0.196  0.023  <0.001  5_CD8.Tnai 

GZMM <0.001  0.738  0.786  0.725  <0.001  5_CD8.Tnai 

STOM <0.001  0.769  0.250  0.044  <0.001  5_CD8.Tnai 

MIAT <0.001  0.983  0.339  0.090  <0.001  5_CD8.Tnai 

SERTAD3 <0.001  0.521  0.250  0.044  <0.001  5_CD8.Tnai 

ARPC2 <0.001  0.788  0.839  0.928  <0.001  5_CD8.Tnai 



CD81 <0.001  1.153  0.643  0.470  <0.001  5_CD8.Tnai 

PPIB <0.001  0.987  0.714  0.630  <0.001  5_CD8.Tnai 

GABARAPL1 <0.001  0.646  0.375  0.113  <0.001  5_CD8.Tnai 

HNRNPU <0.001  -0.609  0.286  0.812  <0.001  5_CD8.Tnai 

XAF1 <0.001  0.923  0.446  0.167  <0.001  5_CD8.Tnai 

PSMB8 <0.001  0.788  0.732  0.607  <0.001  5_CD8.Tnai 

EGR1 <0.001  -0.751  0.000  0.419  <0.001  5_CD8.Tnai 

ITGB7 <0.001  0.882  0.536  0.275  <0.001  5_CD8.Tnai 

CD8A <0.001  0.971  0.750  0.807  <0.001  5_CD8.Tnai 

LITAF <0.001  0.860  0.732  0.697  <0.001  5_CD8.Tnai 

ADGRE5 <0.001  0.974  0.536  0.275  <0.001  5_CD8.Tnai 

PPP1R18 <0.001  0.996  0.589  0.355  <0.001  5_CD8.Tnai 

DDX3Y <0.001  -0.576  0.000  0.406  <0.001  5_CD8.Tnai 

ARPC4 <0.001  0.992  0.679  0.527  <0.001  5_CD8.Tnai 

CORO1A <0.001  0.628  0.875  0.972  <0.001  5_CD8.Tnai 

BHLHE40 <0.001  0.580  0.214  0.033  <0.001  5_CD8.Tnai 

CD7 <0.001  -0.517  0.321  0.871  <0.001  5_CD8.Tnai 

TGFB1 <0.001  0.913  0.643  0.460  <0.001  5_CD8.Tnai 

ITGB2 <0.001  0.801  0.768  0.720  <0.001  5_CD8.Tnai 

AHNAK <0.001  0.842  0.393  0.131  <0.001  5_CD8.Tnai 

GUK1 <0.001  0.867  0.714  0.661  <0.001  5_CD8.Tnai 

SPINT2 <0.001  -0.529  0.000  0.388  0.001  5_CD8.Tnai 

SNHG7 <0.001  -0.521  0.071  0.512  0.001  5_CD8.Tnai 

HLA-DQA1 <0.001  0.548  0.179  0.023  0.001  5_CD8.Tnai 

SH3YL1 <0.001  -0.541  0.000  0.380  0.001  5_CD8.Tnai 

YME1L1 <0.001  -0.539  0.161  0.640  0.001  5_CD8.Tnai 

PYHIN1 <0.001  0.617  0.232  0.044  0.001  5_CD8.Tnai 

TSTD1 <0.001  -0.534  0.179  0.653  0.001  5_CD8.Tnai 

IFI44 <0.001  0.806  0.250  0.054  0.001  5_CD8.Tnai 

LYAR <0.001  0.893  0.446  0.193  0.001  5_CD8.Tnai 

TLE4 <0.001  -0.560  0.089  0.527  0.001  5_CD8.Tnai 

TESPA1 <0.001  -0.548  0.018  0.404  0.001  5_CD8.Tnai 

ID2 <0.001  1.084  0.625  0.409  0.001  5_CD8.Tnai 

IRF9 <0.001  0.991  0.464  0.213  0.001  5_CD8.Tnai 

ARPC3 <0.001  0.659  0.786  0.920  0.002  5_CD8.Tnai 

ITGAL <0.001  0.801  0.518  0.285  0.002  5_CD8.Tnai 



ARF5 <0.001  0.777  0.429  0.185  0.002  5_CD8.Tnai 

TRBC1 <0.001  1.252  0.696  0.591  0.002  5_CD8.Tnai 

JUND <0.001  0.621  0.857  0.967  0.003  5_CD8.Tnai 

KLRG1 <0.001  0.727  0.286  0.077  0.003  5_CD8.Tnai 

HMGB1 <0.001  0.665  0.857  0.954  0.004  5_CD8.Tnai 

FBXW5 <0.001  0.787  0.500  0.270  0.004  5_CD8.Tnai 

GSTK1 <0.001  0.764  0.714  0.653  0.004  5_CD8.Tnai 

OAZ1 <0.001  0.651  0.893  0.946  0.004  5_CD8.Tnai 

CHCHD2 <0.001  0.669  0.768  0.833  0.005  5_CD8.Tnai 

TNFRSF1B <0.001  0.679  0.321  0.103  0.005  5_CD8.Tnai 

GBP1 <0.001  0.861  0.429  0.190  0.005  5_CD8.Tnai 

DGKA <0.001  -0.504  0.054  0.445  0.005  5_CD8.Tnai 

TMEM204 <0.001  -0.500  0.000  0.347  0.005  5_CD8.Tnai 

NR4A1 <0.001  -0.550  0.000  0.347  0.005  5_CD8.Tnai 

ARL6IP5 <0.001  0.898  0.696  0.645  0.006  5_CD8.Tnai 

GADD45B <0.001  -0.502  0.179  0.640  0.007  5_CD8.Tnai 

ZFP36L2 <0.001  0.664  0.929  0.920  0.007  5_CD8.Tnai 

AC007952.4 <0.001  -0.505  0.000  0.342  0.007  5_CD8.Tnai 

TBCB <0.001  0.751  0.482  0.262  0.008  5_CD8.Tnai 

IL2RG <0.001  0.886  0.679  0.568  0.008  5_CD8.Tnai 

CD3E <0.001  0.525  0.875  0.974  0.009  5_CD8.Tnai 

S100B <0.001  -1.003  0.071  0.429  0.012  5_CD8.Tnai 

RUNX3 <0.001  0.976  0.554  0.362  0.013  5_CD8.Tnai 

MRPL10 <0.001  0.755  0.339  0.123  0.015  5_CD8.Tnai 

DUSP2 <0.001  1.087  0.571  0.388  0.015  5_CD8.Tnai 

MXD4 <0.001  0.631  0.357  0.139  0.015  5_CD8.Tnai 

SYTL3 <0.001  0.710  0.250  0.064  0.016  5_CD8.Tnai 

SAMD9L <0.001  0.503  0.304  0.095  0.016  5_CD8.Tnai 

CD53 <0.001  0.921  0.643  0.573  0.017  5_CD8.Tnai 

CCDC12 <0.001  0.798  0.518  0.326  0.017  5_CD8.Tnai 

ATP2B4 <0.001  0.648  0.196  0.039  0.020  5_CD8.Tnai 

TGFBR3 <0.001  0.695  0.125  0.013  0.020  5_CD8.Tnai 

CDK2AP2 <0.001  0.800  0.446  0.229  0.025  5_CD8.Tnai 

LSP1 <0.001  0.769  0.714  0.668  0.026  5_CD8.Tnai 

PXN <0.001  0.904  0.304  0.103  0.032  5_CD8.Tnai 

LRRN3 <0.001  -0.544  0.000  0.311  0.034  5_CD8.Tnai 



ANXA5 <0.001  0.552  0.321  0.113  0.037  5_CD8.Tnai 

SYNE2 <0.001  0.890  0.518  0.321  0.037  5_CD8.Tnai 

EVL <0.001  0.504  0.839  0.954  0.038  5_CD8.Tnai 

ATP1B3 <0.001  0.733  0.375  0.165  0.062  5_CD8.Tnai 

LINC02084 <0.001  0.650  0.107  0.010  0.086  5_CD8.Tnai 

DOK2 <0.001  0.760  0.375  0.167  0.121  5_CD8.Tnai 

PLA2G16 <0.001  0.612  0.250  0.075  0.123  5_CD8.Tnai 

CASP1 <0.001  0.623  0.411  0.213  0.155  5_CD8.Tnai 

SRRM2 <0.001  0.687  0.714  0.661  0.165  5_CD8.Tnai 

ATP6V0E1 <0.001  0.595  0.714  0.748  0.176  5_CD8.Tnai 

UBL5 <0.001  0.583  0.768  0.825  0.241  5_CD8.Tnai 

TMEM179B <0.001  0.600  0.393  0.201  0.242  5_CD8.Tnai 

NFATC2 <0.001  0.734  0.286  0.105  0.274  5_CD8.Tnai 

UBC <0.001  0.557  0.804  0.974  0.278  5_CD8.Tnai 

SUB1 <0.001  0.714  0.732  0.810  0.311  5_CD8.Tnai 

ARF1 <0.001  0.622  0.607  0.535  0.327  5_CD8.Tnai 

CLEC2B <0.001  0.963  0.500  0.355  0.328  5_CD8.Tnai 

DNAJC1 <0.001  0.583  0.268  0.093  0.396  5_CD8.Tnai 

TPST2 <0.001  0.636  0.411  0.224  0.452  5_CD8.Tnai 

RHBDF2 <0.001  0.547  0.196  0.051  0.473  5_CD8.Tnai 

VPS37B <0.001  0.772  0.286  0.111  0.520  5_CD8.Tnai 

C11orf21 <0.001  0.651  0.250  0.085  0.527  5_CD8.Tnai 

LCP1 <0.001  0.702  0.661  0.612  0.582  5_CD8.Tnai 

ARPC1B <0.001  0.806  0.679  0.733  0.602  5_CD8.Tnai 

HACD4 <0.001  0.506  0.250  0.085  0.622  5_CD8.Tnai 

IFI35 <0.001  0.534  0.339  0.157  0.642  5_CD8.Tnai 

RAC2 <0.001  0.534  0.786  0.895  0.654  5_CD8.Tnai 

RNPEPL1 <0.001  0.838  0.464  0.301  0.659  5_CD8.Tnai 

SLAMF6 <0.001  0.611  0.179  0.044  0.677  5_CD8.Tnai 

RHOA <0.001  0.733  0.643  0.686  0.689  5_CD8.Tnai 

TMBIM6 <0.001  0.632  0.696  0.704  0.790  5_CD8.Tnai 

SYTL2 <0.001  0.508  0.196  0.054  0.857  5_CD8.Tnai 

TMEM173 <0.001  0.652  0.446  0.278  0.915  5_CD8.Tnai 

NEDD8 <0.001  0.513  0.679  0.668  0.946  5_CD8.Tnai 

ISG20 <0.001  0.774  0.696  0.704  0.972  5_CD8.Tnai 

JPT1 <0.001  0.539  0.393  0.221  1.000  5_CD8.Tnai 



VAMP2 <0.001  0.527  0.714  0.835  1.000  5_CD8.Tnai 

OSTF1 <0.001  0.599  0.464  0.314  1.000  5_CD8.Tnai 

ARPC5L <0.001  0.795  0.429  0.267  1.000  5_CD8.Tnai 

PDIA6 <0.001  0.796  0.411  0.247  1.000  5_CD8.Tnai 

RNF149 <0.001  0.562  0.339  0.165  1.000  5_CD8.Tnai 

CDC42 <0.001  0.652  0.804  0.851  1.000  5_CD8.Tnai 

SH3BP5 <0.001  0.767  0.304  0.134  1.000  5_CD8.Tnai 

BSG <0.001  0.602  0.446  0.296  1.000  5_CD8.Tnai 

OPTN <0.001  0.717  0.339  0.170  1.000  5_CD8.Tnai 

PSMA7 <0.001  0.800  0.661  0.699  1.000  5_CD8.Tnai 

RAC1 <0.001  0.722  0.536  0.440  1.000  5_CD8.Tnai 

TMEM59 <0.001  0.591  0.589  0.545  1.000  5_CD8.Tnai 

GNG2 <0.001  0.712  0.339  0.172  1.000  5_CD8.Tnai 

IDS <0.001  0.805  0.500  0.378  1.000  5_CD8.Tnai 

IRF7 <0.001  0.831  0.304  0.139  1.000  5_CD8.Tnai 

GNAI2 <0.001  0.775  0.696  0.748  1.000  5_CD8.Tnai 

VOPP1 <0.001  0.529  0.304  0.139  1.000  5_CD8.Tnai 

MOB2 <0.001  0.596  0.321  0.157  1.000  5_CD8.Tnai 

FOSL2 <0.001  0.582  0.196  0.062  1.000  5_CD8.Tnai 

ATP6V0B <0.001  0.748  0.446  0.301  1.000  5_CD8.Tnai 

CDC14B <0.001  0.583  0.107  0.018  1.000  5_CD8.Tnai 

NDUFB10 <0.001  0.598  0.554  0.476  1.000  5_CD8.Tnai 

MRPL28 <0.001  0.665  0.286  0.129  1.000  5_CD8.Tnai 

HSP90B1 <0.001  0.695  0.571  0.488  1.000  5_CD8.Tnai 

APMAP <0.001  0.609  0.321  0.162  1.000  5_CD8.Tnai 

ACP1 <0.001  0.563  0.482  0.357  1.000  5_CD8.Tnai 

PRR13 <0.001  0.656  0.589  0.553  1.000  5_CD8.Tnai 

DBI <0.001  0.777  0.571  0.542  1.000  5_CD8.Tnai 

REEP5 <0.001  0.685  0.393  0.252  1.000  5_CD8.Tnai 

PTPRE <0.001  0.706  0.250  0.103  1.000  5_CD8.Tnai 

CIB1 <0.001  0.726  0.607  0.632  1.000  5_CD8.Tnai 

GSTP1 <0.001  0.668  0.571  0.506  1.000  5_CD8.Tnai 

ARHGAP10 <0.001  0.506  0.214  0.077  1.000  5_CD8.Tnai 

EMC7 <0.001  0.603  0.357  0.211  1.000  5_CD8.Tnai 

CALR <0.001  0.765  0.625  0.640  1.000  5_CD8.Tnai 

GNG5 <0.001  0.727  0.536  0.442  1.000  5_CD8.Tnai 



SSNA1 <0.001  0.576  0.482  0.362  1.000  5_CD8.Tnai 

NEAT1 <0.001  0.573  0.804  0.825  1.000  5_CD8.Tnai 

OAS1 <0.001  0.531  0.143  0.036  1.000  5_CD8.Tnai 

TMEM50A <0.001  0.545  0.518  0.429  1.000  5_CD8.Tnai 

VAMP8 <0.001  0.637  0.589  0.599  1.000  5_CD8.Tnai 

PSMD8 <0.001  0.698  0.536  0.486  1.000  5_CD8.Tnai 

SLC9A3R1 <0.001  0.757  0.464  0.360  1.000  5_CD8.Tnai 

ARF6 <0.001  0.779  0.518  0.452  1.000  5_CD8.Tnai 

AC044849.1 <0.001  0.718  0.393  0.252  1.000  5_CD8.Tnai 

DYNLT1 0.001  0.655  0.339  0.195  1.000  5_CD8.Tnai 

EZR 0.001  0.679  0.446  0.329  1.000  5_CD8.Tnai 

RAB5C 0.001  0.642  0.429  0.311  1.000  5_CD8.Tnai 

WARS 0.001  0.554  0.125  0.031  1.000  5_CD8.Tnai 

CCND3 0.001  0.670  0.679  0.722  1.000  5_CD8.Tnai 

DYNLRB1 0.001  0.635  0.500  0.427  1.000  5_CD8.Tnai 

PARP9 0.001  0.801  0.268  0.129  1.000  5_CD8.Tnai 

CARD16 0.001  0.856  0.393  0.265  1.000  5_CD8.Tnai 

TUBA4A 0.001  0.561  0.554  0.514  1.000  5_CD8.Tnai 

BIN2 0.001  0.764  0.589  0.573  1.000  5_CD8.Tnai 

COMMD4 0.001  0.508  0.214  0.087  1.000  5_CD8.Tnai 

ARHGDIA 0.001  0.637  0.464  0.378  1.000  5_CD8.Tnai 

STAT1 0.001  0.781  0.464  0.360  1.000  5_CD8.Tnai 

NAPA 0.001  0.500  0.304  0.170  1.000  5_CD8.Tnai 

PPP1CA 0.001  0.800  0.571  0.568  1.000  5_CD8.Tnai 

GNB2 0.001  0.814  0.429  0.332  1.000  5_CD8.Tnai 

RGS19 0.001  0.676  0.375  0.249  1.000  5_CD8.Tnai 

MGST3 0.001  0.614  0.446  0.355  1.000  5_CD8.Tnai 

C11orf58 0.001  0.540  0.643  0.717  1.000  5_CD8.Tnai 

HSD17B10 0.001  0.603  0.357  0.229  1.000  5_CD8.Tnai 

SYNE1 0.001  0.743  0.411  0.288  1.000  5_CD8.Tnai 

RNASET2 0.001  0.626  0.411  0.296  1.000  5_CD8.Tnai 

BAX 0.001  0.706  0.500  0.442  1.000  5_CD8.Tnai 

SDF2L1 0.002  0.716  0.339  0.211  1.000  5_CD8.Tnai 

PSMB3 0.002  0.628  0.518  0.499  1.000  5_CD8.Tnai 

WDR83OS 0.002  0.548  0.518  0.473  1.000  5_CD8.Tnai 

SELENOS 0.002  0.566  0.321  0.193  1.000  5_CD8.Tnai 



MED15 0.002  0.531  0.357  0.242  1.000  5_CD8.Tnai 

AGTRAP 0.002  0.518  0.232  0.111  1.000  5_CD8.Tnai 

MX1 0.002  0.736  0.286  0.162  1.000  5_CD8.Tnai 

APOL6 0.002  0.659  0.357  0.242  1.000  5_CD8.Tnai 

ENSA 0.002  0.774  0.482  0.424  1.000  5_CD8.Tnai 

SEPTIN7 0.003  0.511  0.679  0.735  1.000  5_CD8.Tnai 

RNF19A 0.003  0.610  0.232  0.113  1.000  5_CD8.Tnai 

DAZAP2 0.003  0.589  0.589  0.612  1.000  5_CD8.Tnai 

GBP2 0.003  0.694  0.411  0.314  1.000  5_CD8.Tnai 

MRPS6 0.003  0.556  0.446  0.375  1.000  5_CD8.Tnai 

RASSF1 0.003  0.610  0.304  0.185  1.000  5_CD8.Tnai 

SLA 0.003  0.639  0.339  0.224  1.000  5_CD8.Tnai 

FKBP8 0.004  0.614  0.518  0.509  1.000  5_CD8.Tnai 

COTL1 0.004  0.587  0.625  0.686  1.000  5_CD8.Tnai 

CEP78 0.004  0.619  0.196  0.087  1.000  5_CD8.Tnai 

CTDSP1 0.004  0.556  0.393  0.290  1.000  5_CD8.Tnai 

SKAP1 0.004  0.667  0.482  0.437  1.000  5_CD8.Tnai 

SNRPG 0.006  0.514  0.482  0.440  1.000  5_CD8.Tnai 

SELENOK 0.006  0.631  0.429  0.375  1.000  5_CD8.Tnai 

YWHAQ 0.006  0.516  0.500  0.491  1.000  5_CD8.Tnai 

HLA-DRA 0.007  1.015  0.357  0.272  1.000  5_CD8.Tnai 

KRTCAP2 0.007  0.719  0.429  0.370  1.000  5_CD8.Tnai 

ZBTB1 0.008  0.556  0.232  0.126  1.000  5_CD8.Tnai 

ATP5F1C 0.008  0.616  0.464  0.447  1.000  5_CD8.Tnai 

PPP4C 0.008  0.519  0.393  0.329  1.000  5_CD8.Tnai 

CEBPB 0.009  0.547  0.393  0.316  1.000  5_CD8.Tnai 

APOBEC3C 0.009  0.727  0.250  0.144  1.000  5_CD8.Tnai 

AKNA 0.009  0.695  0.500  0.478  1.000  5_CD8.Tnai 

COX8A 0.009  0.628  0.536  0.607  1.000  5_CD8.Tnai 

PRELID1 0.010  0.553  0.518  0.522  1.000  5_CD8.Tnai 

MYADM 0.010  0.517  0.357  0.254  1.000  5_CD8.Tnai 

SELPLG 0.011  0.620  0.393  0.329  1.000  5_CD8.Tnai 

RHOF 0.011  0.731  0.446  0.414  1.000  5_CD8.Tnai 

DNAJB6 0.012  0.643  0.411  0.362  1.000  5_CD8.Tnai 

SCAMP2 0.012  0.796  0.304  0.208  1.000  5_CD8.Tnai 

PRDX5 0.013  0.559  0.446  0.398  1.000  5_CD8.Tnai 



CALM2 0.013  0.526  0.643  0.758  1.000  5_CD8.Tnai 

PIGT 0.013  0.604  0.268  0.170  1.000  5_CD8.Tnai 

SAMD9 0.013  0.728  0.339  0.254  1.000  5_CD8.Tnai 

EIF2AK2 0.014  0.520  0.304  0.216  1.000  5_CD8.Tnai 

LLPH 0.014  0.567  0.250  0.154  1.000  5_CD8.Tnai 

UBE2N 0.015  0.521  0.393  0.337  1.000  5_CD8.Tnai 

PER1 0.015  0.548  0.214  0.121  1.000  5_CD8.Tnai 

JMJD6 0.015  0.582  0.196  0.105  1.000  5_CD8.Tnai 

KLF3 0.016  0.524  0.393  0.339  1.000  5_CD8.Tnai 

PTPN7 0.016  0.732  0.357  0.283  1.000  5_CD8.Tnai 

FAM133B 0.016  0.678  0.482  0.476  1.000  5_CD8.Tnai 

CFLAR 0.016  0.596  0.429  0.388  1.000  5_CD8.Tnai 

IFI16 0.017  0.600  0.375  0.308  1.000  5_CD8.Tnai 

EBP 0.017  0.525  0.268  0.177  1.000  5_CD8.Tnai 

SCAND1 0.018  0.586  0.446  0.440  1.000  5_CD8.Tnai 

CAP1 0.018  0.528  0.554  0.679  1.000  5_CD8.Tnai 

UBE2L3 0.019  0.740  0.429  0.419  1.000  5_CD8.Tnai 

TMX4 0.019  0.508  0.250  0.157  1.000  5_CD8.Tnai 

CD247 0.020  0.623  0.536  0.596  1.000  5_CD8.Tnai 

MYO1G 0.023  0.520  0.357  0.298  1.000  5_CD8.Tnai 

PSMB2 0.023  0.611  0.339  0.275  1.000  5_CD8.Tnai 

MSN 0.023  0.542  0.500  0.512  1.000  5_CD8.Tnai 

MIEN1 0.024  0.669  0.286  0.208  1.000  5_CD8.Tnai 

GSDMD 0.024  0.507  0.393  0.344  1.000  5_CD8.Tnai 

PDIA3 0.025  0.606  0.482  0.522  1.000  5_CD8.Tnai 

GADD45GIP1 0.025  0.540  0.411  0.380  1.000  5_CD8.Tnai 

MYDGF 0.026  0.506  0.321  0.252  1.000  5_CD8.Tnai 

DYNLL1 0.026  0.595  0.429  0.416  1.000  5_CD8.Tnai 

VAMP5 0.028  0.557  0.411  0.388  1.000  5_CD8.Tnai 

GNB1 0.029  0.610  0.393  0.360  1.000  5_CD8.Tnai 

ODF2L 0.030  0.595  0.321  0.254  1.000  5_CD8.Tnai 

CAPN2 0.032  0.539  0.321  0.257  1.000  5_CD8.Tnai 

PCBD1 0.033  0.505  0.125  0.057  1.000  5_CD8.Tnai 

CHMP2A 0.034  0.514  0.339  0.285  1.000  5_CD8.Tnai 

HMGB2 0.035  0.537  0.375  0.339  1.000  5_CD8.Tnai 

YWHAB 0.035  0.506  0.643  0.784  1.000  5_CD8.Tnai 



DRAP1 0.037  0.577  0.518  0.617  1.000  5_CD8.Tnai 

SH3KBP1 0.038  0.618  0.411  0.386  1.000  5_CD8.Tnai 

MIF 0.039  0.589  0.375  0.347  1.000  5_CD8.Tnai 

VDAC3 0.040  0.568  0.357  0.316  1.000  5_CD8.Tnai 

H2AFZ 0.040  0.500  0.554  0.625  1.000  5_CD8.Tnai 

SP100 0.041  0.536  0.482  0.509  1.000  5_CD8.Tnai 

PAXX 0.042  0.608  0.464  0.486  1.000  5_CD8.Tnai 

RHOG 0.042  0.572  0.375  0.350  1.000  5_CD8.Tnai 

RSF1 0.046  0.647  0.429  0.427  1.000  5_CD8.Tnai 

PCYT1A 0.048  0.515  0.161  0.090  1.000  5_CD8.Tnai 

HBB <0.001  1.900  0.836  0.010  <0.001  14_CD8.Teff2 

IFITM1 <0.001  2.390  0.910  0.182  <0.001  14_CD8.Teff2 

NKG7 <0.001  1.224  1.000  0.964  <0.001  14_CD8.Teff2 

HBA2 <0.001  1.658  0.567  0.000  <0.001  14_CD8.Teff2 

TNFAIP3 <0.001  1.610  0.821  0.188  <0.001  14_CD8.Teff2 

MYOM2 <0.001  1.632  0.537  0.005  <0.001  14_CD8.Teff2 

HLA-DQA2 <0.001  1.356  0.701  0.094  <0.001  14_CD8.Teff2 

CXCR4 <0.001  1.643  0.925  0.505  <0.001  14_CD8.Teff2 

FGFBP2 <0.001  1.625  0.955  0.573  <0.001  14_CD8.Teff2 

PRF1 <0.001  1.238  0.985  0.781  <0.001  14_CD8.Teff2 

FOS <0.001  -1.914  0.090  0.891  <0.001  14_CD8.Teff2 

HLA-C <0.001  0.802  0.985  0.995  <0.001  14_CD8.Teff2 

FOSB <0.001  -1.804  0.119  0.917  <0.001  14_CD8.Teff2 

HBA1 <0.001  1.976  0.478  0.000  <0.001  14_CD8.Teff2 

CCL4 <0.001  1.569  0.925  0.443  <0.001  14_CD8.Teff2 

CST7 <0.001  0.977  1.000  0.885  <0.001  14_CD8.Teff2 

GZMH <0.001  1.140  0.985  0.656  <0.001  14_CD8.Teff2 

HLA-B <0.001  0.653  0.985  1.000  <0.001  14_CD8.Teff2 

IFI27 <0.001  2.181  0.478  0.016  <0.001  14_CD8.Teff2 

HLA-DRB1 <0.001  1.261  0.791  0.250  <0.001  14_CD8.Teff2 

GZMB <0.001  1.332  0.925  0.516  <0.001  14_CD8.Teff2 

TSC22D3 <0.001  1.298  0.940  0.688  <0.001  14_CD8.Teff2 

METRNL <0.001  1.076  0.582  0.068  <0.001  14_CD8.Teff2 

SH3BGRL3 <0.001  0.784  1.000  0.990  <0.001  14_CD8.Teff2 

DDIT4 <0.001  1.468  0.731  0.203  <0.001  14_CD8.Teff2 

GNLY <0.001  1.046  0.985  0.995  <0.001  14_CD8.Teff2 



CCL4L2 <0.001  1.079  0.388  0.000  <0.001  14_CD8.Teff2 

RARRES3 <0.001  0.941  0.955  0.807  <0.001  14_CD8.Teff2 

KLRG1 <0.001  -1.240  0.179  0.859  <0.001  14_CD8.Teff2 

HLA-DPB1 <0.001  1.116  0.896  0.510  <0.001  14_CD8.Teff2 

IFI6 <0.001  1.236  0.716  0.245  <0.001  14_CD8.Teff2 

CCL5 <0.001  0.807  1.000  0.979  <0.001  14_CD8.Teff2 

TYMP <0.001  1.091  0.731  0.224  <0.001  14_CD8.Teff2 

HLA-DPA1 <0.001  1.041  0.881  0.479  <0.001  14_CD8.Teff2 

RGS1 <0.001  1.256  0.448  0.036  <0.001  14_CD8.Teff2 

LY6E <0.001  1.087  0.940  0.792  <0.001  14_CD8.Teff2 

SRGN <0.001  0.768  0.985  0.891  <0.001  14_CD8.Teff2 

ISG15 <0.001  1.237  0.806  0.422  <0.001  14_CD8.Teff2 

ARL4C <0.001  0.868  0.955  0.906  <0.001  14_CD8.Teff2 

HLA-E <0.001  0.620  0.985  0.990  <0.001  14_CD8.Teff2 

PFN1 <0.001  0.638  1.000  0.984  <0.001  14_CD8.Teff2 

CD74 <0.001  1.288  0.881  0.620  <0.001  14_CD8.Teff2 

SERTAD3 <0.001  0.846  0.403  0.031  <0.001  14_CD8.Teff2 

IFI44L <0.001  1.087  0.403  0.036  <0.001  14_CD8.Teff2 

BTG1 <0.001  0.710  0.985  0.948  <0.001  14_CD8.Teff2 

UBB <0.001  0.724  0.970  0.901  <0.001  14_CD8.Teff2 

LAIR2 <0.001  1.117  0.582  0.141  <0.001  14_CD8.Teff2 

PRSS23 <0.001  1.097  0.612  0.188  <0.001  14_CD8.Teff2 

IL32 <0.001  0.550  0.985  0.979  <0.001  14_CD8.Teff2 

MTRNR2L12 <0.001  -0.985  0.000  0.568  <0.001  14_CD8.Teff2 

ZFP36 <0.001  1.193  0.806  0.536  <0.001  14_CD8.Teff2 

IFITM2 <0.001  0.828  0.940  0.755  <0.001  14_CD8.Teff2 

LGALS1 <0.001  1.205  0.866  0.578  <0.001  14_CD8.Teff2 

CD27 <0.001  -0.946  0.030  0.609  <0.001  14_CD8.Teff2 

CES1 <0.001  0.804  0.418  0.052  <0.001  14_CD8.Teff2 

LITAF <0.001  0.900  0.881  0.750  <0.001  14_CD8.Teff2 

RBM38 <0.001  0.842  0.597  0.188  <0.001  14_CD8.Teff2 

HLA-DQB1 <0.001  0.825  0.448  0.083  <0.001  14_CD8.Teff2 

IRF1 <0.001  0.845  0.881  0.750  <0.001  14_CD8.Teff2 

CRIP1 <0.001  0.870  0.716  0.344  <0.001  14_CD8.Teff2 

IL7R <0.001  -1.472  0.060  0.599  <0.001  14_CD8.Teff2 

PSME2 <0.001  0.850  0.866  0.703  <0.001  14_CD8.Teff2 



CTSW <0.001  0.563  0.985  0.943  <0.001  14_CD8.Teff2 

XAF1 <0.001  0.917  0.642  0.234  <0.001  14_CD8.Teff2 

TOMM7 <0.001  -0.580  0.791  0.969  <0.001  14_CD8.Teff2 

CD8B <0.001  1.116  0.821  0.521  <0.001  14_CD8.Teff2 

IRF9 <0.001  0.855  0.582  0.198  <0.001  14_CD8.Teff2 

GAPDH <0.001  0.519  0.970  0.964  <0.001  14_CD8.Teff2 

FCGR3A <0.001  1.013  0.716  0.385  <0.001  14_CD8.Teff2 

FLNA <0.001  0.786  0.910  0.771  <0.001  14_CD8.Teff2 

LTB <0.001  -1.484  0.075  0.552  <0.001  14_CD8.Teff2 

LYZ <0.001  -0.807  0.045  0.531  <0.001  14_CD8.Teff2 

DEFA3 <0.001  0.664  0.209  0.000  <0.001  14_CD8.Teff2 

CYBA <0.001  0.532  0.985  0.979  <0.001  14_CD8.Teff2 

SYNGR1 <0.001  0.693  0.328  0.047  <0.001  14_CD8.Teff2 

EPSTI1 <0.001  0.755  0.373  0.068  <0.001  14_CD8.Teff2 

BST2 <0.001  0.806  0.761  0.521  <0.001  14_CD8.Teff2 

LINC02446 <0.001  0.577  0.269  0.021  <0.001  14_CD8.Teff2 

ARHGAP10 <0.001  0.883  0.358  0.062  <0.001  14_CD8.Teff2 

CMC1 <0.001  -1.062  0.030  0.474  <0.001  14_CD8.Teff2 

TCF7 <0.001  -0.780  0.060  0.516  <0.001  14_CD8.Teff2 

CTLA4 <0.001  0.540  0.209  0.005  <0.001  14_CD8.Teff2 

BPGM <0.001  0.577  0.313  0.042  <0.001  14_CD8.Teff2 

HSP90AA1 <0.001  0.554  0.970  0.974  <0.001  14_CD8.Teff2 

IFIT3 <0.001  0.669  0.239  0.016  <0.001  14_CD8.Teff2 

JUN <0.001  -0.619  0.881  0.984  <0.001  14_CD8.Teff2 

GBP1 <0.001  0.824  0.537  0.245  <0.001  14_CD8.Teff2 

DUSP5 <0.001  0.914  0.358  0.078  <0.001  14_CD8.Teff2 

AC004687.1 <0.001  -0.710  0.164  0.625  <0.001  14_CD8.Teff2 

PARP9 <0.001  0.728  0.433  0.125  <0.001  14_CD8.Teff2 

CEMIP2 <0.001  0.673  0.433  0.125  <0.001  14_CD8.Teff2 

HLA-DRA <0.001  1.010  0.597  0.318  <0.001  14_CD8.Teff2 

GZMA <0.001  0.536  0.940  0.917  <0.001  14_CD8.Teff2 

TAP2 <0.001  0.715  0.448  0.141  <0.001  14_CD8.Teff2 

ITGB1 <0.001  0.608  0.821  0.573  <0.001  14_CD8.Teff2 

ISG20 <0.001  0.891  0.731  0.583  <0.001  14_CD8.Teff2 

STAT1 <0.001  0.692  0.552  0.240  <0.001  14_CD8.Teff2 

OASL <0.001  0.535  0.343  0.073  <0.001  14_CD8.Teff2 



BHLHE40 <0.001  0.683  0.493  0.203  <0.001  14_CD8.Teff2 

UBE2L6 <0.001  0.705  0.627  0.385  <0.001  14_CD8.Teff2 

DDX3Y <0.001  -0.612  0.000  0.354  0.001  14_CD8.Teff2 

TENT5C <0.001  0.589  0.284  0.047  0.001  14_CD8.Teff2 

KLRB1 <0.001  -1.287  0.030  0.380  0.001  14_CD8.Teff2 

CD81 <0.001  0.514  0.881  0.776  0.001  14_CD8.Teff2 

BRD2 <0.001  -0.654  0.194  0.615  0.002  14_CD8.Teff2 

AC007952.4 <0.001  -0.625  0.015  0.365  0.002  14_CD8.Teff2 

ATM <0.001  -0.638  0.328  0.724  0.002  14_CD8.Teff2 

SAMSN1 <0.001  0.642  0.493  0.219  0.002  14_CD8.Teff2 

IER5 <0.001  -0.728  0.134  0.510  0.004  14_CD8.Teff2 

GIMAP1 <0.001  -0.616  0.239  0.635  0.004  14_CD8.Teff2 

SMIM37 <0.001  -0.542  0.045  0.401  0.004  14_CD8.Teff2 

TLE4 <0.001  -0.604  0.134  0.526  0.004  14_CD8.Teff2 

GADD45B <0.001  -0.662  0.179  0.583  0.004  14_CD8.Teff2 

DYNLT1 <0.001  0.590  0.493  0.234  0.004  14_CD8.Teff2 

OAS1 <0.001  0.573  0.269  0.052  0.005  14_CD8.Teff2 

TAP1 <0.001  0.749  0.672  0.484  0.005  14_CD8.Teff2 

BTG2 <0.001  -0.766  0.239  0.620  0.005  14_CD8.Teff2 

NBDY <0.001  -0.518  0.104  0.495  0.007  14_CD8.Teff2 

SH2D1A <0.001  -0.597  0.090  0.453  0.007  14_CD8.Teff2 

CCDC12 <0.001  0.577  0.642  0.427  0.007  14_CD8.Teff2 

GIMAP7 <0.001  -0.559  0.522  0.896  0.008  14_CD8.Teff2 

A2M-AS1 <0.001  -0.598  0.075  0.432  0.011  14_CD8.Teff2 

CEBPB <0.001  0.635  0.612  0.401  0.011  14_CD8.Teff2 

PSMB10 <0.001  0.664  0.448  0.193  0.012  14_CD8.Teff2 

CD63 <0.001  0.532  0.821  0.745  0.013  14_CD8.Teff2 

KLRF1 <0.001  -0.659  0.000  0.297  0.013  14_CD8.Teff2 

GIMAP6 <0.001  -0.549  0.030  0.354  0.014  14_CD8.Teff2 

GABPB1-AS1 <0.001  -0.611  0.104  0.464  0.015  14_CD8.Teff2 

PSMB9 <0.001  0.546  0.881  0.854  0.017  14_CD8.Teff2 

MBNL1 <0.001  -0.596  0.284  0.693  0.022  14_CD8.Teff2 

GZMK <0.001  -0.694  0.104  0.479  0.022  14_CD8.Teff2 

CORO1B <0.001  -0.518  0.030  0.339  0.036  14_CD8.Teff2 

RNF213 <0.001  0.509  0.910  0.844  0.038  14_CD8.Teff2 

SLC38A2 <0.001  -0.617  0.090  0.422  0.046  14_CD8.Teff2 



CYTIP <0.001  0.621  0.657  0.484  0.046  14_CD8.Teff2 

TSPAN2 <0.001  0.587  0.224  0.042  0.050  14_CD8.Teff2 

ILF3-DT <0.001  -0.561  0.194  0.562  0.051  14_CD8.Teff2 

TSTD1 <0.001  -0.512  0.224  0.609  0.051  14_CD8.Teff2 

FCRL6 <0.001  0.532  0.493  0.229  0.054  14_CD8.Teff2 

ADAR <0.001  0.698  0.612  0.411  0.055  14_CD8.Teff2 

BCL11B <0.001  -0.519  0.164  0.531  0.062  14_CD8.Teff2 

STK17A <0.001  -0.502  0.284  0.620  0.094  14_CD8.Teff2 

ZNF683 <0.001  0.650  0.388  0.151  0.135  14_CD8.Teff2 

LAG3 <0.001  0.701  0.433  0.214  0.229  14_CD8.Teff2 

LINC00861 <0.001  -0.531  0.104  0.411  0.252  14_CD8.Teff2 

KIF19 <0.001  0.501  0.239  0.057  0.304  14_CD8.Teff2 

TRBC1 <0.001  0.672  0.821  0.599  0.347  14_CD8.Teff2 

GBP2 <0.001  0.585  0.552  0.354  0.425  14_CD8.Teff2 

IRF7 <0.001  0.562  0.343  0.141  0.442  14_CD8.Teff2 

DBI <0.001  0.550  0.731  0.630  0.959  14_CD8.Teff2 

TRDC <0.001  -1.457  0.000  0.208  1.000  14_CD8.Teff2 

ITGB7 <0.001  0.522  0.612  0.453  1.000  14_CD8.Teff2 

MT2A <0.001  -0.571  0.358  0.688  1.000  14_CD8.Teff2 

JMJD6 <0.001  0.510  0.328  0.130  1.000  14_CD8.Teff2 

GBP4 <0.001  0.575  0.388  0.193  1.000  14_CD8.Teff2 

MAP3K8 <0.001  0.580  0.299  0.120  1.000  14_CD8.Teff2 

ZEB2 <0.001  0.500  0.701  0.536  1.000  14_CD8.Teff2 

GTF3C1 <0.001  0.562  0.343  0.156  1.000  14_CD8.Teff2 

MAP2K2 <0.001  0.538  0.642  0.536  1.000  14_CD8.Teff2 

CD2 <0.001  0.505  0.776  0.719  1.000  14_CD8.Teff2 

PTMS <0.001  0.500  0.313  0.135  1.000  14_CD8.Teff2 

ATG2A <0.001  0.618  0.343  0.167  1.000  14_CD8.Teff2 

RBCK1 <0.001  0.506  0.478  0.302  1.000  14_CD8.Teff2 

EIF2AK2 0.001  0.568  0.388  0.219  1.000  14_CD8.Teff2 

SERPINB1 0.001  0.617  0.552  0.448  1.000  14_CD8.Teff2 

ASCL2 0.001  0.534  0.343  0.172  1.000  14_CD8.Teff2 

CHST12 0.001  0.532  0.582  0.495  1.000  14_CD8.Teff2 

SSBP3 0.001  0.525  0.433  0.276  1.000  14_CD8.Teff2 

MX1 0.001  0.554  0.328  0.177  1.000  14_CD8.Teff2 

AUP1 0.001  0.501  0.418  0.276  1.000  14_CD8.Teff2 



HERPUD1 0.002  0.616  0.552  0.448  1.000  14_CD8.Teff2 

FGR 0.002  0.552  0.403  0.260  1.000  14_CD8.Teff2 

DUSP2 0.003  0.803  0.582  0.484  1.000  14_CD8.Teff2 

G3BP2 0.006  0.501  0.448  0.323  1.000  14_CD8.Teff2 

TRBC2 0.009  0.616  0.716  0.781  1.000  14_CD8.Teff2 

NSG1 0.010  0.526  0.328  0.224  1.000  14_CD8.Teff2 

TYROBP 0.015  1.162  0.328  0.234  1.000  14_CD8.Teff2 

ARID5B 0.036  0.557  0.299  0.208  1.000  14_CD8.Teff2 

 



Table SXII. Differentially expressed genes between the patient maternal engrafted and 
healthy cells in each T cell sub-cluster. 
 
