Table SI. Quantitative PCR primer sequences.

Direction
Gene of primer Sequence (5'-3' direction)
CFTR Forward GGAGAGCATACCAGCAGTGACT
Reverse TTCCAAGGAGCCACAGCACAAC
RAB27B Forward TGGCAACAAGGCAGACCTACCA
Reverse CTCCACATTCTGTCCAGTTGCTG
ADRB1 Forward TTCCTGCCCATCCTCATGCACT
Reverse GTAGAAGGAGACTACGGACGAG
DPYSL2 Forward ACTGCCCAGAAGGCTGTAGGAA
Reverse CAGCCACAAACTGGTTCTCATCC
ATP6VOA4 Forward TTGGAGAGCGTCAATGTGAGGC
Reverse CTTCTGCACCTTGATGAGCCAG
EREG Forward CTTATCACAGTCGTCGGTTCCAC
Reverse GCCATTCAGACTTGCGGCAACT
SFTPD Forward GGACAAAGGCATTCCTGGAGAC
Reverse TGAGAGAAAGCAGCCTGGAGGT
LOXL2 Forward TGACTGCAAGCACACGGAGGAT
Reverse TCCGAATGTCCTCCACCTGGAT
HTR2B Forward GCTGGTTGGATTGTTTGTGATGC
Reverse CCACTGAAATGGCACAGAGATGC
SYT2 Forward CGTGGACAACTCCACTGAGAGT
Reverse CAACCACAGCAATGGCGATCAG
ALOX15 Forward ACCTTCCTGCTCGCCTAGTGTT
Reverse GGCTACAGAGAATGACGTTGGC
F2RL1 Forward CTCCTCTCTGTCATCTGGTTCC
Reverse TGCACACTGAGGCAGGTCATGA
IL7R Forward ATCGCAGCACTCACTGACCTGT
Reverse TCAGGCACTTTACCTCCACGAG
PCSK9 Forward GACACCAGCATACAGAGTGACC
Reverse GTGCCATGACTGTCACACTTGC
ADRB?2 Forward TACCAGAGCCTGCTGACCAAGA
Reverse AGTCACAGCAGGTCTCATTGGC
GATA2 Forward CAGCAAGGCTCGTTCCTGTTCA
Reverse ATGAGTGGTCGGTTCTGCCCAT
IGHM (GenBank accession no. Forward CCTACAAGGTGACCAGCACACT

BC017356.2)

Reverse

ACACATGGAGGACGCATTCTGC



MRC1

GAPDH

Forward
Reverse
Forward

Reverse

AGCCAACACCAGCTCCTCAAGA
CAAAACGCTCGCGCATTGTCCA
GTCTCCTCTGACTTCAACAGCG

ACCACCCTGTTGCTGTAGCCAA




Table SlI. Differential expressed genes of tumor tissues compared with paired paracancerous tissues in The Cancer Genome Atlas lung adenocarcinoma cohort.

Log fold
EMBL ENTREZID  Gene symbol Base mean change LfcSE Stat P-value Adjusted P-value Change
ENSG00000000938 2268 FGR 1968.624 -2.178 0.169 -12.92 3.49x10-38a 1.04x10-36a Down
ENSG00000001626 1080 CFTR 1185.861 -1.406 0.257 -5.468 4.55x10-08a 1.43x10-07a Down
ENSG00000003137 56603 CYP26B1 310.995 -1.344 0.215 -6.243 4.30x10-10a 1.66x10-09a Down
ENSG00000004776 126393 HSPB6 848.265 -2.24 0.238 -9.418 4.59x10-21a 4.67x10-20a Down
ENSG00000004799 5166 PDK4 5363.415 -2.276 0.218 -10.455 1.39x10-25a 1.99x10-24a Down
ENSG00000004838 51364 ZMYND10 836.626 -2.19 0.309 -7.078 1.46x10-12a 7.16x10-12a Down
ENSG00000004939 6521 SLC4A1l 21.175 -2.678 0.292 -9.164 5.01x10-20a 4.69x10-19a Down
ENSG00000005102 4222 MEOX1 76.464 -1.226 0.284 -4.325 1.52x10-05a 3.54x10-05a Down
ENSG00000005844 3683 ITGAL 2339.392 -1.287 0.165 -7.81 5.73x10-15a 3.56x10-14a Down
ENSG00000006740 9912 ARHGAP44 1693.438 -1.656 0.159 -10.405 2.36x10-25a 3.32x10-24a Down
ENSG00000007129 90273 CEACAM21 216.95 -1.432 0.2 -7.165 7.79x10-13a 3.92x10-12a Down
ENSG00000007174 1770 DNAH9 685.896 -2.19 0.403 -5.438 5.38x10-08a 1.67x10-07a Down
ENSG00000007264 4145 MATK 265.485 -1.219 0.175 -6.98 2.94x10-12a 1.41x10-11a Down
ENSG00000007402 9254 CACNA2D2 6601.418 -2.562 0.284 -9.037 1.62x10-19a 1.45x10-18a Down
ENSG00000007908 6401 SELE 411.385 -2.837 0.306 -9.274 1.79x10-20a 1.73x10-19a Down
ENSG00000008226 9940 DLEC1 339.725 -1.683 0.289 -5.831 5.51x10-09a 1.90x10-08a Down
ENSG00000008441 4784 NFIX 5108.317 -1.584 0.149 -10.646 1.81x10-26a 2.74x10-25a Down
ENSG00000010319 56920 SEMA3G 1406.935 -3.397 0.18 -18.902 1.10x10-79a 3.23x10-77a Down
ENSG00000010379 6540 SLC6A13 35.444 -3.388 0.204 -16.595 7.59x10-62a 7.40x10-60a Down
ENSG00000010626 10233 LRRC23 772.13 -1.323 0.186 -7.128 1.02x10-12a 5.08x10-12a Down
ENSG00000010671 695 BTK 955.565 -1.283 0.149 -8.603 7.73x10-18a 6.07x10-17a Down
ENSG00000011201 3730 ANOS1 4970.521 -2.438 0.163 -14.962 1.31x10-50a 7.34x10-49a Down
ENSG00000011600 7305 TYROBP 5485.222 -1.473 0.196 -7.506 6.09x10-14a 3.42x10-13a Down
ENSG00000012171 7869 SEMA3B 2446.278 -1.997 0.21 -9.529 1.59x10-21a 1.67x10-20a Down
ENSG00000012779 240 ALOX5 4056.645 -1.917 0.168 -11.44 2.64x10-30a 5.07x10-29a Down
ENSG00000012822 57658 CALCOCO1 4211.603 -1.461 0.084 -17.307 4.16x10-67a 5.50x10-65a Down
ENSG00000013297 5010 CLDN11 327.098 -1.349 0.203 -6.656 2.80x10-11a 1.22x10-10a Down
ENSG00000013588 9052 GPRC5A 37170.79 -1.355 0.19 -7.123 1.06x10-12a 5.26x10-12a Down
ENSG00000016402 53832 IL20RA 743.014 -1.389 0.21 -6.606 3.94x10-11a 1.68x10-10a Down
ENSG00000018280 6556 SLC11A1 2586.556 -1.961 0.171 -11.437 2.75x10-30a 5.27x10-29a Down
ENSG00000018625 477 ATP1A2 235.075 -2.562 0.222 -11.529 9.45x10-31a 1.86x10-29a Down
ENSG00000019102 23584 VSIG2 1478.558 -2.332 0.241 -9.671 3.99x10-22a 4.42x10-21a Down
ENSG00000019169 8685 MARCO 9153.546 -3.024 0.262 -11.522 1.02x10-30a 2.00x10-29a Down
ENSG00000019485 56981 PRDM11 577.785 -1.221 0.103 -11.89 1.33x10-32a 2.87x10-31a Down
ENSG00000021852 732 C8B 325.73 -3.226 0.353 -9.149 5.75x10-20a 5.35x10-19a Down
ENSG00000022267 2273 FHL1 6758.051 -3.356 0.16 -20.932 2.72x10-97a 3.32x10-94a Down
ENSG00000024422 30846 EHD2 9094.036 -1.328 0.154 -8.604 7.71x10-18a 6.05x10-17a Down
ENSG00000025423 8630 HSD17B6 2333.478 -2.624 0.23 -11.387 4.87x10-30a 9.24x10-29a Down
ENSG00000031081 57514 ARHGAP31 3700.312 -1.98 0.119 -16.58 9.79x10-62a 9.43x10-60a Down
ENSG00000032444 10908 PNPLAG 4537.438 -1.668 0.116 -14.433 3.20x10-47a 1.53x10-45a Down
ENSG00000034239 79645 EFCAB1 436.667 -2.304 0.351 -6.555 5.58x10-11a 2.35x10-10a Down
ENSG00000035664 23604 DAPK?2 1660.97 -2.143 0.151 -14.181 1.20x10-45a 5.36x10-44a Down
ENSG00000036448 9172 MYOM2 118.692 -1.686 0.169 -9.946 2.62x10-23a 3.18x10-22a Down
ENSG00000037280 2324 FLT4 1211.497 -1.417 0.141 -10.04 1.02x10-23a 1.28x10-22a Down
ENSG00000038295 7092 TLL1 221.559 -1.399 0.168 -8.321 8.76x10-17a 6.30x10-16a Down
ENSG00000038945 4481 MSR1 7194.723 -1.81 0.196 -9.21 3.26x10-20a 3.09x10-19a Down
ENSG00000039523 79567 RIPOR1 3135.49 -1.317 0.125 -10.56 4.56x10-26a 6.71x10-25a Down
ENSG00000039537 729 C6 366.908 -2.376 0.353 -6.734 1.66x10-11a 7.35x10-11a Down
ENSG00000043591 153 ADRB1 607.163 -3.031 0.265 -11.423 3.21x10-30a 6.14x10-29a Down
ENSG00000046653 2824 GPM6B 835.082 -1.814 0.161 -11.263 2.00x10-29a 3.66x10-28a Down
ENSG00000046889 80243 PREX2 804.525 -1.3 0.201 -6.474 9.54x10-11a 3.92x10-10a Down
ENSG00000047617 57101 ANO?2 78.421 -1.747 0.215 -8.116 4.81x10-16a 3.27x10-15a Down
ENSG00000047648 395 ARHGAP6 458.459 -2.343 0.128 -18.25 2.09x10-74a 4.25x10-72a Down
ENSG00000050555 10319 LAMC3 1253.63 -1.78 0.181 -9.816 9.65x10-23a 1.12x10-21a Down
ENSG00000055813 114800 CCDC85A 165.216 -2.731 0.18 -15.159 6.65x10-52a 3.93x10-50a Down
ENSG00000058335 5923 RASGRF1 1734.58 -1.959 0.272 -7.209 5.66x10-13a 2.88x10-12a Down
ENSG00000064042 22998 LIMCH1 11264.02 -1.488 0.141 -10.543 5.49x10-26a 8.02x10-25a Down
ENSG00000064201 10077 TSPAN32 107.386 -1.597 0.167 -9.547 1.34x10-21a 1.42x10-20a Down
ENSG00000064205 8839 CCN5 1058.003 -1.817 0.209 -8.692 3.55x10-18a 2.86x10-17a Down
ENSG00000064886 1117 CHI3L2 1439.467 -1.945 0.256 -7.589 3.21x10-14a 1.86x10-13a Down
ENSG00000064989 10203 CALCRL 4466.79 -2.44 0.143 -17.09 1.77x10-65a 2.17x10-63a Down
ENSG00000065054 9351 SLC9A3R2 5464.385 -1.272 0.16 -7.94 2.02x10-15a 1.30x10-14a Down
ENSG00000065325 9340 GLP2R 33.176 -1.217 0.336 -3.617 0.000298a 0.000588a Down
ENSG00000065675 5588 PRKCQ 368.445 -1.422 0.164 -8.693 3.54x10-18a 2.85x10-17a Down
ENSG00000066056 7075 TIE1 2218.164 -1.95 0.134 -14.573 4.18x10-48a 2.07x10-46a Down
ENSG00000066336 6688 SPI1 2854.56 -1.64 0.173 -9.496 2.18x10-21a 2.27x10-20a Down
ENSG00000066405 51208 CLDN18 20311.26 -4.245 0.345 -12.321 6.97x10-35a 1.72x10-33a Down
ENSG00000066468 2263 FGFR2 2015.964 -1.768 0.168 -10.513 7.52x10-26a 1.09x10-24a Down
ENSG00000066629 2009 EML1 971.81 -1.464 0.137 -10.722 8.01x10-27a 1.24x10-25a Down
ENSG00000066735 26153 KIF26A 313.393 -1.376 0.231 -5.955 2.60x10-09a 9.27x10-09a Down
ENSG00000067082 1316 KLF6 14304.25 -1.405 0.125 -11.27 1.84x10-29a 3.40x10-28a Down
ENSG00000068001 8692 HYAL2 4327.347 -1.34 0.133 -10.063 8.04x10-24a 1.02x10-22a Down
ENSG00000068615 65055 REEP1 269.587 -1.74 0.199 -8.749 2.15x10-18a 1.77x10-17a Down
ENSG00000068831 10235 RASGRP2 393.439 -1.477 0.143 -10.324 5.51x10-25a 7.51x10-24a Down
ENSG00000068976 5837 PYGM 69.805 -1.534 0.141 -10.904 1.10x10-27a 1.80x10-26a Down
ENSG00000069535 4129 MAOB 1379.434 -1.432 0.18 -7.958 1.75x10-15a 1.13x10-14a Down
ENSG00000069702 7049 TGFBR3 2018.803 -2.422 0.16 -15.105 1.51x10-51a 8.75x10-50a Down
ENSG00000070193 2255 FGF10 64.294 -2.812 0.236 -11.911 1.03x10-32a 2.24x10-31a Down
ENSG00000070614 3340 NDST1 7185.372 -1.541 0.104 -14.815 1.17x10-49a 6.26x10-48a Down
ENSG00000070731 10610 ST6GALNAC?2 1183.169 -1.344 0.177 -7.578 3.51x10-14a 2.02x10-13a Down
ENSG00000070778 11099 PTPN21 2119.577 -2.366 0.117 -20.241 4.26x10-91a 3.01x10-88a Down
ENSG00000070808 815 CAMK2A 41.667 -1.65 0.173 -9.529 1.60x10-21a 1.68x10-20a Down
ENSG00000071282 29995 LMCD1 2643.23 -1.482 0.121 -12.252 1.65x10-34a 3.97x10-33a Down
ENSG00000071967 79901 CYBRD1 11058.7 -1.619 0.141 -11.505 1.24x10-30a 2.43x10-29a Down



ENSG00000071991
ENSG00000072163
ENSG00000072657
ENSG00000073910
ENSGO00000074527
ENSG00000074660
ENSGO00000076555
ENSGO00000077327
ENSGO00000077522
ENSGO00000077943
ENSG00000078081
ENSG00000078114
ENSG00000078401
ENSGO00000078549
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ENSG00000092421
ENSG00000092529
ENSG00000092850
ENSG00000092929
ENSGO00000092964
ENSGO00000093134
ENSG00000094963
ENSGO00000095370
ENSGO00000095637
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ENSGO00000095917
ENSG00000099260
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ENSG00000099860
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ENSG00000100060
ENSG00000100078
ENSG00000100191
ENSG00000100218
ENSG00000100234
ENSG00000100307
ENSG00000100311
ENSG00000100312
ENSG00000100362
ENSG00000100427
ENSG00000100448
ENSG00000100626
ENSG00000100678
ENSG00000101098
ENSG00000101162
ENSG00000101222
ENSG00000101280
ENSG00000101282
ENSG00000101307
ENSG00000101331
ENSG00000101335
ENSG00000101665
ENSG00000101916
ENSG00000101938
ENSG00000101955
ENSG00000102003
ENSG00000102010
ENSG00000102104

28513
55679
29953
10129
59277
8578
32
9576
88
8516
27074
10529
1906
117
9452
114880
7145
27244
1361
2920
1286
2219
29992
5243
7481
23645
57091
5990
28954
26074
22895
6910
4842
8425
55214
58484
3568
11069
84502
7051
57556
825
27285
201294
1808
55350
2327
10044
10580
55118
23430
54873
3483
4616
9127
56241
266629
51733
9647
4242
50487
6527
27156
7078
23492
5155
49
5816
23209
1511
57452
6547
140730
81027
25876
51378
343637
10326
140706
10398
4092
51311
91851
8406
6855
660
6247

CDH19
LIMS2
TRHDE
FRY
NTN4
SCARF1
ACACB
SPAG6
ACTN2
ITGAS
LAMP3
NEBL
EDN1
ADCYAP1R1
ITM2A
OSBPL6
TNS1
SESN1
CPB2
CXCL2
COL4A4
FCN1
PILRA
ABCB1
WNT11
PPP1R15A
CASs4
RFX2
REM1
CFAP61
RPH3A
TBX5
NOS1
LTBP4
P3H2
NLRC4
ILSRA
RAPGEF4
JPH4
TGM1
SEMAGA
CAPN3
TEKT2
UNC13D
DPYSL2
VNN3
FMO2
SH2D3C
SORBS1
CRTAC1
TPSD1
PALMD
IGFALS
GADDA45B
P2RX6
SUSD2
SEC14L3
UpB1
PPM1F
MFNG
PLA2G3
SLC5A4
RSPH14
TIMP3
CBX7
PDGFB
ACR
PVALB
MLC1
CTSG
GALNT16
SLCB8A3
RIMS4
TUBB1
SPEF1
ANGPT4
RSPO4
SIRPB1
CCM2L
MYL9
SMAD7
TLR8
CHRDL1
SRPX
SYP
BMX
RS1

