Figure S1. Gating strategy for white blood cells, T cells, B cells, natural killer cells, double-positive CD4*CD8* T cells,
CD3*PD-1"" T cells, CD3-PD-1"" non-T cells, and CD25- and CD127-expressing T cells. PBMCs, peripheral blood mono-
nuclear cells; NK, natural killer; DP, double-positive.

g g 8 o
= &7 = &7 =
X PBMCs X CD45 27 T/nonT-PD1
&7 &7 5
¢ B9 o 3 ) "
» N~ CD45*PBMCs E o
w [7p] 4 o o
=% [= o CD3*PD*
o o] [m]
S =1 3)
o o] %
[Tolm 0] ’
3 b o CD3PDY
| - 1 1 1 1 g g
" 7 = ]
0 10 10 | 2 3 4 5
50 100 150 200 250 139 oy 0102 10°  10* 10
FSC (x1,000) CDA45 PerCRCy5.5 221 D1 (CD279) PerCP-Cy5.5
2 8 B o ]
= NK cells S « T cells o3 B cells
~ 3
5 -8 .
e - O "3
- 3B T, ]
2 ® R 2y
- - 3 o i
N CD45°3°16/: — . CD45°3*Lymphocytes CD45*319*
=
o . e
IYe) rr—T-rTrr—r
e 10° 10t 10° 390 102 10%  10* 10
CD16/56 PE CD19 PE-Texas Red

105

CD25* T cells CD127+ T cells "’91 DPT cells

<« 1
b =5y
j* Pow L o
8 - (l;) ooy Q 1 cp3as CD3*4'8*
[ w O ]
3]
0D 0 P
Q- 8 o "1
3V}
No o
- -
CD3'4'8°
o oS
Bw B S——

5 0102 10° 10* 10° 98 0 102 10 10* 10° "980102  10% 104 105
CD25 APC CD127 PerCP-Cy5.5 CD4 PE



Figure S2. Gating strategy for subpopulations of CD4* and CD8" T cells (memory, effector, activated, senescent, exhausted,
regulatory, and senescent memory). PBMCs, peripheral blood mononuclear cells; CTLs, cytotoxic T cells.
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Figure S3. Gating strategy for myeloid mononuclear cells subsets: Monocytes, classical DCs, DCs, plasmacytoid DCs, regu-
latory DCs, inflammatory monocyte-derived DCs. PBMCs, peripheral blood mononuclear cells; DCs, dendritic cells; pDCs,
plasmacytoid dendritic cells; Mo-DCs, monocyte-derived dendritic cells.
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Figure S4. Correlations between lymphocyte subsets, cytokines, and microRNAs in COVID-19 patients. COVID-19, coronavirus
disease 19; CT, computed tomography; ESR, erythrocyte sedimentation rate; IP-10, interferon y-induced protein 10; MIP-1a,
macrophage inflammatory protein-1a; G-CSF, granulocyte colony-stimulating factor; miR, microRNA; WBC, white blood cells;
CRP, C-reactive protein; DCs, dendritic cells; NK, natural killer.
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Figure S4. Continued.
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Figure S4. Continued.
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