Gene p_val avg_logFC pct.1 pct.2 p_val_adj cluster 

XIST <0.001  1.830  1.000  0.000  <0.001  3_CD8.Teff1 

IFITM1 <0.001  2.452  0.977  0.143  <0.001  3_CD8.Teff1 

HLA-C <0.001  1.162  1.000  0.989  <0.001  3_CD8.Teff1 

LTB <0.001  -1.920  0.092  0.851  <0.001  3_CD8.Teff1 

FOSB <0.001  -1.966  0.169  0.902  <0.001  3_CD8.Teff1 

HLA-B <0.001  0.934  1.000  0.995  <0.001  3_CD8.Teff1 

NKG7 <0.001  2.213  0.993  0.652  <0.001  3_CD8.Teff1 

CCL4 <0.001  3.055  0.962  0.141  <0.001  3_CD8.Teff1 

GZMH <0.001  2.474  0.952  0.139  <0.001  3_CD8.Teff1 

SH3BGRL3 <0.001  1.153  0.998  0.969  <0.001  3_CD8.Teff1 

FOS <0.001  -1.660  0.226  0.915  <0.001  3_CD8.Teff1 

B2M <0.001  0.569  1.000  0.998  <0.001  3_CD8.Teff1 

FGFBP2 <0.001  2.703  0.895  0.096  <0.001  3_CD8.Teff1 

CST7 <0.001  1.413  0.993  0.607  <0.001  3_CD8.Teff1 

SRGN <0.001  1.357  0.992  0.755  <0.001  3_CD8.Teff1 

PFN1 <0.001  1.021  0.999  0.962  <0.001  3_CD8.Teff1 

PRF1 <0.001  1.838  0.938  0.364  <0.001  3_CD8.Teff1 

MTRNR2L12 <0.001  -1.026  0.004  0.580  <0.001  3_CD8.Teff1 

HLA-A <0.001  0.705  1.000  0.995  <0.001  3_CD8.Teff1 

HLA-DPB1 <0.001  1.535  0.942  0.373  <0.001  3_CD8.Teff1 

HLA-DPA1 <0.001  1.530  0.941  0.357  <0.001  3_CD8.Teff1 

HBB <0.001  1.797  0.819  0.013  <0.001  3_CD8.Teff1 

LY6E <0.001  1.357  0.953  0.712  <0.001  3_CD8.Teff1 

CCL5 <0.001  0.991  0.998  0.938  <0.001  3_CD8.Teff1 

HLA-DRB1 <0.001  1.611  0.895  0.194  <0.001  3_CD8.Teff1 

TSC22D3 <0.001  1.401  0.972  0.721  <0.001  3_CD8.Teff1 

TCF7 <0.001  -1.134  0.102  0.746  <0.001  3_CD8.Teff1 

IL32 <0.001  0.839  0.998  0.969  <0.001  3_CD8.Teff1 

HLA-E <0.001  0.727  0.999  0.987  <0.001  3_CD8.Teff1 

CXCR4 <0.001  1.469  0.944  0.645  <0.001  3_CD8.Teff1 

EEF1A1 <0.001  -0.588  1.000  0.998  <0.001  3_CD8.Teff1 

GZMB <0.001  2.280  0.773  0.043  <0.001  3_CD8.Teff1 



RARRES3 <0.001  1.076  0.961  0.745  <0.001  3_CD8.Teff1 

IL7R <0.001  -1.640  0.201  0.793  <0.001  3_CD8.Teff1 

CD27 <0.001  -0.887  0.092  0.728  <0.001  3_CD8.Teff1 

HLA-DQA2 <0.001  1.566  0.759  0.063  <0.001  3_CD8.Teff1 

GZMA <0.001  1.113  0.990  0.699  <0.001  3_CD8.Teff1 

TNFAIP3 <0.001  1.479  0.857  0.283  <0.001  3_CD8.Teff1 

CD74 <0.001  1.429  0.945  0.665  <0.001  3_CD8.Teff1 

RGS1 <0.001  1.860  0.769  0.125  <0.001  3_CD8.Teff1 

PSME2 <0.001  1.056  0.931  0.647  <0.001  3_CD8.Teff1 

PSMB9 <0.001  1.004  0.955  0.766  <0.001  3_CD8.Teff1 

PSME1 <0.001  0.822  0.982  0.862  <0.001  3_CD8.Teff1 

TPT1 <0.001  -0.612  0.999  0.995  <0.001  3_CD8.Teff1 

ARL4C <0.001  0.976  0.964  0.812  <0.001  3_CD8.Teff1 

DDIT4 <0.001  1.423  0.802  0.243  <0.001  3_CD8.Teff1 

CTSW <0.001  1.022  0.957  0.734  <0.001  3_CD8.Teff1 

IFITM2 <0.001  1.056  0.918  0.649  <0.001  3_CD8.Teff1 

CD3D <0.001  0.757  0.992  0.928  <0.001  3_CD8.Teff1 

GAPDH <0.001  0.778  0.987  0.931  <0.001  3_CD8.Teff1 

ZFP36 <0.001  1.256  0.895  0.614  <0.001  3_CD8.Teff1 

ARHGDIB <0.001  0.743  0.984  0.913  <0.001  3_CD8.Teff1 

RCAN3 <0.001  -0.678  0.025  0.455  <0.001  3_CD8.Teff1 

HLA-DRA <0.001  1.660  0.776  0.281  <0.001  3_CD8.Teff1 

IFI6 <0.001  1.291  0.744  0.255  <0.001  3_CD8.Teff1 

EMP3 <0.001  0.847  0.952  0.833  <0.001  3_CD8.Teff1 

LAIR2 <0.001  1.439  0.626  0.034  <0.001  3_CD8.Teff1 

DDX3Y <0.001  -0.576  0.000  0.355  <0.001  3_CD8.Teff1 

PRSS23 <0.001  1.327  0.610  0.022  <0.001  3_CD8.Teff1 

S100A4 <0.001  0.739  0.992  0.924  <0.001  3_CD8.Teff1 

TMSB10 <0.001  0.505  0.999  0.998  <0.001  3_CD8.Teff1 

FCGR3A <0.001  1.384  0.627  0.060  <0.001  3_CD8.Teff1 

LYZ <0.001  -0.855  0.100  0.591  <0.001  3_CD8.Teff1 

KLRB1 <0.001  -1.439  0.033  0.418  <0.001  3_CD8.Teff1 

CRIP1 <0.001  1.099  0.715  0.254  <0.001  3_CD8.Teff1 

METRNL <0.001  1.161  0.595  0.040  <0.001  3_CD8.Teff1 

HBA2 <0.001  1.713  0.560  0.002  <0.001  3_CD8.Teff1 

CD81 <0.001  0.777  0.928  0.710  <0.001  3_CD8.Teff1 



CLIC1 <0.001  0.756  0.963  0.801  <0.001  3_CD8.Teff1 

GZMK <0.001  -0.895  0.179  0.743  <0.001  3_CD8.Teff1 

ACTB <0.001  0.586  1.000  0.995  <0.001  3_CD8.Teff1 

UBE2L6 <0.001  1.025  0.741  0.341  <0.001  3_CD8.Teff1 

EFHD2 <0.001  1.012  0.822  0.429  <0.001  3_CD8.Teff1 

CFL1 <0.001  0.600  0.989  0.957  <0.001  3_CD8.Teff1 

CD2 <0.001  0.802  0.934  0.708  <0.001  3_CD8.Teff1 

AC007952.4 <0.001  -0.688  0.021  0.382  <0.001  3_CD8.Teff1 

EGR1 <0.001  -0.663  0.006  0.333  <0.001  3_CD8.Teff1 

MYL6 <0.001  0.599  0.992  0.944  <0.001  3_CD8.Teff1 

HBA1 <0.001  1.791  0.533  0.000  <0.001  3_CD8.Teff1 

ISG15 <0.001  1.108  0.780  0.417  <0.001  3_CD8.Teff1 

SUB1 <0.001  0.724  0.945  0.803  <0.001  3_CD8.Teff1 

LGALS1 <0.001  1.405  0.740  0.295  <0.001  3_CD8.Teff1 

EEF1B2 <0.001  -0.600  0.926  0.980  <0.001  3_CD8.Teff1 

UBB <0.001  0.681  0.969  0.862  <0.001  3_CD8.Teff1 

CYBA <0.001  0.605  0.979  0.958  <0.001  3_CD8.Teff1 

IFI44L <0.001  1.222  0.566  0.053  <0.001  3_CD8.Teff1 

MYL12B <0.001  0.610  0.980  0.917  <0.001  3_CD8.Teff1 

BST2 <0.001  0.925  0.781  0.447  <0.001  3_CD8.Teff1 

MYC <0.001  -0.558  0.008  0.321  <0.001  3_CD8.Teff1 

PABPC1 <0.001  -0.740  0.708  0.933  <0.001  3_CD8.Teff1 

TYMP <0.001  1.090  0.666  0.199  <0.001  3_CD8.Teff1 

STAT1 <0.001  0.997  0.734  0.315  <0.001  3_CD8.Teff1 

ZEB2 <0.001  1.008  0.687  0.199  <0.001  3_CD8.Teff1 

NELL2 <0.001  -0.544  0.003  0.288  <0.001  3_CD8.Teff1 

IL2RG <0.001  0.739  0.885  0.678  <0.001  3_CD8.Teff1 

C12orf75 <0.001  0.883  0.782  0.433  <0.001  3_CD8.Teff1 

ARPC3 <0.001  0.583  0.955  0.886  <0.001  3_CD8.Teff1 

LITAF <0.001  0.794  0.851  0.636  <0.001  3_CD8.Teff1 

PSMB10 <0.001  0.936  0.614  0.196  <0.001  3_CD8.Teff1 

ARPC2 <0.001  0.570  0.976  0.929  <0.001  3_CD8.Teff1 

HSP90AA1 <0.001  0.550  0.983  0.949  <0.001  3_CD8.Teff1 

CHCHD2 <0.001  0.583  0.946  0.835  <0.001  3_CD8.Teff1 

CALM1 <0.001  0.516  0.991  0.967  <0.001  3_CD8.Teff1 

CD99 <0.001  0.604  0.945  0.853  <0.001  3_CD8.Teff1 



CTSC <0.001  0.785  0.794  0.500  <0.001  3_CD8.Teff1 

BTG1 <0.001  0.610  0.995  0.978  <0.001  3_CD8.Teff1 

IRF9 <0.001  0.985  0.600  0.172  <0.001  3_CD8.Teff1 

SELL <0.001  -0.742  0.068  0.418  <0.001  3_CD8.Teff1 

CHST12 <0.001  0.810  0.735  0.371  <0.001  3_CD8.Teff1 

XAF1 <0.001  0.954  0.629  0.216  <0.001  3_CD8.Teff1 

SPON2 <0.001  1.124  0.545  0.111  <0.001  3_CD8.Teff1 

TRBC1 <0.001  1.171  0.840  0.598  <0.001  3_CD8.Teff1 

CEMIP2 <0.001  0.923  0.579  0.161  <0.001  3_CD8.Teff1 

ITGB1 <0.001  0.830  0.764  0.379  <0.001  3_CD8.Teff1 

CLEC2B <0.001  0.758  0.798  0.554  <0.001  3_CD8.Teff1 

IRF1 <0.001  0.809  0.867  0.685  <0.001  3_CD8.Teff1 

EPSTI1 <0.001  0.937  0.500  0.080  <0.001  3_CD8.Teff1 

AQP3 <0.001  -0.545  0.046  0.362  <0.001  3_CD8.Teff1 

FCRL6 <0.001  0.841  0.545  0.109  <0.001  3_CD8.Teff1 

DBI <0.001  0.714  0.788  0.576  <0.001  3_CD8.Teff1 

FLNA <0.001  0.802  0.819  0.636  <0.001  3_CD8.Teff1 

ADGRG1 <0.001  0.897  0.498  0.065  <0.001  3_CD8.Teff1 

GABPB1-AS1 <0.001  -0.698  0.135  0.529  <0.001  3_CD8.Teff1 

PSMB8 <0.001  0.666  0.836  0.625  <0.001  3_CD8.Teff1 

S100A6 <0.001  0.542  0.975  0.942  <0.001  3_CD8.Teff1 

TAP1 <0.001  0.783  0.741  0.453  <0.001  3_CD8.Teff1 

SLC38A2 <0.001  -0.668  0.154  0.556  <0.001  3_CD8.Teff1 

RAP1B <0.001  0.639  0.896  0.775  <0.001  3_CD8.Teff1 

CLIC3 <0.001  1.097  0.566  0.165  <0.001  3_CD8.Teff1 

CX3CR1 <0.001  0.883  0.445  0.045  <0.001  3_CD8.Teff1 

ARPC4 <0.001  0.679  0.805  0.580  <0.001  3_CD8.Teff1 

HLA-DQB1 <0.001  0.927  0.495  0.098  <0.001  3_CD8.Teff1 

CSKMT <0.001  -0.502  0.025  0.286  <0.001  3_CD8.Teff1 

CCL4L2 <0.001  2.188  0.381  0.000  <0.001  3_CD8.Teff1 

GBP1 <0.001  0.919  0.587  0.232  <0.001  3_CD8.Teff1 

CD53 <0.001  0.604  0.861  0.701  <0.001  3_CD8.Teff1 

ITGB2 <0.001  0.563  0.921  0.804  <0.001  3_CD8.Teff1 

CD3G <0.001  0.548  0.935  0.866  <0.001  3_CD8.Teff1 

AC004687.1 <0.001  -0.615  0.148  0.531  <0.001  3_CD8.Teff1 

CORO1A <0.001  0.506  0.972  0.938  <0.001  3_CD8.Teff1 



LSP1 <0.001  0.569  0.851  0.705  <0.001  3_CD8.Teff1 

PSMA7 <0.001  0.566  0.860  0.701  <0.001  3_CD8.Teff1 

IFI27 <0.001  1.935  0.372  0.009  <0.001  3_CD8.Teff1 

ITGB7 <0.001  0.736  0.640  0.332  <0.001  3_CD8.Teff1 

OASL <0.001  0.775  0.413  0.053  <0.001  3_CD8.Teff1 

JUND <0.001  0.559  0.979  0.957  <0.001  3_CD8.Teff1 

ID2 <0.001  0.884  0.723  0.449  <0.001  3_CD8.Teff1 

RNF213 <0.001  0.540  0.883  0.772  <0.001  3_CD8.Teff1 

RAC2 <0.001  0.502  0.938  0.857  <0.001  3_CD8.Teff1 

DUSP2 <0.001  0.873  0.777  0.522  <0.001  3_CD8.Teff1 

LAG3 <0.001  0.821  0.534  0.196  <0.001  3_CD8.Teff1 

S100A11 <0.001  0.656  0.821  0.649  <0.001  3_CD8.Teff1 

CD63 <0.001  0.632  0.750  0.524  <0.001  3_CD8.Teff1 

ISG20 <0.001  0.611  0.832  0.676  <0.001  3_CD8.Teff1 

APOBEC3G <0.001  0.632  0.757  0.518  <0.001  3_CD8.Teff1 

ILF3-DT <0.001  -0.579  0.212  0.585  <0.001  3_CD8.Teff1 

ATM <0.001  -0.651  0.370  0.764  <0.001  3_CD8.Teff1 

NOSIP <0.001  -0.699  0.325  0.676  <0.001  3_CD8.Teff1 

PPIB <0.001  0.527  0.853  0.732  <0.001  3_CD8.Teff1 

KLRD1 <0.001  0.942  0.654  0.346  <0.001  3_CD8.Teff1 

CCDC12 <0.001  0.660  0.614  0.337  <0.001  3_CD8.Teff1 

IER2 <0.001  -0.605  0.778  0.944  <0.001  3_CD8.Teff1 

PLEK <0.001  0.636  0.671  0.333  <0.001  3_CD8.Teff1 

ABHD17A <0.001  0.586  0.811  0.678  <0.001  3_CD8.Teff1 

PSMB3 <0.001  0.579  0.701  0.511  <0.001  3_CD8.Teff1 

TMEM50A <0.001  0.595  0.691  0.486  <0.001  3_CD8.Teff1 

GIMAP7 <0.001  -0.504  0.623  0.915  <0.001  3_CD8.Teff1 

HLA-DQA1 <0.001  0.716  0.386  0.060  <0.001  3_CD8.Teff1 

SLC9A3R1 <0.001  0.585  0.725  0.486  <0.001  3_CD8.Teff1 

IER5 <0.001  -0.521  0.163  0.500  <0.001  3_CD8.Teff1 

BRK1 <0.001  0.517  0.741  0.587  <0.001  3_CD8.Teff1 

CALR <0.001  0.637  0.824  0.712  <0.001  3_CD8.Teff1 

PATL2 <0.001  0.683  0.477  0.149  <0.001  3_CD8.Teff1 

ARPC1B <0.001  0.504  0.874  0.770  <0.001  3_CD8.Teff1 

KRTCAP2 <0.001  0.621  0.591  0.342  <0.001  3_CD8.Teff1 

SSBP4 <0.001  0.580  0.669  0.429  <0.001  3_CD8.Teff1 



CD8A <0.001  0.841  0.678  0.520  <0.001  3_CD8.Teff1 

CARD16 <0.001  0.629  0.618  0.364  <0.001  3_CD8.Teff1 

TLE4 <0.001  -0.517  0.186  0.522  <0.001  3_CD8.Teff1 

SERTAD3 <0.001  0.677  0.322  0.033  <0.001  3_CD8.Teff1 

ADGRE5 <0.001  0.619  0.623  0.366  <0.001  3_CD8.Teff1 

CES1 <0.001  0.718  0.291  0.013  <0.001  3_CD8.Teff1 

SNRPB <0.001  0.521  0.735  0.563  <0.001  3_CD8.Teff1 

YWHAQ <0.001  0.556  0.711  0.554  <0.001  3_CD8.Teff1 

IDH2 <0.001  0.636  0.535  0.284  <0.001  3_CD8.Teff1 

CIB1 <0.001  0.530  0.770  0.658  <0.001  3_CD8.Teff1 

TAGLN2 <0.001  0.582  0.737  0.582  <0.001  3_CD8.Teff1 

PPP1R18 <0.001  0.556  0.694  0.491  <0.001  3_CD8.Teff1 

CEBPB <0.001  0.702  0.570  0.351  <0.001  3_CD8.Teff1 

INTS6 <0.001  -0.533  0.229  0.563  <0.001  3_CD8.Teff1 

TTC38 <0.001  0.662  0.365  0.072  <0.001  3_CD8.Teff1 

TENT5C <0.001  0.644  0.384  0.098  <0.001  3_CD8.Teff1 

CTLA4 <0.001  0.687  0.309  0.034  <0.001  3_CD8.Teff1 

LDHB <0.001  -0.511  0.719  0.871  <0.001  3_CD8.Teff1 

ABI3 <0.001  0.634  0.467  0.190  <0.001  3_CD8.Teff1 

PDIA3 <0.001  0.513  0.744  0.591  <0.001  3_CD8.Teff1 

GNG5 <0.001  0.521  0.670  0.480  <0.001  3_CD8.Teff1 

TGFB1 <0.001  0.517  0.768  0.654  <0.001  3_CD8.Teff1 

S1PR5 <0.001  0.635  0.353  0.071  <0.001  3_CD8.Teff1 

POMP <0.001  0.523  0.672  0.507  <0.001  3_CD8.Teff1 

IRF7 <0.001  0.629  0.409  0.136  <0.001  3_CD8.Teff1 

CD8B <0.001  0.813  0.644  0.440  <0.001  3_CD8.Teff1 

PARP9 <0.001  0.639  0.400  0.125  <0.001  3_CD8.Teff1 

IFI35 <0.001  0.612  0.446  0.178  <0.001  3_CD8.Teff1 

GADD45B <0.001  -0.513  0.256  0.583  <0.001  3_CD8.Teff1 

CD38 <0.001  0.646  0.286  0.029  <0.001  3_CD8.Teff1 

SELENOK <0.001  0.514  0.617  0.422  <0.001  3_CD8.Teff1 

ATP1B3 <0.001  0.624  0.494  0.266  <0.001  3_CD8.Teff1 

RUNX3 <0.001  0.554  0.677  0.509  <0.001  3_CD8.Teff1 

IFIT3 <0.001  0.595  0.253  0.011  <0.001  3_CD8.Teff1 

TAP2 <0.001  0.561  0.412  0.150  <0.001  3_CD8.Teff1 

SCAND1 <0.001  0.525  0.622  0.458  <0.001  3_CD8.Teff1 



MX1 <0.001  0.638  0.409  0.152  <0.001  3_CD8.Teff1 

HLA-DMA <0.001  0.634  0.392  0.132  <0.001  3_CD8.Teff1 

CYTIP <0.001  0.534  0.681  0.549  <0.001  3_CD8.Teff1 

RBM38 <0.001  0.612  0.500  0.263  <0.001  3_CD8.Teff1 

KIF19 <0.001  0.549  0.264  0.027  <0.001  3_CD8.Teff1 

JPT1 <0.001  0.509  0.551  0.337  <0.001  3_CD8.Teff1 

RAB5IF <0.001  0.549  0.483  0.259  <0.001  3_CD8.Teff1 

CASP1 <0.001  0.574  0.563  0.362  <0.001  3_CD8.Teff1 

SYTL3 <0.001  0.551  0.416  0.178  <0.001  3_CD8.Teff1 

GBP4 <0.001  0.588  0.457  0.217  <0.001  3_CD8.Teff1 

FGR <0.001  0.534  0.365  0.118  <0.001  3_CD8.Teff1 

TUBA4A <0.001  0.550  0.674  0.540  <0.001  3_CD8.Teff1 

TRDC <0.001  -0.800  0.008  0.127  <0.001  3_CD8.Teff1 

BHLHE40 <0.001  0.577  0.338  0.100  <0.001  3_CD8.Teff1 

OAS1 <0.001  0.549  0.301  0.067  <0.001  3_CD8.Teff1 

HSPA5 <0.001  0.519  0.683  0.547  <0.001  3_CD8.Teff1 

DYNLL1 <0.001  0.540  0.644  0.496  <0.001  3_CD8.Teff1 

ARF5 <0.001  0.526  0.455  0.245  <0.001  3_CD8.Teff1 

MIF <0.001  0.535  0.517  0.326  <0.001  3_CD8.Teff1 

BAX <0.001  0.556  0.591  0.420  <0.001  3_CD8.Teff1 

ATG2A <0.001  0.598  0.441  0.219  <0.001  3_CD8.Teff1 

SP110 <0.001  0.501  0.610  0.453  <0.001  3_CD8.Teff1 

GBP5 <0.001  0.561  0.591  0.408  <0.001  3_CD8.Teff1 

SSBP3 <0.001  0.575  0.378  0.158  <0.001  3_CD8.Teff1 

GNLY <0.001  1.363  0.425  0.201  <0.001  3_CD8.Teff1 

DYNLT1 <0.001  0.504  0.477  0.277  <0.001  3_CD8.Teff1 

SH2D2A <0.001  0.515  0.396  0.181  <0.001  3_CD8.Teff1 

ZNF683 <0.001  0.569  0.261  0.051  <0.001  3_CD8.Teff1 

DEFA3 <0.001  0.637  0.160  0.000  <0.001  3_CD8.Teff1 

MYOM2 <0.001  0.746  0.167  0.005  <0.001  3_CD8.Teff1 

PTMS <0.001  0.546  0.261  0.072  <0.001  3_CD8.Teff1 

CCL3 <0.001  0.717  0.174  0.036  <0.001  3_CD8.Teff1 

XCL2 <0.001  0.763  0.213  0.069  <0.001  3_CD8.Teff1 

TRBC2 <0.001  0.742  0.749  0.841  <0.001  3_CD8.Teff1 

GZMH <0.001  3.162  0.945  0.007  <0.001  4_CD4.TCM 

FGFBP2 <0.001  2.944  0.914  0.007  <0.001  4_CD4.TCM 



XIST <0.001  1.813  1.000  0.000  <0.001  4_CD4.TCM 

CCL4 <0.001  2.799  0.888  0.010  <0.001  4_CD4.TCM 

NKG7 <0.001  3.907  0.959  0.089  <0.001  4_CD4.TCM 

CST7 <0.001  2.407  0.975  0.119  <0.001  4_CD4.TCM 

IFITM1 <0.001  2.385  0.986  0.193  <0.001  4_CD4.TCM 

CCL5 <0.001  2.826  0.971  0.178  <0.001  4_CD4.TCM 

HBB <0.001  1.736  0.793  0.007  <0.001  4_CD4.TCM 

GZMA <0.001  2.389  0.980  0.187  <0.001  4_CD4.TCM 

PRF1 <0.001  2.274  0.888  0.098  <0.001  4_CD4.TCM 

HBA2 <0.001  2.387  0.718  0.000  <0.001  4_CD4.TCM 

RGS1 <0.001  2.082  0.873  0.116  <0.001  4_CD4.TCM 

HLA-DPB1 <0.001  1.797  0.935  0.223  <0.001  4_CD4.TCM 

HLA-B <0.001  1.087  1.000  1.000  <0.001  4_CD4.TCM 

HLA-C <0.001  1.381  1.000  0.999  <0.001  4_CD4.TCM 

SH3BGRL3 <0.001  1.344  1.000  0.984  <0.001  4_CD4.TCM 

HLA-DRB1 <0.001  1.692  0.869  0.151  <0.001  4_CD4.TCM 

B2M <0.001  0.653  1.000  1.000  <0.001  4_CD4.TCM 

HLA-DPA1 <0.001  1.759  0.902  0.238  <0.001  4_CD4.TCM 

HBA1 <0.001  2.383  0.640  0.001  <0.001  4_CD4.TCM 

TPT1 <0.001  -0.770  1.000  0.999  <0.001  4_CD4.TCM 

PFN1 <0.001  1.150  1.000  0.983  <0.001  4_CD4.TCM 

LTB <0.001  -1.986  0.162  0.994  <0.001  4_CD4.TCM 

EEF1A1 <0.001  -0.680  1.000  1.000  <0.001  4_CD4.TCM 

CXCR4 <0.001  1.900  0.961  0.523  <0.001  4_CD4.TCM 

SRGN <0.001  1.450  0.984  0.766  <0.001  4_CD4.TCM 

HLA-A <0.001  0.805  1.000  1.000  <0.001  4_CD4.TCM 

FOSB <0.001  -1.991  0.147  0.948  <0.001  4_CD4.TCM 

LY6E <0.001  1.400  0.975  0.726  <0.001  4_CD4.TCM 

ZEB2 <0.001  1.380  0.658  0.043  <0.001  4_CD4.TCM 

CTSW <0.001  1.614  0.873  0.278  <0.001  4_CD4.TCM 

IL32 <0.001  0.988  1.000  0.978  <0.001  4_CD4.TCM 

HLA-DQA2 <0.001  1.380  0.597  0.016  <0.001  4_CD4.TCM 

LAIR2 <0.001  1.380  0.644  0.039  <0.001  4_CD4.TCM 

EFHD2 <0.001  1.546  0.830  0.241  <0.001  4_CD4.TCM 

CD81 <0.001  1.264  0.941  0.580  <0.001  4_CD4.TCM 

RARRES3 <0.001  1.185  0.969  0.743  <0.001  4_CD4.TCM 



PLEK <0.001  1.271  0.669  0.070  <0.001  4_CD4.TCM 

PRSS23 <0.001  1.206  0.532  0.001  <0.001  4_CD4.TCM 

TSC22D3 <0.001  1.360  0.982  0.815  <0.001  4_CD4.TCM 

HLA-E <0.001  0.812  1.000  0.996  <0.001  4_CD4.TCM 

FOS <0.001  -1.626  0.237  0.930  <0.001  4_CD4.TCM 

CD74 <0.001  1.701  0.926  0.594  <0.001  4_CD4.TCM 

ARL4C <0.001  1.219  0.963  0.791  <0.001  4_CD4.TCM 

PSMB9 <0.001  1.116  0.957  0.772  <0.001  4_CD4.TCM 

TRGC2 <0.001  1.268  0.632  0.083  <0.001  4_CD4.TCM 

FCRL6 <0.001  0.979  0.454  0.001  <0.001  4_CD4.TCM 

TNFAIP3 <0.001  1.319  0.855  0.385  <0.001  4_CD4.TCM 

PSME2 <0.001  1.111  0.924  0.681  <0.001  4_CD4.TCM 

TCF7 <0.001  -1.168  0.082  0.796  <0.001  4_CD4.TCM 

SPON2 <0.001  1.217  0.528  0.042  <0.001  4_CD4.TCM 

LDHB <0.001  -0.882  0.695  0.978  <0.001  4_CD4.TCM 

S100A4 <0.001  0.753  1.000  0.975  <0.001  4_CD4.TCM 

PSME1 <0.001  0.859  0.971  0.902  <0.001  4_CD4.TCM 

ADGRG1 <0.001  0.968  0.429  0.002  <0.001  4_CD4.TCM 

PABPC1 <0.001  -0.836  0.720  0.988  <0.001  4_CD4.TCM 

MYL12B <0.001  0.758  0.975  0.955  <0.001  4_CD4.TCM 

METRNL <0.001  1.064  0.534  0.052  <0.001  4_CD4.TCM 

IFI44L <0.001  1.223  0.583  0.078  <0.001  4_CD4.TCM 

CYBA <0.001  0.852  0.988  0.945  <0.001  4_CD4.TCM 

GZMM <0.001  1.124  0.843  0.454  <0.001  4_CD4.TCM 

CX3CR1 <0.001  0.956  0.438  0.010  <0.001  4_CD4.TCM 

IFI6 <0.001  1.258  0.738  0.259  <0.001  4_CD4.TCM 

ARHGDIB <0.001  0.756  0.992  0.957  <0.001  4_CD4.TCM 

IFITM2 <0.001  1.045  0.922  0.719  <0.001  4_CD4.TCM 

GAPDH <0.001  0.784  0.992  0.971  <0.001  4_CD4.TCM 

CD3D <0.001  0.758  0.986  0.964  <0.001  4_CD4.TCM 

ISG15 <0.001  1.212  0.840  0.448  <0.001  4_CD4.TCM 

CFL1 <0.001  0.676  0.994  0.989  <0.001  4_CD4.TCM 

CALM1 <0.001  0.641  0.992  0.990  <0.001  4_CD4.TCM 

RACK1 <0.001  -0.505  0.992  1.000  <0.001  4_CD4.TCM 

UBE2L6 <0.001  1.042  0.769  0.331  <0.001  4_CD4.TCM 

DDIT4 <0.001  1.199  0.742  0.287  <0.001  4_CD4.TCM 



CTSC <0.001  1.112  0.798  0.412  <0.001  4_CD4.TCM 

TYMP <0.001  1.176  0.748  0.307  <0.001  4_CD4.TCM 

CLIC1 <0.001  0.846  0.961  0.806  <0.001  4_CD4.TCM 

MYL6 <0.001  0.668  0.992  0.977  <0.001  4_CD4.TCM 

CD27 <0.001  -1.040  0.018  0.661  <0.001  4_CD4.TCM 

HCST <0.001  0.922  0.955  0.832  <0.001  4_CD4.TCM 

EEF1B2 <0.001  -0.646  0.945  0.995  <0.001  4_CD4.TCM 

ZFP36 <0.001  1.249  0.861  0.615  <0.001  4_CD4.TCM 

PSMB10 <0.001  1.037  0.644  0.189  <0.001  4_CD4.TCM 

RAP1B <0.001  0.861  0.918  0.766  <0.001  4_CD4.TCM 

CHST12 <0.001  1.038  0.697  0.251  <0.001  4_CD4.TCM 

RCAN3 <0.001  -0.913  0.043  0.674  <0.001  4_CD4.TCM 

HSP90AA1 <0.001  0.721  0.984  0.961  <0.001  4_CD4.TCM 

ARPC3 <0.001  0.669  0.975  0.939  <0.001  4_CD4.TCM 

ACTB <0.001  0.638  1.000  1.000  <0.001  4_CD4.TCM 

MTRNR2L12 <0.001  -0.901  0.002  0.593  <0.001  4_CD4.TCM 

HLA-DRA <0.001  1.628  0.685  0.272  <0.001  4_CD4.TCM 

RNF213 <0.001  0.850  0.918  0.723  <0.001  4_CD4.TCM 

OASL <0.001  0.826  0.415  0.035  <0.001  4_CD4.TCM 

EMP3 <0.001  0.713  0.971  0.916  <0.001  4_CD4.TCM 

APOBEC3G <0.001  0.947  0.722  0.338  <0.001  4_CD4.TCM 

C1orf21 <0.001  0.719  0.317  0.002  <0.001  4_CD4.TCM 

CRIP1 <0.001  1.003  0.757  0.407  <0.001  4_CD4.TCM 

C12orf75 <0.001  0.976  0.718  0.316  <0.001  4_CD4.TCM 

CD2 <0.001  0.789  0.935  0.834  <0.001  4_CD4.TCM 

TAP1 <0.001  0.971  0.781  0.454  <0.001  4_CD4.TCM 

CD99 <0.001  0.730  0.937  0.871  <0.001  4_CD4.TCM 

NOSIP <0.001  -0.946  0.301  0.830  <0.001  4_CD4.TCM 

ZNF683 <0.001  0.805  0.327  0.007  <0.001  4_CD4.TCM 

MYOM2 <0.001  1.119  0.352  0.017  <0.001  4_CD4.TCM 

ABHD17A <0.001  0.867  0.840  0.625  <0.001  4_CD4.TCM 

ITGB2 <0.001  0.775  0.922  0.841  <0.001  4_CD4.TCM 

BST2 <0.001  0.917  0.787  0.489  <0.001  4_CD4.TCM 

TRBC2 <0.001  1.189  0.875  0.832  <0.001  4_CD4.TCM 

BTG1 <0.001  0.641  0.990  0.987  <0.001  4_CD4.TCM 

LITAF <0.001  0.939  0.822  0.570  <0.001  4_CD4.TCM 



XAF1 <0.001  0.956  0.642  0.235  <0.001  4_CD4.TCM 

STAT1 <0.001  0.912  0.775  0.396  <0.001  4_CD4.TCM 

UBB <0.001  0.706  0.947  0.908  <0.001  4_CD4.TCM 

AQP3 <0.001  -0.863  0.092  0.653  <0.001  4_CD4.TCM 

MAL <0.001  -0.831  0.010  0.526  <0.001  4_CD4.TCM 

IFI27 <0.001  1.794  0.309  0.011  <0.001  4_CD4.TCM 

S1PR5 <0.001  0.619  0.280  0.002  <0.001  4_CD4.TCM 

MATK <0.001  0.741  0.393  0.047  <0.001  4_CD4.TCM 

IL2RG <0.001  0.783  0.877  0.720  <0.001  4_CD4.TCM 

SRP14 <0.001  0.559  0.965  0.949  <0.001  4_CD4.TCM 

LGALS1 <0.001  1.174  0.781  0.407  <0.001  4_CD4.TCM 

GZMB <0.001  1.177  0.303  0.011  <0.001  4_CD4.TCM 

IRF9 <0.001  0.931  0.599  0.216  <0.001  4_CD4.TCM 

MYL12A <0.001  0.501  0.996  0.992  <0.001  4_CD4.TCM 

FLNA <0.001  0.855  0.838  0.651  <0.001  4_CD4.TCM 

CD320 <0.001  0.912  0.564  0.200  <0.001  4_CD4.TCM 

CES1 <0.001  0.771  0.323  0.021  <0.001  4_CD4.TCM 

TOMM7 <0.001  -0.507  0.904  0.993  <0.001  4_CD4.TCM 

KIF19 <0.001  0.675  0.301  0.014  <0.001  4_CD4.TCM 

KLRB1 <0.001  -1.566  0.074  0.573  <0.001  4_CD4.TCM 

FCGR3A <0.001  0.826  0.323  0.024  <0.001  4_CD4.TCM 

SELL <0.001  -0.941  0.049  0.544  <0.001  4_CD4.TCM 

CD300A <0.001  0.814  0.479  0.119  <0.001  4_CD4.TCM 

VAMP2 <0.001  0.664  0.892  0.815  <0.001  4_CD4.TCM 

ARPC2 <0.001  0.578  0.967  0.946  <0.001  4_CD4.TCM 

CEMIP2 <0.001  0.946  0.534  0.175  <0.001  4_CD4.TCM 

EPSTI1 <0.001  0.818  0.458  0.107  <0.001  4_CD4.TCM 

CORO1A <0.001  0.588  0.971  0.953  <0.001  4_CD4.TCM 

GBP1 <0.001  0.921  0.628  0.275  <0.001  4_CD4.TCM 

CD3G <0.001  0.632  0.947  0.900  <0.001  4_CD4.TCM 

CD53 <0.001  0.692  0.865  0.705  <0.001  4_CD4.TCM 

PSMB8 <0.001  0.709  0.830  0.662  <0.001  4_CD4.TCM 

YWHAQ <0.001  0.753  0.806  0.602  <0.001  4_CD4.TCM 

IRF1 <0.001  0.878  0.851  0.699  <0.001  4_CD4.TCM 

HLA-DQA1 <0.001  0.652  0.321  0.032  <0.001  4_CD4.TCM 

SLC9A3R1 <0.001  0.783  0.738  0.476  <0.001  4_CD4.TCM 