74.426
2193.135
189.881
2306.44
4023.937
994.304
873.754
567.504
95.775
1640.436
14231.87
4735.88
2391.151
67.853
1681.663
522.7
23498.76
1479.732
841.282
4059.499
1757.654
976.915
812.734
305.87
117.41
6396.681
697.607
987.919
90.508
127.641
18.734
617.75
248.155
9062.624
2590.932
421.205
231.581
425.997
134.262
239.488
1092.974
102.394
282.449
3198.038
11359.57
80.5
6147.57
1746.464
1759.927
3554.811
152.96
1152.785
105.802
4616.217
28.207
14797.75
106.969
28.732
1823.27
1112.466
122.493
34.866
58.079
1016.432
1856.64
1567.651
12.187
24.675
84.006
131.251
164.671
37.239
98.859
69.179
137.626
142.984
243.696
741.958
315.439
12279.14
1645.154
688.667
2085.802
723.168
184.799
100.629
95.258

-1.765
-2.854
-2.655
-1.363
-1.601
-1.492
-1.456
-1.648
-3.237
-1.847
-2.762
-1.527
-1.582
-1.794
-1.986
-1.562
-2.151
-1.621
-3.958
-2.376
-1.42

-1.563
-1.316
-1.272
-1.717
-1.973
-1.579
-1.793
-1.655
-1.899
-1.92

-1.328
-2.259
-2.327
-2.189
-1.866
-1.886
-1.671
-2.71

-3.139
-2.207
-1.294
-2.146
-1.215
-1.403
-1.238
-3.043
-2.37

-1.423
-2.764
-1.244
-1.832
-1.759
-1.538
-1.526
-2.714
-4.429
-1.241
-1.279
-1.682
-2.11

-1.586
-1.829
-1.438
-1.78

-1.259
-1.68

-1.525
-1.707
-1.48

-1.282
-1.452
-1.206
-2.35

-1.95

-4.399
-2.131
-2.678
-2.659
-1.541
-1.207
-1.311
-2.019
-1.515
-1.552
-2.398
-3.937

0.33
0.131
0.284
0.121
0.147
0.115
0.137
0.347
0.18
0.16
0.206
0.132
0.205
0.203
0.165
0.203
0.133
0.11
0.318
0.278
0.178
0.216
0.16
0.231
0.191
0.144
0.151
0.174
0.145
0.308
0.242
0.156
0.341
0.172
0.201
0.142
0.272
0.127
0.141
0.166
0.184
0.217
0.324
0.16
0.103
0.291
0.17
0.128
0.132
0.262
0.412
0.141
0.256
0.192
0.219
0.253
0.337
0.218
0.089
0.122
0.269
0.218
0.32
0.204
0.112
0.17
0.221
0.269
0.207
0.312
0.204
0.188
0.326
0.225
0.295
0.206
0.276
0.185
0.137
0.164
0.094
0.2
0.238
0.19
0.174
0.179
0.223

-5.347
-21.709
-9.344
-11.246
-10.875
-13.033
-10.6
-4.75
-18.026
-11.58
-13.436
-11.587
-7.699
-8.82
-12.003
-7.688
-16.138
-14.756
-12.46
-8.553
-7.965
-7.239
-8.205
-5.52
-8.987
-13.696
-10.478
-10.303
-11.447
-6.173
-7.94
-8.522
-6.626
-13.498
-10.909
-13.136
-6.944
-13.137
-19.158
-18.897
-12.022
-5.962
-6.627
-7.583
-13.57
-4.256
-17.916
-18.451
-10.743
-10.547
-3.021
-12.973
-6.874
-7.998
-6.977
-10.706
-13.125
-5.697
-14.366
-13.753
-7.836
-7.286
-5.714
-7.047
-15.941
-7.416
-7.592
-5.661
-8.258
-4.738
-6.288
-7.71
-3.699
-10.447
-6.621
-21.386
-7.711
-14.463
-19.368
-9.402
-12.82
-6.545
-8.475
-7.97
-8.923
-13.408
-17.668

8.93x10-08a
1.69x10-104a
9.31x10-21a
2.44x10-29a
1.52x10-27a
7.97x10-39a
2.98x10-26a
2.03x10-06a
1.23x10-72a
5.19x10-31a
3.72x10-41a
4.79x10-31a
1.37x10-14a
1.14x10-18a
3.41x10-33a
1.50x10-14a
1.38x10-58a
2.81x10-49a
1.23x10-35a
1.20x10-17a
1.65x10-15a
4.53x10-13a
2.31x10-16a
3.38x10-08a
2.54x10-19a
1.08x10-42a
1.09x10-25a
6.80x10-25a
2.42x10-30a
6.72x10-10a
2.03x10-15a
1.57x10-17a
3.46x10-11a
1.62x10-41a
1.04x10-27a
2.05x10-39a
3.80x10-12a
2.01x10-39%a
8.33x10-82a
1.20x10-79a
2.72x10-33a
2.49x10-09a
3.43x10-11a
3.37x10-14a
6.07x10-42a
2.08x10-05a
8.82x10-72a
5.08x10-76a
6.39x10-27a
5.22x10-26a
0.002517b
1.73x10-38a
6.23x10-12a
1.26x10-15a
3.01x10-12a
9.56x10-27a
2.38x10-39a
1.22x10-08a
8.48x10-47a
4.86x10-43a
4.65x10-15a
3.19x10-13a
1.10x10-08a
1.83x10-12a
3.30x10-57a
1.21x10-13a
3.14x10-14a
1.50x10-08a
1.48x10-16a
2.15x10-06a
3.21x10-10a
1.26x10-14a
0.000217a
1.52x10-25a
3.58x10-11a
1.79x10-101a
1.25x10-14a
2.07x10-47a
1.44x10-83a
5.36x10-21a
1.27x10-37a
5.95x10-11a
2.34x10-17a
1.59x10-15a
4.55x10-19a
5.45x10-41a
7.44x10-70a

2.70x10-07a
3.70x10-101a
9.30x10-20a
4.44x10-28a
2.46x10-26a
2.47x10-37a
4.45x10-25a
5.26x10-06a
2.21x10-70a
1.04x10-29a
1.33x10-39a
9.58x10-30a
8.22x10-14a
9.58x10-18a
7.67x10-32a
8.96x10-14a
1.11x10-56a
1.48x10-47a
3.16x10-34a
9.24x10-17a
1.07x10-14a
2.33x10-12a
1.61x10-15a
1.08x10-07a
2.24x10-18a
4.21x10-41a
1.56x10-24a
9.21x10-24a
4.68x10-29a
2.55x10-09a
1.31x10-14a
1.20x10-16a
1.49x10-10a
5.91x10-40a
1.71x10-26a
6.63x10-38a
1.79x10-11a
6.52x10-38a
2.77x10-79a
3.46x10-77a
6.14x10-32a
8.90x10-09a
1.48x10-10a
1.94x10-13a
2.28x10-40a
4,76x10-05a
1.49x10-69a
1.10x10-73a
9.99x10-26a
7.65x10-25a
0.004317b
5.28x10-37a
2.88x10-11a
8.31x10-15a
1.44x10-11a
1.47x10-25a
7.65x10-38a
4.08x10-08a
3.99x10-45a
1.94x10-41a
2.91x10-14a
1.66x10-12a
3.69x10-08a
8.93x10-12a
2.48x10-55a
6.59x10-13a
1.82x10-13a
4.95x10-08a
1.04x10-15a
5.56x10-06a
1.25x10-09a
7.57x10-14a
0.000435a
2.16x10-24a
1.54x10-10a
3.57x10-98a
7.54x10-14a
1.01x10-45a
5.28x10-81a
5.43x10-20a
3.62x10-36a
2.50x10-10a
1.77x10-16a
1.04x10-14a
3.92x10-18a
1.94x10-39%a
1.14x10-67a

Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down



ENSG00000102145
ENSG00000102230
ENSG00000102547
ENSG00000102575
ENSG00000102683
ENSG00000102760
ENSG00000102904
ENSG00000102934
ENSG00000102935
ENSG00000103034
ENSG00000103175
ENSG00000103241
ENSG00000103313
ENSG00000103647
ENSG00000103710
ENSG00000103740
ENSG00000103811
ENSG00000104059
ENSG00000104267
ENSG00000104918
ENSG00000104967
ENSG00000104974
ENSG00000105227
ENSG00000105339
ENSG00000105374
ENSG00000105376
ENSG00000105383
ENSG00000105479
ENSG00000105501
ENSG00000105509
ENSG00000105519
ENSG00000105538
ENSG00000105971
ENSG00000105974
ENSG00000106004
ENSG00000106025
ENSG00000106034
ENSG00000106123
ENSG00000106178
ENSG00000106688
ENSG00000106809
ENSG00000106991
ENSG00000106992
ENSG00000107165
ENSG00000107242
ENSG00000107295
ENSG00000107317
ENSG00000107593
ENSG00000107719
ENSG00000107738
ENSG00000107742
ENSG00000108342
ENSG00000108370
ENSG00000108381
ENSG00000108387
ENSG00000108576
ENSG00000108622
ENSG00000108823
ENSG00000108924
ENSG00000109501
ENSG00000109846
ENSG00000109906
ENSG00000110203
ENSG00000110328
ENSG00000110446
ENSG00000110665
ENSG00000110786
ENSG00000110799
ENSG00000110876
ENSG00000111052
ENSG00000111058
ENSG00000111077
ENSG00000111181
ENSGO00000111275
ENSG00000111339
ENSG00000111404
ENSG00000111405
ENSG00000111452
ENSG00000111834
ENSG00000111859
ENSG00000111863
ENSG00000111961
ENSG00000112137
ENSG00000112139
ENSG00000112149
ENSG00000112183
ENSG00000112214

2623
9468
81617
54
6445
28984
55815
51090
23090
65009
58189
2294
4210
10391
51285
23205
1512
23359
760
56729
4858
11024
57716
22898
4818
7087
945
93233
8778
3036
828
54922
858
857
3202
23554
79974
2051
6369
6505
4969
2022
203
7306
8395
6456
5730
9033
27143
64115
9806
1440
8787
443
5414
6532
3384
6442
3131
7466
1410
7704
2352
374378
51296
29125
84867
7450
6404
8825
79611
23371
6539
217
420
79785
8909
283383
345895
4739
84830
23328
221692
266727
9308
221662
9457

GATA1
PCYT1B
CAB39L
ACP5
SGCG
RGCC
TSNAXIP1
PLLP
ZNF423
NDRG4
WFDC1
FOXF1
MEFV
CORO2B
RASL12
ACSBG1
CTSH
FAM189A1
CA2
RETN
NOVAZ2
LILRA1
PRX
DENND3
NKG7
ICAM5
CD33
CCDC114
SIGLEC5
HAS1
CAPS
RASIP1
CAV2
CAV1
HOXA5
TSPAN12
CPED1
EPHB6
CCL24
SLC1A1
OGN
ENG
AK1
TYRP1
PIP5K1B
SH3GL2
PTGDS
PKD2L1
PALD1
VSIR
SPOCK2
CSF3
RGS9
ASPA
SEPTIN4
SLC6A4
ICAM2
SGCA
HLF
WFS1
CRYAB
ZBTB16
FOLRS3
GALNT18
SLC15A3
Cllorf21
PTPN5
VWF
SELPLG
LIN7A
ACSS3
TNS2
SLC6A12
ALDH2
ART4
RERGL
ENDOU
ADGRD1
RSPH4A
NEDD9
ADTRP
SASH1
PHACTR1
MDGA1
CD83
RBM24
FHL5

15.733
101.002
838.537
8850.51
100.179
6266.985
89.665
2067.338
299.884
795.816
448.004
1088.135
111.107
305.051
897.041
53.143
27813.51
86.878
1553.722
295.244
430.563
90.28
2245.667
3385.024
653.283
394.321
418.006
310.292
42.294
165.179
3141.981
1068.079
9510.81
27789.96
392.457
2723.117
1071.317
345.341
148.296
2005.166
756.097
10251.72
1024.639
153.679
902.734
93.627
4780.989
63.805
956.324
3514.684
12752.05
1116.555
155.712
145.537
629.725
3405.184
764.063
360.3
1414.016
4453.78
940.897
629.757
85.983
1755.983
2900.028
125.329
42.87
21878.79
2576.544
535.026
871.224
4808.283
168.723
12633.11
149.057
40.838
16.201
2115.353
382.73
10816.89
428.33
2831.865
1552.686
494.695
2067.408
50.085
326.817

-1.613
-1.906
-1.381
-1.949
-3.851
-2.845
-1.91
-1.842
-1.468
-2.062
-1.715
-2.709
-1.445
-2.145
-1.541
-1.725
-1.241
-2.618
-2.182
-3.55
-2.399
-1.428
-3.816
-1.9
-1.234
-1.319
-1.294
-1.68
-1.362
-2.926
-1.633
-2.316
-2.304
-3.406
-1.679
-1.318
-1.541
-1.504
-2.377
-2.053
-1.876
-1.607
-1.559
-1.241
-1.926
-1.699
-1.813
-1.382
-1.304
-1.586
-3.476
-5.417
-2.38
-2.416
-1.456
-6.555
-1.359
-1.949
-1.432
-1.808
-1.953
-1.738
-3.799
-1.682
-1.465
-1.61
-3.825
-2.084
-1.428
-2.368
-1.597
-1.633
-1.35
-1.651
-2.217
-1.903
-1.487
-1.599
-1.981
-1.397
-2.43
-1.652
-2.171
-1.928
-1.753
-1.257
-2.569

0.187
0.254
0.115
0.17

0.191
0.142
0.261
0.172
0.163
0.193
0.189
0.157
0.176
0.174
0.148
0.282
0.201
0.21

0.186
0.289
0.14

0.157
0.191
0.12

0.213
0.198
0.168
0.296
0.206
0.39

0.289
0.146
0.152
0.179
0.13

0.128
0.159
0.182
0.309
0.192
0.279
0.143
0.16

0.243
0.192
0.356
0.201
0.24

0.122
0.121
0.16

0.417
0.156
0.192
0.111
0.329
0.141
0.189
0.233
0.132
0.161
0.317
0.291
0.13

0.151
0.18

0.262
0.184
0.152
0.168
0.152
0.127
0.18

0.145
0.208
0.302
0.204
0.207
0.307
0.154
0.185
0.12

0.16

0.187
0.162
0.247
0.187

-8.622
-7.512
-11.968
-11.469
-20.182
-20.105
-7.316
-10.732
-9.019
-10.699
-9.054
-17.283
-8.191
-12.359
-10.421
-6.109
-6.175
-12.449
-11.732
-12.3
-17.127
-9.076
-19.976
-15.825
-5.791
-6.676
-7.707
-5.684
-6.62
-7.504
-5.652
-15.834
-15.197
-19.044
-12.907
-10.288
-9.665
-8.278
-7.702
-10.713
-6.732
-11.21
-9.765
-5.096
-10.036
-4.777
-9.006
-5.753
-10.672
-13.126
-21.771
-12.978
-15.288
-12.586
-13.109
-19.929
-9.637
-10.329
-6.14
-13.708
-12.11
-5.49
-13.066
-12.986
-9.694
-8.926
-14.597
-11.332
-9.385
-14.075
-10.517
-12.886
-7.507
-11.396
-10.676
-6.293
-7.287
-7.726
-6.454
-9.065
-13.144
-13.798
-13.542
-10.314
-10.828
-5.095
-13.774

6.60x10-18a
5.83x10-14a
5.22x10-33a
1.88x10-30a
1.42x10-90a
6.69x10-90a
2.55x10-13a
7.24x10-27a
1.90x10-19a
1.03x10-26a
1.37x10-19a
6.37x10-67a
2.58x10-16a
4.34x10-35a
2.00x10-25a
1.00x10-09a
6.63x10-10a
1.42x10-35a
8.70x10-32a
9.10x10-35a
9.28x10-66a
1.12x10-19a
8.92x10-89a
2.09x10-56a
6.98x10-09a
2.45x10-11a
1.29x10-14a
1.31x10-08a
3.58x10-11a
6.18x10-14a
1.59x10-08a
1.83x10-56a
3.70x10-52a
7.36x10-81a
4.12x10-38a
7.96x10-25a
4.24x10-22a
1.25x10-16a
1.34x10-14a
8.90x10-27a
1.67x10-11a
3.66x10-29a
1.59x10-22a
3.47x10-07a
1.05x10-23a
1.78x10-06a
2.13x10-19a
8.78x10-09a
1.37x10-26a
2.33x10-39a
4.33x10-105a
1.63x10-38a
9.27x10-53a
2.52x10-36a
2.92x10-39%a
2.28x10-88a
5.59x10-22a
5.20x10-25a
8.26x10-10a
9.15x10-43a
9.37x10-34a
4.02x10-08a
5.13x10-39a
1.47x10-38a
3.21x10-22a
4.43x10-19a
2.95x10-48a
9.14x10-30a
6.31x10-21a
5.44x10-45a
7.19x10-26a
5.43x10-38a
6.05x10-14a
4.40%x10-30a
1.31x10-26a
3.11x10-10a
3.16x10-13a
1.11x10-14a
1.09x10-10a
1.24x10-19a
1.84x10-39a
2.62x10-43a
8.86x10-42a
6.09x10-25a
2.53x10-27a
3.50x10-07a
3.64x10-43a

