Figure S1. Results of flow cytometry for OV-6 (Aa-c) and CK-19 (Ba-c) with primary HOCs and induced differentiation of
BDEs. HOCs, hepatic oval cells; BDEs, bile duct epithelial cells; Ger, generation.
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Figure S2. Label-free Liquid Chromatography with tandem mass spectrometry data with quality assessment. (A) Protein elec-
trophoresis. (B) Peptide quality assessment. (C-E) The number distribution of peptide segments. The horizontal coordinate is
the number range of covering peptide segments, and the vertical coordinate is the number of proteins. (F-H) Peptide sequence
coverage. This diagram shows the proportion of proteins in different coverage ranges, with different colors representing different
sequence coverage ranges HOCs, hepatic oval cells; BDEs, bile duct epithelial cells; Ger, generation.

o} o}
0] 0]
< ey
o "o
A (@] w 41} B
s 2 8 B8 500
kDa - -
170
H - —_—
130 —— |- 400
100 —> -
70 —> - o 300
55 — - 8
40 —> - 5 200
35 —> -
100
25 —s -
5 e 0

-50 -25 0 25 50
Delta mass (ppm)
C D BDE 4" Ger
HoC
600
600
= 400
§ 400 é
o
(&)
200
) III IIII
: ][ [T : Ml
12345678 910111213141516 171819520 12345678 910111218 141516171819220
Number of peptides umber of peptides
E BDE 8" Ger F HOC
800 Range
[ 0%-5% (755, 15.08%)
[ 5%-10% (717, 14.32%)
600 B 10%-15% (579, 11.56%)
B 15%-20% (496, 9.91%)
£ 400 B 20%-30% (734, 14.66%)
8 B 50%-40% (611, 12.2%)
200 [ 40%-50% (465, 9.29%)
III [ 50%-100% (650, 12.98%)
0 (LT
12345678 910111213141516171819>20
Number of peptides
G BDE 4" Ger H BDE 8" Ger
Range Range

[ 0%-5% (772, 15.51%)
I 5%-10% (706, 14.19%)
B 10%-15% (615, 12.36%)
B 15%-20% (458, 9.2%)
B0 20%-30% (726, 14.59%)
B 30%-40% (614, 12.34%)
[ 40%-50% (457, 9.18%)
[ 50%-100% (629, 12.64%)

[ 0%-5% (679, 13.36%)
[ 5%-10% (628, 12.36%)
I 10%-15% (588, 11.57%)
B 15%-20% (476, 9.37%)
I 20%-30% (801, 15.76%)
B 30%-40% (657, 12.93%)
[T 40%-50% (534, 10.51%)
[T 50%-100% (718, 14.13%)




Figure S3. Correlation analysis between BDEs 4th Ger, BDEs
8th Ger and HOCs group. BDEs, bile duct epithelial cells; Ger,
generation; HOCs, hepatic oval cells.
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