
Figure S1. Increased autophagy in leukemia cells followed by different stimulations. Immunoblot analysis for LC3B expression 
and lipidation (LC3B-II) and SQSTM1 in different leukemia cells in response to starvation or rapamycin (5 µM). (A-C) (A) K562, 
(B) THP1 and (C) U937 cells were cultured in the starvation Earle's Balanced Salt Solution medium or treated with rapamycin 
for the indicated times. The LC3B-II/LC3B-I ratio was indicated. (D) Upper: Mapping information of the genome-editing 
vector. Below: Schematic representation of gRNA targeting the KDM3B locus. The translation start codon ATG was indicated 
by an arrow. The gRNA (blue) was designed to target ORF (gray). The PAM site was underlined in red. (E) Determination of 
effective KO of KDM3B. Endogenous KDM3B protein levels were analyzed by western blotting. (F) KO of KDM3B rescued the 
cell proliferation. Cell viability assay results on the wild-type and KDM3B KO K562, THP1, and U937 cells. Data (mean ± SD) 
were analyzed using Student's t-test. ****P<0.0001. KDM3B, histone lysine demethylase 3B; ORF, open reading frame; PAM, 
protospacer adjacent motif; KO, knockout.



Figure S2. KDM3B rescue promotes autophagy. (A) Immunoblot analysis for LC3B expression and lipidation (LC3B-II) and 
SQSTM1 in different 293T cells. KDM3B knockout 293Ts were transiently transfected FLAG-KDM3B plasmid to rescue the 
KDM3B expression. WT, KDM3B KO or KDM3B-rescued 293T cells were cultured and then starved in EBSS for 4 h. The 
LC3B-II/LC3B-I ratio was indicated. (B) Reverse transcription-quantitative PCR analysis of GABARAPL1 in different 293T 
cells. WT, KDM3B KO or KDM3B-rescued 293T cells were cultured and then starved in EBSS for 4 h. (C) Immunoblot analysis 
for the expression levels of GABARAPL1, H3K9me2, H4R3me2s in different 293T cells which were cultured in the starvation 
EBSS medium for 4 h. (D) Immunoblot analysis for the expression levels of GABARAPL1, H3K9me2, H4R3me2s in different 
K562s cultured and then starved in EBSS for 4 h. ns, not significant; ***P<0.001 and ****P<0.0001. KDM3B, histone lysine 
demethylase 3B; WT, wild-type; KO, knockout; GABARAPL1, GABA type A receptor-associated protein like 1; EBSS, Earle's 
Balanced Salt Solution.



Figure S3. Survival outcomes, expression differences and correlation analysis detected by gene expression. (A and B) Kaplan-
Meier overall survival curves were measured based on KDM3B and GABARAPL1 levels. (C) Differential expression of KDM3B 
and GABARAPL1 in healthy populations (normal) and patients with acute myeloid leukemia (tumor). (D) The correlation 
between KDM3B and GABARAPL1 was analyzed by Spearman's correlation analysis. KDM3B, histone lysine demethylase 3B; 
GABARAPL1, GABA type A receptor-associated protein like 1. *P<0.05 and ***P<0.001.



Figure S4. The univariate and multivariate Cox regression model analyses for assessment of the relationship between KDM3B, 
GABARAPL1 expression levels and acute myeloid leukemia clinical phenotypes. KDM3B, histone lysine demethylase 
3B; GABARAPL1, GABA type A receptor-associated protein like 1.



Figure S5. Logistic regression analysis for the relationship between acute myeloid leukemia clinical phenotypes and KDM3B, 
GABARAPL1 expression. KDM3B, histone lysine demethylase 3B; GABARAPL1, GABA type A receptor-associated protein 
like 1.