5.22x10-17a
3.28x10-13a
1.15x10-31a
3.66x10-29a
9.18x10-88a
4.08x10-87a
1.34x10-12a
1.13x10-25a
1.69x10-18a
1.58x10-25a
1.24x10-18a
8.32x10-65a
1.79x10-15a
1.09x10-33a
2.83x10-24a
3.73x10-09a
2.52x10-09a
3.61x10-34a
1.80x10-30a
2.23x10-33a
1.16x10-63a
1.02x10-18a
4.78x10-86a
1.54x10-54a
2.39x10-08a
1.07x10-10a
7.76x10-14a
4.36x10-08a
1.54x10-10a
3.46x10-13a
5.22x10-08a
1.35x10-54a
2.23x10-50a
2.27x10-78a
1.22x10-36a
1.08x10-23a
4.69x10-21a
8.89x10-16a
8.07x10-14a
1.38x10-25a
7.42x10-11a
6.61x10-28a
1.81x10-21a
9.84x10-07a
1.32x10-22a
4.64x10-06a
1.89x10-18a
2.98x10-08a
2.09x10-25a
7.52x10-38a
1.06x10-101a
4.98x10-37a
5.78x10-51a
6.77x10-35a
9.33x10-38a
1.17x10-85a
6.12x10-21a
7.09x10-24a
3.11x10-09a
3.59x10-41a
2.17x10-32a
1.27x10-07a
1.61x10-37a
4.51x10-37a
3.58x10-21a
3.82x10-18a
1.48x10-46a
1.71x10-28a
6.36x10-20a
2.36x10-43a
1.04x10-24a
1.60x10-36a
3.40x10-13a
8.37x10-29a
2.00x10-25a
1.22x10-09a
1.65x10-12a
6.70x10-14a
4.44x10-10a
1.13x10-18a
5.99x10-38a
1.07x10-41a
3.31x10-40a
8.27x10-24a
4.07x10-26a
9.92x10-07a
1.46x10-41a
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ENSG00000112232
ENSG00000112320
ENSG00000112530
ENSG00000112782
ENSG00000112799
ENSG00000112902
ENSG00000112936
ENSG00000112964
ENSG00000113070
ENSG00000113231
ENSG00000113303
ENSG00000113389
ENSG00000113396
ENSG00000113555
ENSG00000113594
ENSG00000114113
ENSG00000114200
ENSG00000114378
ENSG00000114654
ENSG00000114771
ENSG00000114790
ENSG00000114812
ENSG00000114854
ENSG00000115008
ENSG00000115306
ENSG00000115361
ENSG00000115380
ENSG00000115602
ENSG00000115604
ENSG00000115896
ENSG00000116016
ENSG00000116032
ENSG00000116147
ENSG00000116194
ENSG00000116678
ENSG00000116690
ENSG00000116701
ENSG00000117069
ENSG00000117114
ENSG00000117245
ENSG00000117318
ENSG00000117501
ENSG00000117791
ENSG00000117834
ENSG00000118194
ENSG00000118307
ENSG00000118407
ENSG00000118432
ENSG00000118492
ENSG00000118526
ENSG00000118729
ENSG00000118777
ENSG00000118946
ENSG00000119138
ENSG00000119147
ENSG00000119457
ENSG00000119508
ENSG00000119535
ENSG00000119698
ENSG00000119782
ENSG00000119862
ENSG00000120051
ENSG00000120057
ENSG00000120156
ENSG00000120262
ENSG00000120279
ENSG00000120318
ENSG00000120457
ENSGO00000120645
ENSG00000120693
ENSG00000120738
ENSG00000120833
ENSG00000120896
ENSG00000120907
ENSG00000120913
ENSG00000121068
ENSG00000121075
ENSG00000121316
ENSG00000121552
ENSG00000121671
ENSG00000121691
ENSG00000121797
ENSG00000122223
ENSG00000122367
ENSG00000122420
ENSG00000122679
ENSG00000122694

202559
55084
135138
53405
9450
9037
730
2690
1839
8622
79908
4883
28965
51294
3977
5948
590
3373
79825
13
26084
7433
7134
3552
6711
33
2202
9173
8809
5334
2034
116444
7143
9068
3953
10216
4688
81849
23266
57576
3399
80133
54996
200010
7139
55259
27145
1268
79747
6943
845
9429
27253
687
84417
57864
8013
1441
57718
2281
29094
159686
6425
7010
80129
80177
64411
3762
440073
4093
1958
8835
10174
148
64236
6909
9496
79887
1475
1408
847
9034
51744
11155
5737
10268
152007

KHDRBS2
SOBP
PACRG
CLIC5
LY86
SEMASA
C7

GHR
HBEGF
PDESB
BTNLS
NPR3
SLC27A6
PCDH12
LIFR
RBP2
BCHE
HYAL1
EFCC1
AADAC
ARHGEF26
VIPR1
TNNC1
IL1IA
SPTBN1
ACADL
EFEMP1
ILIRL1
IL18R1
PLCL1
EPAS1
GRIN3B
TNR
ANGPTL1
LEPR
PRG4
NCF2

ST6GALNACS

ADGRL2
KIF17
ID3
MROH9
MTARC2
SLC5A9
TNNT2
CFAP94
FILIP1
CNR1
ADGB
TCF21
CASQ2
ABCG2
PCDH17
KLF9
ECRG4
SLC46A2
NR4A3
CSF3R
PPP4R4
FKBP1B
LGALSL
CFAP58
SFRP5
TEK
CCDC170
MYCT1
ARAP3
KCNJ5
IQSEC3
SMAD9
EGR1
S0Cs2
SORBS3
ADRAIA
PDLIM2
TBX2
TBX4
PLBD1
CSTA
CRY?2
CAT
CCRL2
CD244
LDB3
PTGFR
RAMP3
GLIPR2

195.974
312.197
135.542
7814.177
679.541
2910.728
7348.158
222.572
3079.603
396.752
42.041
1803.648
46.985
1450.506
5631.39
70.718
324.41
1464.939
481.798
314.868
2057.484
2716.043
1438.833
107.056
31150.57
576.573
8586.356
1182.494
385.087
365.622
48332.08
106.63
154.569
340.565
1807.007
1350.182
3419.88
828.59
3422.39
181.126
2561.66
58.265
1120.638
238.137
125.445
137.159
1134.272
407.771
88.291
1049.077
139.56
480.035
1731.689
4370.614
274.029
499.718
1580.796
3038.908
132.926
209.019
1706.134
102.84
207.655
2002.793
677.431
834.975
1180.017
655.121
232.149
651.552
19015.68
1899.22
3931.7
60.602
1916.861
2054.122
952.02
2576.94
498.528
2698.187
8023.06
546.516
136.772
122.995
220.419
2171.505
3582.841

-1.301
-1.342
-2.209
-3.849
-1.286
-2.159
-1.669
-1.841
-2.374
-1.309
-2.921
-1.417
-2.482
-1.532
-1.25

-2.47

-2.915
-2.25

-2.937
-1.599
-2.551
-3.513
-3.955
-1.726
-1.624
-3.287
-1.399
-2.066
-1.384
-1.475
-2.775
-1.34

-3.979
-1.538
-1.727
-3.106
-1.485
-1.586
-1.497
-1.997
-1.24

-2.264
-1.594
-2.805
-1.279
-1.405
-1.413
-1.373
-2.173
-2.927
-2.606
-1.669
-1.337
-1.37

-2.998
-2.281
-1.921
-1.647
-1.994
-1.203
-1.754
-2.142
-1.82

-2.979
-1.53

-2.092
-1.422
-1.723
-2.94

-1.225
-1.629
-1.952
-1.259
-3.645
-1.844
-1.989
-2.164
-1.232
-1.306
-1.287
-1.904
-1.566
-1.333
-1.303
-1.479
-3.427
-2.067

0.254
0.139
0.304
0.193
0.176
0.169
0.224
0.16
0.179
0.141
0.227
0.197
0.317
0.143
0.196
0.313
0.194
0.226
0.146
0.346
0.154
0.202
0.219
0.234
0.115
0.24
0.166
0.349
0.201
0.12
0.133
0.305
0.279
0.24
0.158
0.323
0.155
0.179
0.147
0.15
0.149
0.347
0.122
0.246
0.223
0.26
0.183
0.214
0.384
0.2
0.26
0.173
0.151
0.144
0.266
0.261
0.274
0.195
0.245
0.158
0.137
0.274
0.358
0.148
0.25
0.126
0.108
0.198
0.175
0.204
0.228
0.198
0.127
0.248
0.129
0.145
0.168
0.167
0.177
0.115
0.113
0.154
0.184
0.207
0.219
0.171
0.155

-5.113
-9.625
-7.255
-19.91
-7.319
-12.788
-7.455
-11.526
-13.293
-9.255
-12.858
-7.18
-7.823
-10.685
-6.369
-7.888
-15.052
-9.961
-20.101
-4.627
-16.55
-17.399
-18.089
-7.38
-14.172
-13.678
-8.427
-5.913
-6.885
-12.268
-20.914
-4.399
-14.271
-6.399
-10.962
-9.621
-9.595
-8.859
-10.158
-13.3
-8.334
-6.518
-13.024
-11.416
-5.745
-5.408
-7.702
-6.419
-5.661
-14.67
-10.033
-9.663
-8.873
-9.547
-11.279
-8.752
-7.01
-8.443
-8.145
-7.611
-12.822
-7.828
-5.087
-20.067
-6.108
-16.633
-13.119
-8.713
-16.82
-6.01
-7.137
-9.84
-9.909
-14.682
-14.299
-13.684
-12.897
-7.362
-7.366
-11.238
-16.874
-10.144
-7.227
-6.278
-6.764
-20.017
-13.3

3.17x10-07a
6.25x10-22a
4.01x10-13a
3.36x10-88a
2.50x10-13a
1.91x10-37a
8.96x10-14a
9.74x10-31a
2.54x10-40a
2.15x10-20a
7.72x10-38a
6.97x10-13a
5.15x10-15a
1.20x10-26a
1.90x10-10a
3.07x10-15a
3.37x10-51a
2.26x10-23a
7.31x10-90a
3.70x10-06a
1.61x10-61a
8.39x10-68a
3.86x10-73a
1.58x10-13a
1.37x10-45a
1.37x10-42a
3.54x10-17a
3.35x10-09a
5.77x10-12a
1.35x10-34a
4.01x10-97a
1.09x10-05a
3.34x10-46a
1.56x10-10a
5.85x10-28a
6.52x10-22a
8.41x10-22a
8.09x10-19a
3.05x10-24a
2.31x10-40a
7.85x10-17a
7.12x10-11a
8.98x10-39%a
3.48x10-30a
9.19x10-09a
6.38x10-08a
1.33x10-14a
1.37x10-10a
1.51x10-08a
1.00x10-48a
1.09x10-23a
4.32x10-22a
7.10x10-19a
1.33x10-21a
1.66x10-29a
2.09x10-18a
2.38x10-12a
3.09x10-17a
3.81x10-16a
2.72x10-14a
1.23x10-37a
4.95x10-15a
3.65x10-07a
1.44x10-89a
1.01x10-09a
4.04x10-62a
2.56x10-39a
2.95x10-18a
1.74x10-63a
1.85x10-09a
9.50x10-13a
7.60x10-23a
3.82x10-23a
8.38x10-49a
2.23x10-46a
1.26x10-42a
4.66x10-38a
1.81x10-13a
1.76x10-13a
2.64x10-29a
7.04x10-64a
3.52x10-24a
4.93x10-13a
3.42x10-10a
1.35x10-11a
3.88x10-89a
2.32x10-40a

9.03x10-07a
6.82x10-21a
2.07x10-12a
1.67x10-85a
1.32x10-12a
5.40x10-36a
4.95x10-13a
1.92x10-29a
8.67x10-39a
2.06x10-19a
2.24x10-36a
3.52x10-12a
3.21x10-14a
1.83x10-25a
7.60x10-10a
1.95x10-14a
1.92x10-49a
2.76x10-22a
4.22x10-87a
9.29x10-06a
1.53x10-59a
1.15x10-65a
7.07x10-71a
8.54x10-13a
6.10x10-44a
5.32x10-41a
2.62x10-16a
1.18x10-08a
2.68x10-11a
3.28x10-33a
4.64x10-94a
2.58x10-05a
1.52x10-44a
6.30x10-10a
9.79x10-27a
7.09x10-21a
9.08x10-21a
6.88x10-18a
3.98x10-23a
7.96x10-39a
5.67x10-16a
2.96x10-10a
2.77x10-37a
6.66x10-29a
3.10x10-08a
1.96x10-07a
8.02x10-14a
5.56x10-10a
4,97x10-08a
5.16x10-47a
1.36x10-22a
4.77x10-21a
6.05x10-18a
1.41x10-20a
3.08x10-28a
1.72x10-17a
1.15x10-11a
2.31x10-16a
2.61x10-15a
1.58x10-13a
3.52x10-36a
3.10x10-14a
1.03x10-06a
8.11x10-87a
3.76x10-09a
4.01x10-60a
8.20x10-38a
2.39x10-17a
1.87x10-61a
6.71x10-09a
4.74x10-12a
8.86x10-22a
4.57x10-22a
4.31x10-47a
1.03x10-44a
491x10-41a
1.37x10-36a
9.68x10-13a
9.45x10-13a
4.80x10-28a
7.72x10-62a
4.55x10-23a
2.52x10-12a
1.33x10-09a
6.02x10-11a
2.13x10-86a
7.97x10-39a
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ENSG00000122735
ENSG00000122756
ENSG00000122852
ENSG00000122877
ENSG00000123119
ENSG00000123146
ENSG00000123178
ENSG00000123243
ENSG00000123342
ENSG00000123358
ENSG00000123360
ENSG00000123838
ENSG00000124019
ENSG00000124107
ENSG00000124191
ENSG00000124237
ENSG00000124440
ENSG00000124469
ENSG00000124615
ENSG00000124713
ENSG00000124713
ENSG00000124713
ENSG00000124713
ENSG00000124780
ENSG00000124785
ENSG00000124920
ENSG00000124942
ENSG00000125409
ENSG00000125414
ENSG00000125740
ENSG00000125810
ENSG00000125845
ENSG00000125848
ENSG00000125895
ENSG00000125900
ENSG00000125910
ENSG00000125931
ENSG00000125999
ENSG00000126218
ENSG00000126458
ENSG00000126759
ENSG00000126785
ENSG00000126895
ENSG00000127084
ENSG00000127241
ENSG00000127249
ENSG00000127329
ENSG00000127528
ENSG00000127533
ENSG00000127920
ENSG00000128016
ENSG00000128268
ENSG00000128284
ENSG00000128536
ENSG00000128849
ENSG00000128918
ENSG00000129048
ENSG00000129226
ENSG00000129244
ENSG00000129250
ENSG00000129437
ENSG00000129451
ENSG00000129467
ENSG00000129596
ENSG00000129749
ENSG00000129993
ENSG00000130037
ENSG00000130052
ENSGO00000130164
ENSG00000130176
ENSG00000130208
ENSG00000130226
ENSG00000130307
ENSG00000130433
ENSG00000130518
ENSG00000130522
ENSG00000130528
ENSG00000130595
ENSG00000130598
ENSG00000130700
ENSGO00000130755
ENSG00000130940
ENSGO00000131044
ENSG00000131055
ENSG00000131097
ENSG00000131355
ENSG00000131370

27019
1271
653509
1959
64168
976
57213
80760
4327
3164
5153
722
79843
6590
84969
128602
64344
1088
4337
1.07E+08
27232
1.07E+08
27232
89822
51299
745
79026
64518
4620
2354
22918
650
23767
55321
128646
8698
4435
92747
2159
6237
5199
57381
554
89846
5648
84239
5787
10365
9002
2791
7538
4248
80833
222256
84952
8854
51554
968
482
10749
43847
5655
196883
1036
57053
863
3741
9754
3949
1264
341
1804
83878
59285
80726
3727
3270
7140
7136
140628
9535
54897
164395
84701
51751
84658
9467

DNAI1
CNTFR
SFTPAL
EGR2
NECAB1
ADGRE5
SPRYD7
ITIH5
MMP19
NR4A1
PDE1B
C4BPA
FAM124B
SLPI
TOX2
C200rf85
HIF3A
CEACAMS8
MOCS1
GNMT
GNMT

CNPY3-GNMT
CNPY3-GNMT

KCNK17
NRN1
MYRF
AHNAK
TEKT3
MYH2
FOSB
CD93
BMP2
FLRT3
TMEM74B
SIRPD
S1PR4
CITED1
BPIFB1
F10
RRAS
CFP
RHOJ
AVPR2
FGD3
MASP1
ATP13A4
PTPRB
KLF2
F2RL3
GNG11
ZFP36
MGAT3
APOL3
CDHR3
CGNL1
ALDH1A2
ACKR4
CD68
ATP1B2
KIF1C
KLK14
KLK10
ADCY4
CDO1
CHRNA10
CBFA2T3
KCNA5
STARDS
LDLR
CNN1
APOC1
DPP6
USHBP1
CACNG6
IQCN
JUND
HRC
TNNT3
TNNI2
GATAS
GMFG
CASZ1
TTLLY
COX4I12
HIGD1B
ADGRE3
SH3BP5

