Figure S1. Semi-quantitative reverse transcription-PCR
analysis for HITS mRNA expression in HCT 116, RKO and
SW480 cells transfected with pEGFP (Ct) or pCAG-HITS-
IRES-EGFP (Oexp) vector. Expression of HITS mRNA was
normalized to TBP mRNA expression amplified as the internal
control. The number of replicates is indicated in parenthesis
in each panel. “P<0.01 compared with Ct group. HITS, heat
shock-inducible tumor small protein; Oexp, overexpression;
TBP, TATA-box binding protein.
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Figure S2. Semi-quantitative reverse transcription-PCR anal-
ysis of the effects of RNA interference using control siRNA
(Ct) or HITS siRNA (#1, #2) on HITS mRNA expression
in HCT 116 cells. Expression of HITS mRNA was normal-
ized to the TBP mRNA expression amplified as the internal
control. The number of replicates is indicated in parenthesis
in each panel. “P<0.01 compared with Ct group. HITS, heat
shock-inducible tumor small protein; TBP, TATA-box binding
protein; siRNA, small interfering RNA.
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