
Table SI.Summarized results of CGP of anaplastic thyroid cancer. 

aGene abnormalities i.e. variation or mutation, etc. in the 10 most frequent genes. 0, no abnormality; ND, not detectable; RA, rearrangement; amp, amplification; CGP, 

comprehensive genomic profiling. The raw data for rearrangement and amplification are omitted due to the sheer volume of data.  
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