222.984
57.306
365249.1
1234.175
510.519
7156.866
884.008
1665.975
1599.129
8968.795
330.733
11651.99
142.76
20674.34
528.59
859.772
841.672
56.827
810.621
37.046
37.046
37.046
37.046
121.141
574.543
2827.204
56702.46
46.643
29.262
16768.05
8944.072
2041.716
3568.581
154.41
11.516
444.565
23.096
6542.188
215.938
2942.602
317.545
909.27
61.352
859.186
344.272
2381.201
5181.307
1974.712
477.157
3083.305
19608.1
1305.57
2322.833
935.474
3587.392
535.027
137.514
194.489
162.156
8330.392
26.783
654.456
627.455
233.273
34.781
370.012
71.754
1085.659
8951.706
973.519
6919.406
83.061
257.314
107.421
720.044
8438.048
47.839
35.865
134.949
64.065
1567.539
935.865
79.359
401.819
374.943
132.556
802.289

-2.133
-2.574
-2.871
-1.756
-3.133
-1.307
-1.318
-2.259
-1.691
-1.966
-1.682
-1.335
-1.596
-1.939
-1.309
-2.66
-1.267
-2.444
-1.44
-1.286
-1.286
-1.286
-1.286
-1.522
-2.186
-2.153
-1.769
-2.214
-3.074
-3.197
-1.81
-1.6
-1.777
-1.784
-1.924
-2.054
-1.379
-1.394
-1.885
-1.518
-2.143
-1.6
-2.307
-1.317
-2.918
-1.395
-2.249
-1.67
-1.734
-1.548
-1.69
-3.479
-1.306
-1.842
-2.34
-1.795
-2.373
-1.33
-1.421
-1.432
-2.029
-1.498
-1.955
-2.674
-1.303
-1.2
-2.31
-1.964
-1.886
-1.309
-1.457
-3.403
-2.576
-2.53
-2.709
-1.528
-1.224
-2.543
-2.276
-1.654
-1.426
-1.273
-1.31
-2.498
-2.927
-2.583
-1.375

0.354
0.277
0.323
0.193
0.169
0.137
0.085
0.187
0.213
0.24
0.15
0.293
0.162
0.251
0.182
0.441
0.278
0.397
0.117
0.192
0.192
0.192
0.192
0.222
0.168
0.239
0.152
0.275
0.253
0.335
0.147
0.182
0.194
0.159
0.172
0.159
0.279
0.45
0.154
0.158
0.17
0.118
0.181
0.115
0.21
0.248
0.184
0.185
0.236
0.199
0.21
0.192
0.14
0.33
0.141
0.244
0.201
0.228
0.181
0.1
0.282
0.303
0.128
0.171
0.15
0.167
0.228
0.141
0.171
0.199
0.223
0.223
0.117
0.361
0.241
0.155
0.176
0.274
0.211
0.217
0.163
0.145
0.3
0.171
0.181
0.219
0.127

-6.02
-9.287
-8.901
-9.079
-18.494
-9.572
-15.514
-12.06
-7.953
-8.179
-11.25
-4.553
-9.846
-7.718
-7.188
-6.027
-4.558
-6.162
-12.314
-6.7
-6.7
-6.7
-6.7
-6.859
-13.036
-9.012
-11.669
-8.039
-12.15
-9.552
-12.328
-8.806
-9.162
-11.198
-11.219
-12.881
-4.936
-3.099
-12.214
-9.622
-12.617
-13.519
-12.758
-11.472
-13.892
-5.621
-12.217
-9.04
-7.36
S1.777
-8.057
-18.112
-9.306
-5.585
-16.554
-7.344
-11.837
-5.833
-7.856
-14.277
-7.199
-4.941
-15.309
-15.676
-8.656
-7.18
-10.116
-13.936
-11.061
-6.583
-6.546
-15.231
-21.982
-7.006
-11.217
-9.853
-6.971
-9.267
-10.81
-7.611
-8.758
-8.765
-4.37
-14.609
-16.165
-11.82
-10.833

1.74x10-09a
1.59x10-20a
5.55x10-19a
1.09x10-19a
2.33x10-76a
1.05x10-21a
2.80x10-54a
1.73x10-33a
1.81x10-15a
2.85x10-16a
2.32x10-29a
5.28x10-06a
7.15x10-23a
1.18x10-14a
6.58x10-13a
1.67x10-09a
5.16x10-06a
7.18x10-10a
7.66x10-35a
2.08x10-11a
2.08x10-11a
2.08x10-11a
2.08x10-11a
6.95x10-12a
7.60x10-39a
2.02x10-19a
1.83x10-31a
9.02x10-16a
5.73x10-34a
1.28x10-21a
6.37x10-35a
1.30x10-18a
5.08x10-20a
4.16x10-29a
3.30x10-29a
5.75x10-38a
7.96x10-07a
0.001942b
2.63x10-34a
6.48x10-22a
1.71x10-36a
1.20x10-41a
2.80x10-37a
1.83x10-30a
7.04x10-44a
1.90x10-08a
2.52x10-34a
1.56x10-19a
1.84x10-13a
7.45x10-15a
7.80x10-16a
2.58x10-73a
1.32x10-20a
2.34x10-08a
1.51x10-61a
2.07x10-13a
2.53x10-32a
5.43x10-09a
3.95x10-15a
3.04x10-46a
6.08x10-13a
7.79x10-07a
6.70x10-53a
2.21x10-55a
4.89x10-18a
6.97x10-13a
4.68x10-24a
3.84x10-44a
1.94x10-28a
4.61x10-11a
5.90x10-11a
2.21x10-52a
4.28x10-107a
2.44x10-12a
3.35x10-29a
6.68x10-23a
3.15x10-12a
1.92x10-20a
3.09x10-27a
2.71x10-14a
1.99x10-18a
1.87x10-18a
1.24x10-05a
2.45x10-48a
8.88x10-59a
3.07x10-32a
2.40x10-27a

6.33x10-09a
1.55x10-19a
4.75x10-18a
9.93x10-19a
5.16x10-74a
1.12x10-20a
1.91x10-52a
3.95x10-32a
1.17x10-14a
1.97x10-15a
4.23x10-28a
1.30x10-05a
8.36x10-22a
7.12x10-14a
3.33x10-12a
6.06x10-09a
1.27x10-05a
2.72x10-09a
1.88x10-33a
9.16x10-11a
9.16x10-11a
9.16x10-11a
9.16x10-11a
3.20x10-11a
2.37x10-37a
1.79x10-18a
3.73x10-30a
6.01x10-15a
1.35x10-32a
1.35x10-20a
1.58x10-33a
1.08x10-17a
4.75x10-19a
7.47x10-28a
5.97x10-28a
1.69x10-36a
2.17x10-06a
0.003385h
6.27x10-33a
7.05x10-21a
4.66x10-35a
4.42x10-40a
7.87x10-36a
3.55x10-29a
2.91x10-42a
6.20x10-08a
6.03x10-33a
1.41x10-18a
9.85x10-13a
4.58x10-14a
5.20x10-15a
4.80x10-71a
1.30x10-19a
7.58x10-08a
1.44x10-59a
1.10x10-12a
5.34x10-31a
1.88x10-08a
2.49x10-14a
1.39x10-44a
3.09x10-12a
2.13x10-06a
4.23x10-51a
1.56x10-53a
3.90x10-17a
3.52x10-12a
6.00x10-23a
1.60x10-42a
3.34x10-27a
1.96x10-10a
2.48x10-10a
1.33x10-50a
1.18x10-103a
1.18x10-11a
6.06x10-28a
7.83x10-22a
1.50x10-11a
1.85x10-19a
4.95x10-26a
1.58x10-13a
1.64x10-17a
1.55x10-17a
2.93x10-05a
1.23x10-46a
7.25x10-57a
6.47x10-31a
3.86x10-26a
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ENSG00000131409
ENSG00000131471
ENSG00000131477
ENSG00000131634
ENSG00000131831
ENSG00000131910
ENSG00000132031
ENSG00000132170
ENSG00000132259
ENSG00000132321
ENSG00000132376
ENSG00000132554
ENSG00000132622
ENSG00000132854
ENSG00000132965
ENSG00000132970
ENSG00000133026
ENSG00000133101
ENSG00000133115
ENSG00000133116
ENSG00000133121
ENSG00000133169
ENSG00000133246
ENSG00000133392
ENSG00000133401
ENSG00000133488
ENSG00000133561
ENSG00000133574
ENSG00000133661
ENSG00000133665
ENSG00000133800
ENSG00000133874
ENSG00000134020
ENSG00000134030
ENSG00000134115
ENSG00000134201
ENSGO00000134256
ENSG00000134508
ENSG00000134531
ENSG00000134917
ENSG00000134962
ENSG00000135063
ENSG00000135111
ENSG00000135205
ENSG00000135218
ENSG00000135363
ENSG00000135406
ENSG00000135519
ENSG00000135540
ENSG00000135604
ENSG00000135917
ENSG00000135929
ENSG00000136048
ENSG00000136114
ENSG00000136153
ENSG00000136160
ENSG00000136244
ENSG00000136546
ENSG00000136630
ENSG00000136732
ENSG00000136826
ENSG00000136842
ENSG00000136867
ENSG00000136918
ENSG00000137033
ENSG00000137070
ENSG00000137098
ENSG00000137393
ENSG00000137441
ENSGO00000137473
ENSG00000137486
ENSG00000137507
ENSGO00000137561
ENSGO00000137726
ENSG00000137819
ENSG00000137834
ENSG00000137857
ENSG00000137872
ENSGO00000137878
ENSG00000137880
ENSG00000137960
ENSGO00000137976
ENSG00000138193
ENSG00000138207
ENSG00000138311
ENSG00000138400
ENSG00000138593

94030
8639
10266
79652
10742
8431
4148
5468
1262
79781
51763
26166
116835
163782
241
10810
4628
8900
161003
9365
90627
55859
84106
4629
23037
284904
474344
55303
6441
84332
10894
79845
157310
9811
27255
2949
9398
91768
2012
11095
152831
9413
6926
57639
948
4005
5630
23416
57224
8676
80704
1593
55332
55901
4008
1910
3569
6332
3142
2995
9314
7111
1318
401551
90865
3590
26206
255488
83888
83894
408
2615
7274
53826
54852
4091
53905
80031
145781
2644
54810
58511
51196
5950
22891
130752
9728

LRRC4B
AOC3
RAMP2
TMEM204
RAI2
NROB2
MATN3
PPARG
CNGA4
IQCAL
INPP5K
RGS22
HSPA12B
KANK4
ALOX5AP
WASF3
MYH10
CCNAL
STOML3
KL
STARD13
BEX1
PRAM1
MYH11
PDZD2
SEC14L4
GIMAP6
GIMAP4
SFTPD
DYDC2
LYVE1L
RNF122
PEBP4
CTIF
CNTNG
GSTM5
CD101
CABLES1
EMP1
ADAMTSS
KLB
FAM189A2
TBX3
CCDC146
CD36
LMO2
PRPH
KCNH3
NHSL1
STX11
SLC19A3
CYP27A1
DRAM1
THSD1
LMO7
EDNRB
IL6
SCN7A
HLX
GYPC
KLF4
TMOD1
SLC31A2
WDR38
1L33
ILLLRA
SPAGS
RNF144B
FGFBP2
TTC29
ARRB1
LRRC32
TTPA
FXYD6
PAQR5
SMADSG
DUOX1
SEMA6D
GCoM1
GCHFR
GIPC2
DNASE2B
PLCE1
RBP4
ZNF365
MDH1B
SECISBP2L

109.392
6546.376
1844.871
1433.733
920.223
132.785
740.773
1295.47
80.255
364.961
2224121
198.889
770.166
191.732
3670.03
752.186
7608.457
85.244
166.434
398.354
1274.9
35.948
493.407
8539.613
2572.188
296.074
2181.784
2222.96
19715.44
161.366
1362.768
621.106
2740.377
1641.989
333.138
359.396
545.904
1773.01
10113.09
1014.69
255.074
1661.537
1044.358
464.203
4244181
978.289
22.303
82.872
1864.02
1074.614
556.59
4931.229
8055.212
432.109
15716.39
3390.219
1140.709
1965.205
553.773
1492.261
3503.999
283.071
171.427
283.965
2651.911
501.198
121.373
2773.156
125.085
130.348
3427.908
3563.976
28.351
1533.424
896.908
1418.235
4907.749
552.238
49.738
431.48
276.872
89.526
1191.583
591.665
194.641
122.967
5171.917

-1.65
-2.448
-2.979
-1.838
-1.958
-1.401
-1.46
-1.703
-2.64
-1.398
-1.234
-1.964
-2.795
-1.84
-1.887
-1.918
-1.335
-1.369
-2.586
-2.674
-1.708
-1.785
-2.542
-1.749
-2.2
-1.97
-1.913
-1.299
-2.693
-2.144
-2.72
-1.241
-3.118
-1.27
-3.858
-1.952
-2.798
-1.243
-1.24
-3.618
-1.863
-3.342
-1.999
-1.398
-3.033
-1.85
-1.758
-1.322
-1.792
-2.86
-3.295
-1.962
-1.228
-2.175
-1.326
-3.494
-2.313
-2.026
-1.319
-1.687
-2.198
-1.6
-1.26
-2.56
-2.066
-1.223
-1.625
-1.428
-3.825
-2.3
-1.334
-2.149
-1.715
-1.648
-1.455
-2.724
-2.92
-2.003
-2.64
-1.291
-1.345
-3.142
-1.296
-2.375
-1.691
-1.638
-1.439

0.172
0.158
0.145
0.15

0.142
0.32

0.216
0.189
0.309
0.216
0.103
0.265
0.142
0.211
0.19

0.152
0.137
0.321
0.392
0.168
0.112
0.296
0.168
0.201
0.19

0.247
0.141
0.135
0.28

0.315
0.204
0.136
0.307
0.099
0.227
0.19

0.174
0.128
0.175
0.23

0.294
0.161
0.155
0.214
0.191
0.115
0.297
0.296
0.134
0.148
0.182
0.166
0.16

0.133
0.141
0.158
0.296
0.203
0.132
0.131
0.197
0.158
0.147
0.371
0.185
0.117
0.243
0.118
0.242
0.354
0.115
0.17

0.244
0.153
0.175
0.168
0.216
0.202
0.18

0.165
0.212
0.265
0.144
0.28

0.165
0.275
0.115

-9.586
-15.47
-20.509
-12.224
-13.772
-4.374
-6.768
-8.988
-8.531
-6.473
-12
-7.418
-19.644
-8.724
-9.907
-12.633
-9.772
-4.258
-6.596
-15.94
-15.222
-6.03
-15.097
-8.714
-11.593
-1.977
-13.597
-9.641
-9.614
-6.811
-13.312
-9.12
-10.157
-12.883
-17.001
-10.289
-16.101
-9.686
-7.074
-15.749
-6.345
-20.804
-12.905
-6.546
-15.84
-16.082
-5.928
-4.473
-13.39
-19.356
-18.092
-11.835
-7.683
-16.406
-9.405
-22.109
-7.809
-9.961
-9.975
-12.877
-11.183
-10.131
-8.558
-6.895
-11.156
-10.413
-6.693
-12.153
-15.787
-6.506
-11.649
-12.628
-7.018
-10.772
-8.298
-16.22
-13.522
-9.922
-14.688
-7.838
-6.342
-11.836
-9.029
-8.475
-10.219
-5.965
-12.515

9.14x10-22a
5.53x10-54a
1.80x10-93a
2.31x10-34a
3.76x10-43a
1.22x10-05a
1.31x10-11a
2.51x10-19a
1.45x10-17a
9.62x10-11a
3.57x10-33a
1.19x10-13a
6.54x10-86a
2.69x10-18a
3.87x10-23a
1.39x10-36a
1.48x10-22a
2.06x10-05a
4.22x10-11a
3.34x10-57a
2.52x10-52a
1.64x10-09a
1.69x10-51a
2.95x10-18a
4.49x10-31a
1.50x10-15a
4.19x10-42a
5.35x10-22a
6.98x10-22a
9.66x10-12a
1.97x10-40a
7.48x10-20a
3.09x10-24a
5.62x10-38a
8.05x10-65a
7.93x10-25a
2.51x10-58a
3.47x10-22a
1.50x10-12a
7.02x10-56a
2.23x10-10a
4.02x10-96a
4.25x10-38a
5.92x10-11a
1.64x10-56a
3.44x10-58a
3.06x10-09a
7.71x10-06a
6.91x10-41a
1.83x10-83a
3.68x10-73a
2.58x10-32a
1.55x10-14a
1.72x10-60a
5.18x10-21a
2.58x10-108a
5.77x10-15a
2.26x10-23a
1.96x10-23a
6.03x10-38a
4.92x10-29a
4.01x10-24a
1.15x10-17a
5.38x10-12a
6.72x10-29a
2.16x10-25a
2.19x10-11a
5.55x10-34a
3.83x10-56a
7.71x10-11a
2.33x10-31a
1.48x10-36a
2.26x10-12a
4.66x10-27a
1.06x10-16a
3.64x10-59a
1.17x10-41a
3.34x10-23a
7.71x10-49a
4.58x10-15a
2.26x10-10a
2.56x10-32a
1.73x10-19a
2.36x10-17a
1.64x10-24a
2.44x10-09a
6.18x10-36a