CHCHD2 <0.001  0.570  0.928  0.901  <0.001  4_CD4.TCM 

CLEC2B <0.001  0.858  0.703  0.437  <0.001  4_CD4.TCM 

HLA-DQB1 <0.001  0.828  0.401  0.077  <0.001  4_CD4.TCM 

SUB1 <0.001  0.572  0.920  0.877  <0.001  4_CD4.TCM 

EIF3E <0.001  -0.552  0.701  0.967  <0.001  4_CD4.TCM 

SYTL3 <0.001  0.749  0.411  0.089  <0.001  4_CD4.TCM 

LYZ <0.001  -0.653  0.102  0.609  <0.001  4_CD4.TCM 

ASCL2 <0.001  0.569  0.243  0.007  <0.001  4_CD4.TCM 

SLAMF7 <0.001  0.531  0.239  0.006  <0.001  4_CD4.TCM 

IL7R <0.001  -0.772  0.691  0.936  <0.001  4_CD4.TCM 

DUSP2 <0.001  1.031  0.652  0.330  <0.001  4_CD4.TCM 

TRABD2A <0.001  -0.661  0.010  0.439  <0.001  4_CD4.TCM 

ARPC4 <0.001  0.666  0.818  0.657  <0.001  4_CD4.TCM 

SSBP4 <0.001  0.733  0.703  0.461  <0.001  4_CD4.TCM 

PPIA <0.001  0.548  0.953  0.916  <0.001  4_CD4.TCM 

RAC2 <0.001  0.534  0.945  0.911  <0.001  4_CD4.TCM 

ABI3 <0.001  0.671  0.376  0.075  <0.001  4_CD4.TCM 

SERINC5 <0.001  -0.665  0.043  0.485  <0.001  4_CD4.TCM 

CALR <0.001  0.771  0.832  0.735  <0.001  4_CD4.TCM 

LAG3 <0.001  0.608  0.282  0.028  <0.001  4_CD4.TCM 

DDX3Y <0.001  -0.583  0.006  0.406  <0.001  4_CD4.TCM 

PLP2 <0.001  -0.618  0.157  0.638  <0.001  4_CD4.TCM 

GUK1 <0.001  0.642  0.826  0.729  <0.001  4_CD4.TCM 

SORL1 <0.001  -0.642  0.125  0.595  <0.001  4_CD4.TCM 

PPIB <0.001  0.602  0.871  0.757  <0.001  4_CD4.TCM 

TMEM123 <0.001  -0.581  0.342  0.828  <0.001  4_CD4.TCM 

GBP5 <0.001  0.775  0.575  0.245  <0.001  4_CD4.TCM 

TBX21 <0.001  0.521  0.254  0.020  <0.001  4_CD4.TCM 

PATL2 <0.001  0.730  0.362  0.078  <0.001  4_CD4.TCM 

TENT5C <0.001  0.656  0.405  0.102  <0.001  4_CD4.TCM 

APMAP <0.001  0.727  0.483  0.177  <0.001  4_CD4.TCM 

IER2 <0.001  -0.706  0.787  0.970  <0.001  4_CD4.TCM 

CLIC3 <0.001  0.695  0.307  0.045  <0.001  4_CD4.TCM 

PDCD1 <0.001  0.557  0.290  0.037  <0.001  4_CD4.TCM 

ITGB7 <0.001  0.719  0.640  0.385  <0.001  4_CD4.TCM 

SNHG25 <0.001  -0.519  0.016  0.405  <0.001  4_CD4.TCM 



EGR1 <0.001  -0.665  0.006  0.384  <0.001  4_CD4.TCM 

TESPA1 <0.001  -0.564  0.049  0.464  <0.001  4_CD4.TCM 

HLA-F <0.001  0.649  0.830  0.721  <0.001  4_CD4.TCM 

MYO1F <0.001  0.706  0.748  0.533  <0.001  4_CD4.TCM 

GPR183 <0.001  -0.645  0.074  0.489  <0.001  4_CD4.TCM 

DGKA <0.001  -0.574  0.070  0.488  <0.001  4_CD4.TCM 

CD247 <0.001  0.612  0.826  0.689  <0.001  4_CD4.TCM 

MYC <0.001  -0.612  0.014  0.387  <0.001  4_CD4.TCM 

INPP4B <0.001  -0.588  0.082  0.504  <0.001  4_CD4.TCM 

CORO1B <0.001  -0.614  0.141  0.587  <0.001  4_CD4.TCM 

LEF1 <0.001  -0.610  0.029  0.408  <0.001  4_CD4.TCM 

SLC38A2 <0.001  -0.600  0.127  0.569  <0.001  4_CD4.TCM 

TTC38 <0.001  0.511  0.215  0.011  <0.001  4_CD4.TCM 

AC007952.4 <0.001  -0.596  0.027  0.403  <0.001  4_CD4.TCM 

IL6R <0.001  -0.540  0.002  0.357  <0.001  4_CD4.TCM 

PASK <0.001  -0.682  0.010  0.371  <0.001  4_CD4.TCM 

ID2 <0.001  0.905  0.611  0.329  <0.001  4_CD4.TCM 

PPP2R5C <0.001  0.620  0.867  0.796  <0.001  4_CD4.TCM 

ZFAS1 <0.001  -0.552  0.440  0.854  <0.001  4_CD4.TCM 

TLE4 <0.001  -0.564  0.141  0.584  <0.001  4_CD4.TCM 

GABPB1-AS1 <0.001  -0.646  0.141  0.568  <0.001  4_CD4.TCM 

FBXO6 <0.001  0.554  0.278  0.041  <0.001  4_CD4.TCM 

C1orf162 <0.001  -0.629  0.025  0.394  <0.001  4_CD4.TCM 

PPP1CA <0.001  0.590  0.816  0.736  <0.001  4_CD4.TCM 

RUNX3 <0.001  0.751  0.575  0.314  <0.001  4_CD4.TCM 

STT3B <0.001  -0.516  0.119  0.547  <0.001  4_CD4.TCM 

XCL2 <0.001  0.565  0.188  0.006  <0.001  4_CD4.TCM 

CD38 <0.001  0.500  0.209  0.013  <0.001  4_CD4.TCM 

MAP3K8 <0.001  0.570  0.245  0.029  <0.001  4_CD4.TCM 

LSP1 <0.001  0.593  0.812  0.725  <0.001  4_CD4.TCM 

TTC39C <0.001  -0.547  0.155  0.588  <0.001  4_CD4.TCM 

IDH2 <0.001  0.659  0.519  0.255  <0.001  4_CD4.TCM 

DEFA3 <0.001  0.911  0.162  0.000  <0.001  4_CD4.TCM 

DBI <0.001  0.629  0.740  0.624  <0.001  4_CD4.TCM 

CYTOR <0.001  0.633  0.536  0.234  <0.001  4_CD4.TCM 

FOXP1 <0.001  -0.595  0.292  0.731  <0.001  4_CD4.TCM 



ARPC1B <0.001  0.548  0.890  0.842  <0.001  4_CD4.TCM 

SERTAD3 <0.001  0.549  0.260  0.039  <0.001  4_CD4.TCM 

CCR7 <0.001  -0.536  0.002  0.326  <0.001  4_CD4.TCM 

ANXA1 <0.001  0.502  0.945  0.834  <0.001  4_CD4.TCM 

INTS6 <0.001  -0.604  0.207  0.638  <0.001  4_CD4.TCM 

ETS1 <0.001  -0.529  0.380  0.809  <0.001  4_CD4.TCM 

CYLD <0.001  -0.534  0.297  0.729  <0.001  4_CD4.TCM 

CD63 <0.001  0.659  0.646  0.436  <0.001  4_CD4.TCM 

TGFB1 <0.001  0.595  0.787  0.681  <0.001  4_CD4.TCM 

ADGRE5 <0.001  0.713  0.601  0.382  <0.001  4_CD4.TCM 

SLFN5 <0.001  -0.523  0.211  0.630  <0.001  4_CD4.TCM 

SELENOW <0.001  0.585  0.726  0.594  <0.001  4_CD4.TCM 

HNRNPDL <0.001  0.505  0.851  0.845  <0.001  4_CD4.TCM 

OAS1 <0.001  0.565  0.337  0.093  <0.001  4_CD4.TCM 

GIMAP1 <0.001  -0.508  0.268  0.690  <0.001  4_CD4.TCM 

CCDC12 <0.001  0.605  0.575  0.366  <0.001  4_CD4.TCM 

PLEKHF1 <0.001  0.627  0.327  0.091  <0.001  4_CD4.TCM 

S100A11 <0.001  0.506  0.898  0.834  <0.001  4_CD4.TCM 

CYCS <0.001  0.542  0.714  0.555  <0.001  4_CD4.TCM 

PSMB3 <0.001  0.537  0.699  0.572  <0.001  4_CD4.TCM 

ILF3-DT <0.001  -0.529  0.192  0.590  <0.001  4_CD4.TCM 

PSMA7 <0.001  0.505  0.840  0.794  <0.001  4_CD4.TCM 

CEBPB <0.001  0.735  0.554  0.346  <0.001  4_CD4.TCM 

IFI35 <0.001  0.627  0.419  0.176  <0.001  4_CD4.TCM 

BHLHE40 <0.001  0.597  0.358  0.119  <0.001  4_CD4.TCM 

ARF5 <0.001  0.614  0.479  0.252  <0.001  4_CD4.TCM 

KLRG1 <0.001  0.682  0.528  0.278  <0.001  4_CD4.TCM 

LPAR6 <0.001  -0.524  0.049  0.364  <0.001  4_CD4.TCM 

MSN <0.001  0.586  0.744  0.654  <0.001  4_CD4.TCM 

PDIA3 <0.001  0.592  0.722  0.650  <0.001  4_CD4.TCM 

CIB1 <0.001  0.541  0.789  0.723  <0.001  4_CD4.TCM 

CCND3 <0.001  0.537  0.773  0.670  <0.001  4_CD4.TCM 

HCLS1 <0.001  0.547  0.710  0.593  <0.001  4_CD4.TCM 

IFIT3 <0.001  0.529  0.217  0.034  <0.001  4_CD4.TCM 

CD7 <0.001  -0.504  0.194  0.574  <0.001  4_CD4.TCM 

PPP1R18 <0.001  0.567  0.654  0.515  <0.001  4_CD4.TCM 



GNG5 <0.001  0.534  0.683  0.553  <0.001  4_CD4.TCM 

GBP4 <0.001  0.659  0.479  0.255  <0.001  4_CD4.TCM 

TMEM50A <0.001  0.513  0.669  0.551  <0.001  4_CD4.TCM 

TPST2 <0.001  0.576  0.395  0.168  <0.001  4_CD4.TCM 

GNLY <0.001  1.637  0.266  0.068  <0.001  4_CD4.TCM 

SP110 <0.001  0.606  0.618  0.448  <0.001  4_CD4.TCM 

PARP9 <0.001  0.586  0.376  0.151  <0.001  4_CD4.TCM 

PDE4B <0.001  0.648  0.391  0.170  <0.001  4_CD4.TCM 

CYTIP <0.001  0.546  0.695  0.586  <0.001  4_CD4.TCM 

HSPA5 <0.001  0.601  0.681  0.575  <0.001  4_CD4.TCM 

ARPC5L <0.001  0.575  0.552  0.372  <0.001  4_CD4.TCM 

KRTCAP2 <0.001  0.570  0.566  0.409  <0.001  4_CD4.TCM 

MRPL10 <0.001  0.560  0.339  0.130  <0.001  4_CD4.TCM 

BTN3A2 <0.001  0.528  0.683  0.539  <0.001  4_CD4.TCM 

PRR13 <0.001  0.504  0.722  0.643  <0.001  4_CD4.TCM 

SSBP3 <0.001  0.555  0.391  0.172  <0.001  4_CD4.TCM 

LYAR <0.001  0.540  0.554  0.311  <0.001  4_CD4.TCM 

BPGM <0.001  0.521  0.276  0.085  <0.001  4_CD4.TCM 

ATP1B3 <0.001  0.576  0.454  0.258  <0.001  4_CD4.TCM 

CASP1 <0.001  0.600  0.519  0.347  <0.001  4_CD4.TCM 

TAP2 <0.001  0.524  0.356  0.151  <0.001  4_CD4.TCM 

PAXX <0.001  0.522  0.605  0.465  <0.001  4_CD4.TCM 

ACTN4 <0.001  0.538  0.550  0.380  <0.001  4_CD4.TCM 

MIAT <0.001  0.545  0.450  0.241  <0.001  4_CD4.TCM 

SAMSN1 <0.001  0.580  0.458  0.279  <0.001  4_CD4.TCM 

HOPX <0.001  0.554  0.503  0.275  <0.001  4_CD4.TCM 

CTSD <0.001  0.517  0.540  0.380  <0.001  4_CD4.TCM 

TUBA4A <0.001  0.532  0.669  0.588  <0.001  4_CD4.TCM 

IRF7 <0.001  0.543  0.354  0.166  <0.001  4_CD4.TCM 

CARD16 <0.001  0.553  0.564  0.433  <0.001  4_CD4.TCM 

STOM <0.001  0.550  0.417  0.234  <0.001  4_CD4.TCM 

AC020916.1 <0.001  0.505  0.229  0.066  <0.001  4_CD4.TCM 

MX1 <0.001  0.542  0.380  0.198  <0.001  4_CD4.TCM 

NAPA <0.001  0.513  0.389  0.216  <0.001  4_CD4.TCM 

RAB5IF <0.001  0.528  0.458  0.307  <0.001  4_CD4.TCM 

RBM38 <0.001  0.517  0.458  0.302  <0.001  4_CD4.TCM 



DYNLT1 <0.001  0.518  0.434  0.272  <0.001  4_CD4.TCM 

EIF2AK2 <0.001  0.535  0.438  0.278  <0.001  4_CD4.TCM 

CDK2AP2 <0.001  0.507  0.483  0.336  <0.001  4_CD4.TCM 

NFKBIA <0.001  0.577  0.667  0.613  <0.001  4_CD4.TCM 

PTPN7 <0.001  0.510  0.515  0.390  <0.001  4_CD4.TCM 

KLF3 <0.001  0.528  0.491  0.364  <0.001  4_CD4.TCM 

SOCS1 <0.001  0.552  0.372  0.234  <0.001  4_CD4.TCM 

TRBC1 <0.001  0.545  0.773  0.602  <0.001  4_CD4.TCM 

XIST <0.001  1.993  1.000  0.000  <0.001  5_CD8.Tnai 

GZMH <0.001  2.990  0.976  0.008  <0.001  5_CD8.Tnai 

CST7 <0.001  2.819  0.968  0.028  <0.001  5_CD8.Tnai 

CCL5 <0.001  3.531  1.000  0.057  <0.001  5_CD8.Tnai 

FGFBP2 <0.001  2.893  0.935  0.021  <0.001  5_CD8.Tnai 

CCL4 <0.001  2.572  0.903  0.005  <0.001  5_CD8.Tnai 

NKG7 <0.001  4.195  1.000  0.093  <0.001  5_CD8.Tnai 

GZMA <0.001  2.821  0.927  0.051  <0.001  5_CD8.Tnai 

GZMB <0.001  2.386  0.847  0.018  <0.001  5_CD8.Tnai 

KLRD1 <0.001  2.182  0.815  0.013  <0.001  5_CD8.Tnai 

PRF1 <0.001  2.422  0.895  0.069  <0.001  5_CD8.Tnai 

HBB <0.001  1.935  0.758  0.000  <0.001  5_CD8.Tnai 

IFITM1 <0.001  2.381  0.944  0.134  <0.001  5_CD8.Tnai 

SH3BGRL3 <0.001  1.780  1.000  0.951  <0.001  5_CD8.Tnai 

B2M <0.001  0.931  1.000  1.000  <0.001  5_CD8.Tnai 

TPT1 <0.001  -0.875  1.000  1.000  <0.001  5_CD8.Tnai 

ZEB2 <0.001  1.540  0.677  0.028  <0.001  5_CD8.Tnai 

PRSS23 <0.001  1.475  0.621  0.008  <0.001  5_CD8.Tnai 

LAIR2 <0.001  1.536  0.597  0.000  <0.001  5_CD8.Tnai 

EEF1A1 <0.001  -0.721  1.000  1.000  <0.001  5_CD8.Tnai 

FCGR3A <0.001  1.598  0.645  0.021  <0.001  5_CD8.Tnai 

S100A4 <0.001  1.983  0.992  0.725  <0.001  5_CD8.Tnai 

LTB <0.001  -2.032  0.048  0.967  <0.001  5_CD8.Tnai 

HBA2 <0.001  1.665  0.573  0.000  <0.001  5_CD8.Tnai 

EFHD2 <0.001  1.637  0.774  0.113  <0.001  5_CD8.Tnai 

HLA-C <0.001  1.406  0.992  1.000  <0.001  5_CD8.Tnai 

SRGN <0.001  1.846  0.944  0.463  <0.001  5_CD8.Tnai 

PLEK <0.001  1.430  0.637  0.031  <0.001  5_CD8.Tnai 



HLA-DQA2 <0.001  1.285  0.548  0.000  <0.001  5_CD8.Tnai 

PFN1 <0.001  1.416  0.992  0.964  <0.001  5_CD8.Tnai 

FOSB <0.001  -2.013  0.105  0.959  <0.001  5_CD8.Tnai 

CLIC1 <0.001  1.789  0.911  0.362  <0.001  5_CD8.Tnai 

HLA-B <0.001  1.139  0.976  1.000  <0.001  5_CD8.Tnai 

HBA1 <0.001  1.825  0.532  0.000  <0.001  5_CD8.Tnai 

HLA-A <0.001  0.968  0.992  1.000  <0.001  5_CD8.Tnai 

HLA-DPB1 <0.001  1.601  0.879  0.314  <0.001  5_CD8.Tnai 

TCF7 <0.001  -1.489  0.048  0.925  <0.001  5_CD8.Tnai 

IL32 <0.001  1.477  0.968  0.943  <0.001  5_CD8.Tnai 

FOS <0.001  -1.854  0.161  0.967  <0.001  5_CD8.Tnai 

HLA-DRB1 <0.001  1.598  0.685  0.082  <0.001  5_CD8.Tnai 

HLA-DPA1 <0.001  1.683  0.806  0.208  <0.001  5_CD8.Tnai 

EEF1B2 <0.001  -0.921  0.903  1.000  <0.001  5_CD8.Tnai 

SPON2 <0.001  1.406  0.605  0.046  <0.001  5_CD8.Tnai 

ARL4C <0.001  1.636  0.944  0.650  <0.001  5_CD8.Tnai 

LAG3 <0.001  1.150  0.524  0.013  <0.001  5_CD8.Tnai 

EMP3 <0.001  1.321  0.952  0.710  <0.001  5_CD8.Tnai 

CD81 <0.001  1.375  0.911  0.470  <0.001  5_CD8.Tnai 

LY6E <0.001  1.694  0.927  0.589  <0.001  5_CD8.Tnai 

LDHB <0.001  -1.069  0.581  0.995  <0.001  5_CD8.Tnai 

CD99 <0.001  1.498  0.903  0.501  <0.001  5_CD8.Tnai 

S100A11 <0.001  1.534  0.815  0.265  <0.001  5_CD8.Tnai 

CTSW <0.001  1.534  0.927  0.653  <0.001  5_CD8.Tnai 

PABPC1 <0.001  -1.078  0.645  1.000  <0.001  5_CD8.Tnai 

TNFAIP3 <0.001  1.596  0.766  0.195  <0.001  5_CD8.Tnai 

CYBA <0.001  1.190  0.960  0.877  <0.001  5_CD8.Tnai 

ACTB <0.001  0.880  0.992  1.000  <0.001  5_CD8.Tnai 

LGALS1 <0.001  1.822  0.669  0.123  <0.001  5_CD8.Tnai 

C12orf75 <0.001  1.421  0.726  0.185  <0.001  5_CD8.Tnai 

TMSB4X <0.001  0.522  1.000  1.000  <0.001  5_CD8.Tnai 

METRNL <0.001  1.092  0.452  0.010  <0.001  5_CD8.Tnai 

CCR7 <0.001  -1.232  0.000  0.766  <0.001  5_CD8.Tnai 

HLA-E <0.001  0.911  0.968  0.997  <0.001  5_CD8.Tnai 

RARRES3 <0.001  1.209  0.903  0.704  <0.001  5_CD8.Tnai 

CD27 <0.001  -1.092  0.056  0.833  <0.001  5_CD8.Tnai 



IFITM2 <0.001  1.258  0.919  0.650  <0.001  5_CD8.Tnai 

RGS1 <0.001  1.325  0.468  0.023  <0.001  5_CD8.Tnai 

CXCR4 <0.001  1.587  0.879  0.668  <0.001  5_CD8.Tnai 

SELL <0.001  -1.201  0.056  0.810  <0.001  5_CD8.Tnai 

MYO1F <0.001  1.185  0.573  0.077  <0.001  5_CD8.Tnai 

ADGRG1 <0.001  1.093  0.411  0.005  <0.001  5_CD8.Tnai 

IL7R <0.001  -1.364  0.113  0.877  <0.001  5_CD8.Tnai 

PSME1 <0.001  1.111  0.935  0.841  <0.001  5_CD8.Tnai 

S100A6 <0.001  1.051  0.968  0.923  <0.001  5_CD8.Tnai 

IFI44L <0.001  1.092  0.484  0.036  <0.001  5_CD8.Tnai 

FCRL6 <0.001  0.886  0.379  0.000  <0.001  5_CD8.Tnai 

HCST <0.001  0.950  0.944  0.946  <0.001  5_CD8.Tnai 

TSC22D3 <0.001  1.401  0.911  0.820  <0.001  5_CD8.Tnai 

NOSIP <0.001  -1.109  0.258  0.923  <0.001  5_CD8.Tnai 

RACK1 <0.001  -0.535  0.952  1.000  <0.001  5_CD8.Tnai 

CALM1 <0.001  0.960  0.944  0.987  <0.001  5_CD8.Tnai 

EIF3E <0.001  -0.877  0.573  0.997  <0.001  5_CD8.Tnai 

GNLY <0.001  2.273  0.540  0.077  <0.001  5_CD8.Tnai 

ITGB1 <0.001  1.339  0.669  0.175  <0.001  5_CD8.Tnai 

GAPDH <0.001  1.085  0.944  0.877  <0.001  5_CD8.Tnai 

MYL6 <0.001  0.813  0.952  0.967  <0.001  5_CD8.Tnai 

MYL12B <0.001  0.944  0.903  0.913  <0.001  5_CD8.Tnai 

RGS10 <0.001  -0.936  0.234  0.910  <0.001  5_CD8.Tnai 

TRABD2A <0.001  -0.996  0.040  0.740  <0.001  5_CD8.Tnai 

ANXA1 <0.001  1.243  0.726  0.234  <0.001  5_CD8.Tnai 

S1PR5 <0.001  0.796  0.347  0.000  <0.001  5_CD8.Tnai 

RCAN3 <0.001  -1.024  0.000  0.676  <0.001  5_CD8.Tnai 

CD3D <0.001  0.828  0.968  0.979  <0.001  5_CD8.Tnai 

CYTOR <0.001  0.909  0.395  0.015  <0.001  5_CD8.Tnai 

AIF1 <0.001  -1.086  0.016  0.699  <0.001  5_CD8.Tnai 

PSME2 <0.001  1.212  0.863  0.607  <0.001  5_CD8.Tnai 

IFI27 <0.001  1.843  0.339  0.000  <0.001  5_CD8.Tnai 

SLAMF7 <0.001  0.749  0.339  0.000  <0.001  5_CD8.Tnai 

LEF1 <0.001  -0.983  0.032  0.707  <0.001  5_CD8.Tnai 

CCL4L2 <0.001  0.932  0.331  0.000  <0.001  5_CD8.Tnai 

APOBEC3G <0.001  1.162  0.613  0.159  <0.001  5_CD8.Tnai 



HOPX <0.001  1.058  0.435  0.036  <0.001  5_CD8.Tnai 

MYL12A <0.001  0.723  0.968  0.997  <0.001  5_CD8.Tnai 

CES1 <0.001  0.857  0.347  0.005  <0.001  5_CD8.Tnai 

CFL1 <0.001  0.831  0.952  0.969  <0.001  5_CD8.Tnai 

NPM1 <0.001  -0.687  0.798  1.000  <0.001  5_CD8.Tnai 

ZNF683 <0.001  0.914  0.331  0.003  <0.001  5_CD8.Tnai 

UBB <0.001  0.794  0.935  0.887  <0.001  5_CD8.Tnai 

CX3CR1 <0.001  0.880  0.323  0.003  <0.001  5_CD8.Tnai 

RNF213 <0.001  1.065  0.871  0.702  <0.001  5_CD8.Tnai 

ARHGDIB <0.001  0.826  0.944  0.959  <0.001  5_CD8.Tnai 

HSP90AA1 <0.001  0.829  0.960  0.928  <0.001  5_CD8.Tnai 

XAF1 <0.001  1.257  0.613  0.167  <0.001  5_CD8.Tnai 

DDIT4 <0.001  1.368  0.702  0.283  <0.001  5_CD8.Tnai 

PSMB9 <0.001  1.208  0.823  0.635  <0.001  5_CD8.Tnai 

ACTN1 <0.001  -0.939  0.000  0.614  <0.001  5_CD8.Tnai 

C1orf21 <0.001  0.742  0.315  0.005  <0.001  5_CD8.Tnai 

TTC38 <0.001  0.854  0.339  0.013  <0.001  5_CD8.Tnai 

CTSC <0.001  1.207  0.645  0.231  <0.001  5_CD8.Tnai 

CD74 <0.001  1.501  0.766  0.458  <0.001  5_CD8.Tnai 

FLNA <0.001  1.271  0.742  0.401  <0.001  5_CD8.Tnai 

MTRNR2L12 <0.001  -0.869  0.000  0.596  <0.001  5_CD8.Tnai 

GBP5 <0.001  0.953  0.500  0.098  <0.001  5_CD8.Tnai 

MATK <0.001  1.005  0.435  0.057  <0.001  5_CD8.Tnai 

CD2 <0.001  1.148  0.831  0.617  <0.001  5_CD8.Tnai 

PPP2R5C <0.001  1.095  0.815  0.573  <0.001  5_CD8.Tnai 

EPSTI1 <0.001  0.868  0.387  0.036  <0.001  5_CD8.Tnai 

ARPC2 <0.001  0.865  0.927  0.928  <0.001  5_CD8.Tnai 

NELL2 <0.001  -0.873  0.008  0.594  <0.001  5_CD8.Tnai 

ABHD17A <0.001  1.069  0.790  0.571  <0.001  5_CD8.Tnai 

CD52 <0.001  0.692  0.944  0.992  <0.001  5_CD8.Tnai 

CORO1A <0.001  0.696  0.952  0.972  <0.001  5_CD8.Tnai 

UBE2L6 <0.001  1.172  0.645  0.257  <0.001  5_CD8.Tnai 

ARPC3 <0.001  0.780  0.903  0.920  <0.001  5_CD8.Tnai 

CLIC3 <0.001  1.212  0.403  0.049  <0.001  5_CD8.Tnai 

CRIP1 <0.001  1.068  0.548  0.152  <0.001  5_CD8.Tnai 

IFI6 <0.001  1.219  0.669  0.319  <0.001  5_CD8.Tnai 



LDLRAP1 <0.001  -0.753  0.032  0.622  <0.001  5_CD8.Tnai 

TRBC1 <0.001  1.382  0.839  0.591  <0.001  5_CD8.Tnai 

TENT5C <0.001  0.770  0.306  0.013  <0.001  5_CD8.Tnai 

TMEM123 <0.001  -0.726  0.202  0.828  <0.001  5_CD8.Tnai 

PRDM1 <0.001  0.803  0.290  0.010  <0.001  5_CD8.Tnai 

ZFAS1 <0.001  -0.736  0.403  0.910  <0.001  5_CD8.Tnai 

IRF1 <0.001  1.194  0.782  0.560  <0.001  5_CD8.Tnai 

GABPB1-AS1 <0.001  -0.862  0.129  0.728  <0.001  5_CD8.Tnai 

OASL <0.001  0.737  0.258  0.003  <0.001  5_CD8.Tnai 

PASK <0.001  -0.872  0.000  0.535  <0.001  5_CD8.Tnai 

MAL <0.001  -0.824  0.000  0.532  <0.001  5_CD8.Tnai 

DEFA3 <0.001  0.572  0.242  0.000  <0.001  5_CD8.Tnai 

FOXP1 <0.001  -0.725  0.266  0.884  <0.001  5_CD8.Tnai 

PPIB <0.001  0.902  0.806  0.630  <0.001  5_CD8.Tnai 

STOM <0.001  0.815  0.363  0.044  <0.001  5_CD8.Tnai 

TYMP <0.001  1.061  0.500  0.134  <0.001  5_CD8.Tnai 

NEAT1 <0.001  0.957  0.919  0.825  <0.001  5_CD8.Tnai 

JUND <0.001  0.691  0.960  0.967  <0.001  5_CD8.Tnai 

SATB1 <0.001  -0.734  0.073  0.625  <0.001  5_CD8.Tnai 

NDFIP1 <0.001  -0.719  0.210  0.797  <0.001  5_CD8.Tnai 

C6orf48 <0.001  -0.635  0.169  0.751  <0.001  5_CD8.Tnai 

CHST12 <0.001  1.057  0.548  0.185  <0.001  5_CD8.Tnai 

CLEC2B <0.001  1.072  0.669  0.355  <0.001  5_CD8.Tnai 

KIF19 <0.001  0.569  0.226  0.000  <0.001  5_CD8.Tnai 

SSBP4 <0.001  1.052  0.597  0.252  <0.001  5_CD8.Tnai 

BST2 <0.001  0.970  0.710  0.437  <0.001  5_CD8.Tnai 

CD160 <0.001  0.595  0.234  0.003  <0.001  5_CD8.Tnai 

OAZ1 <0.001  0.589  0.935  0.946  <0.001  5_CD8.Tnai 

PSMB10 <0.001  0.907  0.468  0.121  <0.001  5_CD8.Tnai 

CD53 <0.001  0.962  0.766  0.573  <0.001  5_CD8.Tnai 

SLC38A2 <0.001  -0.761  0.065  0.594  <0.001  5_CD8.Tnai 

PYHIN1 <0.001  0.699  0.347  0.044  <0.001  5_CD8.Tnai 

SNHG25 <0.001  -0.687  0.016  0.522  <0.001  5_CD8.Tnai 

ILF3-DT <0.001  -0.730  0.185  0.753  <0.001  5_CD8.Tnai 

SARAF <0.001  -0.593  0.661  0.990  <0.001  5_CD8.Tnai 

SERINC5 <0.001  -0.672  0.040  0.555  <0.001  5_CD8.Tnai 



TXN <0.001  0.932  0.540  0.201  <0.001  5_CD8.Tnai 

CD63 <0.001  0.902  0.637  0.332  <0.001  5_CD8.Tnai 

CD8A <0.001  0.949  0.823  0.807  <0.001  5_CD8.Tnai 

TXK <0.001  -0.574  0.024  0.524  <0.001  5_CD8.Tnai 

TRGC2 <0.001  0.918  0.403  0.080  <0.001  5_CD8.Tnai 

ZFP36 <0.001  1.110  0.782  0.650  <0.001  5_CD8.Tnai 

ANXA2 <0.001  0.750  0.395  0.075  <0.001  5_CD8.Tnai 

LITAF <0.001  0.847  0.790  0.697  <0.001  5_CD8.Tnai 

FTH1 <0.001  0.568  0.968  0.997  <0.001  5_CD8.Tnai 

OXNAD1 <0.001  -0.654  0.065  0.586  <0.001  5_CD8.Tnai 

PTMS <0.001  0.678  0.226  0.005  <0.001  5_CD8.Tnai 

MYC <0.001  -0.702  0.000  0.465  <0.001  5_CD8.Tnai 

GUK1 <0.001  0.856  0.798  0.661  <0.001  5_CD8.Tnai 

FGR <0.001  0.654  0.323  0.044  <0.001  5_CD8.Tnai 

TAGLN2 <0.001  0.926  0.677  0.422  <0.001  5_CD8.Tnai 

PATL2 <0.001  0.900  0.411  0.095  <0.001  5_CD8.Tnai 

NUCB2 <0.001  -0.607  0.153  0.712  <0.001  5_CD8.Tnai 

S100A10 <0.001  0.903  0.831  0.784  <0.001  5_CD8.Tnai 

ITGB2 <0.001  0.873  0.790  0.720  <0.001  5_CD8.Tnai 

ACTN4 <0.001  0.888  0.435  0.113  <0.001  5_CD8.Tnai 

SRP14 <0.001  0.590  0.911  0.936  <0.001  5_CD8.Tnai 

PTPRC <0.001  0.619  0.927  0.959  <0.001  5_CD8.Tnai 

ARPC1B <0.001  0.773  0.831  0.733  <0.001  5_CD8.Tnai 

CD3G <0.001  0.598  0.919  0.938  <0.001  5_CD8.Tnai 

UBC <0.001  0.592  0.895  0.974  <0.001  5_CD8.Tnai 

RAC2 <0.001  0.689  0.887  0.895  <0.001  5_CD8.Tnai 

CEMIP2 <0.001  0.935  0.460  0.139  <0.001  5_CD8.Tnai 

CHCHD2 <0.001  0.690  0.831  0.833  <0.001  5_CD8.Tnai 

ACTG1 <0.001  0.582  0.984  0.997  <0.001  5_CD8.Tnai 

APBA2 <0.001  -0.634  0.048  0.519  <0.001  5_CD8.Tnai 

CCDC12 <0.001  0.816  0.605  0.326  <0.001  5_CD8.Tnai 

FAM129A <0.001  0.755  0.274  0.028  <0.001  5_CD8.Tnai 

SYTL3 <0.001  0.734  0.347  0.064  <0.001  5_CD8.Tnai 

SERF2 <0.001  0.522  0.935  0.982  <0.001  5_CD8.Tnai 

PRKCA <0.001  -0.601  0.008  0.440  <0.001  5_CD8.Tnai 

DUSP2 <0.001  1.073  0.653  0.388  <0.001  5_CD8.Tnai 



PDE3B <0.001  -0.515  0.056  0.535  <0.001  5_CD8.Tnai 

RUNX3 <0.001  0.923  0.637  0.362  <0.001  5_CD8.Tnai 

SNHG8 <0.001  -0.613  0.395  0.866  <0.001  5_CD8.Tnai 

GBP1 <0.001  1.008  0.500  0.190  <0.001  5_CD8.Tnai 

EGR1 <0.001  -0.751  0.000  0.419  <0.001  5_CD8.Tnai 

TSTD1 <0.001  -0.600  0.145  0.653  <0.001  5_CD8.Tnai 

GAB3 <0.001  0.667  0.274  0.031  <0.001  5_CD8.Tnai 

LYZ <0.001  -0.597  0.089  0.576  <0.001  5_CD8.Tnai 

GZMM <0.001  0.840  0.766  0.725  <0.001  5_CD8.Tnai 

ARPC4 <0.001  0.828  0.710  0.527  <0.001  5_CD8.Tnai 

HLA-DQA1 <0.001  0.575  0.250  0.023  <0.001  5_CD8.Tnai 

PSMB8 <0.001  0.813  0.734  0.607  <0.001  5_CD8.Tnai 

DDX3Y <0.001  -0.576  0.000  0.406  <0.001  5_CD8.Tnai 

TGFB1 <0.001  0.835  0.669  0.460  <0.001  5_CD8.Tnai 

AHNAK <0.001  0.845  0.435  0.131  <0.001  5_CD8.Tnai 

PSMA7 <0.001  0.810  0.774  0.699  <0.001  5_CD8.Tnai 

ISG15 <0.001  1.017  0.621  0.380  <0.001  5_CD8.Tnai 

PLEKHF1 <0.001  0.564  0.274  0.036  <0.001  5_CD8.Tnai 

ABI3 <0.001  0.744  0.395  0.105  <0.001  5_CD8.Tnai 

BCL11B <0.001  -0.604  0.250  0.748  <0.001  5_CD8.Tnai 

TAP1 <0.001  0.911  0.589  0.329  <0.001  5_CD8.Tnai 

SLC9A3R1 <0.001  0.839  0.605  0.360  <0.001  5_CD8.Tnai 

ADAM8 <0.001  0.671  0.298  0.049  <0.001  5_CD8.Tnai 

BHLHE40 <0.001  0.642  0.266  0.033  <0.001  5_CD8.Tnai 

CALR <0.001  0.887  0.750  0.640  <0.001  5_CD8.Tnai 

IL2RG <0.001  0.870  0.718  0.568  <0.001  5_CD8.Tnai 

BATF <0.001  0.722  0.387  0.105  <0.001  5_CD8.Tnai 

LYAR <0.001  0.974  0.484  0.193  <0.001  5_CD8.Tnai 

C1orf162 <0.001  -0.618  0.024  0.429  <0.001  5_CD8.Tnai 

IER2 <0.001  -0.639  0.694  0.961  <0.001  5_CD8.Tnai 

DBI <0.001  0.865  0.694  0.542  <0.001  5_CD8.Tnai 

PLA2G16 <0.001  0.648  0.339  0.075  <0.001  5_CD8.Tnai 

SUB1 <0.001  0.745  0.815  0.810  <0.001  5_CD8.Tnai 

XCL2 <0.001  0.511  0.169  0.003  <0.001  5_CD8.Tnai 

ARL6IP5 <0.001  0.771  0.750  0.645  <0.001  5_CD8.Tnai 

SYNE2 <0.001  0.998  0.589  0.321  <0.001  5_CD8.Tnai 



B4GALT5 <0.001  0.596  0.218  0.018  <0.001  5_CD8.Tnai 

