
Figure S1. (A) The coding ability of the lncRNA 495810 was predicted by coding‑potential assessment tool. (B) UCSC visual‑
ized the PhyloCSF of lncRNA 495810. (C) After transient transfection of si‑NC or si‑495810 for 48 h, relative expression level of 
lncRNA 495810 was detected by RT‑qPCR in SW620 and HT‑29 cells. (D) LncRNA 495810 expression levels were determined 
by RT‑qPCR in HT‑29 and HCT116 cells after transient transfection of pCDH or 495810. **P<0.01 amd ***P<0.001. lncRNA, 
long non‑coding RNA; si‑, small interfering; NC, negative control; RT‑qPCR, reverse transcription‑quantitative PCR.



Figure S2. (A‑E) The correlation analysis between 495810 and (A) PGK1, (B) TPI1, (C) LDHA (D) ENO1 and (E) LDHB.