9.83x10-21a
3.72x10-52a
1.36x10-90a
5.52x10-33a
1.51x10-41a
2.88x10-05a
5.86x10-11a
2.21x10-18a
1.12x10-16a
3.95x10-10a
7.98x10-32a
6.52x10-13a
2.87x10-83a
2.18x10-17a
4.63x10-22a
3.79x10-35a
1.69x10-21a
4.71x10-05a
1.80x10-10a
2.50x10-55a
1.52x10-50a
5.96x10-09a
9.80x10-50a
2.39x10-17a
9.01x10-30a
9.79x10-15a
1.58x10-40a
5.86x10-21a
7.57x10-21a
4.39x10-11a
6.82x10-39a
6.88x10-19a
4.02x10-23a
1.65x10-36a
9.30x10-63a
1.07x10-23a
1.95x10-56a
3.86x10-21a
7.37x10-12a
5.07x10-54a
8.85x10-10a
4.01x10-93a
1.26x10-36a
2.49x10-10a
1.21x10-54a
2.66x10-56a
1.08x10-08a
1.86x10-05a
2.44x10-39a
6.58x10-81a
6.79x10-71a
5.44x10-31a
9.28x10-14a
1.55x10-58a
5.26x10-20a
9.44x10-105a
3.58x10-14a
2.76x10-22a
2.39x10-22a
1.77x10-36a
8.80x10-28a
5.17x10-23a
8.89x10-17a
2.51x10-11a
1.19x10-27a
3.04x10-24a
9.59x10-11a
1.31x10-32a
2.80x10-54a
3.19x10-10a
4.72x10-30a
4.03x10-35a
1.09x10-11a
7.37x10-26a
7.55x10-16a
3.05x10-57a
4.31x10-40a
4.02x10-22a
3.97x10-47a
2.87x10-14a
8.97x10-10a
5.40x10-31a
1.54x10-18a
1.78x10-16a
2.17x10-23a
8.72x10-09a
1.62x10-34a
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ENSG00000138639
ENSG00000138650
ENSG00000138669
ENSG00000138685
ENSG00000138722
ENSG00000138759
ENSG00000138772
ENSG00000138821
ENSG00000139304
ENSG00000139537
ENSG00000139549
ENSG00000139567
ENSG00000139714
ENSG00000139874
ENSG00000139970
ENSG00000140044
ENSG00000140057
ENSG00000140090
ENSG00000140092
ENSG00000140254
ENSG00000140538
ENSG00000140795
ENSG00000140807
ENSG00000140932
ENSGO00000140945
ENSG00000141052
ENSG00000141161
ENSG00000141294
ENSG00000141338
ENSG00000141448
ENSG00000141469
ENSG00000141497
ENSG00000141505
ENSG00000141639
ENSG00000141665
ENSG00000142449
ENSG00000142609
ENSG00000142611
ENSG00000142621
ENSG00000142748
ENSG00000142871
ENSG00000142973
ENSG00000143110
ENSG00000143167
ENSG00000143171
ENSG00000143382
ENSG00000143416
ENSG00000143554
ENSG00000143768
ENSG00000143816
ENSG00000144218
ENSG00000144230
ENSG00000144285
ENSG00000144331
ENSG00000144655
ENSG00000144681
ENSG00000144791
ENSG00000144837
ENSG00000144843
ENSG00000144891
ENSG00000145147
ENSG00000145284
ENSG00000145335
ENSG00000145491
ENSG00000145569
ENSG00000145777
ENSG00000145861
ENSG00000145990
ENSG00000146038
ENSG00000146151
ENSG00000146221
ENSG00000146250
ENSG00000146469
ENSG00000146966
ENSG00000147027
ENSG00000147113
ENSG00000147206
ENSG00000147231
ENSG00000147257
ENSG00000147443
ENSG00000147526
ENSGO00000147614
ENSG00000147655
ENSG00000148053
ENSG00000148082
ENSG00000148339
ENSG00000148357

83478
57575
5593
2247
22915
80144
306
64116
374462
85478
50846
94
283385
6751
6252
122953
122481
123041
10516
90527
4916
91807
85407
146225
1012
93649
146862
90506
10351
2627
6563
84225
432
5596
201456
84467
85452
63976
114827
8547
3491
1580
128346
10223
6258
54507
8991
11000
7044
7483
3899
2840
6323
151126
64651
6769
8994
51365
141
185
9353
79966
6622
83853
54491
85480
114898
54438
51473
54511
202500
167681
7432
27147
83604
79742
56000
55086
2719
9046
6867
245972
340419
4915
53358
114789
256158

ARHGAP24
PCDH10
PRKG2
FGF2
MMRN1
FRAS1
ANXA3
SLC39A8
PTPRQ
CCDC65
DHH
ACVRL1
MORN3
SSTR1
RTN1
JDP2

AK7
SLC24A4
FBLN5
DUOXA1
NTRK3
MYLK3
NKD1
CMTM2
CDH13
MYOCD
UNC45B
LRRC46
ABCAS8
GATA6
SLC14A1
ZMYND15
ASGR1
MAPK4
FBXO15
FBN3
CFAP74
PRDM16
FHAD1
FCN3
CCN1
CYP4B1
Clorfl62
GPA33
RXRG
ADAMTSL4
SELENBP1
SLC27A3
LEFTY?2
WNT9A
AFF3
GPR17
SCN1A
ZNF385B
CSRNP1
STAC
LIMD1
PLALA
ADPRH
AGTR1
SLIT2
SCD5
SNCA
ROPNI1L
OTULINL
TSLP
C1QTNF2
GFOD1
DCDC2
HMGCLL1
TCTE1
PRSS35
VIP
DENND2A
TMEM47
DIPK2B
NXF3
RADX
GPC3
DOK2
TACC1
ATP6V0OD2
RSPO2
NTRK?2
SHC3
SLC25A25
HMCN?2

1008.858
59.311
297.096
410.055
1030.147
1266.453
4753.785
14491.94
148.242
234.646
19.174
3806.071
131.658
395.656
544.07
1878.443
354.598
103.384
3772.558
1208.395
159.078
63.702
494.196
36.644
1036.457
180.702
36.709
556.598
1342.456
1100.213
296.383
339.839
204.057
311.375
105.034
256.42
190.782
670.848
369.285
4102.351
13706.2
11788.28
1662.35
347.578
140.32
2108.928
11087.95
2038.304
87.386
540.17
826.212
575
286.617
1226.772
5266.004
714.735
3512.536
434.313
1148.212
176.541
2794.68
1364.844
202.81
220.314
2257.185
52.451
114.985
715.03
399.628
101.994
106.121
69.653
12.099
711.916
1701.267
1057.935
105.054
191.029
3065.505
1364.93
8677.084
243.261
199.775
651.161
731.038
1679.886
259.887

-1.216
-1.373
-2.361
-1.624
-2.176
-1.313
-1.954
-2.237
-3.927
-1.392
-2.024
-2.461
-1.346
-2.957
-1.318
-1.475
-1.561
-2.149
-1.9
-2.307
-1.499
-1.928
-1.744
-2.187
-1.284
-1.673
-2.628
-2.057
-2.617
-1.918
-2.634
-1.62
-1.515
-2.105
-1.471
-1.312
-2.048
-1.303
-1.252
-4.736
-1.227
-2.712
-1.753
-3.673
-2.726
-1.951
-1.629
-1.603
-2.003
-1.423
-2.373
-1.841
-1.471
-1.57
-2.282
-1.932
-1.252
-1.515
-1.447
-2.364
-2.135
-1.386
-1.379
-2.187
-1.309
-1.557
-1.681
-1.637
-1.231
-1.375
-2.704
-2.238
-1.677
-1.586
-1.265
-1.563
-2.415
-1.669
-2.144
-1.909
-1.548
-1.595
-2.241
-2.876
-1.836
-1.615
-1.235

0.113
0.266
0.174
0.162
0.202
0.208
0.178
0.16

0.255
0.218
0.212
0.133
0.202
0.235
0.19

0.119
0.232
0.157
0.15

0.213
0.219
0.251
0.188
0.189
0.195
0.25

0.193
0.309
0.203
0.153
0.271
0.131
0.163
0.314
0.233
0.343
0.324
0.226
0.243
0.278
0.174
0.311
0.15

0.241
0.269
0.148
0.203
0.135
0.248
0.16

0.228
0.269
0.277
0.262
0.166
0.209
0.111
0.192
0.095
0.185
0.142
0.171
0.145
0.315
0.167
0.221
0.182
0.148
0.253
0.177
0.357
0.201
0.219
0.147
0.146
0.163
0.288
0.193
0.203
0.175
0.127
0.304
0.271
0.258
0.193
0.155
0.217

-10.765
-5.161
-13.599
-10.032
-10.76
-6.319
-10.962
-14.009
-15.396
-6.393
-9.565
-18.455
-6.676
-12.557
-6.924
-12.39
-6.729
-13.691
-12.702
-10.813
-6.848
-7.673
-9.285
-11.57
-6.59
-6.704
-13.6
-6.648
-12.907
-12.507
-9.733
-12.324
-9.314
-6.701
-6.318
-3.824
-6.317
-5.779
-5.146
-17.059
-7.044
-8.731
-11.658
-15.239
-10.13
-13.159
-8.032
-11.915
-8.063
-8.91
-10.39
-6.839
-5.309
-5.985
-13.783
-9.223
-11.321
-7.871
-15.308
-12.781
-15.078
-8.086
-9.526
-6.952
-7.839
-7.052
-9.228
-11.03
-4.858
-7.764
-7.583
-11.148
-71.67
-10.768
-8.681
-9.561
-8.4
-8.647
-10.542
-10.931
-12.152
-5.251
-8.267
-11.149
-9.505
-10.405
-5.691

5.04x10-27a
2.46x10-07a
4.04x10-42a
1.10x10-23a
5.35x10-27a
2.63x10-10a
5.84x10-28a
1.37x10-44a
1.73x10-53a
1.63x10-10a
1.12x10-21a
4.73x10-76a
2.45x10-11a
3.64x10-36a
4.39x10-12a
2.94x10-35a
1.71x10-11a
1.16x10-42a
5.77x10-37a
2.99x10-27a
7.47x10-12a
1.67x10-14a
1.62x10-20a
5.84x10-31a
4.40x10-11a
2.03x10-11a
4.03x10-42a
2.97x10-11a
4,10x10-38a
6.82x10-36a
2.19x10-22a
6.70x10-35a
1.23x10-20a
2.07x10-11a
2.65x10-10a
0.000131a

2.67x10-10a
7.53x10-09a
2.66x10-07a
2.99x10-65a
1.87x10-12a
2.52x10-18a
2.10x10-31a
1.94x10-52a
4.08x10-24a
1.51x10-39a
9.59x10-16a
9.93x10-33a
7.42x10-16a
5.11x10-19a
2.76x10-25a
7.95x10-12a
1.10x10-07a
2.16x10-09a
3.21x10-43a
2.88x10-20a
1.03x10-29a
3.53x10-15a
6.79x10-53a
2.09x10-37a
2.25x10-51a
6.14x10-16a
1.63x10-21a
3.60x10-12a
4.56x10-15a
1.76x10-12a
2.75x10-20a
2.75x10-28a
1.19x10-06a
8.25x10-15a
3.37x10-14a
7.33x10-29a
1.72x10-14a
4.90x10-27a
3.94x10-18a
1.16x10-21a
4.47x10-17a
5.30x10-18a
5.55x10-26a
8.17x10-28a
5.62x10-34a
1.51x10-07a
1.38x10-16a
7.27x10-29a
2.01x10-21a
2.36x10-25a
1.26x10-08a

7.95x10-26a
7.10x10-07a
1.53x10-40a
1.37x10-22a
8.41x10-26a
1.04x10-09a
9.79x10-27a
5.81x10-43a
1.13x10-51a
6.56x10-10a
1.19x10-20a
1.04x10-73a
1.07x10-10a
9.69x10-35a
2.06x10-11a
7.45x10-34a
7.58x10-11a
4.51x10-41a
1.61x10-35a
4.79x10-26a
3.43x10-11a
9.97x10-14a
1.57x10-19a
1.16x10-29a
1.87x10-10a
8.94x10-11a
1.53x10-40a
1.29x10-10a
1.22x10-36a
1.79x10-34a
2.47x10-21a
1.66x10-33a
1.22x10-19a
9.09x10-11a
1.04x10-09a
0.000271a

1.05x10-09a
2.57x10-08a
7.66x10-07a
3.55x10-63a
9.10x10-12a
2.05x10-17a
4.26x10-30a
1.18x10-50a
5.26x10-23a
4.95x10-38a
6.38x10-15a
2.16x10-31a
4.96x10-15a
4.39x10-18a
3.86x10-24a
3.64x10-11a
3.31x10-07a
7.77x10-09a
1.30x10-41a
2.74x10-19a
1.92x10-28a
2.23x10-14a
4.27x10-51a
5.89x10-36a
1.29x10-49a
4.15x10-15a
1.71x10-20a
1.70x10-11a
2.86x10-14a
8.58x10-12a
2.62x10-19a
4.69x10-27a
3.16x10-06a
5.05x10-14a
1.94x10-13a
1.29x10-27a
1.02x10-13a
7.74x10-26a
3.16x10-17a
1.24x10-20a
3.28x10-16a
4.21x10-17a
8.11x10-25a
1.36x10-26a
1.32x10-32a
4.47x10-07a
9.77x10-16a
1.29x10-27a
2.09x10-20a
3.31x10-24a
4.20x10-08a
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ENSG00000148488
ENSG00000148541
ENSG00000148677
ENSG00000148841
ENSG00000149021
ENSG00000149131
ENSG00000149201
ENSG00000149403
ENSG00000149435
ENSG00000149488
ENSG00000149534
ENSG00000149557
ENSG00000149557
ENSG00000149557
ENSG00000149557
ENSG00000149564
ENSG00000149575
ENSG00000149577
ENSG00000149970
ENSG00000150045
ENSG00000150048
ENSG00000150275
ENSG00000150625
ENSG00000150628
ENSG00000150938
ENSG00000150977
ENSG00000151023
ENSG00000151702
ENSG00000151718
ENSG00000151892
ENSG00000152076
ENSG00000152137
ENSG00000152154
ENSG00000152402
ENSG00000152463
ENSG00000152580
ENSG00000152583
ENSG00000152611
ENSG00000152760
ENSG00000153093
ENSG00000153347
ENSG00000153789
ENSG00000153822
ENSG00000153823
ENSG00000153902
ENSG00000154065
ENSG00000154080
ENSG00000154099
ENSG00000154127
ENSG00000154133
ENSG00000154146
ENSG00000154175
ENSG00000154188
ENSG00000154258
ENSG00000154319
ENSG00000154330
ENSG00000154342
ENSG00000154479
ENSG00000154529
ENSG00000154678
ENSG00000154721
ENSG00000154734
ENSG00000154764
ENSG00000154783
ENSG00000155011
ENSG00000155465
ENSG00000155511
ENSG00000155659
ENSG00000155749
ENSG00000155846
ENSG00000156076
ENSG00000156206
ENSG00000156218
ENSG00000156298
ENSGO00000156675
ENSG00000157152
ENSG00000157168
ENSG00000157368
ENSG00000157423
ENSG00000157510
ENSG00000157551
ENSGO00000157554
ENSG00000157570
ENSGO00000157734
ENSG00000157856
ENSG00000157927
ENSG00000158113

338596
220965
27063
85450
7356
710
60494
2900
92086
117532
2206
1.05E+08
9638
1.05E+08
9638
90952
6327
51092
22866
51348
51267
65217
2823
132851
51232
196383
219670
2313
80014
2674
91409
26353
130733
2977
55301
285313
8404
133690
200132
55289
153643
339145
3773
55022
163175
147463
83539
123872
84959
54538
4900
25890
284
10350
83648
5239
89780
129881
728577
5137
58494
9510
7476
152273
27123
9056
2890
11326
130540
133522
11197
161502
57188
7102
80223
6854
3084
146433
54768
134265
3772
2078
90139
79856
92749
55698
254050

ST8SIAG
FAM13C
ANKRD1
ITPRIP
SCGB1Al
SERPING1
CCDC81
GRIK4
GGTLC1
TMC2
MS4A2
FEZ1

FEZ1
STT3A-AS1
STT3A-AS1
ESAM
SCN2B
SIDT2
CNKSR2
KLRF1
CLEC1A
PCDH15
GPM6GA
SPATA4
CRIM1
RILPL2
ENKUR
FLI1
WWC2
GFRA1
CCDC74B
HSPB8
TMEM178A
GUCY1A2
OLAH
IGSF10
SPARCL1
CAPSL
TCTEX1D1
ACOXL
FAM81B
CIBAR2
KCNJ16
PID1

LGl4
ANKRD29
CHST9
DNAAF1
UBASH3B
ROBO4
NRGN
ABI3BP
ANGPT1
ABCA9
FAM167A
PGM5
WNT3A
CCDC173
CNTNAP3B
PDE1C
JAM?2
ADAMTS1
WNT7A
FGD5
DKK2
SLCT7A7
GRIAL
VSIG4
FLACC1
PPARGC1B
WIF1
CFAP161
ADAMTSL3
TSPAN7
RAB11FIP1
SYNZ2
NRG1
IL34
HYDIN
AFAP1L1
KCNJ15
ERG
TSPAN18
SNX22
DRC1
RADIL
LRRC43