ATM <0.001  -0.551  0.411  0.882  <0.001  5_CD8.Tnai 

YWHAB <0.001  0.682  0.839  0.784  <0.001  5_CD8.Tnai 

SPINT2 <0.001  -0.514  0.008  0.388  <0.001  5_CD8.Tnai 

DAZAP2 <0.001  0.697  0.758  0.612  <0.001  5_CD8.Tnai 

DOK2 <0.001  0.912  0.452  0.167  <0.001  5_CD8.Tnai 

TLE4 <0.001  -0.594  0.089  0.527  <0.001  5_CD8.Tnai 

CD247 <0.001  0.724  0.718  0.596  <0.001  5_CD8.Tnai 

LSP1 <0.001  0.741  0.758  0.668  <0.001  5_CD8.Tnai 

HSPA5 <0.001  0.910  0.573  0.316  <0.001  5_CD8.Tnai 

REEP5 <0.001  0.822  0.508  0.252  <0.001  5_CD8.Tnai 

GRAMD1A <0.001  -0.502  0.048  0.458  <0.001  5_CD8.Tnai 

STAT1 <0.001  0.863  0.621  0.360  <0.001  5_CD8.Tnai 

ATP2B4 <0.001  0.574  0.258  0.039  <0.001  5_CD8.Tnai 

SPN <0.001  0.786  0.548  0.296  <0.001  5_CD8.Tnai 

FAM102A <0.001  -0.518  0.056  0.465  <0.001  5_CD8.Tnai 

GADD45B <0.001  -0.627  0.177  0.640  <0.001  5_CD8.Tnai 

SCAND1 <0.001  0.744  0.629  0.440  <0.001  5_CD8.Tnai 

VAMP2 <0.001  0.665  0.831  0.835  <0.001  5_CD8.Tnai 

BTG2 <0.001  -0.626  0.258  0.715  <0.001  5_CD8.Tnai 

ARF1 <0.001  0.718  0.677  0.535  <0.001  5_CD8.Tnai 

ADGRE5 <0.001  0.899  0.524  0.275  <0.001  5_CD8.Tnai 

NR4A1 <0.001  -0.550  0.000  0.347  <0.001  5_CD8.Tnai 

ITGB7 <0.001  0.785  0.524  0.275  <0.001  5_CD8.Tnai 

PTPRE <0.001  0.709  0.355  0.103  <0.001  5_CD8.Tnai 

HLA-DQB1 <0.001  0.627  0.250  0.039  <0.001  5_CD8.Tnai 

GLIPR2 <0.001  0.773  0.387  0.131  <0.001  5_CD8.Tnai 

MYO1G <0.001  0.843  0.532  0.298  <0.001  5_CD8.Tnai 

SERTAD3 <0.001  0.585  0.258  0.044  <0.001  5_CD8.Tnai 

STK17A <0.001  -0.515  0.242  0.715  <0.001  5_CD8.Tnai 

AC114760.2 <0.001  -0.513  0.065  0.458  <0.001  5_CD8.Tnai 

YWHAQ <0.001  0.749  0.645  0.491  <0.001  5_CD8.Tnai 

GNG2 <0.001  0.699  0.427  0.172  <0.001  5_CD8.Tnai 

HNRNPDL <0.001  0.584  0.831  0.851  <0.001  5_CD8.Tnai 

PPP1CA <0.001  0.784  0.677  0.568  <0.001  5_CD8.Tnai 

TSPYL2 <0.001  -0.508  0.073  0.452  <0.001  5_CD8.Tnai 



PDIA3 <0.001  0.750  0.653  0.522  <0.001  5_CD8.Tnai 

SH2D2A <0.001  0.761  0.331  0.095  <0.001  5_CD8.Tnai 

RAP1B <0.001  0.600  0.790  0.846  <0.001  5_CD8.Tnai 

IFIT3 <0.001  0.649  0.185  0.018  <0.001  5_CD8.Tnai 

LRRN3 <0.001  -0.544  0.000  0.311  <0.001  5_CD8.Tnai 

CARS <0.001  -0.519  0.073  0.445  <0.001  5_CD8.Tnai 

RHOA <0.001  0.739  0.726  0.686  <0.001  5_CD8.Tnai 

PPIA <0.001  0.571  0.839  0.907  <0.001  5_CD8.Tnai 

HLA-F <0.001  0.657  0.734  0.743  <0.001  5_CD8.Tnai 

TMEM50A <0.001  0.812  0.597  0.429  <0.001  5_CD8.Tnai 

SHISA5 <0.001  0.699  0.540  0.311  <0.001  5_CD8.Tnai 

IRF9 <0.001  0.820  0.460  0.213  <0.001  5_CD8.Tnai 

NPDC1 <0.001  0.562  0.226  0.036  <0.001  5_CD8.Tnai 

IQGAP2 <0.001  0.771  0.395  0.154  <0.001  5_CD8.Tnai 

GLIPR1 <0.001  0.629  0.379  0.139  <0.001  5_CD8.Tnai 

PPP1R18 <0.001  0.772  0.556  0.355  <0.001  5_CD8.Tnai 

CD38 <0.001  0.642  0.194  0.023  <0.001  5_CD8.Tnai 

JPT1 <0.001  0.715  0.452  0.221  <0.001  5_CD8.Tnai 

SEC61B <0.001  0.690  0.629  0.473  <0.001  5_CD8.Tnai 

IDH2 <0.001  0.657  0.387  0.152  <0.001  5_CD8.Tnai 

TMBIM6 <0.001  0.598  0.774  0.704  <0.001  5_CD8.Tnai 

CAST <0.001  0.705  0.548  0.352  <0.001  5_CD8.Tnai 

CIB1 <0.001  0.639  0.694  0.632  <0.001  5_CD8.Tnai 

KLRG1 <0.001  0.547  0.290  0.077  <0.001  5_CD8.Tnai 

ANXA5 <0.001  0.658  0.339  0.113  <0.001  5_CD8.Tnai 

MSN <0.001  0.851  0.629  0.512  <0.001  5_CD8.Tnai 

GNAI2 <0.001  0.597  0.750  0.748  <0.001  5_CD8.Tnai 

CARD16 <0.001  0.849  0.476  0.265  <0.001  5_CD8.Tnai 

GBP4 <0.001  0.695  0.403  0.183  <0.001  5_CD8.Tnai 

TPI1 <0.001  0.656  0.653  0.542  <0.001  5_CD8.Tnai 

MIEN1 <0.001  0.631  0.419  0.208  <0.001  5_CD8.Tnai 

AC020916.1 <0.001  0.552  0.194  0.031  <0.001  5_CD8.Tnai 

COX8A <0.001  0.665  0.661  0.607  <0.001  5_CD8.Tnai 

CD300A <0.001  0.566  0.250  0.062  <0.001  5_CD8.Tnai 

ASNA1 <0.001  0.616  0.323  0.116  <0.001  5_CD8.Tnai 

COX6A1 <0.001  0.573  0.718  0.722  <0.001  5_CD8.Tnai 



GSTK1 <0.001  0.615  0.718  0.653  <0.001  5_CD8.Tnai 

PDIA6 <0.001  0.638  0.452  0.247  <0.001  5_CD8.Tnai 

CYCS <0.001  0.576  0.685  0.596  <0.001  5_CD8.Tnai 

ATP1B3 <0.001  0.671  0.379  0.165  <0.001  5_CD8.Tnai 

FBXO6 <0.001  0.508  0.194  0.033  <0.001  5_CD8.Tnai 

ATG2A <0.001  0.652  0.331  0.123  <0.001  5_CD8.Tnai 

RHBDF2 <0.001  0.572  0.226  0.051  <0.001  5_CD8.Tnai 

NDUFB10 <0.001  0.556  0.589  0.476  <0.001  5_CD8.Tnai 

CDC42SE1 <0.001  0.661  0.669  0.584  <0.001  5_CD8.Tnai 

ATP6V0E1 <0.001  0.554  0.734  0.748  <0.001  5_CD8.Tnai 

ITGAL <0.001  0.765  0.468  0.285  <0.001  5_CD8.Tnai 

CALM2 <0.001  0.561  0.750  0.758  <0.001  5_CD8.Tnai 

OPTN <0.001  0.674  0.371  0.170  <0.001  5_CD8.Tnai 

SAP18 <0.001  0.582  0.694  0.704  <0.001  5_CD8.Tnai 

CASP1 <0.001  0.692  0.411  0.213  <0.001  5_CD8.Tnai 

NEDD8 <0.001  0.537  0.694  0.668  <0.001  5_CD8.Tnai 

DYNLRB1 <0.001  0.613  0.573  0.427  <0.001  5_CD8.Tnai 

MXD4 <0.001  0.629  0.339  0.139  <0.001  5_CD8.Tnai 

JMJD6 <0.001  0.646  0.298  0.105  <0.001  5_CD8.Tnai 

TSEN54 <0.001  0.643  0.347  0.144  <0.001  5_CD8.Tnai 

RAN <0.001  0.598  0.685  0.681  <0.001  5_CD8.Tnai 

SELENOS <0.001  0.614  0.395  0.193  <0.001  5_CD8.Tnai 

ARF6 <0.001  0.610  0.581  0.452  <0.001  5_CD8.Tnai 

EZR <0.001  0.683  0.500  0.329  <0.001  5_CD8.Tnai 

CAP1 <0.001  0.630  0.694  0.679  <0.001  5_CD8.Tnai 

ISG20 <0.001  0.618  0.710  0.704  <0.001  5_CD8.Tnai 

CAPN2 <0.001  0.705  0.444  0.257  <0.001  5_CD8.Tnai 

SAMSN1 <0.001  0.559  0.290  0.100  <0.001  5_CD8.Tnai 

PAXX <0.001  0.625  0.605  0.486  <0.001  5_CD8.Tnai 

GTF3C1 <0.001  0.542  0.210  0.049  <0.001  5_CD8.Tnai 

ATP6V0B <0.001  0.657  0.468  0.301  <0.001  5_CD8.Tnai 

SPCS2 <0.001  0.621  0.565  0.478  <0.001  5_CD8.Tnai 

SELENOW <0.001  0.610  0.637  0.609  <0.001  5_CD8.Tnai 

MIAT <0.001  0.627  0.266  0.090  <0.001  5_CD8.Tnai 

DYNLL1 <0.001  0.745  0.532  0.416  <0.001  5_CD8.Tnai 

LRRFIP1 <0.001  0.653  0.653  0.571  <0.001  5_CD8.Tnai 



PSMB1 <0.001  0.562  0.637  0.609  <0.001  5_CD8.Tnai 

HLA-DRA <0.001  0.921  0.435  0.272  <0.001  5_CD8.Tnai 

S100B <0.001  -0.617  0.145  0.429  <0.001  5_CD8.Tnai 

COX5A <0.001  0.574  0.548  0.445  <0.001  5_CD8.Tnai 

HCLS1 <0.001  0.564  0.597  0.514  0.001  5_CD8.Tnai 

NFATC2 <0.001  0.612  0.282  0.105  0.001  5_CD8.Tnai 

ZFP36L2 <0.001  0.502  0.895  0.920  0.001  5_CD8.Tnai 

BSG <0.001  0.731  0.452  0.296  0.001  5_CD8.Tnai 

SRRM2 <0.001  0.629  0.694  0.661  0.001  5_CD8.Tnai 

CEBPB <0.001  0.826  0.468  0.316  0.001  5_CD8.Tnai 

BRK1 <0.001  0.668  0.621  0.591  0.001  5_CD8.Tnai 

CEP78 <0.001  0.639  0.258  0.087  0.001  5_CD8.Tnai 

RAB29 <0.001  0.559  0.403  0.219  0.001  5_CD8.Tnai 

ID2 <0.001  0.771  0.548  0.409  0.001  5_CD8.Tnai 

C11orf21 <0.001  0.557  0.250  0.085  0.001  5_CD8.Tnai 

IFI35 <0.001  0.685  0.331  0.157  0.002  5_CD8.Tnai 

ANXA6 <0.001  0.584  0.573  0.494  0.002  5_CD8.Tnai 

UBE2L3 <0.001  0.518  0.524  0.419  0.002  5_CD8.Tnai 

APOL6 <0.001  0.755  0.403  0.242  0.002  5_CD8.Tnai 

ARF5 <0.001  0.612  0.355  0.185  0.003  5_CD8.Tnai 

GNG5 <0.001  0.591  0.548  0.442  0.003  5_CD8.Tnai 

PTPN7 <0.001  0.637  0.444  0.283  0.003  5_CD8.Tnai 

STAT3 <0.001  0.574  0.589  0.499  0.003  5_CD8.Tnai 

SNRPB <0.001  0.560  0.581  0.522  0.004  5_CD8.Tnai 

RNPEPL1 <0.001  0.547  0.452  0.301  0.004  5_CD8.Tnai 

RAB5C <0.001  0.526  0.452  0.311  0.005  5_CD8.Tnai 

HNRNPA3 <0.001  0.524  0.677  0.710  0.006  5_CD8.Tnai 

TAP2 <0.001  0.617  0.290  0.126  0.006  5_CD8.Tnai 

COTL1 <0.001  0.560  0.677  0.686  0.007  5_CD8.Tnai 

GNB2 <0.001  0.536  0.460  0.332  0.007  5_CD8.Tnai 

PSMB2 <0.001  0.609  0.419  0.275  0.007  5_CD8.Tnai 

RAC1 <0.001  0.629  0.532  0.440  0.009  5_CD8.Tnai 

DYNLT1 <0.001  0.563  0.355  0.195  0.011  5_CD8.Tnai 

APMAP <0.001  0.542  0.323  0.162  0.012  5_CD8.Tnai 

KRTCAP2 <0.001  0.712  0.476  0.370  0.013  5_CD8.Tnai 

PYCARD <0.001  0.518  0.371  0.211  0.013  5_CD8.Tnai 



TPST2 <0.001  0.621  0.379  0.224  0.016  5_CD8.Tnai 

SELPLG <0.001  0.571  0.460  0.329  0.016  5_CD8.Tnai 

LINC01871 <0.001  0.540  0.315  0.139  0.017  5_CD8.Tnai 

ARPC5L <0.001  0.564  0.411  0.267  0.018  5_CD8.Tnai 

TMEM59 <0.001  0.534  0.573  0.545  0.020  5_CD8.Tnai 

RBM38 <0.001  0.605  0.452  0.332  0.028  5_CD8.Tnai 

CYTIP <0.001  0.512  0.621  0.591  0.028  5_CD8.Tnai 

BIN2 <0.001  0.509  0.613  0.573  0.029  5_CD8.Tnai 

PRR13 <0.001  0.616  0.581  0.553  0.030  5_CD8.Tnai 

MX1 <0.001  0.627  0.315  0.162  0.031  5_CD8.Tnai 

FYN <0.001  0.557  0.565  0.506  0.033  5_CD8.Tnai 

ALOX5AP <0.001  0.668  0.363  0.216  0.033  5_CD8.Tnai 

RAB27A <0.001  0.598  0.282  0.131  0.034  5_CD8.Tnai 

PSMB6 <0.001  0.585  0.435  0.316  0.035  5_CD8.Tnai 

PARP9 <0.001  0.587  0.282  0.129  0.035  5_CD8.Tnai 

MGST3 <0.001  0.631  0.460  0.355  0.036  5_CD8.Tnai 

ADAR <0.001  0.607  0.508  0.422  0.038  5_CD8.Tnai 

LDHA <0.001  0.521  0.637  0.661  0.038  5_CD8.Tnai 

SAMD9L <0.001  0.662  0.242  0.095  0.038  5_CD8.Tnai 

FAM96B <0.001  0.614  0.476  0.383  0.039  5_CD8.Tnai 

RASSF1 <0.001  0.508  0.339  0.185  0.039  5_CD8.Tnai 

GSTP1 <0.001  0.538  0.565  0.506  0.043  5_CD8.Tnai 

PSMD8 <0.001  0.530  0.532  0.486  0.046  5_CD8.Tnai 

WDR83OS <0.001  0.565  0.532  0.473  0.050  5_CD8.Tnai 

RALY <0.001  0.554  0.460  0.350  0.053  5_CD8.Tnai 

POMP <0.001  0.635  0.500  0.432  0.074  5_CD8.Tnai 

ENY2 <0.001  0.511  0.500  0.406  0.076  5_CD8.Tnai 

XBP1 <0.001  0.695  0.435  0.324  0.087  5_CD8.Tnai 

CFLAR <0.001  0.528  0.484  0.388  0.093  5_CD8.Tnai 

APOBEC3C <0.001  0.519  0.290  0.144  0.094  5_CD8.Tnai 

FMNL1 <0.001  0.502  0.589  0.576  0.118  5_CD8.Tnai 

CSNK1D <0.001  0.519  0.339  0.201  0.134  5_CD8.Tnai 

RAB8A <0.001  0.502  0.387  0.257  0.138  5_CD8.Tnai 

NDUFB7 <0.001  0.557  0.508  0.458  0.158  5_CD8.Tnai 

EMD <0.001  0.508  0.339  0.206  0.162  5_CD8.Tnai 

OSTF1 <0.001  0.650  0.419  0.314  0.166  5_CD8.Tnai 



NDUFA13 <0.001  0.571  0.476  0.398  0.175  5_CD8.Tnai 

DCTN3 <0.001  0.538  0.411  0.303  0.178  5_CD8.Tnai 

GABARAPL1 <0.001  0.529  0.250  0.113  0.190  5_CD8.Tnai 

SP100 <0.001  0.536  0.548  0.509  0.193  5_CD8.Tnai 

VAMP5 <0.001  0.576  0.468  0.388  0.195  5_CD8.Tnai 

AKNA <0.001  0.520  0.532  0.478  0.221  5_CD8.Tnai 

PREX1 <0.001  0.573  0.266  0.129  0.287  5_CD8.Tnai 

SKAP1 <0.001  0.563  0.508  0.437  0.317  5_CD8.Tnai 

BTN3A2 <0.001  0.528  0.581  0.576  0.331  5_CD8.Tnai 

RGS19 <0.001  0.573  0.371  0.249  0.379  5_CD8.Tnai 

CSK <0.001  0.529  0.492  0.424  0.383  5_CD8.Tnai 

LCP1 <0.001  0.509  0.613  0.612  0.391  5_CD8.Tnai 

TMCO1 <0.001  0.514  0.403  0.293  0.433  5_CD8.Tnai 

NAPA <0.001  0.536  0.298  0.170  0.484  5_CD8.Tnai 

ARHGDIA <0.001  0.622  0.452  0.378  0.488  5_CD8.Tnai 

BLOC1S1 <0.001  0.555  0.444  0.357  0.519  5_CD8.Tnai 

MFSD10 <0.001  0.541  0.306  0.175  0.551  5_CD8.Tnai 

KLF3 <0.001  0.563  0.435  0.339  0.594  5_CD8.Tnai 

SSBP3 <0.001  0.546  0.315  0.188  0.693  5_CD8.Tnai 

RAB5IF <0.001  0.574  0.355  0.239  0.713  5_CD8.Tnai 

CDC25B <0.001  0.667  0.371  0.265  0.823  5_CD8.Tnai 

ARL6IP1 <0.001  0.516  0.403  0.296  0.904  5_CD8.Tnai 

VOPP1 <0.001  0.503  0.266  0.139  0.939  5_CD8.Tnai 

ZBTB38 <0.001  0.513  0.290  0.165  0.946  5_CD8.Tnai 

CDK2AP2 <0.001  0.550  0.347  0.229  1.000  5_CD8.Tnai 

SAMD9 <0.001  0.506  0.371  0.254  1.000  5_CD8.Tnai 

MRPL10 <0.001  0.510  0.242  0.123  1.000  5_CD8.Tnai 

EPS15 <0.001  0.577  0.290  0.175  1.000  5_CD8.Tnai 

ALYREF <0.001  0.536  0.290  0.177  1.000  5_CD8.Tnai 

FERMT3 <0.001  0.548  0.427  0.347  1.000  5_CD8.Tnai 

RNASET2 <0.001  0.501  0.387  0.296  1.000  5_CD8.Tnai 

TLN1 <0.001  0.531  0.387  0.293  1.000  5_CD8.Tnai 

FBXW5 <0.001  0.536  0.363  0.270  1.000  5_CD8.Tnai 

CAPNS1 <0.001  0.597  0.395  0.321  1.000  5_CD8.Tnai 

TBCB <0.001  0.571  0.355  0.262  1.000  5_CD8.Tnai 

BAX <0.001  0.630  0.468  0.442  1.000  5_CD8.Tnai 



RHOF <0.001  0.500  0.468  0.414  1.000  5_CD8.Tnai 

HSP90B1 <0.001  0.534  0.524  0.488  1.000  5_CD8.Tnai 

WDR1 <0.001  0.527  0.476  0.455  1.000  5_CD8.Tnai 

PRDX1 <0.001  0.520  0.484  0.494  1.000  5_CD8.Tnai 

IDS <0.001  0.543  0.427  0.378  1.000  5_CD8.Tnai 

TRIM22 0.001  0.545  0.331  0.242  1.000  5_CD8.Tnai 

MTPN 0.001  0.508  0.371  0.293  1.000  5_CD8.Tnai 

CYB561D2 0.001  0.538  0.258  0.159  1.000  5_CD8.Tnai 

ITM2A 0.001  0.509  0.403  0.342  1.000  5_CD8.Tnai 

ENSA 0.001  0.526  0.452  0.424  1.000  5_CD8.Tnai 

TMED9 0.001  0.502  0.379  0.329  1.000  5_CD8.Tnai 

CAPZA1 0.001  0.531  0.387  0.321  1.000  5_CD8.Tnai 

IQSEC1 0.002  0.508  0.194  0.105  1.000  5_CD8.Tnai 

DERL1 0.002  0.523  0.242  0.154  1.000  5_CD8.Tnai 

NDUFB9 0.003  0.523  0.476  0.491  1.000  5_CD8.Tnai 

GBP2 0.003  0.516  0.371  0.314  1.000  5_CD8.Tnai 

CD47 0.004  0.509  0.476  0.491  1.000  5_CD8.Tnai 

CNOT6L 0.017  0.517  0.379  0.370  1.000  5_CD8.Tnai 

XIST <0.001  1.848  1.000  0.000  <0.001  14_CD8.Teff2 

IFITM1 <0.001  2.517  0.990  0.182  <0.001  14_CD8.Teff2 

NKG7 <0.001  1.215  1.000  0.964  <0.001  14_CD8.Teff2 

FOSB <0.001  -1.990  0.096  0.917  <0.001  14_CD8.Teff2 

HLA-C <0.001  0.788  1.000  0.995  <0.001  14_CD8.Teff2 

HLA-B <0.001  0.675  0.995  1.000  <0.001  14_CD8.Teff2 

HBB <0.001  1.807  0.799  0.010  <0.001  14_CD8.Teff2 

GZMB <0.001  1.395  0.995  0.516  <0.001  14_CD8.Teff2 

FOS <0.001  -1.801  0.134  0.891  <0.001  14_CD8.Teff2 

FGFBP2 <0.001  1.541  0.957  0.573  <0.001  14_CD8.Teff2 

PRF1 <0.001  1.175  0.986  0.781  <0.001  14_CD8.Teff2 

CXCR4 <0.001  1.621  0.923  0.505  <0.001  14_CD8.Teff2 

CCL4 <0.001  1.826  0.957  0.443  <0.001  14_CD8.Teff2 

IFI6 <0.001  1.509  0.861  0.245  <0.001  14_CD8.Teff2 

TSC22D3 <0.001  1.392  0.957  0.688  <0.001  14_CD8.Teff2 

GNLY <0.001  0.959  0.995  0.995  <0.001  14_CD8.Teff2 

CST7 <0.001  0.955  0.995  0.885  <0.001  14_CD8.Teff2 

MYOM2 <0.001  1.874  0.703  0.005  <0.001  14_CD8.Teff2 



GZMH <0.001  1.123  0.986  0.656  <0.001  14_CD8.Teff2 

ISG15 <0.001  1.414  0.904  0.422  <0.001  14_CD8.Teff2 

CCL5 <0.001  0.857  1.000  0.979  <0.001  14_CD8.Teff2 

LY6E <0.001  1.017  0.957  0.792  <0.001  14_CD8.Teff2 

SH3BGRL3 <0.001  0.714  0.995  0.990  <0.001  14_CD8.Teff2 

IFITM2 <0.001  0.974  0.981  0.755  <0.001  14_CD8.Teff2 

HBA2 <0.001  1.841  0.627  0.000  <0.001  14_CD8.Teff2 

ARL4C <0.001  0.876  0.981  0.906  <0.001  14_CD8.Teff2 

LGALS1 <0.001  1.414  0.938  0.578  <0.001  14_CD8.Teff2 

HLA-DRB1 <0.001  1.251  0.823  0.250  <0.001  14_CD8.Teff2 

CD27 <0.001  -1.066  0.014  0.609  <0.001  14_CD8.Teff2 

KLRG1 <0.001  -1.121  0.239  0.859  <0.001  14_CD8.Teff2 

HBA1 <0.001  1.922  0.589  0.000  <0.001  14_CD8.Teff2 

HLA-DQA2 <0.001  1.214  0.670  0.094  <0.001  14_CD8.Teff2 

MTRNR2L12 <0.001  -0.926  0.010  0.568  <0.001  14_CD8.Teff2 

TNFAIP3 <0.001  1.307  0.746  0.188  <0.001  14_CD8.Teff2 

PRSS23 <0.001  1.146  0.742  0.188  <0.001  14_CD8.Teff2 

CD8B <0.001  1.105  0.923  0.521  <0.001  14_CD8.Teff2 

HLA-E <0.001  0.564  0.995  0.990  <0.001  14_CD8.Teff2 

HLA-DPB1 <0.001  1.020  0.890  0.510  <0.001  14_CD8.Teff2 

HLA-DPA1 <0.001  1.063  0.876  0.479  <0.001  14_CD8.Teff2 

PFN1 <0.001  0.658  1.000  0.984  <0.001  14_CD8.Teff2 

FCGR3A <0.001  1.065  0.856  0.385  <0.001  14_CD8.Teff2 

IFI27 <0.001  2.204  0.565  0.016  <0.001  14_CD8.Teff2 

JUN <0.001  -0.994  0.785  0.984  <0.001  14_CD8.Teff2 

DDIT4 <0.001  1.210  0.722  0.203  <0.001  14_CD8.Teff2 

RARRES3 <0.001  0.822  0.957  0.807  <0.001  14_CD8.Teff2 

METRNL <0.001  1.085  0.608  0.068  <0.001  14_CD8.Teff2 

SRGN <0.001  0.700  0.976  0.891  <0.001  14_CD8.Teff2 

CYBA <0.001  0.624  0.995  0.979  <0.001  14_CD8.Teff2 

IL32 <0.001  0.536  0.995  0.979  <0.001  14_CD8.Teff2 

IL7R <0.001  -1.555  0.077  0.599  <0.001  14_CD8.Teff2 

ZFP36 <0.001  1.114  0.852  0.536  <0.001  14_CD8.Teff2 

TYMP <0.001  1.023  0.732  0.224  <0.001  14_CD8.Teff2 

BTG1 <0.001  0.732  0.990  0.948  <0.001  14_CD8.Teff2 

PSME1 <0.001  0.643  0.981  0.906  <0.001  14_CD8.Teff2 



UBE2L6 <0.001  0.906  0.785  0.385  <0.001  14_CD8.Teff2 

XAF1 <0.001  0.992  0.722  0.234  <0.001  14_CD8.Teff2 

CRIP1 <0.001  1.010  0.766  0.344  <0.001  14_CD8.Teff2 

CD74 <0.001  1.146  0.880  0.620  <0.001  14_CD8.Teff2 

LITAF <0.001  0.781  0.919  0.750  <0.001  14_CD8.Teff2 

LTB <0.001  -1.523  0.067  0.552  <0.001  14_CD8.Teff2 

CCL4L2 <0.001  1.242  0.455  0.000  <0.001  14_CD8.Teff2 

LAIR2 <0.001  0.983  0.636  0.141  <0.001  14_CD8.Teff2 

SYNGR1 <0.001  1.050  0.512  0.047  <0.001  14_CD8.Teff2 

ARHGDIB <0.001  0.575  0.967  0.958  <0.001  14_CD8.Teff2 

LYZ <0.001  -0.798  0.053  0.531  <0.001  14_CD8.Teff2 

S100A6 <0.001  0.519  0.995  0.984  <0.001  14_CD8.Teff2 

ISG20 <0.001  0.856  0.842  0.583  <0.001  14_CD8.Teff2 

PSME2 <0.001  0.743  0.904  0.703  <0.001  14_CD8.Teff2 

IRF9 <0.001  0.942  0.651  0.198  <0.001  14_CD8.Teff2 

GZMK <0.001  -1.393  0.033  0.479  <0.001  14_CD8.Teff2 

GIMAP7 <0.001  -0.782  0.526  0.896  <0.001  14_CD8.Teff2 

HSP90AA1 <0.001  0.579  0.971  0.974  <0.001  14_CD8.Teff2 

TCF7 <0.001  -0.794  0.067  0.516  <0.001  14_CD8.Teff2 

FLNA <0.001  0.703  0.923  0.771  <0.001  14_CD8.Teff2 

CES1 <0.001  0.880  0.478  0.052  <0.001  14_CD8.Teff2 

PSMB10 <0.001  0.857  0.617  0.193  <0.001  14_CD8.Teff2 

EPSTI1 <0.001  0.862  0.488  0.068  <0.001  14_CD8.Teff2 

CD8A <0.001  0.678  0.923  0.682  <0.001  14_CD8.Teff2 

OASL <0.001  0.760  0.498  0.073  <0.001  14_CD8.Teff2 

DDX3Y <0.001  -0.612  0.000  0.354  <0.001  14_CD8.Teff2 

AC007952.4 <0.001  -0.661  0.005  0.365  <0.001  14_CD8.Teff2 

GAPDH <0.001  0.553  0.995  0.964  <0.001  14_CD8.Teff2 

BST2 <0.001  0.745  0.794  0.521  <0.001  14_CD8.Teff2 

STAT1 <0.001  0.851  0.656  0.240  <0.001  14_CD8.Teff2 

EMP3 <0.001  0.501  0.971  0.906  <0.001  14_CD8.Teff2 

CMC1 <0.001  -0.998  0.077  0.474  <0.001  14_CD8.Teff2 

RGS1 <0.001  1.053  0.402  0.036  <0.001  14_CD8.Teff2 

IFIT3 <0.001  0.711  0.368  0.016  <0.001  14_CD8.Teff2 

KLRB1 <0.001  -1.271  0.033  0.380  <0.001  14_CD8.Teff2 

RBM38 <0.001  0.803  0.565  0.188  <0.001  14_CD8.Teff2 



GBP1 <0.001  0.924  0.598  0.245  <0.001  14_CD8.Teff2 

PSMB9 <0.001  0.571  0.943  0.854  <0.001  14_CD8.Teff2 

IFI44L <0.001  0.916  0.392  0.036  <0.001  14_CD8.Teff2 

A2M-AS1 <0.001  -0.658  0.067  0.432  <0.001  14_CD8.Teff2 

AC004687.1 <0.001  -0.690  0.201  0.625  <0.001  14_CD8.Teff2 

CHST12 <0.001  0.629  0.794  0.495  <0.001  14_CD8.Teff2 

UBB <0.001  0.501  0.952  0.901  <0.001  14_CD8.Teff2 

TAGLN2 <0.001  0.661  0.861  0.635  <0.001  14_CD8.Teff2 

GTF3C1 <0.001  0.753  0.531  0.156  <0.001  14_CD8.Teff2 

INTS6 <0.001  -0.684  0.144  0.547  <0.001  14_CD8.Teff2 

IRF1 <0.001  0.701  0.842  0.750  <0.001  14_CD8.Teff2 

ITGB1 <0.001  0.652  0.804  0.573  <0.001  14_CD8.Teff2 

LAG3 <0.001  0.706  0.579  0.214  <0.001  14_CD8.Teff2 

SERTAD3 <0.001  0.716  0.349  0.031  <0.001  14_CD8.Teff2 

CTLA4 <0.001  0.601  0.297  0.005  <0.001  14_CD8.Teff2 

CD63 <0.001  0.562  0.885  0.745  <0.001  14_CD8.Teff2 

CEMIP2 <0.001  0.747  0.459  0.125  <0.001  14_CD8.Teff2 

OAS1 <0.001  0.605  0.364  0.052  <0.001  14_CD8.Teff2 

ASCL2 <0.001  0.666  0.526  0.172  <0.001  14_CD8.Teff2 

IRF7 <0.001  0.678  0.459  0.141  <0.001  14_CD8.Teff2 

HLA-DRA <0.001  0.997  0.598  0.318  <0.001  14_CD8.Teff2 

TAP1 <0.001  0.639  0.713  0.484  <0.001  14_CD8.Teff2 

CCDC12 <0.001  0.606  0.684  0.427  <0.001  14_CD8.Teff2 

ACAP1 <0.001  -0.559  0.555  0.870  <0.001  14_CD8.Teff2 

MIF <0.001  0.615  0.617  0.349  <0.001  14_CD8.Teff2 

HLA-DQB1 <0.001  0.692  0.378  0.083  <0.001  14_CD8.Teff2 

GIMAP1 <0.001  -0.582  0.297  0.635  <0.001  14_CD8.Teff2 

SSBP4 <0.001  0.532  0.742  0.495  <0.001  14_CD8.Teff2 

SP110 <0.001  0.562  0.665  0.359  <0.001  14_CD8.Teff2 

ANXA5 <0.001  0.597  0.622  0.354  <0.001  14_CD8.Teff2 

TLE4 <0.001  -0.583  0.172  0.526  <0.001  14_CD8.Teff2 

IER5 <0.001  -0.669  0.177  0.510  <0.001  14_CD8.Teff2 

BPGM <0.001  0.523  0.321  0.042  <0.001  14_CD8.Teff2 

IL2RG <0.001  0.518  0.842  0.714  <0.001  14_CD8.Teff2 

GABPB1-AS1 <0.001  -0.572  0.153  0.464  <0.001  14_CD8.Teff2 

ITGB7 <0.001  0.548  0.689  0.453  <0.001  14_CD8.Teff2 



ZNF683 <0.001  0.637  0.455  0.151  <0.001  14_CD8.Teff2 

ILF3-DT <0.001  -0.551  0.239  0.562  <0.001  14_CD8.Teff2 

TSPAN2 <0.001  0.504  0.282  0.042  <0.001  14_CD8.Teff2 

DYNLT1 <0.001  0.566  0.498  0.234  <0.001  14_CD8.Teff2 

ARHGAP10 <0.001  0.520  0.316  0.062  <0.001  14_CD8.Teff2 

PARP9 <0.001  0.578  0.402  0.125  <0.001  14_CD8.Teff2 

TRDC <0.001  -1.376  0.010  0.208  <0.001  14_CD8.Teff2 

ATM <0.001  -0.522  0.411  0.724  <0.001  14_CD8.Teff2 

SLC38A2 <0.001  -0.515  0.134  0.422  <0.001  14_CD8.Teff2 

TYROBP <0.001  1.069  0.478  0.234  <0.001  14_CD8.Teff2 

GNG5 <0.001  0.510  0.708  0.552  <0.001  14_CD8.Teff2 

TECR <0.001  0.559  0.641  0.417  <0.001  14_CD8.Teff2 

CD7 <0.001  -0.503  0.392  0.703  <0.001  14_CD8.Teff2 

ARID5B <0.001  0.599  0.464  0.208  <0.001  14_CD8.Teff2 

TRGC2 <0.001  -0.640  0.469  0.750  <0.001  14_CD8.Teff2 

KLRC1 <0.001  -0.629  0.014  0.198  <0.001  14_CD8.Teff2 

CEBPB <0.001  0.544  0.589  0.401  <0.001  14_CD8.Teff2 

IFI35 <0.001  0.508  0.459  0.229  <0.001  14_CD8.Teff2 

EIF2AK2 <0.001  0.600  0.464  0.219  <0.001  14_CD8.Teff2 

TRBC2 <0.001  0.622  0.799  0.781  <0.001  14_CD8.Teff2 

SERPINB1 <0.001  0.581  0.617  0.448  <0.001  14_CD8.Teff2 

KLRF1 <0.001  -0.503  0.072  0.297  <0.001  14_CD8.Teff2 

TRGC1 <0.001  0.536  0.579  0.292  <0.001  14_CD8.Teff2 

IER2 <0.001  -0.567  0.770  0.906  <0.001  14_CD8.Teff2 

TRBC1 <0.001  0.536  0.847  0.599  <0.001  14_CD8.Teff2 

MX1 <0.001  0.551  0.407  0.177  0.001  14_CD8.Teff2 

BTG2 <0.001  -0.535  0.378  0.620  0.006  14_CD8.Teff2 

PTGDS <0.001  0.615  0.306  0.115  0.012  14_CD8.Teff2 

GBP5 <0.001  0.512  0.526  0.344  0.019  14_CD8.Teff2 

SAT1 <0.001  -0.510  0.579  0.729  1.000  14_CD8.Teff2 

 



Table SXIII. Differentially expressed genes between the X-SCID patient and healthy cells in 
T cells. 
 
Gene p_val avg_logFC pct.1 pct.2 p_val_adj 
CCL4 <0.001  3.036  0.928  0.062  <0.001  
FGFBP2 <0.001  2.818  0.908  0.049  <0.001  
GZMH <0.001  2.756  0.950  0.058  <0.001  
NKG7 <0.001  2.711  0.983  0.317  <0.001  
IFITM1 <0.001  2.436  0.972  0.160  <0.001  
GZMB <0.001  2.086  0.675  0.041  <0.001  
HBA1 <0.001  2.074  0.571  0.001  <0.001  
HBA2 <0.001  2.005  0.601  0.000  <0.001  
IFI27 <0.001  1.988  0.387  0.007  <0.001  
CST7 <0.001  1.983  0.980  0.288  <0.001  
PRF1 <0.001  1.960  0.923  0.242  <0.001  
CCL5 <0.001  1.931  0.989  0.386  <0.001  
RGS1 <0.001  1.928  0.731  0.081  <0.001  
HBB <0.001  1.801  0.799  0.006  <0.001  
HLA-DPB1 <0.001  1.775  0.921  0.238  <0.001  
HLA-DRB1 <0.001  1.764  0.854  0.127  <0.001  
HLA-DPA1 <0.001  1.759  0.904  0.236  <0.001  
CD74 <0.001  1.712  0.917  0.568  <0.001  
CCL4L2 <0.001  1.684  0.318  0.000  <0.001  
HLA-DRA <0.001  1.672  0.701  0.262  <0.001  
GZMA <0.001  1.651  0.974  0.349  <0.001  
CXCR4 <0.001  1.612  0.927  0.594  <0.001  
XIST <0.001  1.591  0.734  0.000  <0.001  
LGALS1 <0.001  1.544  0.755  0.251  <0.001  
HLA-DQA2 <0.001  1.513  0.680  0.021  <0.001  
SRGN <0.001  1.503  0.980  0.686  <0.001  
LY6E <0.001  1.469  0.957  0.675  <0.001  
LAIR2 <0.001  1.426  0.627  0.026  <0.001  
TNFAIP3 <0.001  1.407  0.829  0.313  <0.001  
SH3BGRL3 <0.001  1.388  0.996  0.955  <0.001  
FCGR3A <0.001  1.374  0.564  0.044  <0.001  
TSC22D3 <0.001  1.361  0.960  0.764  <0.001  
CTSW <0.001  1.355  0.928  0.476  <0.001  
DDIT4 <0.001  1.343  0.769  0.278  <0.001  
PRSS23 <0.001  1.325  0.595  0.013  <0.001  
HLA-C <0.001  1.324  0.996  0.995  <0.001  
KLRD1 <0.001  1.322  0.537  0.125  <0.001  
IFI6 <0.001  1.274  0.723  0.262  <0.001  
ZEB2 <0.001  1.273  0.673  0.089  <0.001  



ZFP36 <0.001  1.262  0.872  0.615  <0.001  
EFHD2 <0.001  1.258  0.821  0.312  <0.001  
RARRES3 <0.001  1.211  0.951  0.718  <0.001  
PFN1 <0.001  1.200  0.997  0.963  <0.001  
IFI44L <0.001  1.189  0.540  0.059  <0.001  
ISG15 <0.001  1.184  0.784  0.418  <0.001  
SPON2 <0.001  1.151  0.517  0.073  <0.001  
PSMB9 <0.001  1.150  0.941  0.716  <0.001  
METRNL <0.001  1.149  0.571  0.039  <0.001  
TYMP <0.001  1.139  0.670  0.213  <0.001  
IFITM2 <0.001  1.126  0.917  0.672  <0.001  
PSME2 <0.001  1.122  0.915  0.645  <0.001  
ARL4C <0.001  1.110  0.959  0.798  <0.001  
C12orf75 <0.001  1.108  0.761  0.303  <0.001  
CRIP1 <0.001  1.090  0.708  0.278  <0.001  
CLIC3 <0.001  1.083  0.465  0.084  <0.001  
HLA-B <0.001  1.082  0.996  0.999  <0.001  
IL32 <0.001  1.078  0.994  0.929  <0.001  
CD81 <0.001  1.058  0.911  0.597  <0.001  
UBE2L6 <0.001  1.045  0.731  0.320  <0.001  
XAF1 <0.001  1.006  0.629  0.213  <0.001  
CHST12 <0.001  1.004  0.703  0.272  <0.001  
ADGRG1 <0.001  0.997  0.488  0.032  <0.001  
PLEK <0.001  0.996  0.659  0.172  <0.001  
CLIC1 <0.001  0.989  0.951  0.682  <0.001  
FLNA <0.001  0.975  0.825  0.556  <0.001  
IRF9 <0.001  0.972  0.594  0.196  <0.001  
FCRL6 <0.001  0.969  0.497  0.027  <0.001  
PSMB10 <0.001  0.969  0.595  0.173  <0.001  
CTSC <0.001  0.955  0.775  0.405  <0.001  
IRF1 <0.001  0.934  0.841  0.653  <0.001  
CEMIP2 <0.001  0.932  0.552  0.167  <0.001  
LITAF <0.001  0.923  0.839  0.616  <0.001  
PSME1 <0.001  0.920  0.966  0.861  <0.001  
TAP1 <0.001  0.917  0.723  0.406  <0.001  
STAT1 <0.001  0.914  0.705  0.338  <0.001  
BST2 <0.001  0.907  0.764  0.467  <0.001  
CX3CR1 <0.001  0.905  0.432  0.029  <0.001  
EMP3 <0.001  0.903  0.952  0.836  <0.001  
HLA-DQB1 <0.001  0.899  0.425  0.060  <0.001  
LAG3 <0.001  0.895  0.452  0.081  <0.001  
CD2 <0.001  0.894  0.908  0.718  <0.001  
GAPDH <0.001  0.890  0.983  0.930  <0.001  



EPSTI1 <0.001  0.889  0.466  0.076  <0.001  
APOBEC3G <0.001  0.886  0.724  0.356  <0.001  
CYBA <0.001  0.878  0.978  0.916  <0.001  
CD99 <0.001  0.874  0.931  0.763  <0.001  
CLEC2B <0.001  0.870  0.733  0.457  <0.001  
S100A4 <0.001  0.861  0.993  0.877  <0.001  
HLA-A <0.001  0.854  0.995  0.996  <0.001  
IL2RG <0.001  0.843  0.857  0.648  <0.001  
CD63 <0.001  0.823  0.720  0.419  <0.001  
HLA-E <0.001  0.803  0.994  0.991  <0.001  
RNF213 <0.001  0.798  0.883  0.716  <0.001  
OASL <0.001  0.798  0.393  0.028  <0.001  
CD3D <0.001  0.790  0.980  0.954  <0.001  
ABHD17A <0.001  0.789  0.822  0.629  <0.001  
ARHGDIB <0.001  0.788  0.977  0.938  <0.001  
UBB <0.001  0.782  0.956  0.878  <0.001  
HCST <0.001  0.754  0.963  0.874  <0.001  
PSMB8 <0.001  0.754  0.810  0.619  <0.001  
RAP1B <0.001  0.752  0.892  0.782  <0.001  
DBI <0.001  0.750  0.766  0.570  <0.001  
SUB1 <0.001  0.742  0.921  0.826  <0.001  
MYL12B <0.001  0.740  0.961  0.924  <0.001  
GZMM <0.001  0.721  0.841  0.617  <0.001  
CD53 <0.001  0.711  0.833  0.682  <0.001  
ITGB2 <0.001  0.708  0.902  0.796  <0.001  
B2M <0.001  0.707  1.000  1.000  <0.001  
LSP1 <0.001  0.704  0.835  0.688  <0.001  
MYL6 <0.001  0.703  0.983  0.957  <0.001  
CFL1 <0.001  0.701  0.986  0.970  <0.001  
ARPC2 <0.001  0.700  0.966  0.923  <0.001  
ACTB <0.001  0.694  0.999  0.998  <0.001  
HSP90AA1 <0.001  0.684  0.975  0.945  <0.001  
ARPC3 <0.001  0.673  0.949  0.907  <0.001  
CALM1 <0.001  0.673  0.985  0.978  <0.001  
CHCHD2 <0.001  0.634  0.924  0.857  <0.001  
S100A6 <0.001  0.584  0.976  0.942  <0.001  
CORO1A <0.001  0.579  0.963  0.954  <0.001  
SRP14 <0.001  0.567  0.950  0.928  <0.001  
BTG1 <0.001  0.562  0.988  0.986  <0.001  
MYL12A <0.001  0.536  0.991  0.986  <0.001  
SERF2 <0.001  0.494  0.983  0.979  <0.001  
H3F3A <0.001  0.471  0.978  0.971  <0.001  
UBC <0.001  0.468  0.972  0.983  <0.001  



TMSB4X <0.001  0.295  0.999  1.000  <0.001  
RACK1 <0.001  -0.479  0.983  0.997  <0.001  
TOMM7 <0.001  -0.572  0.882  0.984  <0.001  
DDX3Y <0.001  -0.593  0.002  0.388  <0.001  
MYC <0.001  -0.643  0.009  0.392  <0.001  
EEF1A1 <0.001  -0.693  1.000  0.999  <0.001  
LEF1 <0.001  -0.696  0.017  0.409  <0.001  
MAL <0.001  -0.699  0.004  0.404  <0.001  
TRABD2A <0.001  -0.704  0.018  0.428  <0.001  
LYZ <0.001  -0.714  0.094  0.596  <0.001  
LDHB <0.001  -0.715  0.694  0.936  <0.001  
AQP3 <0.001  -0.730  0.052  0.505  <0.001  
CCR7 <0.001  -0.744  0.003  0.402  <0.001  
EEF1B2 <0.001  -0.758  0.924  0.991  <0.001  
TPT1 <0.001  -0.807  0.998  0.999  <0.001  
RCAN3 <0.001  -0.860  0.026  0.581  <0.001  
SELL <0.001  -0.879  0.081  0.561  <0.001  
CD27 <0.001  -0.894  0.061  0.701  <0.001  
PABPC1 <0.001  -0.898  0.690  0.975  <0.001  
MTRNR2L12 <0.001  -0.908  0.003  0.579  <0.001  
NOSIP <0.001  -0.915  0.307  0.804  <0.001  
TCF7 <0.001  -1.236  0.087  0.796  <0.001  
IL7R <0.001  -1.322  0.290  0.892  <0.001  
FOS <0.001  -1.735  0.213  0.933  <0.001  
FOSB <0.001  -1.982  0.150  0.940  <0.001  
LTB <0.001  -2.104  0.103  0.941  <0.001  
GBP1 <0.001  0.955  0.581  0.235  <0.001  
RAC2 <0.001  0.587  0.924  0.872  <0.001  
PPIA <0.001  0.588  0.931  0.893  <0.001  
ARPC4 <0.001  0.717  0.783  0.593  <0.001  
SNHG25 <0.001  -0.539  0.017  0.390  <0.001  
AC007952.4 <0.001  -0.634  0.018  0.390  <0.001  
CD52 <0.001  0.488  0.980  0.989  <0.001  
SLC9A3R1 <0.001  0.764  0.712  0.446  <0.001  
ITGB1 <0.001  0.778  0.771  0.438  <0.001  
TMSB10 <0.001  0.345  0.999  1.000  <0.001  
GABPB1-AS1 <0.001  -0.697  0.141  0.584  <0.001  
UBA52 <0.001  -0.310  0.991  0.997  <0.001  
PPIB <0.001  0.645  0.845  0.710  <0.001  
SERINC5 <0.001  -0.597  0.030  0.399  <0.001  
S100A11 <0.001  0.722  0.835  0.630  <0.001  
CD3G <0.001  0.578  0.927  0.886  <0.001  
EGR1 <0.001  -0.629  0.005  0.343  <0.001  



ITGB7 <0.001  0.771  0.628  0.331  <0.001  
OAZ1 <0.001  0.476  0.960  0.944  <0.001  
CALR <0.001  0.770  0.824  0.697  <0.001  
GUK1 <0.001  0.631  0.833  0.704  <0.001  
PPP2R5C <0.001  0.662  0.866  0.744  <0.001  
EIF3E <0.001  -0.556  0.670  0.933  <0.001  
SSBP4 <0.001  0.743  0.662  0.383  <0.001  
HLA-DQA1 <0.001  0.714  0.340  0.031  <0.001  
TMEM123 <0.001  -0.595  0.269  0.737  <0.001  
ARPC1B <0.001  0.630  0.862  0.756  <0.001  
RUNX3 <0.001  0.790  0.641  0.353  <0.001  
DUSP2 <0.001  1.004  0.704  0.417  <0.001  
TXK <0.001  -0.507  0.011  0.341  <0.001  
PSMA7 <0.001  0.603  0.836  0.732  <0.001  
KLRB1 <0.001  -1.653  0.078  0.436  <0.001  
TTC38 <0.001  0.705  0.341  0.038  <0.001  
FTH1 <0.001  0.456  0.989  0.990  <0.001  
CES1 <0.001  0.727  0.298  0.016  <0.001  
PATL2 <0.001  0.786  0.429  0.105  <0.001  
ACTG1 <0.001  0.513  0.991  0.990  <0.001  
PRKCA <0.001  -0.468  0.009  0.323  <0.001  
ZFAS1 <0.001  -0.564  0.445  0.841  <0.001  
FTL <0.001  0.433  0.988  0.984  <0.001  
VAMP2 <0.001  0.569  0.868  0.798  <0.001  
IER2 <0.001  -0.655  0.762  0.955  <0.001  
C1orf162 <0.001  -0.529  0.029  0.355  <0.001  
C6orf48 <0.001  -0.535  0.171  0.593  <0.001  
TRBC1 <0.001  1.018  0.827  0.601  <0.001  
EIF1AY <0.001  -0.429  0.007  0.305  <0.001  
SLC38A2 <0.001  -0.585  0.138  0.538  <0.001  
PPP1CA <0.001  0.599  0.796  0.666  <0.001  
FOXP1 <0.001  -0.612  0.291  0.712  <0.001  
SERTAD3 <0.001  0.664  0.314  0.037  <0.001  
CYTOR <0.001  0.695  0.497  0.170  <0.001  
MYO1F <0.001  0.644  0.719  0.446  <0.001  
DGKA <0.001  -0.513  0.066  0.419  <0.001  
HLA-F <0.001  0.600  0.822  0.715  <0.001  
PASK <0.001  -0.578  0.015  0.314  <0.001  
ANXA1 <0.001  0.617  0.877  0.705  <0.001  
ABI3 <0.001  0.702  0.427  0.124  <0.001  
ID2 <0.001  0.866  0.672  0.410  <0.001  
TMEM204 <0.001  -0.433  0.024  0.335  <0.001  
C1orf21 <0.001  0.587  0.304  0.033  <0.001  



ZNF683 <0.001  0.691  0.274  0.018  <0.001  
NACA <0.001  -0.291  0.990  0.995  <0.001  
CCDC12 <0.001  0.680  0.594  0.347  <0.001  
S1PR5 <0.001  0.650  0.340  0.057  <0.001  
KIF19 <0.001  0.583  0.259  0.012  <0.001  
PPP1R18 <0.001  0.677  0.670  0.455  <0.001  
THEM4 <0.001  -0.450  0.029  0.338  <0.001  
EEF2 <0.001  -0.406  0.833  0.971  <0.001  
JUND <0.001  0.527  0.969  0.970  <0.001  
IDH2 <0.001  0.699  0.512  0.236  <0.001  
YWHAQ <0.001  0.640  0.720  0.549  <0.001  
ATM <0.001  -0.548  0.349  0.773  <0.001  
SATB1 <0.001  -0.508  0.095  0.455  <0.001  
TLE4 <0.001  -0.544  0.160  0.557  <0.001  
BEX2 <0.001  -0.411  0.013  0.297  <0.001  
TESPA1 <0.001  -0.459  0.051  0.376  <0.001  
CD3E <0.001  0.432  0.947  0.953  <0.001  
ILF3-DT <0.001  -0.569  0.210  0.613  <0.001  
TRGC2 <0.001  0.688  0.588  0.246  <0.001  
TGFB1 <0.001  0.618  0.763  0.615  <0.001  
TAGLN2 <0.001  0.665  0.739  0.572  <0.001  
TENT5C <0.001  0.647  0.358  0.078  <0.001  
ISG20 <0.001  0.642  0.789  0.693  <0.001  
FGR <0.001  0.623  0.339  0.064  <0.001  
ADGRE5 <0.001  0.717  0.605  0.360  <0.001  
MYOM2 <0.001  0.969  0.241  0.010  <0.001  
CD8B <0.001  1.100  0.509  0.218  <0.001  
NELL2 <0.001  -0.454  0.002  0.259  <0.001  
CD8A <0.001  1.152  0.537  0.276  <0.001  
FAM102A <0.001  -0.439  0.067  0.395  <0.001  
LDLRAP1 <0.001  -0.448  0.057  0.376  <0.001  
S100A10 <0.001  0.511  0.909  0.849  <0.001  
CD28 <0.001  -0.408  0.013  0.282  <0.001  
MATK <0.001  0.645  0.483  0.179  <0.001  
GIMAP1 <0.001  -0.494  0.295  0.709  <0.001  
TMEM50A <0.001  0.604  0.666  0.495  <0.001  
CD38 <0.001  0.602  0.254  0.021  <0.001  
COX7C <0.001  -0.379  0.837  0.972  <0.001  
SYTL3 <0.001  0.649  0.395  0.120  <0.001  
PSMB3 <0.001  0.583  0.680  0.522  <0.001  
NPM1 <0.001  -0.377  0.895  0.973  <0.001  
EIF4B <0.001  -0.466  0.424  0.815  <0.001  
NR4A1 <0.001  -0.436  0.004  0.252  <0.001  



GNG5 <0.001  0.598  0.659  0.478  <0.001  
GPR183 <0.001  -0.470  0.042  0.332  <0.001  
INTS6 <0.001  -0.572  0.204  0.586  <0.001  
JAML <0.001  -0.426  0.035  0.320  <0.001  
CIB1 <0.001  0.576  0.762  0.664  <0.001  
ATP6V0E1 <0.001  0.502  0.802  0.752  <0.001  
ACTN1 <0.001  -0.406  0.004  0.247  <0.001  
IFIT3 <0.001  0.598  0.247  0.022  <0.001  
GBP5 <0.001  0.709  0.547  0.278  <0.001  
ARL6IP5 <0.001  0.537  0.795  0.729  <0.001  
IL6R <0.001  -0.375  0.003  0.236  <0.001  
SUMO2 <0.001  0.434  0.889  0.875  <0.001  
CARD16 <0.001  0.656  0.580  0.364  <0.001  
CORO1B <0.001  -0.479  0.106  0.434  <0.001  
NOP53 <0.001  -0.386  0.755  0.959  <0.001  
ATP1B3 <0.001  0.670  0.469  0.220  <0.001  
PDIA3 <0.001  0.573  0.723  0.604  <0.001  
GNLY <0.001  1.634  0.431  0.154  <0.001  
IFI35 <0.001  0.632  0.423  0.168  <0.001  
CTLA4 <0.001  0.602  0.274  0.042  <0.001  
GNAI2 <0.001  0.485  0.834  0.782  <0.001  
CEBPB <0.001  0.730  0.554  0.343  <0.001  
KRTCAP2 <0.001  0.611  0.571  0.361  <0.001  
RHOA <0.001  0.498  0.809  0.749  <0.001  
CD247 <0.001  0.529  0.792  0.703  <0.001  
SORL1 <0.001  -0.456  0.172  0.536  <0.001  
BRK1 <0.001  0.527  0.719  0.623  <0.001  
OAS1 <0.001  0.561  0.303  0.063  <0.001  
SNRPB <0.001  0.538  0.707  0.593  <0.001  
SARAF <0.001  -0.383  0.793  0.957  <0.001  
HMGB1 <0.001  0.412  0.934  0.935  <0.001  
TSTD1 <0.001  -0.420  0.227  0.613  <0.001  
CSKMT <0.001  -0.416  0.029  0.282  <0.001  
BHLHE40 <0.001  0.612  0.333  0.090  <0.001  
SH3YL1 <0.001  -0.355  0.035  0.298  <0.001  
SPINT2 <0.001  -0.318  0.002  0.220  <0.001  
HNRNPDL <0.001  0.470  0.852  0.825  <0.001  
POMP <0.001  0.565  0.639  0.489  <0.001  
SLAMF7 <0.001  0.520  0.294  0.059  <0.001  
PARP9 <0.001  0.635  0.378  0.130  <0.001  
OXNAD1 <0.001  -0.397  0.090  0.398  <0.001  
TMEM63A <0.001  -0.392  0.075  0.372  <0.001  
JPT1 <0.001  0.603  0.537  0.320  <0.001  



APMAP <0.001  0.586  0.489  0.245  <0.001  
TXN <0.001  0.565  0.621  0.437  <0.001  
COX8A <0.001  0.517  0.733  0.647  <0.001  
ASCL2 <0.001  0.519  0.228  0.025  <0.001  
BCL11B <0.001  -0.463  0.295  0.664  <0.001  
GIMAP7 <0.001  -0.401  0.625  0.914  <0.001  
MTO1 <0.001  -0.405  0.041  0.291  <0.001  
IRF7 <0.001  0.607  0.381  0.147  <0.001  
ARF5 <0.001  0.586  0.448  0.224  <0.001  
AIF1 <0.001  -0.424  0.028  0.262  <0.001  
SAP18 <0.001  0.468  0.758  0.696  <0.001  
YWHAB <0.001  0.450  0.868  0.838  <0.001  
BCL2 <0.001  -0.418  0.101  0.396  <0.001  
TAP2 <0.001  0.558  0.371  0.135  <0.001  
YME1L1 <0.001  -0.457  0.263  0.622  <0.001  
DEFA3 <0.001  0.619  0.163  0.000  <0.001  
CYCS <0.001  0.498  0.700  0.570  <0.001  
FHIT <0.001  -0.369  0.002  0.201  <0.001  
PRR13 <0.001  0.531  0.698  0.606  <0.001  
TUBA4A <0.001  0.604  0.655  0.523  <0.001  
FBXO6 <0.001  0.498  0.262  0.052  <0.001  
RETREG1 <0.001  -0.304  0.003  0.198  <0.001  
ITGA6 <0.001  -0.308  0.008  0.211  <0.001  
UTY <0.001  -0.288  0.000  0.192  <0.001  
TTC39C <0.001  -0.400  0.132  0.440  <0.001  
BTG2 <0.001  -0.523  0.357  0.695  <0.001  
HSPA5 <0.001  0.595  0.662  0.525  <0.001  
BSG <0.001  0.558  0.546  0.357  <0.001  
JUN <0.001  -0.371  0.872  0.981  <0.001  
GADD45B <0.001  -0.473  0.238  0.588  <0.001  
SCAND1 <0.001  0.543  0.609  0.470  <0.001  
HEXIM1 <0.001  -0.384  0.063  0.323  <0.001  
SELENOW <0.001  0.531  0.672  0.551  <0.001  
DRAP1 <0.001  0.507  0.693  0.589  <0.001  
PLEKHF1 <0.001  0.568  0.331  0.106  <0.001  
GRAMD1A <0.001  -0.345  0.076  0.348  <0.001  
ATP5MC2 <0.001  0.388  0.893  0.894  <0.001  
HCLS1 <0.001  0.519  0.672  0.558  <0.001  
PBXIP1 <0.001  -0.405  0.189  0.522  <0.001  
RBM38 <0.001  0.616  0.482  0.275  <0.001  
SLFN5 <0.001  -0.411  0.225  0.570  <0.001  
CAMK4 <0.001  -0.374  0.113  0.406  <0.001  
MSN <0.001  0.541  0.705  0.610  <0.001  



GPX4 <0.001  -0.395  0.408  0.770  <0.001  
CALM2 <0.001  0.459  0.783  0.749  <0.001  
GBP4 <0.001  0.619  0.441  0.219  <0.001  
INPP4B <0.001  -0.392  0.097  0.376  <0.001  
ETV7 <0.001  0.392  0.175  0.009  <0.001  
AC013264.1 <0.001  -0.313  0.007  0.200  <0.001  
DOK2 <0.001  0.561  0.587  0.392  <0.001  
TNFRSF25 <0.001  -0.360  0.107  0.396  <0.001  
TPI1 <0.001  0.493  0.705  0.604  <0.001  
MAP3K8 <0.001  0.515  0.243  0.045  <0.001  
RAN <0.001  0.438  0.774  0.719  <0.001  
MYO1G <0.001  0.564  0.598  0.430  <0.001  
HINT1 <0.001  -0.333  0.794  0.955  <0.001  
TESC <0.001  0.432  0.223  0.035  <0.001  
GSTP1 <0.001  0.548  0.610  0.454  <0.001  
SELENOK <0.001  0.522  0.589  0.429  <0.001  
TBX21 <0.001  0.482  0.265  0.060  <0.001  
PTPRC <0.001  0.319  0.962  0.978  <0.001  
ARF1 <0.001  0.464  0.713  0.631  <0.001  
MGST3 <0.001  0.517  0.566  0.396  <0.001  
CASP1 <0.001  0.586  0.518  0.321  <0.001  
ATG2A <0.001  0.606  0.392  0.173  <0.001  
TMBIM6 <0.001  0.434  0.808  0.770  <0.001  
GPR155 <0.001  -0.376  0.040  0.265  <0.001  
EVL <0.001  0.362  0.924  0.931  <0.001  
COX6A1 <0.001  0.452  0.754  0.703  <0.001  
PABPC4 <0.001  -0.330  0.092  0.366  <0.001  
ANXA2 <0.001  0.531  0.614  0.412  <0.001  
PSMB6 <0.001  0.501  0.533  0.363  <0.001  
AC004687.1 <0.001  -0.412  0.133  0.426  <0.001  
STT3B <0.001  -0.346  0.162  0.480  <0.001  
CD70 <0.001  0.450  0.175  0.012  <0.001  
TSPYL2 <0.001  -0.344  0.113  0.395  <0.001  
PSMB2 <0.001  0.531  0.495  0.307  <0.001  
TPST2 <0.001  0.520  0.426  0.203  <0.001  
REEP5 <0.001  0.522  0.555  0.386  <0.001  
CHRM3-AS2 <0.001  -0.296  0.009  0.195  <0.001  
TSHZ2 <0.001  -0.357  0.001  0.176  <0.001  
SEPTIN7 <0.001  0.430  0.824  0.805  <0.001  
TMEM238 <0.001  -0.315  0.081  0.340  <0.001  
BEX4 <0.001  -0.279  0.039  0.262  <0.001  
GNAQ <0.001  -0.286  0.003  0.178  <0.001  
PPP1R10 <0.001  -0.375  0.215  0.549  <0.001  



ACTN4 <0.001  0.545  0.518  0.317  <0.001  
COTL1 <0.001  0.534  0.757  0.668  <0.001  
SUSD3 <0.001  -0.300  0.079  0.335  <0.001  
SCGB3A1 <0.001  -0.284  0.001  0.171  <0.001  
RGS10 <0.001  -0.393  0.324  0.669  <0.001  
PDE7A <0.001  -0.363  0.163  0.467  <0.001  
ABLIM1 <0.001  -0.311  0.064  0.306  <0.001  
TRIR <0.001  0.411  0.831  0.817  <0.001  
PSMB1 <0.001  0.444  0.718  0.674  <0.001  
ATP5MC3 <0.001  0.445  0.708  0.641  <0.001  
IGKC <0.001  -0.293  0.012  0.197  <0.001  
LST1 <0.001  -0.320  0.025  0.225  <0.001  
NDUFB10 <0.001  0.466  0.642  0.535  <0.001  
SLC7A6 <0.001  -0.283  0.028  0.234  <0.001  
NEAT1 <0.001  0.411  0.939  0.910  <0.001  
BTN3A2 <0.001  0.506  0.662  0.540  <0.001  
HLA-DMA <0.001  0.555  0.317  0.112  <0.001  
NDFIP1 <0.001  -0.360  0.292  0.644  <0.001  
PTPN7 <0.001  0.589  0.540  0.353  <0.001  
DYNLT1 <0.001  0.545  0.447  0.250  <0.001  
BATF <0.001  0.527  0.376  0.165  <0.001  
BEX3 <0.001  -0.262  0.008  0.185  <0.001  
MX1 <0.001  0.590  0.386  0.178  <0.001  
CYTIP <0.001  0.526  0.661  0.568  <0.001  
MIEN1 <0.001  0.541  0.436  0.241  <0.001  
HOPX <0.001  0.550  0.562  0.312  <0.001  
SSBP3 <0.001  0.563  0.392  0.185  <0.001  
CD7 <0.001  -0.358  0.355  0.706  <0.001  
IER5 <0.001  -0.405  0.166  0.463  <0.001  
BPGM <0.001  0.491  0.270  0.075  <0.001  
ANXA6 <0.001  0.479  0.675  0.578  <0.001  
LCK <0.001  0.387  0.844  0.847  <0.001  
AC114760.2 <0.001  -0.340  0.113  0.386  <0.001  
DYNLL1 <0.001  0.583  0.625  0.517  <0.001  
SAMD9L <0.001  0.542  0.372  0.162  <0.001  
TNFSF9 <0.001  0.369  0.147  0.005  <0.001  
SP110 <0.001  0.536  0.593  0.450  <0.001  
RAB5IF <0.001  0.537  0.458  0.272  <0.001  
NABP1 <0.001  -0.333  0.068  0.304  <0.001  
PFDN5 <0.001  -0.251  0.942  0.989  <0.001  
XCL2 <0.001  0.706  0.185  0.023  <0.001  
SRSF8 <0.001  -0.310  0.129  0.415  <0.001  
LINC02384 <0.001  0.346  0.147  0.005  <0.001  



UQCRB <0.001  -0.295  0.865  0.968  <0.001  
CITED2 <0.001  -0.366  0.133  0.413  <0.001  
SDR42E2 <0.001  -0.287  0.017  0.202  <0.001  
STOM <0.001  0.529  0.427  0.222  <0.001  
ARMH1 <0.001  -0.311  0.021  0.210  <0.001  
GSTK1 <0.001  0.428  0.802  0.757  <0.001  
PSMD8 <0.001  0.466  0.608  0.490  <0.001  
TMEM59 <0.001  0.456  0.691  0.623  <0.001  
MIAT <0.001  0.528  0.378  0.162  <0.001  
ARPC5L <0.001  0.493  0.556  0.393  <0.001  
CD320 <0.001  0.602  0.391  0.198  <0.001  
PAG1 <0.001  -0.354  0.172  0.470  <0.001  
MAP3K1 <0.001  -0.295  0.047  0.260  <0.001  
PTMS <0.001  0.524  0.213  0.040  <0.001  
ARRDC3 <0.001  -0.307  0.056  0.277  <0.001  
MAML2 <0.001  -0.297  0.049  0.263  <0.001  
SOCS3 <0.001  -0.296  0.052  0.269  <0.001  
PRTN3 <0.001  0.339  0.127  0.000  <0.001  
PATJ <0.001  -0.257  0.009  0.177  <0.001  
HIST1H2BG <0.001  -0.324  0.015  0.188  <0.001  
ADAM8 <0.001  0.520  0.381  0.183  <0.001  
RABAC1 <0.001  0.477  0.637  0.540  <0.001  
CDC42 <0.001  0.381  0.861  0.853  <0.001  
MRPL10 <0.001  0.508  0.340  0.146  <0.001  
ADAR <0.001  0.516  0.571  0.437  <0.001  
EIF3L <0.001  -0.340  0.489  0.806  <0.001  
LINC01550 <0.001  -0.275  0.029  0.217  <0.001  
CAP1 <0.001  0.449  0.740  0.701  <0.001  
SPCS2 <0.001  0.435  0.660  0.584  <0.001  
MIR4435-2HG <0.001  0.409  0.250  0.065  <0.001  
AOAH <0.001  0.419  0.207  0.040  <0.001  
PLP2 <0.001  -0.329  0.173  0.460  <0.001  
NEDD8 <0.001  0.415  0.714  0.684  <0.001  
MXD4 <0.001  0.541  0.444  0.261  <0.001  
WDR83OS <0.001  0.460  0.605  0.497  <0.001  
ETS1 <0.001  -0.364  0.433  0.754  <0.001  
RAB5C <0.001  0.478  0.512  0.365  <0.001  
MEPCE <0.001  -0.267  0.038  0.232  <0.001  
TBCB <0.001  0.487  0.534  0.388  <0.001  
MIF <0.001  0.514  0.511  0.365  <0.001  
ZFP36L1 <0.001  -0.341  0.259  0.573  <0.001  
CD44 <0.001  -0.330  0.456  0.788  <0.001  
COX5A <0.001  0.446  0.591  0.481  <0.001  



HIGD2A <0.001  0.473  0.668  0.596  <0.001  
NAPA <0.001  0.497  0.385  0.201  <0.001  
VPS37B <0.001  0.491  0.313  0.124  <0.001  
HELB <0.001  -0.287  0.070  0.289  <0.001  
RSL1D1 <0.001  -0.330  0.263  0.586  <0.001  
BAX <0.001  0.567  0.543  0.412  <0.001  
DCTN3 <0.001  0.470  0.508  0.368  <0.001  
CYLD <0.001  -0.355  0.288  0.605  <0.001  
ZBP1 <0.001  0.461  0.290  0.104  <0.001  
PHACTR2 <0.001  -0.363  0.099  0.330  <0.001  
MBNL1 <0.001  -0.333  0.429  0.763  <0.001  
UBE2L3 <0.001  0.460  0.584  0.485  <0.001  
AC245014.3 <0.001  -0.296  0.033  0.215  <0.001  
RIC3 <0.001  -0.266  0.030  0.212  <0.001  
GNB2 <0.001  0.486  0.542  0.411  <0.001  
DAZAP2 <0.001  0.437  0.692  0.638  <0.001  
NCK2 <0.001  -0.309  0.212  0.520  <0.001  
ARHGAP10 <0.001  0.451  0.230  0.061  <0.001  
AC103702.2 <0.001  0.289  0.123  0.003  <0.001  
SH2D2A <0.001  0.496  0.346  0.160  <0.001  
MDFIC <0.001  -0.285  0.097  0.335  <0.001  
SVIP <0.001  -0.285  0.132  0.394  <0.001  
DUSP5 <0.001  0.442  0.201  0.042  <0.001  
PDCD1 <0.001  0.382  0.175  0.027  <0.001  
ERAP2 <0.001  -0.273  0.110  0.356  <0.001  
CCND3 <0.001  0.424  0.741  0.696  <0.001  
SAMSN1 <0.001  0.516  0.379  0.198  <0.001  
SESN3 <0.001  -0.259  0.010  0.161  <0.001  
CDC14A <0.001  -0.298  0.129  0.384  <0.001  
SRSF9 <0.001  0.437  0.653  0.589  <0.001  
HAVCR2 <0.001  0.340  0.147  0.014  <0.001  
TNFRSF1B <0.001  0.498  0.428  0.245  <0.001  
TRBC2 <0.001  0.879  0.767  0.821  <0.001  
HIVEP2 <0.001  -0.254  0.028  0.200  <0.001  
SNHG8 <0.001  -0.338  0.404  0.725  <0.001  
SUPT4H1 <0.001  0.491  0.453  0.288  <0.001  
TRAPPC1 <0.001  0.429  0.640  0.557  <0.001  
EDF1 <0.001  0.341  0.825  0.840  <0.001  
CD300A <0.001  0.494  0.333  0.148  <0.001  
IFNG <0.001  0.478  0.174  0.028  <0.001  
GNG2 <0.001  0.493  0.443  0.275  <0.001  
CHMP7 <0.001  -0.262  0.068  0.276  <0.001  
NCF1 <0.001  -0.255  0.056  0.254  <0.001  



JMJD6 <0.001  0.476  0.306  0.130  <0.001  
PYCARD <0.001  0.500  0.455  0.296  <0.001  
HNRNPA3 <0.001  0.399  0.768  0.741  <0.001  
SNHG9 <0.001  -0.300  0.092  0.314  <0.001  
KCNQ1OT1 <0.001  -0.251  0.036  0.214  <0.001  
DBP <0.001  -0.253  0.065  0.269  <0.001  
CHST11 <0.001  0.455  0.316  0.139  <0.001  
IQGAP2 <0.001  0.511  0.480  0.326  <0.001  
CDK2AP2 <0.001  0.512  0.470  0.312  <0.001  
DYNLRB1 <0.001  0.433  0.586  0.487  <0.001  
ARHGDIA <0.001  0.446  0.618  0.539  <0.001  
VAMP8 <0.001  0.412  0.689  0.668  <0.001  
AES <0.001  0.301  0.927  0.952  <0.001  
TMEM179B <0.001  0.471  0.395  0.229  <0.001  
EIF2AK2 <0.001  0.532  0.409  0.240  <0.001  
SPN <0.001  0.501  0.519  0.377  <0.001  
COX5B <0.001  0.372  0.753  0.750  <0.001  
TRMT112 <0.001  0.405  0.682  0.634  <0.001  
TTC3 <0.001  -0.287  0.235  0.527  <0.001  
SHISA5 <0.001  0.487  0.497  0.356  <0.001  
TUBA1B <0.001  0.448  0.693  0.628  <0.001  
F2R <0.001  0.355  0.172  0.032  <0.001  
USP18 <0.001  0.345  0.178  0.036  <0.001  
AL627171.1 <0.001  -0.272  0.047  0.227  <0.001  
AC020916.1 <0.001  0.457  0.207  0.054  <0.001  
WDR74 <0.001  -0.264  0.099  0.322  <0.001  
PDE3B <0.001  -0.264  0.092  0.308  <0.001  
PAXX <0.001  0.437  0.611  0.511  <0.001  
NAP1L1 <0.001  -0.317  0.484  0.779  <0.001  
RCSD1 <0.001  -0.277  0.241  0.541  <0.001  
ACOT7 <0.001  0.338  0.168  0.030  <0.001  
MSC <0.001  0.278  0.124  0.009  <0.001  
PRDM1 <0.001  0.486  0.409  0.224  <0.001  
BIRC3 <0.001  -0.305  0.118  0.346  <0.001  
IL6ST <0.001  -0.261  0.075  0.275  <0.001  
CSK <0.001  0.442  0.577  0.479  <0.001  
SAP30 <0.001  0.390  0.214  0.060  <0.001  
RFLNB <0.001  -0.267  0.117  0.345  <0.001  
ATP8A1 <0.001  0.414  0.250  0.088  <0.001  
RAC1 <0.001  0.424  0.616  0.530  <0.001  
LINC00861 <0.001  -0.316  0.204  0.473  <0.001  
OSTF1 <0.001  0.445  0.567  0.466  <0.001  
RAB37 <0.001  0.441  0.311  0.139  <0.001  