189.937
223.71
1340.553
2466.132
30068.24
20318.52
105.535
78.841
762.326
26.301
446.008
699.749
699.749
699.749
699.749
3785.287
114.085
3190.574
148.831
77.361
300.99
98.159
1149.818
38.101
5613.879
1523.637
291.398
1694.285
3530.71
389.015
88.662
2246.699
172.311
1251.593
13.389
1021.748
14605.68
215.643
116.222
422.236
258.036
320.831
80.359
1363.955
143.239
1658.001
502.954
420.638
1090.128
2813.216
1617.566
3271.285
1281.022
281.894
1149.295
856.794
267.754
141.53
29.574
298.355
1309.93
4249.361
299.727
2120.576
418.546
2465.876
404.756
5844.461
59.633
371.444
3577.94
63.744
713.08
2018.976
8024.494
79.689
280.899
254.906
292.47
973.45
3346.801
1545.656
1494177
494.093
334.241
276.988
121.375

-3.28

-1.375
-4.454
-1.464
-3.61

-1.322
-2.059
-2.464
-2.604
-2.054
-1.433
-1.826
-1.826
-1.826
-1.826
-2.024
-1.788
-1.208
-1.505
-1.47

-2.132
-2.813
-4.321
-2.229
-1.279
-1.444
-1.776
-1.493
-2.157
-1.598
-1.78

-2.004
-1.845
-1.442
-1.336
-2.349
-1.822
-2.675
-1.596
-2.022
-1.419
-2.473
-1.587
-1.839
-1.795
-2.384
-1.651
-2.198
-1.32

-2.686
-1.956
-2.324
-1.973
-1.313
-1.71

-1.874
-4.779
-2.076
-1.897
-1.784
-2.44

-2.056
-2.496
-2.082
-2.154
-1.388
-4.031
-2.186
-1.436
-1.342
-2.616
-2.121
-2.115
-1.768
-1.345
-2.126
-1.585
-1.518
-1.587
-1.507
-1.629
-1.919
-1.785
-1.975
-2.075
-2.135
-1.342

0.22
0.149
0.284
0.134
0.49
0.141
0.263
0.159
0.266
0.255
0.235
0.158
0.158
0.158
0.158
0.151
0.211
0.1
0.207
0.223
0.133
0.296
0.226
0.289
0.125
0.094
0.304
0.125
0.125
0.239
0.295
0.161
0.19
0.197
0.263
0.25
0.14
0.379
0.253
0.202
0.296
0.33
0.346
0.148
0.151
0.211
0.423
0.309
0.156
0.162
0.225
0.181
0.189
0.214
0.231
0.176
0.242
0.27
0.234
0.183
0.115
0.181
0.268
0.125
0.176
0.145
0.257
0.215
0.281
0.167
0.369
0.29
0.167
0.242
0.136
0.272
0.183
0.175
0.336
0.134
0.202
0.124
0.151
0.157
0.361
0.194
0.26

-14.943
-9.245
-15.703
-10.895
-71.371
-9.362
-7.815
-15.507
-9.782
-8.053
-6.099
-11.554
-11.554
-11.554
-11.554
-13.375
-8.468
-12.042
-7.268
-6.583
-16.017
-9.494
-19.149
-7.707
-10.252
-15.384
-5.849
-11.941
-17.232
-6.693
-6.042
-12.48
-9.732
-7.316
-5.091
-9.384
-13.053
-7.059
-6.307
-9.988
-4.8
-7.498
-4.584
-12.395
-11.868
-11.292
-3.907
-7.109
-8.456
-16.582
-8.687
-12.825
-10.429
-6.137
-7.392
-10.62
-19.757
-7.691
-8.122
-9.755
-21.192
-11.337
-9.296
-16.626
-12.257
-9.567
-15.701
-10.146
-5.111
-8.058
-7.09
-7.305
-12.685
-7.303
-9.887
-7.828
-8.672
-8.694
-4.727
-11.27
-8.058
-15.417
-11.84
-12.572
-5.755
-11.032
-5.154

1.74x10-50a
2.35x10-20a
1.43x10-55a
1.21x10-27a
1.69x10-13a
7.86x10-21a
5.51x10-15a
3.10x10-54a
1.34x10-22a
8.06x10-16a
1.07x10-09a
7.06x10-31a
7.06x10-31a
7.06x10-31a
7.06x10-31a
8.46x10-41a
2.50x10-17a
2.15x10-33a
3.65x10-13a
4.60x10-11a
9.81x10-58a
2.23x10-21a
9.93x10-82a
1.29x10-14a
1.16x10-24a
2.10x10-53a
4.95x10-09a
7.21x10-33a
1.54x10-66a
2.18x10-11a
1.52x10-09a
9.64x10-36a
2.20x10-22a
2.55x10-13a
3.57x10-07a
6.36x10-21a
6.11x10-39a
1.68x10-12a
2.84x10-10a
1.72x10-23a
1.58x10-06a
6.49x10-14a
4.56x10-06a
2.79x10-35a
1.73x10-32a
1.43x10-29a
9.36x10-05a
1.17x10-12a
2.76x10-17a
9.38x10-62a
3.71x10-18a
1.19x10-37a
1.83x10-25a
8.43x10-10a
1.44x10-13a
2.40x10-26a
6.98x10-87a
1.46x10-14a
4.58x10-16a
1.76x10-22a
1.14x10-99a
8.65x10-30a
1.45x10-20a
4.51x10-62a
1.55x10-34a
1.10x10-21a
1.49x10-55a
3.44x10-24a
3.20x10-07a
7.77x10-16a
1.34x10-12a
2.77x10-13a
7.13x10-37a
2.82x10-13a
4.74x10-23a
4.94x10-15a
4.24x10-18a
3.49x10-18a
2.28x10-06a
1.85x10-29a
7.74x10-16a
1.26x10-53a
2.41x10-32a
3.02x10-36a
8.66x10-09a
2.68x10-28a
2.55x10-07a

9.60x10-49a
2.25x10-19a
1.02x10-53a
1.98x10-26a
9.10x10-13a
7.88x10-20a
3.43x10-14a
2.12x10-52a
1.54x10-21a
5.37x10-15a
3.96x10-09a
1.40x10-29a
1.40x10-29a
1.40x10-29a
1.40x10-29a
2.97x10-39a
1.88x10-16a
4.88x10-32a
1.90x10-12a
1.95x10-10a
7.48x10-56a
2.31x10-20a
3.21x10-79a
7.75x10-14a
1.55x10-23a
1.37x10-51a
1.72x10-08a
1.58x10-31a
1.98x10-64a
9.56x10-11a
5.56x10-09a
2.49x10-34a
2.48x10-21a
1.34x10-12a
1.01x10-06a
6.41x10-20a
1.91x10-37a
8.21x10-12a
1.11x10-09a
2.12x10-22a
4,15x10-06a
3.63x10-13a
1.13x10-05a
7.07x10-34a
3.71x10-31a
2.65x10-28a
0.000197a

5.78x10-12a
2.07x10-16a
9.07x10-60a
2.98x10-17a
3.40x10-36a
2.59x10-24a
3.16x10-09a
7.80x10-13a
3.59x10-25a
3.19x10-84a
8.71x10-14a
3.12x10-15a
2.00x10-21a
1.67x10-96a
1.62x10-28a
1.42x10-19a
4.46x10-60a
3.75x10-33a
1.17x10-20a
1.06x10-53a
4.45x10-23a
9.10x10-07a
5.19x10-15a
6.62x10-12a
1.45x10-12a
1.97x10-35a
1.48x10-12a
5.63x10-22a
3.09x10-14a
3.39x10-17a
2.82x10-17a
5.87x10-06a
3.40x10-28a
5.17x10-15a
8.31x10-52a
5.11x10-31a
8.08x10-35a
2.94x10-08a
4.58x10-27a
7.36x10-07a

Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down



ENSG00000158246
ENSG00000158270
ENSG00000158352
ENSG00000158423
ENSG00000158428
ENSG00000158517
ENSG00000158578
ENSG00000159200
ENSG00000159307
ENSG00000159339
ENSG00000159388
ENSG00000159433
ENSG00000159588
ENSG00000159625
ENSG00000159640
ENSG00000159708
ENSG00000159713
ENSG00000159723
ENSG00000159761
ENSG00000160111
ENSG00000160179
ENSG00000160188
ENSG00000160401
ENSG00000160408
ENSG00000160472
ENSG00000160593
ENSG00000160801
ENSG00000160808
ENSG00000160838
ENSG00000160867
ENSG00000160870
ENSG00000160883
ENSG00000161055
ENSG00000161281
ENSG00000161640
ENSG00000161643
ENSG00000161649
ENSG00000161835
ENSG00000161905
ENSG00000161929
ENSG00000161940
ENSG00000161955
ENSG00000162004
ENSG00000162104
ENSG00000162148
ENSG00000162267
ENSG00000162367
ENSG00000162520
ENSG00000162551
ENSG00000162571
ENSG00000162598
ENSG00000162631
ENSG00000162643
ENSG00000162687
ENSG00000162722
ENSG00000162747
ENSG00000162772
ENSG00000162817
ENSG00000162878
ENSG00000163060
ENSG00000163071
ENSG00000163072
ENSG00000163106
ENSG00000163132
ENSG00000163145
ENSG00000163221
ENSG00000163263
ENSG00000163283
ENSG00000163380
ENSG00000163406
ENSG00000163421
ENSG00000163431
ENSG00000163464
ENSG00000163492
ENSG00000163501
ENSG00000163513
ENSG00000163531
ENSG00000163563
ENSG00000163576
ENSG00000163637
ENSG00000163661
ENSG00000163686
ENSG00000163687
ENSG00000163710
ENSGO00000163734
ENSG00000163736
ENSG00000163737

115572
81035
57477
158787
375307
653361
212
1827
80274
23569
7832
57519
149483
84229
1636
55282
51673
181
388284
27151
9619
89765
286207
30815
147744
120425
5745
4634
149499
2264
1551
3101
92304
1346
114132
400709
146894
160622
246
388325
255877
8741
124093
115
220004
3699
6886
81493
249
254173
127795
22854
126820
343450
25893
2215
467
79762
91461
150483
132671
115677
27306
4487
114905
6283
388701
250
56203
6565
60675
25802
3577
285025
3549
7048
23114
4332
151651
166336
5806
57406
1776
26577
2921
5473
5196

TENT5B
COLEC12
SHROOM4
RIBC1
CATIP
NCF1
ALAS2
RCAN1
SCUBE1
PADI4
BTG2
STARD9
CCDC17
DRC7
ACE
LRRC36
TPPP3
AGRP
C160rf86
CPAMDS8
ABCG1
RSPH1
CFAP157

ST6GALNACG6

TMEM190
JAML
PTHIR
MYL3
LRRC71
FGFR4
CYP3A7
HK3
SCGB3A1l
COXT7Al
SIGLEC11
SIGLEC16
CD300LG
TAMALIN
ALOX15
SCIMP
BCL6B
TNFSF13
CCDC78
ADCY9
PPP1R32
ITIH3
TAL1
SYNC
ALPL
TTLL10
Clorf87
NTNG1
DNAI3
KCNT2
TRIM58
FCGR3B
ATF3
Clorf11s
PKDCC
TEKT4
SPATA18
NOSTRIN
HPGDS
MSX1
C1QTNF7
S100A12
Clorf189
ALPP
LMOD3
SLC15A2
PROK2
LMOD1
CXCR1
CCDC141
IHH
TGFBR2
NFASC
MNDA
EFHB
PRICKLE2
PTX3
ABHD6
DNASE1L3
PCOLCE2
CXCL3
PPBP

PF4

771.693
3493.795
1847.731
179.046
108.173
316.556
59.762
3045.575
819.999
30.594
9417.488
779.73
344.738
132.621
2884.578
504.702
4385.208
76.532
78.495
1958.03
2665.513
707.326
254.647
3509.364
177.069
1964.804
203.007
32.256
125.955
1562.028
58.39
1193.971
8486.98
447.681
110.964
58.21
368.121
899.56
741.459
613.804
1007.85
1261.727
355.768
2504.762
189.055
109.095
344.719
192.111
6677.214
111.872
197.596
226.05
152.371
289.172
53.362
267.249
4196.95
1669.756
808.445
45.423
921.024
915.87
308.212
74.227
435.379
58.061
49.418
182.873
27.015
1898.287
26.811
1515.62
117.085
293.114
90.314
13808.44
607.878
1338.523
146.036
995.901
184.601
502.117
557.713
808.889
502.407
168.957
31.103

-2.885
-1.442
-1.521
-1.465
-1.846
-1.368
-2.81

-1.496
-3.816
-2.205
-1.296
-1.664
-2.43

-1.875
-1.862
-3.623
-2.637
-2.911
-1.245
-2.016
-1.458
-2.105
-1.562
-1.486
-2.732
-1.796
-1.97

-1.573
-2.646
-2.775
-1.619
-1.881
-1.836
-1.66

-2.45

-1.755
-5.439
-2.394
-3.077
-1.356
-1.674
-1.266
-2.022
-1.276
-1.88

-1.442
-2.719
-1.564
-1.465
-2.323
-2.806
-1.494
-1.653
-1.532
-2.301
-1.87

-1.723
-1.578
-1.535
-2.338
-1.548
-1.677
-1.216
-1.468
-2.161
-1.729
-2.488
-2.03

-1.285
-1.609
-1.526
-1.596
-2.212
-2.094
-3.158
-1.538
-1.231
-1.234
-2.076
-1.309
-1.631
-1.249
-3.086
-2.292
-1.93

-1.538
-2.104

0.184
0.179
0.149
0.207
0.281
0.197
0.349
0.139
0.204
0.242
0.176
0.182
0.28

0.348
0.147
0.206
0.253
0.234
0.117
0.212
0.13

0.304
0.244
0.101
0.394
0.161
0.162
0.173
0.366
0.211
0.263
0.192
0.34

0.169
0.237
0.253
0.308
0.149
0.348
0.166
0.138
0.146
0.28

0.121
0.236
0.172
0.151
0.139
0.258
0.304
0.393
0.278
0.28

0.277
0.276
0.255
0.205
0.179
0.161
0.344
0.251
0.165
0.218
0.169
0.205
0.291
0.318
0.343
0.178
0.16

0.307
0.168
0.268
0.282
0.295
0.097
0.186
0.177
0.276
0.122
0.239
0.099
0.299
0.23

0.265
0.368
0.309

-15.674
-8.034
-10.191
-7.071
-6.578
-6.937
-8.046
-10.766
-18.71
-9.116
-7.359
-9.136
-8.691
-5.389
-12.697
-17.614
-10.404
-12.448
-10.67
-9.53
-11.181
-6.933
-6.401
-14.768
-6.929
-11.156
-12.145
-9.086
-7.23
-13.146
-6.162
-9.774
-5.403
-9.815
-10.34
-6.945
-17.687
-16.028
-8.853
-8.151
-12.119
-8.651
-7.217
-10.576
-7.967
-8.36
-18.002
-11.22
-5.676
-7.645
-7.145
-5.375
-5.893
-5.538
-8.333
-7.323
-8.417
-8.84
-9.525
-6.806
-6.169
-10.182
-5.586
-8.669
-10.527
-5.934
-7.821
-5.919
-7.23
-10.063
-4.972
-9.517
-8.258
-7.417
-10.693
-15.9
-6.631
-6.977
-7.522
-10.759
-6.813
-12.611
-10.324
-9.968
-7.296
-4.184
-6.817

2.27x10-55a
9.40x10-16a
2.17x10-24a
1.53x10-12a
4.76x10-11a
4.00x10-12a
8.56x10-16a
4.97x10-27a
4.10x10-78a
7.81x10-20a
1.85x10-13a
6.48x10-20a
3.58x10-18a
7.09x10-08a
6.12x10-37a
1.93x10-69a
2.38x10-25a
1.44x10-35a
1.41x10-26a
1.58x10-21a
5.07x10-29a
4.13x10-12a
1.55x10-10a
2.36x10-49a
4.23x10-12a
6.68x10-29a
6.09x10-34a
1.03x10-19a
4.82x10-13a
1.79x10-39%a
7.20x10-10a
1.45x10-22a
6.55x10-08a
9.73x10-23a
4.65x10-25a
3.79x10-12a
5.26x10-70a
8.20x10-58a
8.55x10-19a
3.60x10-16a
8.35x10-34a
5.10x10-18a
5.32x10-13a
3.85x10-26a
1.63x10-15a
6.25x10-17a
1.88x10-72a
3.24x10-29a
1.38x10-08a
2.09x10-14a
8.98x10-13a
7.64x10-08a
3.79x10-09a
3.06x10-08a
7.89x10-17a
2.43x10-13a
3.85x10-17a
9.53x10-19a
1.65x10-21a
1.00x10-11a
6.89x10-10a
2.39x10-24a
2.33x10-08a
4.37x10-18a
6.47x10-26a
2.95x10-09a
5.24x10-15a
3.25x10-09a
4.84x10-13a
8.05x10-24a
6.62x10-07a
1.78x10-21a
1.48x10-16a
1.20x10-13a
1.10x10-26a
6.32x10-57a
3.34x10-11a
3.01x10-12a
5.38x10-14a
5.36x10-27a
9.59x10-12a
1.84x10-36a
5.52x10-25a
2.10x10-23a
2.97x10-13a
2.87x10-05a
9.28x10-12a