ATP8B2 <0.001  -0.263  0.087  0.293  <0.001  
EBP <0.001  0.457  0.368  0.207  <0.001  
ATP6V0B <0.001  0.435  0.491  0.364  <0.001  
GLIPR2 <0.001  0.478  0.420  0.264  <0.001  
PARK7 <0.001  0.358  0.732  0.728  <0.001  
CYB561D2 <0.001  0.448  0.339  0.173  <0.001  
FABP5 <0.001  0.451  0.270  0.107  <0.001  
PDLIM1 <0.001  0.320  0.144  0.020  <0.001  
SNHG7 <0.001  -0.275  0.180  0.438  <0.001  
LRRFIP1 <0.001  0.404  0.721  0.688  <0.001  
GTF3C1 <0.001  0.438  0.250  0.091  <0.001  
ARL6IP1 <0.001  0.469  0.474  0.342  <0.001  
IFRD1 <0.001  -0.269  0.151  0.391  <0.001  
CSNK1D <0.001  0.478  0.395  0.237  <0.001  
LDHA <0.001  0.383  0.736  0.703  <0.001  
TGFBR3 <0.001  0.392  0.224  0.071  <0.001  
POU2F2 <0.001  -0.283  0.102  0.308  <0.001  
MFSD10 <0.001  0.471  0.413  0.261  <0.001  
AC008105.3 <0.001  -0.262  0.108  0.321  <0.001  
ITGAL <0.001  0.460  0.495  0.362  <0.001  
LPAR6 <0.001  -0.275  0.052  0.221  <0.001  
PGAM1 <0.001  0.417  0.566  0.478  <0.001  
SLC2A3 <0.001  -0.399  0.391  0.658  <0.001  
CD37 <0.001  0.325  0.859  0.886  <0.001  
FERMT3 <0.001  0.434  0.517  0.405  <0.001  
RHBDF2 <0.001  0.397  0.237  0.087  <0.001  
CTSD <0.001  0.453  0.518  0.410  <0.001  
SIT1 <0.001  0.433  0.491  0.365  <0.001  
BIN2 <0.001  0.401  0.677  0.634  <0.001  
ZC3HAV1 <0.001  -0.271  0.314  0.607  <0.001  
DENND3 <0.001  0.326  0.165  0.037  <0.001  
PIK3IP1 <0.001  -0.308  0.367  0.654  <0.001  
DDX17 <0.001  -0.300  0.569  0.851  <0.001  
RAB29 <0.001  0.459  0.420  0.266  <0.001  
AMD1 <0.001  -0.250  0.200  0.459  <0.001  
VAMP5 <0.001  0.463  0.495  0.386  <0.001  
FYN <0.001  0.387  0.685  0.644  <0.001  
B4GALT5 <0.001  0.335  0.172  0.042  <0.001  
RSRP1 <0.001  -0.282  0.530  0.816  <0.001  
H2AFZ <0.001  0.378  0.681  0.650  <0.001  
GAB3 <0.001  0.388  0.252  0.099  <0.001  
CCL3 <0.001  0.543  0.137  0.022  <0.001  
EIF4A2 <0.001  -0.255  0.662  0.899  <0.001  



MAP2K2 <0.001  0.420  0.535  0.446  <0.001  
PTPRE <0.001  0.452  0.308  0.152  <0.001  
WDR1 <0.001  0.421  0.560  0.480  <0.001  
FAM49B <0.001  0.393  0.641  0.603  <0.001  
GABARAPL1 <0.001  0.436  0.274  0.122  <0.001  
PHPT1 <0.001  0.469  0.395  0.252  <0.001  
CHMP2A <0.001  0.413  0.483  0.373  <0.001  
GFI1 <0.001  0.297  0.153  0.032  <0.001  
RALY <0.001  0.420  0.497  0.389  <0.001  
NDUFB11 <0.001  0.368  0.672  0.644  <0.001  
PLA2G16 <0.001  0.404  0.280  0.127  <0.001  
ZBTB38 <0.001  0.438  0.374  0.221  <0.001  
AGTRAP <0.001  0.415  0.307  0.158  <0.001  
PDIA6 <0.001  0.436  0.488  0.378  <0.001  
DUSP4 <0.001  0.299  0.119  0.015  <0.001  
BCAP31 <0.001  0.394  0.517  0.425  <0.001  
RIPOR2 <0.001  -0.271  0.556  0.825  <0.001  
LLGL2 <0.001  0.386  0.266  0.117  <0.001  
LUC7L3 <0.001  -0.269  0.396  0.693  <0.001  
OSM <0.001  0.339  0.141  0.028  <0.001  
ARF6 <0.001  0.387  0.635  0.581  <0.001  
ECH1 <0.001  0.400  0.511  0.427  <0.001  
TRIM22 <0.001  0.458  0.455  0.337  <0.001  
FAM96B <0.001  0.389  0.514  0.435  <0.001  
SELENOS <0.001  0.446  0.414  0.282  <0.001  
EMC7 <0.001  0.401  0.395  0.267  <0.001  
LYAR <0.001  0.358  0.587  0.411  <0.001  
ZAP70 <0.001  0.420  0.545  0.467  <0.001  
COX6B1 <0.001  0.307  0.794  0.823  <0.001  
SP100 <0.001  0.415  0.586  0.532  <0.001  
ATP5F1C <0.001  0.392  0.542  0.482  <0.001  
TSPAN2 <0.001  0.275  0.132  0.024  <0.001  
EZR <0.001  0.438  0.539  0.445  <0.001  
FKBP8 <0.001  0.378  0.594  0.543  <0.001  
OTUB1 <0.001  0.429  0.410  0.282  <0.001  
NKTR <0.001  -0.280  0.408  0.699  <0.001  
PTTG1 <0.001  0.330  0.185  0.058  <0.001  
CCNL1 <0.001  -0.259  0.481  0.766  <0.001  
BTG3 <0.001  0.380  0.241  0.103  <0.001  
AL136295.5 <0.001  0.314  0.165  0.045  <0.001  
SOD1 <0.001  0.328  0.755  0.767  <0.001  
ATP5PF <0.001  0.328  0.663  0.643  <0.001  
ACAP1 <0.001  -0.253  0.570  0.847  <0.001  



AC044849.1 <0.001  0.450  0.373  0.226  <0.001  
PRELID1 <0.001  0.370  0.611  0.576  <0.001  
STAT3 <0.001  0.395  0.554  0.477  <0.001  
NFIL3 <0.001  0.269  0.123  0.021  <0.001  
SLC7A5 <0.001  0.287  0.134  0.026  <0.001  
SRRM2 <0.001  0.346  0.735  0.744  <0.001  
ENO1 <0.001  0.312  0.758  0.769  <0.001  
PRDX5 <0.001  0.388  0.515  0.435  <0.001  
RBM8A <0.001  0.380  0.571  0.515  <0.001  
ANXA5 <0.001  0.445  0.440  0.320  <0.001  
RNPEPL1 <0.001  0.390  0.507  0.414  <0.001  
SEC61B <0.001  0.339  0.673  0.638  <0.001  
CDKN2A <0.001  0.294  0.144  0.032  <0.001  
JTB <0.001  0.356  0.636  0.618  <0.001  
RAB27A <0.001  0.412  0.379  0.242  <0.001  
ENSA <0.001  0.413  0.503  0.419  <0.001  
PDE4B <0.001  0.457  0.282  0.144  <0.001  
SDF2L1 <0.001  0.437  0.381  0.255  <0.001  
RASSF1 <0.001  0.414  0.384  0.250  <0.001  
ATP5IF1 <0.001  0.332  0.678  0.678  <0.001  
CISD3 <0.001  0.400  0.324  0.189  <0.001  
PGK1 <0.001  0.345  0.648  0.633  <0.001  
C11orf21 <0.001  0.354  0.214  0.085  <0.001  
SCP2 <0.001  0.398  0.506  0.437  <0.001  
LAMTOR1 <0.001  0.385  0.498  0.422  <0.001  
HELZ2 <0.001  0.353  0.209  0.081  <0.001  
PUF60 <0.001  0.378  0.462  0.373  <0.001  
SKAP1 <0.001  0.384  0.574  0.521  <0.001  
CD160 <0.001  0.344  0.179  0.055  <0.001  
ATP6V1F <0.001  0.375  0.525  0.474  <0.001  
BRD2 <0.001  -0.265  0.318  0.574  <0.001  
CREM <0.001  0.387  0.226  0.096  <0.001  
PTGDS <0.001  0.319  0.136  0.031  <0.001  
SELPLG <0.001  0.425  0.460  0.362  <0.001  
COPE <0.001  0.354  0.609  0.581  <0.001  
TADA3 <0.001  0.383  0.367  0.241  <0.001  
MBP <0.001  0.374  0.569  0.501  <0.001  
YWHAZ <0.001  0.310  0.754  0.774  <0.001  
MRPL54 <0.001  0.396  0.457  0.355  <0.001  
AC012615.1 <0.001  0.331  0.175  0.057  <0.001  
NFATC2 <0.001  0.401  0.309  0.174  <0.001  
PPP2R2B <0.001  0.303  0.175  0.057  <0.001  
PYHIN1 <0.001  0.376  0.408  0.272  <0.001  



DNAJB6 <0.001  0.414  0.472  0.392  <0.001  
ASNA1 <0.001  0.375  0.310  0.181  <0.001  
PSMA4 <0.001  0.398  0.477  0.394  <0.001  
PPP4C <0.001  0.384  0.445  0.355  <0.001  
STX11 <0.001  0.261  0.135  0.032  <0.001  
USP28 <0.001  0.306  0.184  0.063  <0.001  
AKNA <0.001  0.385  0.576  0.526  <0.001  
RHOG <0.001  0.382  0.485  0.402  <0.001  
SH3BGRL <0.001  0.351  0.581  0.551  <0.001  
PSMA5 <0.001  0.364  0.554  0.507  <0.001  
HSD17B10 <0.001  0.390  0.356  0.242  <0.001  
GZMK <0.001  -0.264  0.120  0.291  <0.001  
SNU13 <0.001  0.327  0.620  0.615  <0.001  
MAD1L1 <0.001  0.414  0.345  0.223  <0.001  
BLOC1S1 <0.001  0.394  0.516  0.449  <0.001  
AP2S1 <0.001  0.363  0.449  0.360  <0.001  
SLA <0.001  0.433  0.412  0.299  <0.001  
NDUFA11 <0.001  0.349  0.603  0.589  <0.001  
DNAJC1 <0.001  0.373  0.327  0.192  <0.001  
RGS19 <0.001  0.395  0.440  0.332  <0.001  
ATP5F1B <0.001  0.349  0.595  0.570  <0.001  
RNF7 <0.001  0.375  0.483  0.412  <0.001  
PRR5L <0.001  0.254  0.138  0.035  <0.001  
ADRM1 <0.001  0.378  0.385  0.275  <0.001  
GBP2 <0.001  0.403  0.488  0.392  <0.001  
UBE2M <0.001  0.364  0.446  0.361  <0.001  
HNRNPK <0.001  0.290  0.797  0.826  <0.001  
TSEN54 <0.001  0.369  0.317  0.189  <0.001  
CEP78 <0.001  0.390  0.253  0.123  <0.001  
CCNDBP1 <0.001  0.391  0.495  0.419  <0.001  
TSPAN32 <0.001  0.364  0.275  0.144  <0.001  
TNFRSF14 <0.001  0.377  0.519  0.454  <0.001  
MAP1LC3B <0.001  0.378  0.508  0.445  <0.001  
TNF <0.001  -0.334  0.043  0.164  <0.001  
UCP2 <0.001  0.390  0.660  0.650  <0.001  
WARS <0.001  0.310  0.155  0.049  <0.001  
RNF181 <0.001  0.379  0.383  0.277  <0.001  
RNF167 <0.001  0.393  0.400  0.293  <0.001  
MDH2 <0.001  0.365  0.505  0.453  <0.001  
MTPN <0.001  0.393  0.445  0.355  <0.001  
LMAN2 <0.001  0.362  0.498  0.431  <0.001  
CAPZB <0.001  0.293  0.732  0.744  <0.001  
F8A1 <0.001  0.369  0.278  0.157  <0.001  



ATP5MF <0.001  0.326  0.604  0.603  <0.001  
SASH3 <0.001  0.385  0.374  0.259  <0.001  
RBM39 <0.001  0.300  0.769  0.802  <0.001  
MED10 <0.001  0.355  0.522  0.482  <0.001  
FMNL1 <0.001  0.333  0.636  0.620  <0.001  
KLF3 <0.001  0.439  0.448  0.356  <0.001  
KIF5B <0.001  0.368  0.460  0.381  <0.001  
PFKP <0.001  0.379  0.280  0.160  <0.001  
PRDX1 <0.001  0.345  0.586  0.566  <0.001  
STARD3NL <0.001  0.349  0.209  0.092  <0.001  
MRFAP1 <0.001  0.385  0.444  0.361  <0.001  
HIVEP3 <0.001  0.316  0.182  0.071  <0.001  
GLUL <0.001  0.351  0.245  0.124  <0.001  
UBL5 <0.001  0.264  0.769  0.812  <0.001  
VTI1B <0.001  0.367  0.286  0.166  <0.001  
IFI44 <0.001  0.355  0.227  0.109  <0.001  
TMEM208 <0.001  0.357  0.303  0.188  <0.001  
NPDC1 <0.001  0.383  0.273  0.150  <0.001  
UBE2N <0.001  0.356  0.462  0.400  <0.001  
LPCAT1 <0.001  0.338  0.250  0.127  <0.001  
CAPNS1 <0.001  0.374  0.470  0.396  <0.001  
NDUFB2 <0.001  0.330  0.627  0.635  <0.001  
SRPK2 <0.001  0.373  0.381  0.277  <0.001  
SNRPG <0.001  0.350  0.524  0.487  <0.001  
ERH <0.001  0.329  0.558  0.541  <0.001  
RNPS1 <0.001  0.370  0.513  0.459  <0.001  
ALYREF <0.001  0.367  0.308  0.196  <0.001  
CD6 <0.001  0.374  0.564  0.528  <0.001  
ARL8A <0.001  0.345  0.257  0.141  <0.001  
NDUFB9 <0.001  0.341  0.547  0.515  <0.001  
SF3B6 <0.001  0.312  0.528  0.494  <0.001  
COX17 <0.001  0.392  0.391  0.299  <0.001  
LIMD2 <0.001  0.272  0.844  0.896  <0.001  
SUMO1 <0.001  0.317  0.546  0.538  <0.001  
SHKBP1 <0.001  0.362  0.332  0.224  <0.001  
VDAC3 <0.001  0.355  0.416  0.330  <0.001  
SFT2D1 <0.001  0.356  0.330  0.223  <0.001  
EIF1AX <0.001  0.370  0.500  0.443  <0.001  
PPP1R7 <0.001  0.342  0.429  0.346  <0.001  
PCMT1 <0.001  0.354  0.400  0.314  <0.001  
SCAMP2 <0.001  0.373  0.368  0.266  <0.001  
TXNL4A <0.001  0.363  0.437  0.366  <0.001  
RHOF <0.001  0.349  0.497  0.437  <0.001  



SYNE1 <0.001  0.365  0.455  0.369  <0.001  
SYNE2 <0.001  0.338  0.636  0.581  <0.001  
TALDO1 <0.001  0.328  0.468  0.414  <0.001  
MCOLN2 <0.001  0.263  0.146  0.049  <0.001  
RRP7A <0.001  0.341  0.257  0.145  <0.001  
SRI <0.001  0.354  0.478  0.433  <0.001  
CLTB <0.001  0.341  0.375  0.284  <0.001  
TMEM273 <0.001  0.257  0.143  0.048  <0.001  
REC8 <0.001  0.276  0.154  0.057  <0.001  
GTF3C6 <0.001  0.352  0.382  0.297  <0.001  
DSTN <0.001  0.360  0.513  0.461  <0.001  
LAMTOR5 <0.001  0.318  0.479  0.433  <0.001  
CAPN2 <0.001  0.351  0.476  0.410  <0.001  
APOL6 <0.001  0.385  0.377  0.280  <0.001  
EMD <0.001  0.347  0.320  0.219  <0.001  
ACTR3 <0.001  0.298  0.679  0.700  <0.001  
NDUFA13 <0.001  0.336  0.510  0.487  <0.001  
SELENOT <0.001  0.327  0.455  0.398  <0.001  
FOSL2 <0.001  0.326  0.215  0.109  <0.001  
PLEKHA2 <0.001  0.333  0.238  0.131  <0.001  
NFKBIA <0.001  0.480  0.565  0.534  <0.001  
TMCO1 <0.001  0.345  0.436  0.370  <0.001  
FBXW5 <0.001  0.353  0.450  0.390  <0.001  
MIDN <0.001  0.375  0.435  0.354  <0.001  
SERTAD1 <0.001  0.373  0.306  0.206  <0.001  
NLRC5 <0.001  0.354  0.423  0.345  <0.001  
NCR3 <0.001  -0.283  0.055  0.160  <0.001  
LGALS9 <0.001  0.289  0.192  0.091  <0.001  
SYAP1 <0.001  0.328  0.251  0.146  <0.001  
TUBA1C <0.001  0.306  0.202  0.101  <0.001  
MAGOH <0.001  0.315  0.464  0.426  <0.001  
TMEM9B <0.001  0.331  0.351  0.263  <0.001  
RBCK1 <0.001  0.369  0.404  0.329  <0.001  
HSPB11 <0.001  0.343  0.328  0.234  <0.001  
COPS6 <0.001  0.324  0.429  0.368  <0.001  
VOPP1 <0.001  0.348  0.316  0.217  <0.001  
NDUFB8 <0.001  0.296  0.593  0.604  <0.001  
SMIM29 <0.001  0.291  0.206  0.106  <0.001  
BCL7B <0.001  0.325  0.280  0.180  <0.001  
CLEC2D <0.001  0.283  0.693  0.703  <0.001  
SCAMP4 <0.001  0.303  0.200  0.101  <0.001  
AURKAIP1 <0.001  0.313  0.481  0.446  <0.001  
RNF166 <0.001  0.340  0.437  0.372  <0.001  



TMEM173 <0.001  0.352  0.421  0.352  <0.001  
BUB3 <0.001  0.314  0.520  0.500  <0.001  
FUNDC2 <0.001  0.333  0.328  0.241  <0.001  
CCDC107 <0.001  0.314  0.433  0.364  <0.001  
XRCC5 <0.001  0.288  0.593  0.602  <0.001  
SNRPD3 <0.001  0.330  0.489  0.452  <0.001  
YPEL5 <0.001  0.373  0.460  0.403  <0.001  
NDUFS7 <0.001  0.316  0.432  0.374  <0.001  
MAPKAPK2 <0.001  0.318  0.269  0.169  <0.001  
VPS26B <0.001  0.314  0.256  0.157  <0.001  
HERPUD1 <0.001  0.446  0.469  0.428  <0.001  
AKR1B1 <0.001  0.327  0.329  0.241  <0.001  
ACAA2 <0.001  0.312  0.300  0.203  <0.001  
AP2M1 <0.001  0.310  0.491  0.454  <0.001  
SF3B2 <0.001  0.308  0.523  0.504  <0.001  
TCTEX1D2 <0.001  0.265  0.155  0.066  <0.001  
RASAL3 <0.001  0.330  0.444  0.386  <0.001  
POLR2G <0.001  0.304  0.397  0.328  <0.001  
PXN <0.001  0.307  0.276  0.176  <0.001  
PRKCB <0.001  0.350  0.484  0.432  <0.001  
ZFP36L2 <0.001  0.346  0.892  0.939  <0.001  
EIF6 <0.001  0.325  0.363  0.290  <0.001  
RAP1GAP2 <0.001  0.255  0.167  0.076  <0.001  
BTN3A1 <0.001  0.329  0.318  0.228  <0.001  
MYDGF <0.001  0.311  0.389  0.320  <0.001  
CD69 <0.001  0.364  0.680  0.668  <0.001  
NDUFS6 <0.001  0.294  0.512  0.504  <0.001  
DHRS7 <0.001  0.316  0.492  0.457  <0.001  
POLR3GL <0.001  0.326  0.439  0.390  <0.001  
PSMD4 <0.001  0.309  0.397  0.332  <0.001  
ITM2A <0.001  0.373  0.501  0.459  <0.001  
IL2RB <0.001  0.307  0.265  0.164  <0.001  
LLPH <0.001  0.313  0.271  0.178  <0.001  
TMED9 <0.001  0.307  0.453  0.415  <0.001  
TINF2 <0.001  0.335  0.313  0.228  <0.001  
IDS <0.001  0.357  0.489  0.448  <0.001  
UQCRFS1 <0.001  0.325  0.440  0.402  <0.001  
SEC11A <0.001  0.277  0.537  0.528  <0.001  
IFI27L2 <0.001  0.330  0.306  0.220  <0.001  
PHF11 <0.001  0.353  0.373  0.302  <0.001  
CSNK2B <0.001  0.312  0.467  0.436  <0.001  
ANP32A <0.001  0.309  0.464  0.434  <0.001  
TACC1 <0.001  0.331  0.324  0.235  <0.001  



C19orf53 <0.001  0.267  0.597  0.618  <0.001  
PLSCR1 <0.001  0.253  0.159  0.072  <0.001  
H2AFV <0.001  0.309  0.531  0.524  <0.001  
CDC42SE1 <0.001  0.297  0.621  0.624  <0.001  
LRPAP1 <0.001  0.317  0.395  0.339  <0.001  
CAPZA1 <0.001  0.311  0.505  0.477  <0.001  
PSMA3 <0.001  0.321  0.399  0.343  <0.001  
ATP6V0D1 <0.001  0.300  0.284  0.195  <0.001  
C4orf3 <0.001  0.285  0.630  0.659  <0.001  
RNASEH2C <0.001  0.330  0.338  0.257  <0.001  
KRAS <0.001  0.362  0.353  0.280  <0.001  
FAM129A <0.001  0.313  0.282  0.184  <0.001  
MRPL28 <0.001  0.288  0.249  0.157  <0.001  
C19orf66 <0.001  0.327  0.406  0.346  <0.001  
ZNF394 <0.001  0.312  0.315  0.233  <0.001  
SNRPN <0.001  0.305  0.510  0.488  <0.001  
CD2BP2 <0.001  0.304  0.266  0.177  <0.001  
POLR2F <0.001  0.316  0.341  0.267  <0.001  
BUD31 <0.001  0.317  0.378  0.315  <0.001  
EMC3 <0.001  0.308  0.292  0.208  <0.001  
CHMP4A <0.001  0.282  0.536  0.528  <0.001  
FDPS <0.001  0.312  0.362  0.295  <0.001  
CD58 <0.001  0.270  0.188  0.099  <0.001  
XRCC6 <0.001  0.268  0.564  0.574  <0.001  
IQGAP1 <0.001  0.307  0.508  0.477  <0.001  
RNF19A <0.001  0.338  0.287  0.199  <0.001  
SAMD3 <0.001  0.281  0.438  0.361  <0.001  
BIN1 <0.001  0.299  0.553  0.564  <0.001  
CCT7 <0.001  0.286  0.461  0.427  <0.001  
OAS2 <0.001  0.301  0.210  0.122  <0.001  
GLIPR1 <0.001  0.308  0.372  0.290  <0.001  
RNF125 <0.001  0.351  0.354  0.281  <0.001  
SNRPD1 <0.001  0.299  0.431  0.399  <0.001  
DDX60 <0.001  0.274  0.195  0.107  <0.001  
EID1 <0.001  0.267  0.612  0.625  <0.001  
TLN1 <0.001  0.338  0.437  0.392  <0.001  
EMC4 <0.001  0.319  0.356  0.295  <0.001  
TUBB <0.001  0.346  0.429  0.388  <0.001  
USB1 <0.001  0.266  0.196  0.111  <0.001  
LAT <0.001  0.263  0.622  0.646  <0.001  
CYBC1 <0.001  0.306  0.396  0.340  <0.001  
PTGER4 <0.001  0.321  0.221  0.134  <0.001  
PIN1 <0.001  0.302  0.385  0.332  <0.001  



SEM1 <0.001  0.282  0.514  0.517  <0.001  
GSDMD <0.001  0.305  0.420  0.377  <0.001  
RAB8A <0.001  0.305  0.361  0.296  <0.001  
CHMP5 <0.001  0.310  0.329  0.260  <0.001  
CD47 <0.001  0.276  0.584  0.597  <0.001  
AATF <0.001  0.292  0.326  0.256  <0.001  
RBX1 <0.001  0.271  0.546  0.549  <0.001  
MOB2 <0.001  0.293  0.292  0.214  <0.001  
SIGIRR <0.001  0.282  0.517  0.504  <0.001  
VASP <0.001  0.295  0.436  0.394  <0.001  
UBE2A <0.001  0.285  0.252  0.169  <0.001  
SSNA1 <0.001  0.291  0.415  0.374  <0.001  
ELOVL1 <0.001  0.265  0.209  0.124  <0.001  
BORCS7 <0.001  0.300  0.291  0.212  <0.001  
PQLC3 <0.001  0.293  0.254  0.173  <0.001  
GCH1 <0.001  0.261  0.185  0.104  <0.001  
SNX3 <0.001  0.275  0.508  0.510  <0.001  
CNOT6L <0.001  0.349  0.419  0.374  <0.001  
SAMD9 <0.001  0.341  0.356  0.293  <0.001  
CYC1 <0.001  0.291  0.326  0.258  <0.001  
SF3B5 <0.001  0.259  0.552  0.566  <0.001  
TBCA <0.001  0.256  0.609  0.641  <0.001  
UFC1 <0.001  0.268  0.539  0.536  <0.001  
ZNHIT1 <0.001  0.280  0.437  0.399  <0.001  
DNTTIP2 <0.001  0.293  0.316  0.242  <0.001  
IFI16 <0.001  0.318  0.479  0.450  <0.001  
PFDN2 <0.001  0.274  0.403  0.368  <0.001  
PPP1R12A <0.001  0.317  0.480  0.456  <0.001  
TIGIT <0.001  0.269  0.211  0.121  <0.001  
PMF1 <0.001  0.286  0.275  0.202  <0.001  
STUB1 <0.001  0.274  0.468  0.455  <0.001  
S100B <0.001  -0.298  0.040  0.112  <0.001  
NDUFB7 <0.001  0.267  0.521  0.533  <0.001  
TAF10 <0.001  0.312  0.449  0.427  <0.001  
MAPK1IP1L <0.001  0.308  0.314  0.247  <0.001  
NDUFA6 <0.001  0.287  0.386  0.341  <0.001  
DBNL <0.001  0.271  0.445  0.413  <0.001  
MRPS6 <0.001  0.311  0.374  0.327  <0.001  
SF3B4 <0.001  0.269  0.229  0.153  <0.001  
MED15 <0.001  0.300  0.292  0.219  <0.001  
MXRA7 <0.001  0.255  0.176  0.101  <0.001  
COMT <0.001  0.282  0.265  0.195  <0.001  
PIM3 <0.001  0.304  0.264  0.189  <0.001  



NPRL3 <0.001  0.276  0.191  0.116  <0.001  
YBX3 <0.001  0.261  0.149  0.076  <0.001  
SDHC <0.001  0.287  0.367  0.322  <0.001  
SIRT7 <0.001  0.291  0.332  0.273  <0.001  
THRAP3 <0.001  0.291  0.483  0.474  <0.001  
STXBP2 <0.001  0.281  0.265  0.193  <0.001  
MANF <0.001  0.306  0.343  0.289  <0.001  
C9orf78 <0.001  0.268  0.567  0.601  <0.001  
CDC25B <0.001  0.303  0.392  0.350  <0.001  
SNRPB2 <0.001  0.277  0.466  0.456  <0.001  
SZRD1 <0.001  0.268  0.258  0.188  <0.001  
ACP1 <0.001  0.278  0.411  0.393  <0.001  
POLR2K <0.001  0.267  0.369  0.330  <0.001  
GSTO1 <0.001  0.300  0.381  0.344  <0.001  
TCIRG1 <0.001  0.282  0.270  0.204  <0.001  
XBP1 <0.001  0.292  0.498  0.481  <0.001  
ADA <0.001  0.259  0.208  0.135  <0.001  
MRPL41 <0.001  0.272  0.418  0.397  <0.001  
FAM133B <0.001  0.309  0.463  0.450  <0.001  
PPP2R1A <0.001  0.284  0.325  0.271  <0.001  
BABAM1 <0.001  0.274  0.272  0.207  <0.001  
SH3BP1 <0.001  0.265  0.307  0.244  <0.001  
IL12RB1 <0.001  0.255  0.240  0.170  <0.001  
AUP1 <0.001  0.282  0.328  0.276  <0.001  
TWF2 <0.001  0.254  0.384  0.351  <0.001  
MVP <0.001  0.266  0.327  0.272  <0.001  
CASP4 <0.001  0.277  0.480  0.476  <0.001  
NOP10 <0.001  0.252  0.486  0.494  <0.001  
WAS <0.001  0.274  0.420  0.401  <0.001  
TUFM <0.001  0.256  0.462  0.466  <0.001  
NDUFS8 <0.001  0.273  0.417  0.402  <0.001  
PIGT <0.001  0.261  0.229  0.162  <0.001  
ZBTB8OS <0.001  0.275  0.320  0.269  <0.001  
COMMD1 <0.001  0.257  0.225  0.158  <0.001  
SRRT <0.001  0.267  0.227  0.159  <0.001  
MRPL43 <0.001  0.272  0.334  0.290  <0.001  
PSMC3 <0.001  0.270  0.315  0.264  <0.001  
IKZF3 <0.001  0.267  0.430  0.394  <0.001  
OPTN <0.001  0.254  0.434  0.402  <0.001  
PSMA2 <0.001  0.263  0.422  0.410  <0.001  
RER1 <0.001  0.266  0.400  0.373  <0.001  
UBE2F <0.001  0.272  0.272  0.212  <0.001  
PGLS <0.001  0.274  0.384  0.349  <0.001  



MAZ <0.001  0.274  0.477  0.482  <0.001  
APOBEC3C <0.001  0.287  0.331  0.277  <0.001  
CTDNEP1 <0.001  0.276  0.428  0.415  <0.001  
BANF1 <0.001  0.267  0.419  0.410  <0.001  
MAGED2 <0.001  0.261  0.260  0.198  <0.001  
PRR5 <0.001  0.268  0.314  0.249  <0.001  
CD226 <0.001  0.282  0.286  0.224  <0.001  
GADD45GIP1 <0.001  0.259  0.432  0.423  <0.001  
LSM3 <0.001  0.263  0.431  0.429  <0.001  
ZBTB1 <0.001  0.259  0.228  0.163  <0.001  
FLOT1 <0.001  0.258  0.262  0.202  <0.001  
COA3 <0.001  0.253  0.231  0.170  <0.001  
COMMD7 <0.001  0.263  0.375  0.349  <0.001  
RAB11B <0.001  0.270  0.271  0.213  <0.001  
ELOC <0.001  0.252  0.362  0.331  <0.001  
PSAP <0.001  0.261  0.369  0.337  <0.001  
CAST <0.001  0.254  0.529  0.539  <0.001  
SKA2 <0.001  0.256  0.215  0.154  <0.001  
DERL1 <0.001  0.263  0.285  0.233  <0.001  
SDHAF2 <0.001  0.262  0.284  0.233  <0.001  
PKN1 <0.001  0.259  0.427  0.422  <0.001  
APBB1IP <0.001  0.253  0.452  0.452  <0.001  
H1FX <0.001  0.348  0.655  0.698  <0.001  
SDHA <0.001  0.250  0.337  0.297  <0.001  
GRHPR <0.001  0.262  0.261  0.206  <0.001  
DNAJC8 <0.001  0.256  0.447  0.454  <0.001  
CTBP1 <0.001  0.262  0.281  0.227  <0.001  
IRF2 <0.001  0.269  0.289  0.239  <0.001  
HSP90B1 <0.001  0.263  0.548  0.564  <0.001  
UBE2S <0.001  0.251  0.321  0.278  <0.001  
COPZ1 <0.001  0.263  0.335  0.302  <0.001  
PARP10 <0.001  0.257  0.250  0.193  <0.001  
ATRAID <0.001  0.257  0.424  0.430  <0.001  
EPS15 <0.001  0.267  0.317  0.274  <0.001  
CDKN2D <0.001  0.276  0.409  0.392  <0.001  
TEX264 <0.001  0.252  0.342  0.310  <0.001  
TMEM109 <0.001  0.266  0.303  0.261  <0.001  
UFD1 <0.001  0.256  0.310  0.271  <0.001  
SDF4 <0.001  0.250  0.296  0.253  <0.001  
HMGB2 <0.001  0.266  0.473  0.490  <0.001  
ARRB2 <0.001  0.253  0.400  0.391  <0.001  
REL <0.001  0.269  0.294  0.246  <0.001  
MOB1A <0.001  0.252  0.398  0.390  <0.001  



FDFT1 <0.001  0.260  0.258  0.212  <0.001  
HIST1H4C <0.001  0.272  0.431  0.423  <0.001  
CYTH4 <0.001  0.264  0.336  0.308  <0.001  
ZMAT2 <0.001  0.253  0.337  0.316  <0.001  
CCNH <0.001  0.274  0.275  0.235  <0.001  
PLEKHJ1 <0.001  0.251  0.322  0.298  <0.001  
NT5C <0.001  0.253  0.294  0.258  <0.001  
UPP1 <0.001  0.264  0.323  0.290  <0.001  
CNPY3 <0.001  0.254  0.296  0.262  <0.001  
HERPUD2 <0.001  0.253  0.278  0.239  <0.001  
NSMCE3 <0.001  0.265  0.392  0.393  <0.001  
ARID5B <0.001  0.254  0.311  0.266  <0.001  
MYADM <0.001  0.283  0.315  0.283  <0.001  
RAP2B <0.001  0.254  0.298  0.271  <0.001  
SOCS1 <0.001  0.310  0.239  0.204  <0.001  
 
X-SCID, X-linked severe combined immunodeficiency. 



Table SXIV. Numbers of NKT and NK cells in the X-SCID patient and the healthy donor 
 
Cell type Patient Patient-Autologous Patient-Maternal Healthy 
NKT 2,668 596 2,072 520 
NK 155 45 110 237 
Total cells in sample 14,561 9,661 4,900 10,964 
% NKT 18.3% 6.2% 42.3% 4.7% 
% NK 1.1% 0.5% 2.2% 2.2% 
X-SCID, X-linked severe combined immunodeficiency. 



Table SXV. Differentially expressed genes between the X-SCID patient and the healthy cells 
in the NKT cluster. 
 