1.60x10-53a
6.25x10-15a
2.85x10-23a
7.52x10-12a
2.02x10-10a
1.88x10-11a
5.71x10-15a
7.85x10-26a
1.05x10-75a
7.18x10-19a
9.88x10-13a
6.00x10-19a
2.88x10-17a
2.17x10-07a
1.70x10-35a
2.90x10-67a
3.33x10-24a
3.67x10-34a
2.14x10-25a
1.66x10-20a
9.06x10-28a
1.95x10-11a
6.24x10-10a
1.25x10-47a
1.99x10-11a
1.19x10-27a
1.43x10-32a
9.38x10-19a
2.47x10-12a
5.84x10-38a
2.72x10-09a
1.66x10-21a
2.01x10-07a
1.12x10-21a
6.37x10-24a
1.79x10-11a
8.19x10-68a
6.29x10-56a
7.27x10-18a
2.47x10-15a
1.94x10-32a
4.06x10-17a
2.72x10-12a
5.70x10-25a
1.06x10-14a
4.55x10-16a
3.36x10-70a
5.86x10-28a
4.58x10-08a
1.23x10-13a
4.48x10-12a
2.33x10-07a
1.33x10-08a
9.82x10-08a
5.70x10-16a
1.28x10-12a
2.85x10-16a
8.07x10-18a
1.73x10-20a
4.54x10-11a
2.61x10-09a
3.14x10-23a
7.55x10-08a
3.49x10-17a
9.41x10-25a
1.05x10-08a
3.27x10-14a
1.15x10-08a
2.48x10-12a
1.02x10-22a
1.82x10-06a
1.86x10-20a
1.05x10-15a
6.55x10-13a
1.69x10-25a
4,70x10-55a
1.44x10-10a
1.44x10-11a
3.03x10-13a
8.42x10-26a
4.36x10-11a
5.01x10-35a
7.51x10-24a
2.57x10-22a
1.55x10-12a
6.42x10-05a
4.22x10-11a
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ENSG00000163751
ENSG00000163815
ENSG00000163827
ENSG00000163884
ENSG00000163885
ENSG00000163958
ENSG00000164035
ENSG00000164047
ENSG00000164099
ENSG00000164161
ENSG00000164185
ENSG00000164236
ENSG00000164303
ENSG00000164530
ENSG00000164591
ENSG00000164619
ENSG00000164627
ENSG00000164659
ENSG00000164683
ENSG00000164687
ENSG00000164736
ENSG00000164741
ENSG00000164764
ENSG00000164849
ENSG00000164850
ENSG00000164879
ENSG00000164935
ENSG00000164972
ENSG00000165072
ENSG00000165084
ENSG00000165092
ENSG00000165124
ENSG00000165140
ENSG00000165164
ENSG00000165197
ENSG00000165309
ENSG00000165312
ENSG00000165323
ENSG00000165383
ENSG00000165495
ENSG00000165507
ENSG00000165757
ENSG00000165795
ENSG00000165810
ENSG00000165966
ENSG00000166025
ENSG00000166106
ENSG00000166246
ENSG00000166265
ENSG00000166278
ENSG00000166292
ENSG00000166313
ENSG00000166317
ENSG00000166482
ENSG00000166523
ENSG00000166592
ENSG00000166596
ENSG00000166828
ENSG00000166856
ENSG00000166866
ENSG00000166927
ENSG00000166928
ENSG00000166959
ENSG00000166960
ENSG00000166961
ENSG00000167074
ENSGO00000167094
ENSG00000167210
ENSG00000167261
ENSGO00000167434
ENSG00000167588
ENSG00000167641
ENSG00000167646
ENSG00000167850
ENSGO00000167858
ENSG00000167874
ENSG00000167972
ENSG00000168077
ENSG00000168079
ENSG00000168309
ENSGO00000168314
ENSG00000168329
ENSG00000168389
ENSG00000168447
ENSG00000168477
ENSG00000168481
ENSG00000168484

1359
7123
79442
28999
348807
131540
51705
820
8492
64399
133923
651746
133121
221476
91977
168667
221458
222223
23462
2171
64321
10395
157869
115330
2852
761
81501
84688
256691
116328
216
79987
2203
286464
2277
219681
220213
120114
474354
63876
11067
57608
57447
153579
29951
154810
170689
146562
116159
717
55273
322
79933
4239
26253
6236
146845
6340
11318
4640
58475
84689
83661
374864
219995
7008
158248
125336
64174
762
2819
94274
352909
10871
83659
92162
21
51435
286133
11170
4336
1524
84879
6338
7148
203190
6440

CPA3
CLEC3B
LRRC2
KLF15
CFAP100
ZDHHC19
EMCN
CAMP
PRSS12
HHIP
ZNF474
ANKRD33B
ENPP6
Pl16
MYOZ3
BMPER
KIF6
ELAPOR2
HEY1
FABP5
SOX17
DLC1
SBSPON
GPR146
GPER1
CA3
DCSTAMP
C9orf24
MAMDC2
C8orf34
ALDH1A1
SVEP1
FBP1
CFAP47
VEGFD
ARMC3
OTUD1
FAT3
LRRC18
PKNOX2
DEPP1
JCAD
NDRG2
BTNL9
PDZRN4
AMOTL1
ADAMTSI15
Cil6orf71
CYYR1
C2
TMEM100
APBB1
SYNPO2L
MFAP4
CLEC4E
RRAD
CFAP52
SCNN1G
GPR182
MYO1A
MS4A7
MS4A14
MS4A8
CCDC178
MS4A15
TEF
TTC16
LOXHD1
DPEP2
CA4
GPD1
PPP1R14A
DNAAF3
CD300C
TEKT1
TMEMS88
ABCA3
SCARA3
SCARA5
FAM107A
MOBP
CX3CR1
MFSD2A
SCNN1B
TNXB
LGI3
SFTPC

2087.231
2124.109
109.501
518.486
111.847
18.718
1725.014
68.343
879.418
2610.275
81.992
351.117
28.374
201.917
58.108
278.815
125.335
1805.303
791.355
1318.304
301.992
7998.155
461.674
145.399
323.113
294.778
187.057
483.06
1358.197
205.491
6007.566
2268.816
7144.435
102.316
1040.724
355.488
1721.778
180.557
66.951
376.321
9121.654
4451.596
2761.732
1241.418
44.026
3314.216
356.517
164.588
1314.257
3859.004
3047.936
1341.322
51.431
10928.99
307.409
1515.847
274.071
836.345
28.866
36.346
3481.445
172.753
693.424
22.851
1670.33
1641.3
92.79
47.808
519.96
815.805
1368.608
683.781
203.156
323.88
536.176
182.633
22438.79
990.375
562.047
4494.502
19.849
356.381
3258.364
2776.873
2934.108
1616.369
466604.5

-1.378
-3.94

-2.391
-1.692
-1.797
-2.097
-2.664
-2.889
-1.216
-2.79

-1.411
-1.559
-1.208
-3.644
-1.214
-1.977
-1.442
-1.89

-1.323
-1.734
-2.756
-2.162
-1.962
-2.273
-2.354
-1.844
-2.375
-2.529
-2.524
-1.26

-1.766
-1.624
-1.96

-1.537
-3.658
-1.241
-2.005
-1.768
-2.099
-2.482
-1.595
-1.884
-1.608
-4.013
-1.231
-1.437
-1.349
-1.445
-2.048
-1.429
-4.115
-1.403
-2.322
-2.516
-1.359
-1.565
-2.158
-1.506
-1.233
-1.285
-1.841
-1.744
-2.232
-1.931
-2.962
-1.324
-2.082
-2.157
-2.31

-4.844
-4.454
-1.805
-1.486
-1.869
-2.371
-2.494
-2.248
-1.224
-2.622
-4.279
-1.73

-1.555
-1.652
-1.35

-2.824
-4.383
-4.567

0.226
0.218
0.187
0.224
0.359
0.212
0.151
0.264
0.26
0.283
0.288
0.183
0.181
0.327
0.194
0.238
0.224
0.162
0.168
0.183
0.182
0.168
0.243
0.139
0.205
0.243
0.251
0.368
0.187
0.213
0.198
0.177
0.179
0.355
0.267
0.308
0.107
0.234
0.314
0.152
0.216
0.136
0.153
0.224
0.246
0.118
0.205
0.24
0.121
0.181
0.276
0.124
0.237
0.192
0.22
0.259
0.349
0.23
0.185
0.236
0.171
0.205
0.44
0.306
0.351
0.136
0.269
0.191
0.148
0.312
0.237
0.203
0.274
0.179
0.418
0.154
0.222
0.164
0.302
0.239
0.3
0.237
0.185
0.205
0.21
0.327
0.393

-6.101
-18.088
-12.781
-7.54
-5.009
-9.886
-17.588
-10.944
-4.67
-9.867
-4.9
-8.504
-6.681
-11.132
-6.254
-8.324
-6.451
-11.661
-7.891
-9.463
-15.162
-12.879
-8.083
-16.388
-11.489
-7.582
-9.452
-6.877
-13.523
-5.912
-8.921
-9.196
-10.942
-4.33
-13.677
-4.031
-18.773
-7.551
-6.688
-16.349
-7.369
-13.868
-10.532
-17.912
-4.997
-12.13
-6.597
-6.03
-16.939
-7.897
-14.927
-11.308
-9.809
-13.14
-6.19
-6.034
-6.183
-6.552
-6.678
-5.437
-10.744
-8.503
-5.07
-6.311
-8.448
-9.709
-7.752
-11.319
-15.651
-15.535
-18.803
-8.876
-5.429
-10.42
-5.668
-16.184
-10.108
-7.454
-8.673
-17.871
-5.764
-6.557
-8.908
-6.589
-13.415
-13.391
-11.607

1.05x10-09a
3.96x10-73a
2.09x10-37a
4.71x10-14a
5.47x10-07a
4.80x10-23a
3.06x10-69a
7.10x10-28a
3.01x10-06a
5.79x10-23a
9.60x10-07a
1.82x10-17a
2.37x10-11a
8.78x10-29a
4.01x10-10a
8.50x10-17a
1.11x10-10a
2.02x10-31a
3.00x10-15a
2.98x10-21a
6.32x10-52a
5.94x10-38a
6.34x10-16a
2.32x10-60a
1.50x10-30a
3.40x10-14a
3.34x10-21a
6.13x10-12a
1.15x10-41a
3.38x10-09a
4.63x10-19a
3.71x10-20a
7.30x10-28a
1.49x10-05a
1.39x10-42a
5.56x10-05a
1.26x10-78a
4.33x10-14a
2.26x10-11a
4.41x10-60a
1.72x10-13a
9.89x10-44a
6.16x10-26a
9.55x10-72a
5.83x10-07a
7.34x10-34a
4.19x10-11a
1.64x10-09a
2.33x10-64a
2.86x10-15a
2.20x10-50a
1.20x10-29a
1.03x10-22a
1.95x10-39%a
6.01x10-10a
1.60x10-09a
6.30x10-10a
5.66x10-11a
2.43x10-11a
5.42x10-08a
6.30x10-27a
1.84x10-17a
3.98x10-07a
2.78x10-10a
2.98x10-17a
2.76x10-22a
9.04x10-15a
1.05x10-29a
3.29x10-55a
2.01x10-54a
7.12x10-79a
6.91x10-19a
5.65x10-08a
2.02x10-25a
1.44x10-08a
6.59x10-59a
5.10x10-24a
9.04x10-14a
4.19x10-18a
1.97x10-71a
8.24x10-09a
5.48x10-11a
5.21x10-19a
4.43x10-11a
4.94x10-41a
6.84x10-41a
3.80x10-31a

3.92x10-09a
7.18x10-71a
5.89x10-36a
2.67x10-13a
1.52x10-06a
5.69x10-22a
4.57x10-67a
1.18x10-26a
7.64x10-06a
6.81x10-22a
2.59x10-06a
1.39x10-16a
1.04x10-10a
1.54x10-27a
1.55x10-09a
6.12x10-16a
4.53x10-10a
4.11x10-30a
1.91x10-14a
3.08x10-20a
3.75x10-50a
1.74x10-36a
4.27x10-15a
2.06x10-58a
2.93x10-29a
1.96x10-13a
3.43x10-20a
2.84x10-11a
4.25x10-40a
1.19x10-08a
3.99x10-18a
3.50x10-19a
1.22x10-26a
3.48x10-05a
5.36x10-41a
0.000121a

3.32x10-76a
2.46x10-13a
9.92x10-11a
3.89x10-58a
9.23x10-13a
4.08x10-42a
8.98x10-25a
1.60x10-69a
1.62x10-06a
1.72x10-32a
1.79x10-10a
5.95x10-09a
2.60x10-62a
1.82x10-14a
1.20x10-48a
2.22x10-28a
1.19x10-21a
6.34x10-38a
2.29x10-09a
5.83x10-09a
2.40x10-09a
2.38x10-10a
1.06x10-10a
1.68x10-07a
9.86x10-26a
1.40x10-16a
1.12x10-06a
1.09x10-09a
2.22x10-16a
3.10x10-21a
5.51x10-14a
1.96x10-28a
2.30x10-53a
1.39x10-52a
1.93x10-76a
5.89x10-18a
1.75x10-07a
2.85x10-24a
4,78x10-08a
5.46x10-57a
6.52x10-23a
4.98x10-13a
3.36x10-17a
3.25x10-69a
2.80x10-08a
2.31x10-10a
4.47x10-18a
1.88x10-10a
1.76x10-39a
2.42x10-39a
7.66x10-30a
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ENSG00000168497
ENSG00000168546
ENSG00000168589
ENSG00000168631
ENSG00000168658
ENSG00000168685
ENSG00000168743
ENSG00000168874
ENSG00000168878
ENSG00000168907
ENSG00000168952
ENSG00000168994
ENSG00000169031
ENSG00000169064
ENSG00000169126
ENSG00000169174
ENSG00000169218
ENSG00000169252
ENSG00000169271
ENSG00000169291
ENSG00000169314
ENSG00000169418
ENSG00000169442
ENSG00000169583
ENSG00000169744
ENSG00000169860
ENSG00000169926
ENSG00000169994
ENSG00000170271
ENSG00000170276
ENSG00000170323
ENSG00000170324
ENSG00000170345
ENSGO00000170477
ENSG00000170509
ENSG00000170549
ENSG00000170561
ENSG00000170703
ENSG00000170890
ENSG00000170909
ENSG00000170989
ENSG00000171049
ENSG00000171051
ENSG00000171056
ENSG00000171101
ENSG00000171115
ENSG00000171132
ENSG00000171243
ENSG00000171303
ENSG00000171368
ENSG00000171388
ENSG00000171401
ENSG00000171509
ENSG00000171522
ENSG00000171533
ENSG00000171595
ENSG00000171596
ENSG00000171611
ENSGO00000171777
ENSG00000171798
ENSG00000171811
ENSG00000171872
ENSG00000171873
ENSG00000171885
ENSG00000171962
ENSG00000171992
ENSG00000172159
ENSG00000172201
ENSG00000172236
ENSG00000172260
ENSGO00000172264
ENSG00000172322
ENSG00000172361
ENSG00000172403
ENSG00000172426
ENSG00000172458
ENSGO00000172476
ENSG00000172478
ENSG00000172602
ENSG00000172771
ENSG00000172889
ENSG00000172987
ENSG00000173013
ENSG00000173114
ENSG00000173210
ENSG00000173269
ENSG00000173369

8436
2675
83657
135656
200403
3575
255743
84913
6439
255189
29091
221749
1285
79740
55130
255738
284654
154
8988
126669
150248
4881
1043
9022
9079
5028
51621
4648
10826
3316
2167
143162
2353
3851
345275
79192
153572
284076
5319
126014
1901
2358
2357
83595
284367
155038
5581
25928
3777
11076
8862
3860
59350
5734
4135
64446
10316
171558
115727
85442
54777
128209
146
361
83450
11346
257019
3400
7177
257194
140733
160364
220136
171024
221421
53342
142684
79919
27289
90288
51162
60495
257236
54674
22885
79812
713

CAVIN2
GFRA2
DYNLRB2
MUCL3
VWA3B
IL7R
NPNT
ATOHS8
SFTPB
PLA2G4F
STXBP6
PXDC1
COL4A3
ZBBX
ARMC4
PCSK9
RSPO1
ADRB2
HSPB3
SHE
C220rf15
NPR1
CD52
CLIC3
LDB2
P2RY1
KLF13
MYQO7B
FAXDC2
HSPB2
FABP4
FRMPD2
FOS
KRT4
HSD17B13
IRX1
IRX2
TTLL6
PLA2G1B
OSCAR
S1PR1
FPR2
FPR1
SOX7
SIGLEC17P
GIMAPS
PRKCE
SOSTDC1
KCNK3
TPPP
APLN
KRT13
RXFP1
PTGER4
MAP6
DNAI2
NMUR1
PTCRA
RASGRP4
KNDC1
CFAP46
KLF17
ADRAI1D
AQP4
DRC3
SYNPO
FRMD3
ID4
TPSAB1
NEGR1
MACROD?2
CLEC12A
CFAP53
SYNPO2
RSPH9
IL17D
RAB40A
MAB21L4
RND1
EFCAB12
EGFL7
HPSE2
CCDC9%6
LRRNS3
ABLIM3
MMRN2
C10B