Gene p_val avg_logFC pct.1 pct.2 p_val_adj 
MTRNR2L12 <0.001  -0.693  0.000  0.556  <0.001  
AC007952.4 <0.001  -0.821  0.011  0.558  <0.001  
TRDC <0.001  -1.472  0.088  0.833  <0.001  
FCER1G <0.001  -1.698  0.041  0.762  <0.001  
FOSB <0.001  -1.822  0.081  0.913  <0.001  
KLRB1 <0.001  -2.085  0.072  0.948  <0.001  
FOS <0.001  -2.234  0.090  0.946  <0.001  
KLRG1 <0.001  -1.058  0.094  0.763  <0.001  
CXXC5 <0.001  -0.679  0.016  0.540  <0.001  
LYZ <0.001  -1.641  0.094  0.750  <0.001  
IFITM1 <0.001  1.694  0.990  0.252  <0.001  
LTB <0.001  -1.210  0.040  0.563  <0.001  
KLRC1 <0.001  -1.012  0.037  0.567  <0.001  
AKR1C3 <0.001  -0.576  0.007  0.433  <0.001  
TPT1 <0.001  -0.867  1.000  1.000  <0.001  
GZMH <0.001  1.389  0.997  0.542  <0.001  
C1orf162 <0.001  -0.856  0.070  0.617  <0.001  
XCL1 <0.001  -0.661  0.007  0.410  <0.001  
CMC1 <0.001  -1.141  0.116  0.696  <0.001  
CEBPD <0.001  -0.904  0.078  0.619  <0.001  
CD7 <0.001  -1.337  0.392  0.917  <0.001  
EEF1A1 <0.001  -0.765  1.000  1.000  <0.001  
A2M-AS1 <0.001  -0.526  0.022  0.450  <0.001  
CD8B <0.001  1.355  0.863  0.050  <0.001  
IGFBP7 <0.001  -0.593  0.010  0.377  <0.001  
ZBTB16 <0.001  -0.418  0.008  0.365  <0.001  
H3F3B <0.001  -0.845  0.989  1.000  <0.001  
JUN <0.001  -1.499  0.755  0.985  <0.001  
HBB <0.001  1.067  0.801  0.006  <0.001  
XIST <0.001  1.017  0.777  0.000  <0.001  
CD8A <0.001  1.202  0.899  0.262  <0.001  
IL18RAP <0.001  -0.413  0.015  0.371  <0.001  
DDX3Y <0.001  -0.377  0.002  0.304  <0.001  
GZMK <0.001  -0.978  0.040  0.473  <0.001  
SH2D1B <0.001  -0.415  0.015  0.363  <0.001  
AC004687.1 <0.001  -0.864  0.189  0.725  <0.001  
GIMAP7 <0.001  -0.949  0.488  0.919  <0.001  
XCL2 <0.001  -0.578  0.030  0.419  <0.001  
RACK1 <0.001  -0.658  0.987  1.000  <0.001  



PABPC1 <0.001  -0.853  0.677  0.967  <0.001  
EIF1 <0.001  -0.561  0.999  1.000  <0.001  
KLRF1 <0.001  -1.146  0.260  0.763  <0.001  
CXCR4 <0.001  1.063  0.923  0.415  <0.001  
CD3D <0.001  0.988  0.966  0.383  <0.001  
TMIGD2 <0.001  -0.339  0.003  0.273  <0.001  
SLC38A2 <0.001  -0.696  0.132  0.612  <0.001  
CD3G <0.001  0.905  0.924  0.292  <0.001  
IER2 <0.001  -0.975  0.767  0.971  <0.001  
DDX5 <0.001  -0.689  0.972  0.998  <0.001  
IL2RB <0.001  -0.974  0.309  0.777  <0.001  
CCL5 <0.001  0.755  1.000  0.810  <0.001  
EEF1B2 <0.001  -0.706  0.944  1.000  <0.001  
GIMAP1 <0.001  -0.693  0.181  0.658  <0.001  
CD27 <0.001  -0.321  0.001  0.238  <0.001  
IFI6 <0.001  0.884  0.811  0.238  <0.001  
PILRB <0.001  -0.550  0.111  0.556  <0.001  
ITGB2 <0.001  -0.831  0.883  0.990  <0.001  
TXNIP <0.001  -0.763  0.940  0.996  <0.001  
IFI27 <0.001  1.707  0.658  0.004  <0.001  
DHRS3 <0.001  -0.271  0.009  0.275  <0.001  
HLA-DPB1 <0.001  0.780  0.895  0.331  <0.001  
HLA-DRB1 <0.001  0.819  0.822  0.196  <0.001  
TSC22D3 <0.001  0.853  0.977  0.671  <0.001  
UBA52 <0.001  -0.497  0.999  1.000  <0.001  
RNF165 <0.001  -0.263  0.003  0.237  <0.001  
ISG15 <0.001  0.886  0.908  0.463  <0.001  
FGFBP2 <0.001  0.871  0.977  0.537  <0.001  
IL7R <0.001  -1.097  0.030  0.344  <0.001  
PTGDR <0.001  -0.532  0.088  0.500  <0.001  
IER5 <0.001  -0.645  0.122  0.552  <0.001  
LAT2 <0.001  -0.420  0.036  0.363  <0.001  
DUSP1 <0.001  -1.081  0.562  0.904  <0.001  
CAPN12 <0.001  -0.351  0.028  0.338  <0.001  
CCL4 <0.001  0.923  0.962  0.588  <0.001  
TOMM7 <0.001  -0.627  0.877  0.987  <0.001  
JAML <0.001  -0.287  0.003  0.219  <0.001  
ATM <0.001  -0.741  0.506  0.867  <0.001  
CD300A <0.001  -0.635  0.163  0.617  <0.001  
CHST2 <0.001  -0.365  0.021  0.296  <0.001  
COX7C <0.001  -0.587  0.840  0.973  <0.001  
TMA7 <0.001  -0.560  0.867  0.992  <0.001  
GSN <0.001  -0.354  0.025  0.306  <0.001  



MBNL1 <0.001  -0.693  0.428  0.817  <0.001  
LAIR2 <0.001  0.730  0.644  0.056  <0.001  
SYNGR1 <0.001  0.715  0.658  0.079  <0.001  
HBA2 <0.001  1.216  0.582  0.004  <0.001  
ZFP36L1 <0.001  -0.667  0.206  0.635  <0.001  
IL32 <0.001  0.692  1.000  0.640  <0.001  
LGALS1 <0.001  0.812  0.946  0.531  <0.001  
CST7 <0.001  0.526  0.998  0.965  <0.001  
PLAC8 <0.001  -0.836  0.624  0.904  <0.001  
HLA-DQA2 <0.001  0.712  0.624  0.069  <0.001  
LAPTM5 <0.001  -0.622  0.678  0.925  <0.001  
RSRP1 <0.001  -0.687  0.513  0.838  <0.001  
NCR3 <0.001  -0.513  0.125  0.519  <0.001  
HBA1 <0.001  1.286  0.559  0.008  <0.001  
ATP5F1E <0.001  -0.493  0.973  0.998  <0.001  
TNFAIP3 <0.001  0.734  0.712  0.187  <0.001  
DDX17 <0.001  -0.672  0.585  0.879  <0.001  
HLA-DPA1 <0.001  0.664  0.865  0.396  <0.001  
SH2D1A <0.001  -0.472  0.115  0.485  <0.001  
ACAP1 <0.001  -0.620  0.546  0.863  <0.001  
EIF3G <0.001  -0.688  0.690  0.887  <0.001  
TLE4 <0.001  -0.572  0.184  0.590  <0.001  
AC245014.3 <0.001  -0.314  0.019  0.254  <0.001  
TRBC2 <0.001  0.725  0.901  0.637  <0.001  
BEX4 <0.001  -0.288  0.033  0.298  <0.001  
HLA-C <0.001  0.319  1.000  1.000  <0.001  
HNRNPA2B1 <0.001  -0.526  0.939  0.992  <0.001  
S100A9 <0.001  -1.747  0.324  0.717  <0.001  
GADD45B <0.001  -0.661  0.234  0.633  <0.001  
SAMD3 <0.001  -0.643  0.429  0.794  <0.001  
LST1 <0.001  -0.341  0.012  0.215  <0.001  
TRAC <0.001  0.670  0.888  0.427  <0.001  
ATP5MG <0.001  -0.477  0.860  0.981  <0.001  
JAK1 <0.001  -0.681  0.632  0.846  <0.001  
HINT1 <0.001  -0.529  0.765  0.946  <0.001  
TXK <0.001  -0.548  0.195  0.581  <0.001  
LAG3 <0.001  0.581  0.563  0.063  <0.001  
ALOX5AP <0.001  -0.587  0.216  0.619  <0.001  
ARRDC3 <0.001  -0.310  0.040  0.302  <0.001  
MYBL1 <0.001  -0.510  0.166  0.544  <0.001  
CCL4L2 <0.001  0.884  0.492  0.000  <0.001  
CIRBP <0.001  -0.557  0.774  0.940  <0.001  
GCHFR <0.001  -0.437  0.078  0.390  <0.001  



RIPOR2 <0.001  -0.627  0.564  0.833  <0.001  
GIMAP6 <0.001  -0.387  0.096  0.427  <0.001  
TYMP <0.001  0.581  0.770  0.279  <0.001  
NACA <0.001  -0.414  0.999  1.000  <0.001  
PTMA <0.001  -0.387  1.000  1.000  <0.001  
MALAT1 <0.001  -0.283  1.000  1.000  <0.001  
HIPK2 <0.001  -0.312  0.037  0.287  <0.001  
FHL3 <0.001  -0.302  0.054  0.331  <0.001  
MYOM2 <0.001  0.610  0.864  0.350  <0.001  
SAT1 <0.001  -0.757  0.562  0.829  <0.001  
ITGAM <0.001  -0.432  0.122  0.454  <0.001  
CCNL1 <0.001  -0.602  0.455  0.758  <0.001  
PFDN5 <0.001  -0.458  0.945  0.992  <0.001  
LCP1 <0.001  -0.568  0.728  0.896  <0.001  
CRIP1 <0.001  0.572  0.704  0.265  <0.001  
PRSS23 <0.001  0.543  0.733  0.271  <0.001  
TCF7 <0.001  -0.439  0.084  0.379  <0.001  
SRSF3 <0.001  -0.532  0.627  0.869  <0.001  
GABPB1-AS1 <0.001  -0.515  0.142  0.475  <0.001  
EEF2 <0.001  -0.491  0.824  0.962  <0.001  
VCAN <0.001  -0.430  0.002  0.138  <0.001  
HOPX <0.001  -0.635  0.840  0.929  <0.001  
FCN1 <0.001  -0.518  0.009  0.173  <0.001  
ETS1 <0.001  -0.528  0.404  0.735  <0.001  
CITED2 <0.001  -0.404  0.096  0.394  <0.001  
RAB11FIP1 <0.001  -0.435  0.107  0.406  <0.001  
CHI3L2 <0.001  -0.406  0.052  0.300  <0.001  
BRD2 <0.001  -0.534  0.333  0.675  <0.001  
GZMM <0.001  -0.623  0.823  0.925  <0.001  
CASP8 <0.001  -0.468  0.236  0.585  <0.001  
LUC7L3 <0.001  -0.555  0.433  0.727  <0.001  
SATB1 <0.001  -0.369  0.098  0.387  <0.001  
ILF3-DT <0.001  -0.538  0.205  0.531  <0.001  
DENND2D <0.001  -0.486  0.255  0.604  <0.001  
SLC25A6 <0.001  -0.473  0.737  0.904  <0.001  
EIF5A <0.001  -0.530  0.636  0.842  <0.001  
IRF9 <0.001  0.500  0.635  0.219  <0.001  
OASL <0.001  0.440  0.428  0.023  <0.001  
KLF6 <0.001  -0.624  0.665  0.873  <0.001  
UQCRB <0.001  -0.423  0.884  0.967  <0.001  
NKG7 <0.001  0.351  1.000  0.998  <0.001  
SERPINB6 <0.001  -0.386  0.129  0.425  <0.001  
LINC00861 <0.001  -0.440  0.172  0.487  <0.001  



EOMES <0.001  -0.317  0.104  0.388  <0.001  
RBM3 <0.001  -0.516  0.630  0.829  <0.001  
ITM2B <0.001  -0.390  0.925  0.983  <0.001  
ITGB1 <0.001  0.476  0.790  0.413  <0.001  
DDIT4 <0.001  0.560  0.719  0.371  <0.001  
HNRNPU <0.001  -0.521  0.601  0.812  <0.001  
PPP1R10 <0.001  -0.426  0.199  0.525  <0.001  
SAMHD1 <0.001  -0.498  0.305  0.615  <0.001  
METRNL <0.001  0.465  0.681  0.269  <0.001  
XAF1 <0.001  0.485  0.719  0.340  <0.001  
AIF1 <0.001  -0.332  0.010  0.152  <0.001  
COMMD6 <0.001  -0.426  0.785  0.915  <0.001  
CTSD <0.001  -0.572  0.536  0.758  <0.001  
FAU <0.001  -0.282  1.000  1.000  <0.001  
ICAM3 <0.001  -0.450  0.618  0.840  <0.001  
CHD9 <0.001  -0.387  0.149  0.450  <0.001  
GTF3C1 <0.001  0.438  0.604  0.202  <0.001  
TSTD1 <0.001  -0.447  0.229  0.546  <0.001  
PRMT2 <0.001  -0.517  0.545  0.796  <0.001  
ORAI2 <0.001  -0.284  0.067  0.308  <0.001  
DDAH2 <0.001  -0.319  0.065  0.298  <0.001  
PNP <0.001  -0.303  0.093  0.354  <0.001  
SPON2 <0.001  -0.903  0.388  0.675  <0.001  
EIF4A2 <0.001  -0.456  0.698  0.869  <0.001  
PMAIP1 <0.001  -0.435  0.132  0.413  <0.001  
TRA2B <0.001  -0.462  0.392  0.692  <0.001  
IFNGR1 <0.001  -0.281  0.071  0.310  <0.001  
CES1 <0.001  0.421  0.426  0.040  <0.001  
MCL1 <0.001  -0.542  0.446  0.708  <0.001  
PNISR <0.001  -0.445  0.777  0.900  <0.001  
SLFN5 <0.001  -0.464  0.234  0.546  <0.001  
NSG1 <0.001  0.426  0.453  0.071  <0.001  
WSB1 <0.001  -0.498  0.293  0.594  <0.001  
FUS <0.001  -0.467  0.806  0.919  <0.001  
HEXIM1 <0.001  -0.281  0.055  0.273  <0.001  
COX4I1 <0.001  -0.352  0.931  0.985  <0.001  
AC245297.3 <0.001  -0.454  0.382  0.688  <0.001  
FAM49B <0.001  -0.469  0.714  0.854  <0.001  
HNRNPH1 <0.001  -0.474  0.582  0.813  <0.001  
CD160 <0.001  -0.596  0.220  0.515  <0.001  
POLR2L <0.001  -0.493  0.546  0.767  <0.001  
STAT1 <0.001  0.485  0.618  0.250  <0.001  
PNN <0.001  -0.504  0.449  0.710  <0.001  



SERF2 <0.001  -0.334  0.995  1.000  <0.001  
GZMB <0.001  0.408  0.996  0.690  <0.001  
SNHG9 <0.001  -0.316  0.095  0.342  <0.001  
PHACTR2 <0.001  -0.320  0.058  0.269  <0.001  
H3F3A <0.001  -0.331  0.995  0.998  <0.001  
BTG2 <0.001  -0.635  0.383  0.640  <0.001  
HNRNPA0 <0.001  -0.431  0.341  0.637  <0.001  
CD44 <0.001  -0.519  0.397  0.660  <0.001  
TRAF3IP3 <0.001  -0.475  0.647  0.821  <0.001  
CD247 <0.001  -0.479  0.902  0.938  <0.001  
PSMB10 <0.001  0.412  0.648  0.283  <0.001  
LY6E <0.001  0.426  0.958  0.800  <0.001  
PBXIP1 <0.001  -0.344  0.118  0.381  <0.001  
FCRL6 <0.001  0.391  0.547  0.169  <0.001  
TRGC1 <0.001  0.449  0.774  0.458  <0.001  
APRT <0.001  -0.427  0.648  0.831  <0.001  
SRSF5 <0.001  -0.422  0.835  0.929  <0.001  
SSR4 <0.001  -0.413  0.781  0.898  <0.001  
ARHGAP45 <0.001  -0.459  0.399  0.671  <0.001  
SLC25A3 <0.001  -0.427  0.662  0.833  <0.001  
PPP1R15A <0.001  -0.519  0.313  0.587  <0.001  
TSPO <0.001  -0.476  0.414  0.669  <0.001  
RCSD1 <0.001  -0.415  0.260  0.548  <0.001  
AMD1 <0.001  -0.366  0.174  0.454  <0.001  
KIR3DL2 <0.001  0.420  0.446  0.087  <0.001  
IKZF1 <0.001  -0.432  0.542  0.777  <0.001  
KLF2 <0.001  -0.402  0.936  0.981  <0.001  
INTS6 <0.001  -0.453  0.213  0.492  <0.001  
AES <0.001  -0.393  0.890  0.960  <0.001  
ZNF683 <0.001  0.402  0.355  0.025  <0.001  
SERP1 <0.001  -0.430  0.573  0.767  <0.001  
EIF4A1 <0.001  -0.471  0.464  0.698  <0.001  
JUNB <0.001  -0.521  0.865  0.958  <0.001  
STK17A <0.001  -0.460  0.415  0.675  <0.001  
CYB5B <0.001  -0.287  0.144  0.410  <0.001  
ISG20 <0.001  0.434  0.831  0.588  <0.001  
CLINT1 <0.001  -0.281  0.112  0.356  <0.001  
OST4 <0.001  -0.366  0.814  0.927  <0.001  
NCK2 <0.001  -0.265  0.097  0.329  <0.001  
NKTR <0.001  -0.460  0.397  0.642  <0.001  
HELZ <0.001  -0.364  0.180  0.448  <0.001  
RAP1B <0.001  -0.412  0.904  0.948  <0.001  
TMC8 <0.001  -0.412  0.331  0.606  <0.001  



MSN <0.001  -0.446  0.639  0.812  <0.001  
CDC42EP3 <0.001  -0.346  0.148  0.404  <0.001  
PCBP2 <0.001  -0.404  0.568  0.765  <0.001  
MACF1 <0.001  -0.446  0.358  0.623  <0.001  
CARHSP1 <0.001  -0.299  0.175  0.452  <0.001  
PRPF38B <0.001  -0.451  0.425  0.679  <0.001  
AC103591.3 <0.001  -0.298  0.032  0.188  <0.001  
SEPTIN6 <0.001  -0.448  0.400  0.644  <0.001  
N4BP2L2 <0.001  -0.424  0.592  0.771  <0.001  
SUMF2 <0.001  -0.335  0.174  0.438  <0.001  
MNDA <0.001  -0.348  0.016  0.142  <0.001  
NPM1 <0.001  -0.351  0.894  0.946  <0.001  
UTRN <0.001  -0.422  0.349  0.613  <0.001  
FAM107B <0.001  -0.431  0.371  0.631  <0.001  
PTPRC <0.001  -0.329  0.973  0.992  <0.001  
OFD1 <0.001  -0.338  0.214  0.490  <0.001  
ATP5MD <0.001  -0.392  0.530  0.746  <0.001  
S100A8 <0.001  -1.329  0.312  0.585  <0.001  
EPSTI1 <0.001  0.373  0.468  0.140  <0.001  
COL6A2 <0.001  -0.285  0.030  0.181  <0.001  
NEAT1 <0.001  -0.467  0.979  0.998  <0.001  
MCTP2 <0.001  -0.324  0.162  0.417  <0.001  
COX6C <0.001  -0.358  0.807  0.902  <0.001  
ZFAS1 <0.001  -0.412  0.432  0.663  <0.001  
CELF2 <0.001  -0.417  0.680  0.837  <0.001  
UQCR11 <0.001  -0.371  0.737  0.856  <0.001  
APMAP <0.001  -0.427  0.502  0.723  <0.001  
LYST <0.001  -0.342  0.127  0.360  <0.001  
ARHGEF1 <0.001  -0.411  0.610  0.787  <0.001  
CLIC3 <0.001  -0.752  0.530  0.688  <0.001  
SERTAD3 <0.001  0.335  0.381  0.071  <0.001  
ABRACL <0.001  -0.395  0.352  0.604  <0.001  
XBP1 <0.001  -0.464  0.587  0.769  <0.001  
WDR74 <0.001  -0.258  0.096  0.312  <0.001  
IVNS1ABP <0.001  -0.318  0.120  0.350  <0.001  
LMO4 <0.001  -0.330  0.153  0.392  <0.001  
SYTL1 <0.001  -0.411  0.359  0.617  <0.001  
GPX4 <0.001  -0.424  0.385  0.617  <0.001  
GMFG <0.001  -0.347  0.825  0.921  <0.001  
OGT <0.001  -0.335  0.214  0.475  <0.001  
GBP1 <0.001  0.418  0.557  0.250  <0.001  
IFIT3 <0.001  0.335  0.324  0.033  <0.001  
TPM3 <0.001  -0.398  0.717  0.840  <0.001  



YME1L1 <0.001  -0.387  0.266  0.519  <0.001  
TCEAL8 <0.001  -0.262  0.123  0.354  <0.001  
MYL12A <0.001  -0.291  1.000  1.000  <0.001  
RASSF5 <0.001  -0.338  0.237  0.498  <0.001  
RHOC <0.001  -0.456  0.409  0.650  <0.001  
HNRNPF <0.001  -0.389  0.648  0.808  <0.001  
TSPYL2 <0.001  -0.301  0.088  0.292  <0.001  
TNFAIP8 <0.001  -0.363  0.286  0.540  <0.001  
EIF3L <0.001  -0.391  0.466  0.687  <0.001  
ACTG1 <0.001  -0.385  0.998  1.000  <0.001  
OTUD6B-AS1 <0.001  -0.307  0.127  0.352  <0.001  
SIPA1 <0.001  -0.351  0.304  0.567  <0.001  
EIF3E <0.001  -0.350  0.673  0.831  <0.001  
RARRES3 <0.001  0.320  0.962  0.808  <0.001  
ACTB <0.001  -0.371  1.000  1.000  <0.001  
MYO1F <0.001  -0.405  0.757  0.856  <0.001  
PIM1 <0.001  -0.352  0.226  0.479  <0.001  
TBX21 <0.001  -0.364  0.332  0.592  <0.001  
RORA <0.001  -0.426  0.520  0.727  <0.001  
ANAPC16 <0.001  -0.386  0.568  0.748  <0.001  
ENO1 <0.001  -0.366  0.745  0.854  <0.001  
ASCL2 <0.001  0.347  0.531  0.219  <0.001  
EEF1D <0.001  -0.290  0.981  0.985  <0.001  
DUSP5 <0.001  0.302  0.318  0.038  <0.001  
ARPC5 <0.001  -0.372  0.647  0.777  <0.001  
GYPC <0.001  -0.375  0.452  0.675  <0.001  
ITGB7 <0.001  0.317  0.691  0.388  <0.001  
NUCB2 <0.001  -0.343  0.235  0.483  <0.001  
ATP5MPL <0.001  -0.368  0.612  0.769  <0.001  
GLRX <0.001  -0.403  0.369  0.596  <0.001  
RAC2 <0.001  -0.343  0.917  0.950  <0.001  
FNBP1 <0.001  -0.374  0.375  0.612  <0.001  
EIF4B <0.001  -0.378  0.421  0.646  <0.001  
CHD2 <0.001  -0.321  0.175  0.406  <0.001  
LITAF <0.001  0.327  0.931  0.752  <0.001  
CTBP2 <0.001  -0.300  0.146  0.367  <0.001  
BTF3 <0.001  -0.268  0.973  0.998  <0.001  
HMGB1 <0.001  -0.298  0.949  0.981  <0.001  
CEMIP2 <0.001  0.324  0.481  0.188  <0.001  
GIMAP4 <0.001  -0.438  0.534  0.698  <0.001  
SERBP1 <0.001  -0.358  0.533  0.727  <0.001  
EIF4G2 <0.001  -0.370  0.445  0.654  <0.001  
IL27RA <0.001  -0.265  0.157  0.387  <0.001  



MAPRE2 <0.001  -0.260  0.148  0.373  <0.001  
TBC1D10C <0.001  -0.369  0.641  0.792  <0.001  
PLEKHA1 <0.001  -0.306  0.192  0.431  <0.001  
ATP5ME <0.001  -0.357  0.571  0.740  <0.001  
UBE2L6 <0.001  0.320  0.698  0.435  <0.001  
SSR2 <0.001  -0.334  0.776  0.871  <0.001  
DDX3X <0.001  -0.463  0.555  0.717  <0.001  
KLRD1 <0.001  -0.432  0.960  0.894  <0.001  
PLEK <0.001  -0.467  0.672  0.750  <0.001  
TAPBP <0.001  -0.351  0.603  0.781  <0.001  
SRSF7 <0.001  -0.389  0.807  0.877  <0.001  
PDCD4 <0.001  -0.397  0.322  0.550  <0.001  
CD164 <0.001  -0.392  0.524  0.708  <0.001  
PSTPIP1 <0.001  -0.315  0.265  0.506  <0.001  
SET <0.001  -0.346  0.724  0.833  <0.001  
SIT1 <0.001  0.287  0.390  0.112  <0.001  
TCF25 <0.001  -0.357  0.654  0.798  <0.001  
ARHGAP30 <0.001  -0.376  0.446  0.652  <0.001  
YBX1 <0.001  -0.327  0.850  0.915  <0.001  
STT3B <0.001  -0.274  0.168  0.385  <0.001  
ARPC5L <0.001  -0.377  0.591  0.773  <0.001  
ZFAND5 <0.001  -0.326  0.164  0.373  <0.001  
SARAF <0.001  -0.314  0.786  0.885  <0.001  
RBM25 <0.001  -0.380  0.516  0.696  <0.001  
FTH1 <0.001  -0.344  0.990  1.000  <0.001  
GTF3A <0.001  -0.351  0.618  0.763  <0.001  
COTL1 <0.001  -0.425  0.206  0.438  <0.001  
SUN2 <0.001  -0.379  0.674  0.798  <0.001  
SRSF2 <0.001  -0.344  0.610  0.758  <0.001  
HLA-DQA1 <0.001  0.271  0.284  0.038  <0.001  
CTSS <0.001  -0.575  0.441  0.648  <0.001  
IFRD1 <0.001  -0.305  0.139  0.340  <0.001  
ARGLU1 <0.001  -0.359  0.528  0.723  <0.001  
HDAC7 <0.001  -0.252  0.144  0.352  <0.001  
PNRC1 <0.001  -0.337  0.690  0.798  <0.001  
SLC20A1 <0.001  -0.296  0.197  0.417  <0.001  
SRSF11 <0.001  -0.374  0.490  0.683  <0.001  
ACTR2 <0.001  -0.368  0.563  0.713  <0.001  
ARID5B <0.001  0.287  0.412  0.137  <0.001  
CCNI <0.001  -0.325  0.770  0.852  <0.001  
EIF3B <0.001  -0.259  0.219  0.446  <0.001  
PTPN12 <0.001  -0.296  0.174  0.385  <0.001  
APOBEC3G <0.001  -0.416  0.701  0.819  <0.001  



CLK1 <0.001  -0.328  0.279  0.502  <0.001  
UBL5 <0.001  -0.313  0.773  0.863  <0.001  
C9orf16 <0.001  -0.339  0.498  0.692  <0.001  
HNRNPA1 <0.001  -0.276  0.917  0.958  <0.001  
IFI44L <0.001  0.337  0.277  0.040  <0.001  
HSH2D <0.001  -0.284  0.212  0.433  <0.001  
NHLRC3 <0.001  -0.252  0.121  0.310  <0.001  
P4HB <0.001  -0.363  0.513  0.681  <0.001  
PYHIN1 <0.001  -0.386  0.425  0.633  <0.001  
MZT2B <0.001  -0.333  0.583  0.740  <0.001  
CD2 <0.001  0.277  0.711  0.415  <0.001  
BIN2 <0.001  -0.320  0.713  0.831  <0.001  
RBM39 <0.001  -0.318  0.780  0.858  <0.001  
TAP1 <0.001  0.309  0.725  0.479  <0.001  
CASP4 <0.001  -0.329  0.448  0.646  <0.001  
GOLGA4 <0.001  -0.333  0.276  0.494  <0.001  
CEBPB <0.001  0.307  0.627  0.346  <0.001  
TMC6 <0.001  -0.327  0.381  0.608  <0.001  
CDC42 <0.001  -0.301  0.885  0.931  <0.001  
PARP9 <0.001  0.287  0.427  0.169  <0.001  
ZNF207 <0.001  -0.363  0.422  0.608  <0.001  
ADH5 <0.001  -0.267  0.313  0.540  <0.001  
HLA-DQB1 <0.001  0.259  0.292  0.056  <0.001  
PIP4K2A <0.001  -0.323  0.445  0.635  <0.001  
UQCR10 <0.001  -0.304  0.630  0.767  <0.001  
TMED10 <0.001  -0.313  0.304  0.515  <0.001  
SKP1 <0.001  -0.279  0.818  0.883  <0.001  
MATK <0.001  -0.394  0.612  0.756  <0.001  
PCSK7 <0.001  -0.374  0.711  0.804  <0.001  
DIP2A <0.001  -0.297  0.310  0.535  <0.001  
CKLF <0.001  -0.331  0.390  0.594  <0.001  
CANX <0.001  -0.311  0.294  0.506  <0.001  
FKBP11 <0.001  -0.310  0.334  0.552  <0.001  
MAPK1 <0.001  -0.321  0.293  0.508  <0.001  
PRRC2C <0.001  -0.364  0.623  0.735  <0.001  
CST3 <0.001  -0.421  0.086  0.242  <0.001  
APEX1 <0.001  -0.275  0.207  0.410  <0.001  
PSMB9 <0.001  0.256  0.966  0.856  <0.001  
IFITM3 <0.001  -0.261  0.098  0.265  <0.001  
AKAP17A <0.001  -0.251  0.160  0.354  <0.001  
NDUFB2 <0.001  -0.352  0.677  0.773  <0.001  
SON <0.001  -0.309  0.735  0.831  <0.001  
PA2G4 <0.001  -0.324  0.422  0.602  <0.001  



ARL6IP4 <0.001  -0.314  0.622  0.740  <0.001  
DSTN <0.001  0.274  0.757  0.527  <0.001  
RBM26 <0.001  -0.256  0.162  0.354  <0.001  
LBH <0.001  -0.285  0.284  0.498  <0.001  
SMG1 <0.001  -0.264  0.222  0.431  <0.001  
SF3B1 <0.001  -0.327  0.449  0.627  <0.001  
JUND <0.001  -0.293  0.969  0.990  <0.001  
KDM5A <0.001  -0.321  0.299  0.498  <0.001  
SLC2A3 <0.001  -0.447  0.255  0.446  <0.001  
SEC11A <0.001  -0.308  0.549  0.698  <0.001  
UBE2I <0.001  -0.291  0.547  0.723  <0.001  
TC2N <0.001  -0.251  0.133  0.313  <0.001  
MX1 <0.001  0.287  0.375  0.140  <0.001  
FKBP1A <0.001  -0.332  0.335  0.521  <0.001  
CNN2 <0.001  -0.331  0.352  0.550  <0.001  
SYNRG <0.001  -0.255  0.254  0.469  <0.001  
PCBP1 <0.001  -0.308  0.690  0.771  <0.001  
GLS <0.001  -0.291  0.290  0.496  <0.001  
EIF5 <0.001  -0.353  0.398  0.573  <0.001  
STK4 <0.001  -0.288  0.751  0.860  <0.001  
HSD17B11 <0.001  -0.255  0.215  0.412  <0.001  
LASP1 <0.001  -0.272  0.243  0.444  <0.001  
ELOB <0.001  -0.303  0.755  0.813  <0.001  
GNAS <0.001  -0.259  0.864  0.929  <0.001  
SFPQ <0.001  -0.327  0.459  0.635  <0.001  
CD69 <0.001  -0.428  0.450  0.612  <0.001  
SORL1 <0.001  -0.345  0.375  0.558  <0.001  
PPDPF <0.001  -0.305  0.593  0.735  <0.001  
LCP2 <0.001  -0.267  0.279  0.483  <0.001  
IQGAP1 <0.001  -0.314  0.601  0.737  <0.001  
YWHAZ <0.001  -0.286  0.803  0.846  <0.001  
GSTP1 <0.001  -0.395  0.744  0.779  <0.001  
FYB1 <0.001  -0.324  0.710  0.798  <0.001  
CFLAR <0.001  -0.318  0.570  0.712  <0.001  
MFSD10 <0.001  0.250  0.548  0.310  <0.001  
NOP53 <0.001  -0.324  0.723  0.794  <0.001  
C6orf62 <0.001  -0.276  0.241  0.435  <0.001  
FOXP1 <0.001  -0.320  0.281  0.469  <0.001  
KANSL1 <0.001  -0.297  0.413  0.596  <0.001  
NOP10 <0.001  -0.309  0.426  0.590  <0.001  
STAT4 <0.001  -0.256  0.271  0.477  <0.001  
PARP8 <0.001  -0.269  0.262  0.458  <0.001  
NDUFA1 <0.001  -0.284  0.615  0.735  <0.001  



MLLT6 <0.001  -0.287  0.396  0.592  <0.001  
MIDN <0.001  -0.309  0.457  0.625  <0.001  
MBP <0.001  -0.341  0.634  0.746  <0.001  
HSP90AB1 <0.001  -0.334  0.741  0.817  <0.001  
C1orf56 <0.001  -0.359  0.513  0.671  <0.001  
HCST <0.001  -0.262  0.991  0.992  <0.001  
POU2F2 <0.001  -0.266  0.121  0.279  <0.001  
KIAA1551 <0.001  -0.328  0.296  0.471  <0.001  
SLC25A5 <0.001  -0.299  0.535  0.683  <0.001  
SYNE1 <0.001  -0.306  0.446  0.638  <0.001  
GNAI2 <0.001  -0.263  0.838  0.906  <0.001  
SEPTIN7 <0.001  -0.260  0.862  0.921  <0.001  
SEC61G <0.001  -0.313  0.608  0.710  <0.001  
RSL1D1 <0.001  -0.261  0.239  0.419  <0.001  
PTGDS <0.001  0.439  0.274  0.071  <0.001  
APOBEC3C <0.001  -0.309  0.338  0.523  <0.001  
TAF7 <0.001  -0.296  0.308  0.492  <0.001  
ATRX <0.001  -0.327  0.435  0.600  <0.001  
HNRNPL <0.001  -0.251  0.214  0.396  <0.001  
PABPN1 <0.001  -0.280  0.302  0.488  <0.001  
ZRANB2 <0.001  -0.283  0.302  0.490  <0.001  
UBE2D3 <0.001  -0.262  0.703  0.800  <0.001  
PRELID1 <0.001  -0.274  0.699  0.771  <0.001  
CCND3 <0.001  -0.332  0.771  0.804  <0.001  
AHNAK <0.001  -0.324  0.576  0.690  <0.001  
STK10 <0.001  -0.306  0.471  0.619  <0.001  
LIMD2 <0.001  -0.279  0.856  0.896  <0.001  
AAK1 <0.001  -0.289  0.503  0.654  <0.001  
ASAH1 <0.001  -0.290  0.257  0.427  <0.001  
CAP1 <0.001  -0.281  0.780  0.842  <0.001  
ANKRD44 <0.001  -0.297  0.463  0.615  <0.001  
GK5 <0.001  -0.254  0.207  0.381  <0.001  
BPTF <0.001  -0.300  0.452  0.613  <0.001  
BCL7C <0.001  -0.251  0.256  0.437  <0.001  
ANXA6 <0.001  -0.329  0.672  0.744  <0.001  
TAOK3 <0.001  -0.288  0.386  0.552  <0.001  
AKAP13 <0.001  -0.297  0.557  0.683  <0.001  
ZFP36 <0.001  0.288  0.840  0.698  <0.001  
SPG7 <0.001  -0.251  0.211  0.383  <0.001  
BZW1 <0.001  -0.274  0.476  0.640  <0.001  
NDUFB1 <0.001  -0.273  0.377  0.546  <0.001  
HNRNPK <0.001  -0.254  0.815  0.862  <0.001  
ARHGEF3 <0.001  -0.264  0.259  0.437  <0.001  



TLN1 <0.001  -0.294  0.460  0.606  <0.001  
GRK6 <0.001  -0.286  0.384  0.540  <0.001  
ZC3HAV1 <0.001  -0.267  0.306  0.479  <0.001  
VASP <0.001  -0.320  0.478  0.612  <0.001  
RPA2 <0.001  -0.258  0.359  0.531  <0.001  
SRP9 <0.001  -0.272  0.506  0.646  <0.001  
TYROBP <0.001  -0.322  0.767  0.846  <0.001  
PKN1 <0.001  -0.280  0.422  0.583  <0.001  
LAMTOR4 <0.001  -0.271  0.566  0.687  <0.001  
RBMS1 <0.001  -0.274  0.337  0.510  <0.001  
OSTF1 <0.001  -0.303  0.650  0.740  <0.001  
ITGAL <0.001  -0.323  0.499  0.637  <0.001  
ATP5IF1 <0.001  -0.287  0.624  0.746  <0.001  
CTSC <0.001  -0.325  0.721  0.771  <0.001  
ATP5F1A <0.001  -0.252  0.484  0.635  <0.001  
SNHG8 <0.001  -0.289  0.323  0.473  <0.001  
FGR <0.001  -0.340  0.443  0.571  <0.001  
CD47 <0.001  -0.312  0.622  0.710  <0.001  
HMGN3 <0.001  -0.276  0.455  0.598  <0.001  
OSTC <0.001  -0.265  0.349  0.510  <0.001  
ANXA11 <0.001  -0.278  0.562  0.667  <0.001  
IL16 <0.001  -0.261  0.282  0.442  <0.001  
ACTN4 <0.001  -0.273  0.508  0.650  <0.001  
CDC42SE1 <0.001  -0.301  0.689  0.752  <0.001  
AKAP9 <0.001  -0.264  0.330  0.500  <0.001  
DAD1 <0.001  -0.253  0.585  0.702  <0.001  
CD74 <0.001  0.362  0.846  0.760  <0.001  
SCAF11 <0.001  -0.268  0.518  0.644  <0.001  
SRRM1 <0.001  -0.261  0.536  0.667  <0.001  
SEC61B <0.001  -0.260  0.684  0.769  <0.001  
H2AFY <0.001  -0.263  0.333  0.479  <0.001  
INPP5D <0.001  -0.264  0.357  0.515  <0.001  
ABHD17A <0.001  -0.295  0.892  0.894  <0.001  
ACTR3 <0.001  -0.262  0.718  0.787  <0.001  
PSMA1 <0.001  -0.256  0.466  0.594  <0.001  
RICTOR <0.001  -0.254  0.324  0.481  <0.001  
EIF3D <0.001  -0.257  0.469  0.594  <0.001  
S100A12 <0.001  -0.505  0.061  0.163  <0.001  
APLP2 <0.001  -0.266  0.146  0.279  <0.001  
S100B <0.001  -0.479  0.058  0.158  <0.001  
GPSM3 <0.001  -0.267  0.710  0.760  <0.001  
DGKZ <0.001  -0.263  0.465  0.608  <0.001  
ARID1B <0.001  -0.288  0.473  0.600  <0.001  



IFI16 <0.001  -0.259  0.525  0.648  <0.001  
EFHD2 <0.001  -0.288  0.922  0.931  <0.001  
NOSIP <0.001  -0.300  0.340  0.467  <0.001  
PRKCH <0.001  -0.269  0.466  0.600  <0.001  
EVI2B <0.001  -0.253  0.316  0.448  <0.001  
TKT <0.001  -0.280  0.230  0.360  <0.001  
TNRC6B <0.001  -0.307  0.444  0.562  <0.001  
PTPN6 <0.001  -0.261  0.595  0.675  <0.001  
ARID4B <0.001  -0.278  0.518  0.627  <0.001  
ID2 <0.001  -0.271  0.778  0.810  <0.001  
PAXX <0.001  -0.261  0.608  0.681  <0.001  
ANKRD11 <0.001  -0.263  0.515  0.615  <0.001  
POLR2J3.1 <0.001  -0.265  0.456  0.554  <0.001  
ANKRD12 <0.001  -0.253  0.606  0.677  <0.001  
EIF3A <0.001  -0.252  0.417  0.521  <0.001  
SYNE2 <0.001  -0.274  0.657  0.704  <0.001  
NFKBIA <0.001  -0.267  0.471  0.575  <0.001  
CCL3 <0.001  -0.427  0.194  0.285  0.001  
TUBA1A <0.001  -0.270  0.494  0.535  0.001  
PSAP <0.001  -0.319  0.415  0.481  0.001  
NR4A2 <0.001  -0.266  0.246  0.325  0.005  
 



Table SXVI. Differentially expressed genes between the X-SCID patient and the healthy cells 
in the NK cluster 
 
Gene p_val avg_logFC pct.1 pct.2 p_val_adj 
IFITM1 <0.001  1.526  0.974  0.300  <0.001  
HBB <0.001  1.191  0.813  0.004  <0.001  
HBA1 <0.001  1.980  0.742  0.008  <0.001  
XIST <0.001  0.905  0.710  0.000  <0.001  
HBA2 <0.001  2.031  0.703  0.004  <0.001  
IL32 <0.001  1.244  0.994  0.511  <0.001  
FOS <0.001  -1.662  0.316  0.954  <0.001  
TPT1 <0.001  -0.680  1.000  1.000  <0.001  
EEF1A1 <0.001  -0.667  1.000  1.000  <0.001  
LYZ <0.001  -1.426  0.097  0.797  <0.001  
FOSB <0.001  -1.390  0.135  0.819  <0.001  
GNLY <0.001  -0.966  0.994  0.996  <0.001  
FCER1G <0.001  -1.030  0.658  0.992  <0.001  
DDX5 <0.001  -0.777  0.981  1.000  <0.001  
TNFAIP3 <0.001  1.000  0.742  0.114  <0.001  
DDIT4 <0.001  1.101  0.890  0.312  <0.001  
H3F3B <0.001  -0.753  0.987  1.000  <0.001  
IFI6 <0.001  0.917  0.832  0.198  <0.001  
IFI44L <0.001  0.838  0.626  0.021  <0.001  
HOPX <0.001  -1.087  0.710  0.945  <0.001  
GZMH <0.001  0.925  0.994  0.675  <0.001  
IL2RB <0.001  -1.101  0.297  0.865  <0.001  
GIMAP7 <0.001  -0.914  0.542  0.958  <0.001  
DDX17 <0.001  -0.839  0.600  0.928  <0.001  
CD7 <0.001  -0.861  0.755  0.966  <0.001  
TSC22D3 <0.001  0.934  0.961  0.616  <0.001  
KLRB1 <0.001  -1.012  0.658  0.949  <0.001  
RACK1 <0.001  -0.642  0.968  1.000  <0.001  
AC004687.1 <0.001  -1.016  0.187  0.781  <0.001  
C1orf162 <0.001  -0.882  0.200  0.789  <0.001  
IGFBP7 <0.001  -0.962  0.058  0.667  <0.001  
HLA-C <0.001  0.402  1.000  1.000  <0.001  
MYL12A <0.001  -0.579  1.000  1.000  <0.001  
CD2 <0.001  0.717  0.832  0.232  <0.001  
JUN <0.001  -1.183  0.703  0.958  <0.001  
CST7 <0.001  0.531  1.000  0.983  <0.001  
EIF1 <0.001  -0.502  1.000  1.000  <0.001  
PLAC8 <0.001  -0.800  0.794  0.970  <0.001  
CMC1 <0.001  -1.186  0.110  0.667  <0.001  



TMA7 <0.001  -0.655  0.826  0.975  <0.001  
NEAT1 <0.001  -0.813  0.948  1.000  <0.001  
LY6E <0.001  0.711  1.000  0.764  <0.001  
ATP5MG <0.001  -0.594  0.839  0.987  <0.001  
EIF3G <0.001  -0.797  0.606  0.924  <0.001  
KLRG1 <0.001  -0.922  0.045  0.599  <0.001  
HNRNPA2B1 <0.001  -0.625  0.929  1.000  <0.001  
AC007952.4 <0.001  -0.946  0.006  0.557  <0.001  
CCL4L2 <0.001  1.352  0.426  0.000  <0.001  
ITGB2 <0.001  -0.632  0.955  0.996  <0.001  
LAG3 <0.001  0.515  0.445  0.008  <0.001  
SAMD3 <0.001  -0.770  0.335  0.789  <0.001  
ACAP1 <0.001  -0.789  0.394  0.823  <0.001  
ATP5F1E <0.001  -0.544  0.961  0.996  <0.001  
HLA-DPB1 <0.001  0.709  0.865  0.354  <0.001  
PABPC1 <0.001  -0.705  0.716  0.937  <0.001  
TOMM7 <0.001  -0.624  0.768  0.979  <0.001  
ATM <0.001  -0.835  0.426  0.827  <0.001  
LAIR2 <0.001  0.691  0.632  0.131  <0.001  
MTRNR2L12 <0.001  -0.689  0.006  0.515  <0.001  
AKR1C3 <0.001  -0.891  0.103  0.620  <0.001  
LCP1 <0.001  -0.674  0.716  0.941  <0.001  
HLA-DRB1 <0.001  0.621  0.716  0.232  <0.001  
PTMA <0.001  -0.479  1.000  1.000  <0.001  
EEF1B2 <0.001  -0.606  0.929  0.996  <0.001  
GZMM <0.001  -0.682  0.794  0.920  <0.001  
CXXC5 <0.001  -0.664  0.058  0.561  <0.001  
TXNIP <0.001  -0.703  0.948  0.987  <0.001  
PILRB <0.001  -0.657  0.110  0.608  <0.001  
HLA-DQA2 <0.001  0.524  0.445  0.034  <0.001  
MBNL1 <0.001  -0.654  0.471  0.827  <0.001  
EIF5A <0.001  -0.682  0.542  0.873  <0.001  
CIRBP <0.001  -0.640  0.813  0.954  <0.001  
COX7C <0.001  -0.545  0.781  0.979  <0.001  
CORO1A <0.001  -0.578  0.929  1.000  <0.001  
CD160 <0.001  -0.860  0.116  0.599  <0.001  
KIR2DL1 <0.001  0.456  0.477  0.055  <0.001  
NACA <0.001  -0.450  0.994  1.000  <0.001  
HINT1 <0.001  -0.579  0.697  0.907  <0.001  
MALAT1 <0.001  -0.336  1.000  1.000  <0.001  
CLIC3 <0.001  -0.946  0.561  0.857  <0.001  
SRSF3 <0.001  -0.668  0.619  0.861  <0.001  
JAK1 <0.001  -0.678  0.665  0.911  <0.001  



TRDC <0.001  -0.797  0.729  0.882  <0.001  
KLF2 <0.001  -0.567  0.916  0.992  <0.001  
FUS <0.001  -0.620  0.819  0.907  <0.001  
CCND3 <0.001  -0.574  0.748  0.932  <0.001  
POLR2L <0.001  -0.655  0.516  0.831  <0.001  
TMSB10 <0.001  -0.385  1.000  1.000  <0.001  
LTB <0.001  -0.579  0.000  0.439  <0.001  
SLFN5 <0.001  -0.708  0.161  0.612  <0.001  
LSP1 <0.001  -0.561  0.787  0.932  <0.001  
METRNL <0.001  0.623  0.813  0.435  <0.001  
IER2 <0.001  -0.677  0.819  0.987  <0.001  
SLC38A2 <0.001  -0.703  0.148  0.599  <0.001  
HLA-B <0.001  0.270  1.000  1.000  <0.001  
IRF9 <0.001  0.540  0.652  0.203  <0.001  
HLA-DPA1 <0.001  0.531  0.884  0.519  <0.001  
SERPINB6 <0.001  -0.624  0.077  0.532  <0.001  
MYL6 <0.001  -0.431  1.000  1.000  <0.001  
H3F3A <0.001  -0.430  0.994  1.000  <0.001  
APOBEC3G <0.001  -0.661  0.632  0.840  <0.001  
WSB1 <0.001  -0.693  0.200  0.629  <0.001  
S100B <0.001  0.624  0.542  0.110  <0.001  
MYBL1 <0.001  -0.666  0.123  0.565  <0.001  
GIMAP1 <0.001  -0.606  0.232  0.662  <0.001  
SLC25A3 <0.001  -0.533  0.632  0.865  <0.001  
KLRC1 <0.001  -0.966  0.026  0.451  <0.001  
SAT1 <0.001  -0.729  0.542  0.840  <0.001  
CCL4 <0.001  1.139  0.948  0.814  <0.001  
PNISR <0.001  -0.592  0.606  0.890  <0.001  
RIPOR2 <0.001  -0.660  0.432  0.785  <0.001  
ARHGEF1 <0.001  -0.609  0.458  0.806  <0.001  
S100A9 <0.001  -1.286  0.355  0.755  <0.001  
RSRP1 <0.001  -0.643  0.503  0.806  <0.001  
ACTG1 <0.001  -0.544  1.000  1.000  <0.001  
LINC00861 <0.001  -0.554  0.103  0.527  <0.001  
LUC7L3 <0.001  -0.609  0.400  0.747  <0.001  
IFIT3 <0.001  0.343  0.413  0.055  <0.001  
CASP8 <0.001  -0.601  0.155  0.586  <0.001  
ICAM3 <0.001  -0.579  0.574  0.848  <0.001  
COTL1 <0.001  -0.668  0.052  0.481  <0.001  
EPSTI1 <0.001  0.443  0.465  0.089  <0.001  
LAPTM5 <0.001  -0.549  0.755  0.911  <0.001  
SLC25A6 <0.001  -0.555  0.671  0.890  <0.001  
PTMS <0.001  0.382  0.323  0.017  <0.001  



XCL2 <0.001  -0.541  0.013  0.401  <0.001  
HNRNPU <0.001  -0.557  0.626  0.861  <0.001  
UBA52 <0.001  -0.364  1.000  1.000  <0.001  
CCL5 <0.001  0.531  1.000  0.717  <0.001  
SEPTIN6 <0.001  -0.598  0.335  0.705  <0.001  
ITGAM <0.001  -0.581  0.142  0.549  <0.001  
TBC1D10C <0.001  -0.576  0.561  0.840  <0.001  
TMSB4X <0.001  -0.286  1.000  1.000  <0.001  
HNRNPA0 <0.001  -0.542  0.290  0.688  <0.001  
MATK <0.001  -0.621  0.471  0.802  <0.001  
SYNGR1 <0.001  0.498  0.510  0.135  <0.001  
MYO1F <0.001  -0.495  0.735  0.907  <0.001  
CTSD <0.001  -0.540  0.716  0.903  <0.001  
COX6C <0.001  -0.442  0.858  0.941  <0.001  
UQCRB <0.001  -0.449  0.806  0.970  <0.001  
PFDN5 <0.001  -0.434  0.916  0.992  <0.001  
SERF2 <0.001  -0.365  1.000  1.000  <0.001  
ABRACL <0.001  -0.515  0.335  0.705  <0.001  
ISG15 <0.001  0.552  0.768  0.418  <0.001  
XCL1 <0.001  -0.555  0.000  0.350  <0.001  
NSG1 <0.001  0.315  0.290  0.013  <0.001  
ELOB <0.001  -0.444  0.729  0.924  <0.001  
ACTB <0.001  -0.499  1.000  1.000  <0.001  
SUN2 <0.001  -0.516  0.632  0.865  <0.001  
GMFG <0.001  -0.510  0.800  0.911  <0.001  
COMMD6 <0.001  -0.469  0.755  0.920  <0.001  
FGFBP2 <0.001  0.497  0.994  0.861  <0.001  
CELF2 <0.001  -0.586  0.574  0.835  <0.001  
SAMHD1 <0.001  -0.594  0.316  0.658  <0.001  
CCNL1 <0.001  -0.668  0.368  0.679  <0.001  
TBX21 <0.001  -0.549  0.297  0.671  <0.001  
GSTP1 <0.001  -0.520  0.813  0.886  <0.001  
CD164 <0.001  -0.505  0.523  0.823  <0.001  
ANXA6 <0.001  -0.522  0.581  0.814  <0.001  
RAP1B <0.001  -0.466  0.923  0.979  <0.001  
HNRNPH1 <0.001  -0.586  0.535  0.793  <0.001  
XAF1 <0.001  0.480  0.697  0.325  <0.001  
HNRNPF <0.001  -0.487  0.606  0.861  <0.001  
ARPC5 <0.001  -0.555  0.613  0.814  <0.001  
RBM25 <0.001  -0.555  0.394  0.717  <0.001  
GADD45B <0.001  -0.583  0.213  0.591  <0.001  
ITM2B <0.001  -0.396  0.942  0.987  <0.001  
ACTR2 <0.001  -0.498  0.606  0.802  <0.001  



GNAS <0.001  -0.521  0.774  0.895  <0.001  
FAM49B <0.001  -0.471  0.800  0.911  <0.001  
CFL1 <0.001  -0.349  1.000  1.000  <0.001  
STK17A <0.001  -0.548  0.310  0.637  <0.001  
YBX1 <0.001  -0.418  0.890  0.949  <0.001  
PLEK <0.001  -0.502  0.716  0.907  <0.001  
ARHGAP30 <0.001  -0.528  0.387  0.700  <0.001  
ARPC2 <0.001  -0.383  0.981  0.996  <0.001  
CEMIP2 <0.001  0.407  0.523  0.181  <0.001  
CLIC1 <0.001  -0.409  0.981  0.992  <0.001  
AC245297.3 <0.001  -0.579  0.381  0.671  <0.001  
ITGAL <0.001  -0.551  0.413  0.700  <0.001  
PRMT2 <0.001  -0.571  0.581  0.793  <0.001  
CST3 <0.001  -0.513  0.013  0.321  <0.001  
KLF6 <0.001  -0.580  0.587  0.865  <0.001  
GTF3C1 <0.001  0.364  0.452  0.122  <0.001  
CEBPD <0.001  -0.581  0.271  0.624  <0.001  
ACTR3 <0.001  -0.461  0.658  0.869  <0.001  
DOK2 <0.001  -0.540  0.626  0.810  <0.001  
PTGDR <0.001  -0.541  0.206  0.553  <0.001  
PNN <0.001  -0.534  0.445  0.726  <0.001  
GABPB1-AS1 <0.001  -0.551  0.123  0.464  <0.001  
LIMD2 <0.001  -0.439  0.865  0.979  <0.001  
ATP5MPL <0.001  -0.480  0.561  0.781  <0.001  
ARL6IP4 <0.001  -0.451  0.490  0.764  <0.001  
FYB1 <0.001  -0.465  0.684  0.831  <0.001  
PCBP2 <0.001  -0.481  0.529  0.764  <0.001  
NKTR <0.001  -0.591  0.329  0.633  <0.001  
SELL <0.001  -0.630  0.045  0.363  <0.001  
ABHD17A <0.001  -0.427  0.897  0.949  <0.001  
NDUFB1 <0.001  -0.488  0.323  0.637  <0.001  
PPP1R10 <0.001  -0.502  0.135  0.477  <0.001  
CD63 <0.001  -0.460  0.858  0.958  <0.001  
TPM3 <0.001  -0.449  0.697  0.886  <0.001  
RBM3 <0.001  -0.509  0.658  0.831  <0.001  
PTPN6 <0.001  -0.520  0.484  0.776  <0.001  
PRSS23 <0.001  0.447  0.787  0.477  <0.001  
OASL <0.001  0.267  0.316  0.046  <0.001  
IFI27 <0.001  0.753  0.226  0.008  <0.001  
A2M-AS1 <0.001  -0.414  0.013  0.304  <0.001  
HES4 <0.001  0.310  0.245  0.017  <0.001  
SYTL1 <0.001  -0.512  0.323  0.633  <0.001  
NOP53 <0.001  -0.444  0.535  0.797  <0.001  



CHI3L2 <0.001  -0.508  0.084  0.409  <0.001  
FKBP1A <0.001  -0.423  0.368  0.675  <0.001  
UBL5 <0.001  -0.392  0.755  0.911  <0.001  
SRSF2 <0.001  -0.461  0.587  0.789  <0.001  
TLE4 <0.001  -0.585  0.219  0.532  <0.001  
KLRD1 <0.001  -0.369  0.968  0.992  <0.001  
ZFP36L1 <0.001  -0.522  0.290  0.629  <0.001  
SSR4 <0.001  -0.403  0.794  0.907  <0.001  
PSMB10 <0.001  0.434  0.626  0.312  <0.001  
MBP <0.001  -0.513  0.606  0.819  <0.001  
HELZ <0.001  -0.465  0.181  0.511  <0.001  
IL18RAP <0.001  -0.382  0.052  0.359  <0.001  
MIB2 <0.001  -0.401  0.142  0.481  <0.001  
DDAH2 <0.001  -0.369  0.032  0.329  <0.001  
GBP1 <0.001  0.259  0.574  0.224  <0.001  
NPM1 <0.001  -0.389  0.903  0.937  <0.001  
LYST <0.001  -0.422  0.065  0.371  <0.001  
IER5 <0.001  -0.497  0.155  0.477  <0.001  
GCHFR <0.001  -0.420  0.058  0.371  <0.001  
EIF3E <0.001  -0.394  0.600  0.793  <0.001  
PSTPIP1 <0.001  -0.422  0.155  0.485  <0.001  
GZMA <0.001  -0.350  0.974  0.975  <0.001  
EIF4A2 <0.001  -0.445  0.600  0.831  <0.001  
CAP1 <0.001  -0.435  0.755  0.895  <0.001  
CFLAR <0.001  -0.470  0.497  0.768  <0.001  
NDUFA12 <0.001  -0.423  0.516  0.772  <0.001  
ISG20 <0.001  0.374  0.761  0.414  <0.001  
ARRB2 <0.001  -0.441  0.277  0.586  <0.001  
DDX3Y <0.001  -0.334  0.006  0.270  <0.001  
NOP10 <0.001  -0.461  0.426  0.667  <0.001  
TRAF3IP3 <0.001  -0.470  0.594  0.823  <0.001  
PTPRC <0.001  -0.340  0.987  0.996  <0.001  
SH3BP5 <0.001  -0.461  0.323  0.612  <0.001  
STK10 <0.001  -0.461  0.477  0.730  <0.001  
N4BP2L2 <0.001  -0.468  0.568  0.781  <0.001  
CX3CR1 <0.001  -0.573  0.484  0.726  <0.001  
CD47 <0.001  -0.493  0.665  0.772  <0.001  
OST4 <0.001  -0.354  0.781  0.907  <0.001  
NCR3 <0.001  -0.469  0.181  0.494  <0.001  
RAC2 <0.001  -0.359  0.968  0.979  <0.001  
NDUFB7 <0.001  -0.413  0.574  0.810  <0.001  
PCBP1 <0.001  -0.404  0.723  0.873  <0.001  
PRPF38B <0.001  -0.473  0.374  0.679  <0.001  



ILF3-DT <0.001  -0.505  0.213  0.515  <0.001  
TMC8 <0.001  -0.428  0.277  0.591  <0.001  
NUCB2 <0.001  -0.423  0.129  0.439  <0.001  
ARHGAP45 <0.001  -0.456  0.335  0.633  <0.001  
TXK <0.001  -0.478  0.348  0.637  <0.001  
SRSF5 <0.001  -0.378  0.819  0.932  <0.001  
CEBPB <0.001  0.389  0.690  0.346  <0.001  
MACF1 <0.001  -0.484  0.335  0.650  <0.001  
CTSS <0.001  -0.539  0.465  0.722  <0.001  
EEF2 <0.001  -0.380  0.748  0.920  <0.001  
AK5 <0.001  -0.288  0.000  0.241  <0.001  
GSN <0.001  -0.366  0.065  0.350  <0.001  
ANAPC16 <0.001  -0.445  0.529  0.751  <0.001  
AMD1 <0.001  -0.437  0.148  0.447  <0.001  
TRA2B <0.001  -0.457  0.355  0.633  <0.001  
DENND2D <0.001  -0.529  0.394  0.654  <0.001  
UTRN <0.001  -0.499  0.368  0.629  <0.001  
PECAM1 <0.001  -0.328  0.000  0.236  <0.001  
APLP2 <0.001  -0.448  0.194  0.489  <0.001  
CDC42 <0.001  -0.345  0.929  0.954  <0.001  
ZRANB2 <0.001  -0.451  0.226  0.527  <0.001  
HCST <0.001  -0.375  0.987  0.987  <0.001  
OGT <0.001  -0.445  0.187  0.481  <0.001  
AES <0.001  -0.352  0.916  0.954  <0.001  
BRD2 <0.001  -0.451  0.329  0.612  <0.001  
DUSP1 <0.001  -0.618  0.665  0.878  <0.001  
GLRX <0.001  -0.441  0.452  0.709  <0.001  
CXCR4 <0.001  0.530  0.574  0.274  <0.001  
SLC25A5 <0.001  -0.463  0.535  0.751  <0.001  
CRIP1 <0.001  0.352  0.606  0.291  <0.001  
AKAP13 <0.001  -0.463  0.503  0.743  <0.001  
ZNF207 <0.001  -0.450  0.368  0.646  <0.001  
HDAC7 <0.001  -0.359  0.090  0.371  <0.001  
FGR <0.001  -0.442  0.458  0.709  <0.001  
SH2D1A <0.001  -0.349  0.084  0.363  <0.001  
BIN2 <0.001  -0.418  0.723  0.865  <0.001  
UBE2I <0.001  -0.435  0.452  0.675  <0.001  
ARPC5L <0.001  -0.419  0.632  0.785  <0.001  
GPX4 <0.001  -0.391  0.400  0.667  <0.001  
PCSK7 <0.001  -0.466  0.652  0.793  <0.001  
IKZF2 <0.001  -0.252  0.000  0.224  <0.001  
ORAI2 <0.001  -0.376  0.103  0.384  <0.001  
CASP4 <0.001  -0.468  0.413  0.662  <0.001  



HNRNPK <0.001  -0.375  0.845  0.865  <0.001  
ATP5MD <0.001  -0.387  0.523  0.785  <0.001  
OAZ1 <0.001  -0.324  0.948  0.983  <0.001  
GIMAP4 <0.001  -0.530  0.452  0.662  <0.001  
ATP5ME <0.001  -0.419  0.568  0.764  <0.001  
PKN1 <0.001  -0.441  0.394  0.646  <0.001  
SON <0.001  -0.389  0.703  0.835  <0.001  
HMGB1 <0.001  -0.376  0.929  0.987  <0.001  
ARHGEF3 <0.001  -0.387  0.232  0.544  <0.001  
EOMES <0.001  -0.378  0.084  0.354  <0.001  
VASP <0.001  -0.415  0.529  0.743  <0.001  
CD37 <0.001  -0.400  0.800  0.873  <0.001  
IKZF1 <0.001  -0.420  0.606  0.768  <0.001  
UQCR11 <0.001  -0.365  0.768  0.878  <0.001  
SKAP2 <0.001  -0.316  0.058  0.321  <0.001  
SIPA1 <0.001  -0.462  0.297  0.578  <0.001  
AHNAK <0.001  -0.470  0.445  0.671  <0.001  
SRSF11 <0.001  -0.423  0.510  0.734  <0.001  
APMAP <0.001  -0.392  0.632  0.814  <0.001  
TSPO <0.001  -0.456  0.503  0.675  <0.001  
IQGAP1 <0.001  -0.381  0.626  0.806  <0.001  
PYHIN1 <0.001  -0.492  0.452  0.675  <0.001  
EIF1AY <0.001  -0.256  0.006  0.228  <0.001  
SEC61B <0.001  -0.385  0.639  0.827  <0.001  
CNDP2 <0.001  -0.304  0.071  0.333  <0.001  
MZT2B <0.001  -0.385  0.523  0.717  <0.001  
KANSL1 <0.001  -0.393  0.374  0.641  <0.001  
AKAP9 <0.001  -0.483  0.232  0.498  <0.001  
CD74 <0.001  0.497  0.910  0.768  <0.001  
SYNE1 <0.001  -0.468  0.413  0.654  <0.001  
IVNS1ABP <0.001  -0.404  0.181  0.460  <0.001  
P4HB <0.001  -0.399  0.510  0.734  <0.001  
DTHD1 <0.001  -0.290  0.019  0.245  <0.001  
LASP1 <0.001  -0.372  0.245  0.536  <0.001  
TSPAN3 <0.001  -0.327  0.071  0.325  <0.001  
SSR2 <0.001  -0.362  0.755  0.865  <0.001  
TRAPPC6A <0.001  -0.316  0.110  0.384  <0.001  
LST1 <0.001  -0.417  0.006  0.219  <0.001  
S100A10 <0.001  -0.328  0.774  0.873  <0.001  
MSN <0.001  -0.367  0.748  0.852  <0.001  
PPP1CA <0.001  -0.352  0.774  0.890  <0.001  
PPP1R12A <0.001  -0.407  0.406  0.667  <0.001  
PDLIM2 <0.001  -0.346  0.252  0.536  <0.001  



EIF3L <0.001  -0.412  0.374  0.624  <0.001  
SFPQ <0.001  -0.396  0.419  0.667  <0.001  
TGFB1 <0.001  -0.359  0.794  0.903  <0.001  
ANKRD44 <0.001  -0.439  0.381  0.620  <0.001  
BTF3 <0.001  -0.315  0.923  0.970  <0.001  
GK5 <0.001  -0.421  0.213  0.489  <0.001  
SNHG9 <0.001  -0.323  0.084  0.346  <0.001  
SEC11A <0.001  -0.393  0.594  0.759  <0.001  
RGS1 <0.001  0.374  0.374  0.122  <0.001  
NDUFA3 <0.001  -0.367  0.465  0.705  <0.001  
CAPZB <0.001  -0.362  0.652  0.814  <0.001  
GNAI2 <0.001  -0.332  0.858  0.920  <0.001  
SARAF <0.001  -0.331  0.755  0.903  <0.001  
YWHAZ <0.001  -0.376  0.768  0.865  <0.001  
DYNLL1 <0.001  -0.433  0.613  0.781  <0.001  
HNRNPA3 <0.001  -0.344  0.748  0.882  <0.001  
SPOCK2 <0.001  0.297  0.555  0.266  <0.001  
SMAD2 <0.001  -0.337  0.097  0.350  <0.001  
ENO1 <0.001  -0.383  0.774  0.865  <0.001  
FMNL1 <0.001  -0.381  0.697  0.806  <0.001  
CITED2 <0.001  -0.358  0.097  0.350  <0.001  
LCP2 <0.001  -0.373  0.297  0.557  <0.001  
ARPC3 <0.001  -0.279  0.955  0.987  <0.001  
CYB5B <0.001  -0.315  0.142  0.405  <0.001  
PARK7 <0.001  -0.342  0.710  0.802  <0.001  
EIF3F <0.001  -0.348  0.658  0.819  <0.001  
TYROBP <0.001  -0.295  0.955  0.992  <0.001  
HNRNPA1 <0.001  -0.347  0.858  0.962  <0.001  
APEX1 <0.001  -0.318  0.194  0.460  <0.001  
BEX4 <0.001  -0.269  0.052  0.291  <0.001  
LAMTOR4 <0.001  -0.350  0.548  0.751  <0.001  
ZFAS1 <0.001  -0.370  0.303  0.570  <0.001  
ETS1 <0.001  -0.442  0.394  0.620  <0.001  
FCN1 <0.001  -0.424  0.000  0.190  <0.001  
SERPINB1 <0.001  -0.357  0.561  0.764  <0.001  
RHOC <0.001  -0.498  0.555  0.730  <0.001  
EIF4G2 <0.001  -0.362  0.400  0.662  <0.001  
ATP5F1A <0.001  -0.363  0.394  0.646  <0.001  
BRK1 <0.001  -0.325  0.697  0.835  <0.001  
SET <0.001  -0.394  0.710  0.819  <0.001  
CSTB <0.001  -0.372  0.406  0.662  <0.001  
CSK <0.001  -0.387  0.529  0.722  <0.001  
CDC42SE1 <0.001  -0.441  0.639  0.768  <0.001  



HSH2D <0.001  -0.337  0.226  0.498  <0.001  
RCSD1 <0.001  -0.380  0.239  0.494  <0.001  
MCTP2 <0.001  -0.324  0.194  0.473  <0.001  
CD99 <0.001  -0.322  0.890  0.949  <0.001  
VCAN <0.001  -0.367  0.000  0.186  <0.001  
YIPF4 <0.001  -0.381  0.206  0.456  <0.001  
GTF3A <0.001  -0.407  0.568  0.722  <0.001  
PPP1R18 <0.001  -0.343  0.677  0.819  <0.001  
INTS6 <0.001  -0.443  0.168  0.414  <0.001  
C6orf62 <0.001  -0.375  0.206  0.464  <0.001  
OSBPL5 <0.001  -0.274  0.090  0.333  <0.001  
EIF4A1 <0.001  -0.406  0.510  0.692  <0.001  
TMC6 <0.001  -0.401  0.342  0.565  <0.001  
FHL3 <0.001  -0.298  0.084  0.321  <0.001  
PSMA4 <0.001  -0.371  0.400  0.637  <0.001  
MYO1G <0.001  -0.379  0.497  0.738  <0.001  
TNFRSF1A <0.001  -0.306  0.142  0.409  <0.001  
GIT2 <0.001  -0.318  0.077  0.308  <0.001  
GTF2I <0.001  -0.309  0.135  0.392  0.001  
TPST2 <0.001  -0.401  0.458  0.671  0.001  
MAPK1 <0.001  -0.376  0.335  0.586  0.001  
WDR74 <0.001  -0.304  0.077  0.308  0.001  
ARPC4 <0.001  -0.308  0.800  0.886  0.001  
AIF1 <0.001  -0.395  0.006  0.190  0.001  
CYBA <0.001  -0.276  1.000  1.000  0.001  
EFHD2 <0.001  -0.281  0.929  0.975  0.001  
COX4I1 <0.001  -0.284  0.942  0.983  0.001  
DIP2A <0.001  -0.382  0.297  0.553  0.001  
PRPF40A <0.001  -0.341  0.271  0.523  0.001  
ITGB7 <0.001  0.308  0.671  0.409  0.001  
NDUFA1 <0.001  -0.316  0.510  0.747  0.001  
SF3B1 <0.001  -0.386  0.413  0.641  0.001  
GIMAP6 <0.001  -0.330  0.142  0.388  0.001  
TYMP <0.001  0.295  0.594  0.316  0.001  
OFD1 <0.001  -0.306  0.213  0.473  0.001  
SASH3 <0.001  -0.367  0.316  0.570  0.001  
RAB11FIP1 <0.001  -0.378  0.200  0.451  0.001  
GYPC <0.001  -0.371  0.503  0.684  0.001  
DUSP6 <0.001  -0.299  0.019  0.211  0.001  
TKT <0.001  -0.371  0.232  0.477  0.001  
TSTD1 <0.001  -0.370  0.290  0.536  0.001  
CBX3 <0.001  -0.372  0.277  0.515  0.001  
HSPA8 <0.001  -0.355  0.897  0.941  0.001  



ARGLU1 <0.001  -0.405  0.477  0.662  0.001  
C9orf16 <0.001  -0.388  0.471  0.662  0.001  
S100A8 <0.001  -0.958  0.406  0.650  0.002  
PTPN12 <0.001  -0.321  0.310  0.565  0.002  
SUMO2 <0.001  -0.279  0.871  0.958  0.002  
SPG7 <0.001  -0.317  0.148  0.392  0.002  
ARID1B <0.001  -0.427  0.374  0.603  0.002  
DHRS3 <0.001  -0.275  0.065  0.278  0.002  
DAD1 <0.001  -0.326  0.555  0.726  0.002  
ARHGAP9 <0.001  -0.391  0.303  0.540  0.002  
MIDN <0.001  -0.382  0.432  0.624  0.002  
STAG2 <0.001  -0.293  0.148  0.388  0.002  
S100PBP <0.001  -0.259  0.065  0.278  0.002  
SCLT1 <0.001  -0.325  0.103  0.329  0.002  
ASAP1 <0.001  -0.262  0.052  0.257  0.002  
C4orf3 <0.001  -0.339  0.581  0.768  0.002  
PMAIP1 <0.001  -0.351  0.084  0.304  0.002  
ANKRD12 <0.001  -0.354  0.490  0.722  0.002  
UQCR10 <0.001  -0.364  0.574  0.751  0.002  
SKP1 <0.001  -0.293  0.761  0.852  0.002  
STAT1 <0.001  0.278  0.523  0.270  0.002  
PABPN1 <0.001  -0.306  0.277  0.527  0.003  
EVL <0.001  -0.294  0.935  0.975  0.003  
LENG8 <0.001  -0.338  0.245  0.485  0.003  
PA2G4 <0.001  -0.370  0.374  0.608  0.003  
SEC61G <0.001  -0.388  0.555  0.705  0.003  
SORL1 <0.001  -0.427  0.323  0.532  0.003  
CEP78 <0.001  -0.387  0.284  0.532  0.003  
APRT <0.001  -0.344  0.639  0.781  0.003  
NEIL1 <0.001  -0.284  0.019  0.198  0.004  
NFKBIA <0.001  0.522  0.665  0.447  0.004  
TLN1 <0.001  -0.346  0.477  0.658  0.004  
SERP1 <0.001  -0.339  0.600  0.743  0.004  
TAF7 <0.001  -0.356  0.303  0.532  0.004  
ZBTB16 <0.001  -0.329  0.168  0.401  0.004  
SMG1 <0.001  -0.322  0.168  0.414  0.004  
SEPTIN2 <0.001  -0.300  0.181  0.414  0.004  
CHD9 <0.001  -0.350  0.187  0.414  0.004  
PRRC2C <0.001  -0.339  0.652  0.797  0.004  
AC245014.3 <0.001  -0.262  0.032  0.219  0.005  
MAPRE2 <0.001  -0.269  0.181  0.430  0.005  
SUMF2 <0.001  -0.309  0.155  0.384  0.005  
ANXA11 <0.001  -0.360  0.568  0.722  0.006  



ASAH1 <0.001  -0.336  0.258  0.485  0.006  
PSMA1 <0.001  -0.346  0.452  0.641  0.006  
TNFAIP8 <0.001  -0.350  0.252  0.481  0.006  
NCR1 <0.001  -0.263  0.110  0.333  0.006  
MRPL52 <0.001  -0.320  0.200  0.430  0.007  
SRP9 <0.001  -0.355  0.516  0.679  0.007  
APOBEC3C <0.001  -0.390  0.342  0.549  0.007  
CHD2 <0.001  -0.328  0.129  0.350  0.007  
GNG2 <0.001  -0.377  0.529  0.700  0.009  
SERBP1 <0.001  -0.347  0.561  0.722  0.009  
LGALS1 <0.001  0.275  0.916  0.747  0.009  
ATP5MC2 <0.001  -0.293  0.806  0.899  0.010  
AC103591.3 <0.001  -0.293  0.019  0.190  0.010  
EDF1 <0.001  -0.282  0.794  0.869  0.010  
TAPBP <0.001  -0.353  0.626  0.747  0.010  
RBBP4 <0.001  -0.349  0.265  0.481  0.010  
USP47 <0.001  -0.266  0.110  0.329  0.011  
XBP1 <0.001  -0.366  0.690  0.823  0.011  
ATP5F1B <0.001  -0.349  0.574  0.709  0.011  
HENMT1 <0.001  -0.251  0.084  0.291  0.011  
IRF1 <0.001  0.361  0.903  0.802  0.011  
AAK1 <0.001  -0.365  0.394  0.595  0.011  
CARHSP1 <0.001  -0.279  0.161  0.388  0.011  
ATP5IF1 <0.001  -0.312  0.645  0.785  0.012  
NEMF <0.001  -0.341  0.226  0.443  0.013  
BTG1 <0.001  0.273  0.987  0.983  0.013  
WIPF1 <0.001  -0.390  0.432  0.620  0.013  
SUGP2 <0.001  -0.254  0.116  0.342  0.014  
DECR1 <0.001  -0.308  0.232  0.464  0.015  
HNRNPD <0.001  -0.324  0.632  0.751  0.015  
RBMS1 <0.001  -0.372  0.258  0.468  0.015  
TES <0.001  -0.298  0.284  0.527  0.015  
UBE2D3 <0.001  -0.336  0.684  0.802  0.015  
EIF3H <0.001  -0.302  0.548  0.713  0.017  
CCDC85B <0.001  -0.340  0.561  0.696  0.017  
SRSF10 <0.001  -0.318  0.284  0.515  0.018  
FAM107B <0.001  -0.392  0.329  0.519  0.018  
IFITM2 <0.001  -0.264  0.987  0.975  0.018  
IFI16 <0.001  -0.387  0.542  0.692  0.018  
PPP1R15A <0.001  -0.395  0.323  0.523  0.019  
SRSF8 <0.001  -0.271  0.142  0.363  0.019  
CAPZA1 <0.001  -0.318  0.413  0.633  0.020  
INPP5D <0.001  -0.315  0.381  0.586  0.020  



ATP5MF <0.001  -0.315  0.645  0.764  0.020  
ZFP36 <0.001  0.385  0.832  0.637  0.020  
UCP2 <0.001  -0.321  0.748  0.861  0.023  
FOXP1 <0.001  -0.366  0.303  0.502  0.023  
PPP1R35 <0.001  -0.255  0.142  0.359  0.025  
NDUFB2 <0.001  -0.288  0.729  0.865  0.026  
COX7A2 <0.001  -0.297  0.755  0.831  0.027  
PCNX4 <0.001  -0.308  0.110  0.316  0.027  
REL <0.001  -0.338  0.265  0.464  0.028  
POLR2J3.1 <0.001  -0.353  0.368  0.595  0.029  
CDK6 <0.001  -0.253  0.039  0.211  0.030  
CCNI <0.001  -0.277  0.781  0.865  0.033  
HMGN1 <0.001  -0.333  0.568  0.722  0.034  
AKT1 <0.001  -0.269  0.219  0.451  0.036  
LNPEP <0.001  -0.309  0.258  0.489  0.036  
ATF4 <0.001  -0.317  0.200  0.409  0.038  
PAXX <0.001  -0.324  0.535  0.717  0.038  
RASAL3 <0.001  -0.334  0.355  0.557  0.042  
SAR1A <0.001  -0.302  0.271  0.485  0.043  
DOCK8 <0.001  -0.321  0.297  0.502  0.043  
CLK1 <0.001  -0.304  0.200  0.418  0.043  
MYH9 <0.001  -0.318  0.497  0.667  0.044  
CDC37 <0.001  -0.314  0.329  0.532  0.045  
IL16 <0.001  -0.337  0.219  0.426  0.047  
ATP5PB <0.001  -0.314  0.452  0.616  0.050  
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