7652.643
100.326
128.262
309.75
414.488
5431.816
6227.805
2254.587
428280.8
1801.26
1005.03
1891.385
1507.169
190.112
236.612
899.129
138.524
879.024
21.163
1582.238
76.186
1614.369
4418.91
1443.2
2056.668
526.951
5960
166.24
2530.278
58.774
2914.694
42.519
25718
914.85
188.835
136.864
1658.23
65.421
376.767
1138.111
3270.958
463.295
1226.086
666.393
88.871
1892.457
1519.293
705.592
1371.958
1479.861
1041.787
60.247
216.658
1083.553
515.016
199.299
132.589
52.297
252.778
544.747
165.904
12.409
44.092
13259.4
449.16
8990.715
432.049
1517.282
1173.912
435.613
1364.103
425.242
217.754
1589.632
186.837
93.472
83.132
771.039
1937.395
175.326
2402.984
110.885
201.484
347.624
1248.235
2151.927
17955.32

-3.029
-1.372
-2.266
-1.713
-1.932
-1.657
-1.792
-1.686
-1.257
-3.067
-3.428
-1.226
-1.831
-1.516
-1.799
-1.967
-3.388
-2.966
-2.494
-1.218
-2.439
-2.79
-2.488
-2.09
-2.336
-1.409
-1.35
-2.704
-1.228
-1.689
-4.737
-1.494
-1.471
-2.99
-2.644
-2.092
-1.279
-1.687
-3.329
-2.315
-2.616
-2.506
-1.327
-2.758
-1.706
-2.313
-1.629
-3.496
-2.275
-1.83
-1.241
-1.315
-2.743
-1.391
-1.498
-2.489
-2.77
-2.7
-1.835
-1.435
-1.805
-1.682
-2.092
-2.958
-1.655
-1.738
-2.196
-1.782
-1.672
-1.344
-1.537
-1.575
-1.865
-1.425
-1.715
-1.764
-1.496
-1.398
-1.357
-1.667
-1.245
-2.328
-1.402
-1.928
-1.315
-2.013
-1.545

0.18
0.21
0.334
0.283
0.348
0.186
0.173
0.267
0.292
0.229
0.206
0.105
0.232
0.389
0.306
0.28
0.224
0.159
0.234
0.201
0.3
0.172
0.203
0.231
0.135
0.143
0.103
0.209
0.186
0.175
0.284
0.346
0.248
0.352
0.302
0.321
0.262
0.327
0.281
0.193
0.142
0.242
0.206
0.205
0.193
0.14
0.118
0.361
0.245
0.219
0.251
0.291
0.215
0.13
0.198
0.377
0.163
0.204
0.149
0.24
0.33
0.204
0.211
0.267
0.227
0.134
0.161
0.19
0.218
0.185
0.254
0.227
0.27
0.176
0.225
0.125
0.169
0.234
0.304
0.293
0.169
0.242
0.199
0.255
0.16
0.137
0.204

-16.785
-6.54
-6.791
-6.06
-5.547
-8.926
-10.357
-6.319
-4.304
-13.41
-16.674
-11.671
-7.897
-3.903
-5.876
-7.013
-15.116
-18.606
-10.677
-6.055
-8.132
-16.211
-12.277
-9.039
-17.326
-9.855
-13.119
-12.955
-6.591
-9.629
-16.705
-4.316
-5.922
-8.495
-8.751
-6.519
-4.885
-5.158
-11.862
-12.009
-18.446
-10.362
-6.43
-13.438
-8.831
-16.541
-13.776
-9.68
-9.27
-8.366
-4.948
-4.52
-12.774
-10.71
-7.571
-6.607
-17.012
-13.254
-12.332
-5.974
-5.475
-8.252
-9.921
-11.073
-7.297
-12.991
-13.614
-9.385
-7.667
-7.272
-6.059
-6.938
-6.909
-8.098
-7.639
-14.16
-8.85
-5.968
-4.459
-5.691
-7.372
-9.633
-7.028
-7.551
-8.23
-14.725
-71.571

3.14x10-63a
6.15x10-11a
1.11x10-11a
1.36x10-09a
2.91x10-08a
4.40x10-19a
3.88x10-25a
2.63x10-10a
1.68x10-05a
5.27x10-41a
2.03x10-62a
1.78x10-31a
2.87x10-15a
9.52x10-05a
4.19x10-09a
2.34x10-12a
1.26x10-51a
2.90x10-77a
1.31x10-26a
1.40x10-09a
4.21x10-16a
4.25x10-59a
1.21x10-34a
1.58x10-19a
3.02x10-67a
6.55x10-23a
2.58x10-39a
2.19x10-38a
4.36x10-11a
6.01x10-22a
1.22x10-62a
1.59x10-05a
3.17x10-09a
1.98x10-17a
2.12x10-18a
7.07x10-11a
1.03x10-06a
2.50x10-07a
1.87x10-32a
3.18x10-33a
5.63x10-76a
3.70x10-25a
1.27x10-10a
3.64x10-41a
1.04x10-18a
1.87x10-61a
3.56x10-43a
3.65x10-22a
1.86x10-20a
5.99x10-17a
7.51x10-07a
6.19x10-06a
2.31x10-37a
9.19x10-27a
3.69x10-14a
3.93x10-11a
6.75x10-65a
4.29x10-40a
6.08x10-35a
2.32x10-09a
4.36x10-08a
1.56x10-16a
3.37x10-23a
1.71x10-28a
2.95x10-13a
1.38x10-38a
3.30x10-42a
6.30x10-21a
1.76x10-14a
3.54x10-13a
1.37x10-09a
3.97x10-12a
4.86x10-12a
5.59x10-16a
2.19x10-14a
1.62x10-45a
8.74x10-19a
2.40x10-09a
8.22x10-06a
1.27x10-08a
1.68x10-13a
5.80x10-22a
2.09x10-12a
4.31x10-14a
1.88x10-16a
4.47x10-49a
3.70x10-14a

3.36x10-61a
2.57x10-10a
5.02x10-11a
5.00x10-09a
9.37x10-08a
3.80x10-18a
5.34x10-24a
1.04x10-09a
3.89x10-05a
1.88x10-39a
2.08x10-60a
3.64x10-30a
1.82x10-14a
0.0002a

1.47x10-08a
1.13x10-11a
7.39x10-50a
6.70x10-75a
2.00x10-25a
5.15x10-09a
2.88x10-15a
3.54x10-57a
2.93x10-33a
1.42x10-18a
4.04x10-65a
7.68x10-22a
8.26x10-38a
6.60x10-37a
1.85x10-10a
6.56x10-21a
1.25x10-60a
3.69x10-05a
1.12x10-08a
1.50x10-16a
1.74x10-17a
2.94x10-10a
2.77x10-06a
7.21x10-07a
4.00x10-31a
7.16x10-32a
1.21x10-73a
5.10x10-24a
5.17x10-10a
1.31x10-39a
8.76x10-18a
1.77x10-59a
1.43x10-41a
4.07x10-21a
1.80x10-19a
4.37x10-16a
2.06x10-06a
1.51x10-05a
6.49x10-36a
1.42x10-25a
2.12x10-13a
1.68x10-10a
7.88x10-63a
1.44x10-38a
1.51x10-33a
8.30x10-09a
1.37x10-07a
1.10x10-15a
4.05x10-22a
2.94x10-27a
1.54x10-12a
4.23x10-37a
1.26x10-40a
6.35x10-20a
1.04x10-13a
1.84x10-12a
5.04x10-09a
1.87x10-11a
2.28x10-11a
3.79x10-15a
1.29x10-13a
7.16x10-44a
7.42x10-18a
8.59x10-09a
1.98x10-05a
4.21x10-08a
9.05x10-13a
6.34x10-21a
1.01x10-11a
2.45x10-13a
1.32x10-15a
2.33x10-47a
2.12x10-13a
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ENSG00000173372
ENSG00000173376
ENSG00000173391
ENSG00000173482
ENSG00000173517
ENSG00000173626
ENSG00000173641
ENSG00000173706
ENSG00000173826
ENSG00000173838
ENSG00000173868
ENSG00000173947
ENSG00000174059
ENSG00000174099
ENSG00000174175
ENSG00000174326
ENSG00000174640
ENSG00000174804
ENSG00000174837
ENSG00000174844
ENSG00000174898
ENSG00000175084
ENSG00000175267
ENSG00000175318
ENSG00000175445
ENSG00000175662
ENSG00000175785
ENSG00000175899
ENSG00000175920
ENSG00000176029
ENSG00000176435
ENSG00000176438
ENSG00000176601
ENSG00000176697
ENSG00000176771
ENSG00000176971
ENSG00000177098
ENSG00000177133
ENSG00000177303
ENSG00000177406
ENSG00000177453
ENSGO00000177464
ENSG00000177469
ENSGO00000177494
ENSG00000177791
ENSGO00000177994
ENSG00000178038
ENSGO00000178175
ENSG00000178217
ENSG00000178568
ENSG00000178726
ENSGO00000178796
ENSG00000178826
ENSG00000178878
ENSG00000178965
ENSG00000178997
ENSG00000179044
ENSG00000179071
ENSG00000179094
ENSG00000179133
ENSGO00000179144
ENSG00000179348
ENSG00000179388
ENSG00000179399
ENSG00000179766
ENSGO00000179776
ENSG00000179813
ENSG00000179820
ENSG00000179902
ENSGO00000179914
ENSG00000179921
ENSG00000180061
ENSG00000180229
ENSGO00000180354
ENSG00000180509
ENSG00000180537
ENSG00000180644
ENSG00000180720
ENSG00000180739
ENSG00000180772
ENSG00000180815
ENSG00000180871
ENSG00000181126
ENSG00000181378
ENSG00000181409
ENSG00000181778
ENSG00000182010

712
79625
4973
5797
79834
1.00E+08
27129
57493
81033
162333
162466
128344
947
253827
6403
162515
6578
8322
2015
201625
257062
1674
146177
196996
4023
146691
145270
2
285489
56673
161198
161176
80122
627
344148
387758
6330
440556
57513
1.00E+08
167359
2828
284119
79413
58529
129852
259173
167465
387694
2066
7056
284485
135932
81575
127254
161829
283849
220388
5187
256815
168537
2624
1960
2262
158381
1003
144809
91663
127003
55600
151306
284417
283755
222166
3753
221687
5551
1132
53637
186
389840
3579
352962
255101
9625
169693
219790

C1QA
NDNF
OLR1
PTPRM
PEAK1
TRAPPC3L
HSPB7
HEG1
KCNH6
MARCHF10
PHOSPHO1
PIFO
CD34
MSRB3
SELP
SLC16A11
SLCO2A1
FZD4
ADGRE1
DNAH12
CATSPERD
DES
VWA3A
GRAMD2A
LPL
TOM1L2
PRIMAL
A2M
DOK7
Cllorfl6
CLEC14A
SYNE3
MAP3K19
BDNF
NCKAP5
FIBIN
SCN4B
PRDM16-DT
CASKIN2
NINJ2-AS1
NIM1K
GPR4
CAVIN1
ZBED2
MYOZ1
C2orf73
ALS2CL
ZNF366
SH2D4B
ERBB4
THBD
RIIAD1
TMEM139
APOLD1
ERICH3
EXD1
EXOC3L1
CCDC89
PER1
C10orf67
GIMAP7
GATA2
EGR3
GPC5
ATP8B5P
CDH5
FAM216B
MYADM
Clorf194
ITLN1
GPBAR1
TMEM150B
HERC2P3
MTURN
KCNE1
RNF182
PRF1
CHRM4
S1PR5
AGTR2
MAP3K15
CXCR2
HLA-V
CFAP65
AATK
TMEM252
RTKN2

14436.54
5906.857
4239.505
3641.931
3708.031
8.24
339.745
7674.258
18.684
103.815
59.41
992.849
3649.659
2086.3
789.718
163.744
5283.907
2365.707
320.529
300.898
75.51
1821.713
213.367
1302.065
4988.921
2797.39
61.084
92604.69
157.45
143.012
2495.664
759.66
173.942
242.585
1213.887
874.658
821.957
113.617
2490.494
698.312
161.876
469.853
17287.24
519.345
151.426
35.614
1586.166
173.388
26.392
321.979
4723.426
43.049
496.718
1931.657
480.26
13.955
288.732
47.663
5915.468
101.165
1074.932
1041.717
710.755
118.608
64.66
5325.889
755.975
11488.41
283.423
670.233
81.421
268.154
213.133
2342.761
68.697
137.48
974.367
15.998
75.516
867.496
49.213
200.149
196.612
338.824
871.636
12.251
5334.119

-1.573
-1.648
-2.548
-1.21

-1.27

-1.926
-1.278
-1.698
-2.02

-1.233
-1.225
-1.398
-1.538
-1.471
-2.231
-2.209
-1.65

-1.361
-2.465
-1.903
-2.702
-3.184
-1.598
-1.502
-2.476
-1.543
-1.216
-1.667
-1.524
-1.877
-2.285
-1.438
-1.531
-2.121
-3.388
-1.712
-2.898
-1.729
-1.744
-1.253
-2.089
-1.385
-1.855
-2.343
-2.145
-1.724
-1.23

-1.769
-1.908
-1.498
-2.282
-1.703
-2.091
-1.532
-2.405
-2.205
-1.442
-1.435
-1.329
-4.078
-1.787
-1.867
-1.601
-1.349
-1.493
-2.387
-2.52

-1.781
-2.468
-6.193
-2.023
-1.875
-1.395
-1.285
-1.658
-1.758
-1.432
-1.809
-1.625
-2.511
-2.024
-2.115
-1.899
-2.427
-2.197
-1.544
-4.01

0.196
0.195
0.2
0.145
0.124
0.175
0.186
0.143
0.261
0.297
0.207
0.245
0.14
0.148
0.162
0.2
0.201
0.159
0.237
0.342
0.369
0.24
0.349
0.18
0.216
0.103
0.306
0.153
0.208
0.326
0.141
0.16
0.368
0.251
0.225
0.2
0.18
0.231
0.13
0.112
0.239
0.165
0.15
0.194
0.222
0.311
0.167
0.153
0.207
0.258
0.162
0.313
0.22
0.203
0.41
0.276
0.125
0.207
0.178
0.224
0.149
0.164
0.223
0.272
0.262
0.143
0.372
0.176
0.358
0.404
0.162
0.188
0.233
0.134
0.225
0.259
0.182
0.235
0.212
0.385
0.253
0.21
0.217
0.346
0.202
0.229
0.189

-8.027
-8.446
-12.743
-8.334
-10.214
-10.999
-6.865
-11.838
-7.743
-4.146
-5.908
-5.712
-11.021
-9.937
-13.774
-11.047
-8.201
-8.555
-10.404
-5.556
-7.33
-13.259
-4.577
-8.351
-11.486
-14.964
-3.971
-10.922
-7.311
-5.751
-16.214
-9.013
-4.158
-8.438
-15.087
-8.566
-16.093
-7.488
-13.453
-11.149
-8.74
-8.41
-12.389
-12.091
-9.66
-5.54
-7.372
-11.533
-9.217
-5.804
-14.077
-5.438
-9.511
-7.556
-5.868
-71.977
-11.549
-6.919
-7.48
-18.222
-12.03
-11.394
-7.195
-4.957
-5.692
-16.733
-6.767
-10.117
-6.888
-15.322
-12.491
-9.956
-5.993
-9.598
-7.379
-6.798
-7.873
-7.696
-7.65
-6.53
-8.014
-10.078
-8.752
-7.007
-10.888
-6.752
-21.253

1.00x10-15a
3.01x10-17a
3.41x10-37a
7.83x10-17a
1.73x10-24a
3.85x10-28a
6.64x10-12a
2.48x10-32a
9.70x10-15a
3.38x10-05a
3.45x10-09a
1.12x10-08a
3.04x10-28a
2.86x10-23a
3.67x10-43a
2.28x10-28a
2.38x10-16a
1.18x10-17a
2.39x10-25a
2.76x10-08a
2.30x10-13a
4.02x10-40a
4.71x10-06a
6.77x10-17a
1.54x10-30a
1.26x10-50a
7.15x10-05a
9.09x10-28a
2.66x10-13a
8.89x10-09a
4.05x10-59a
2.01x10-19a
3.21x10-05a
3.23x10-17a
1.97x10-51a
1.07x10-17a
2.86x10-58a
7.00x10-14a
2.96x10-41a
7.25x10-29a
2.33x10-18a
4.10x10-17a
3.01x10-35a
1.18x10-33a
4.44x10-22a
3.03x10-08a
1.69x10-13a
9.05x10-31a
3.05x10-20a
6.49x10-09a
5.30x10-45a
5.39x10-08a
1.89x10-21a
4.15x10-14a
4.42x10-09a
1.50x10-15a
7.45x10-31a
4.54x10-12a
7.45x10-14a
3.46x10-74a
2.49x10-33a
4.47x10-30a
6.27x10-13a
7.14x10-07a
1.26x10-08a
7.54x10-63a
1.32x10-11a
4.63x10-24a
5.66x10-12a
5.49x10-53a
8.35x10-36a
2.37x10-23a
2.06x10-09a
8.12x10-22a
1.59x10-13a
1.06x10-11a
3.46x10-15a
1.41x10-14a
2.01x10-14a
6.58x10-11a
1.11x10-15a
6.90x10-24a
2.09x10-18a
2.44x10-12a
1.31x10-27a
1.46x10-11a
3.10x10-100a

6.63x10-15a
2.25x10-16a
9.57x10-36a
5.65x10-16a
2.28x10-23a
6.53x10-27a
3.06x10-11a
5.26x10-31a
5.90x10-14a
7.50x10-05a
1.22x10-08a
3.74x10-08a
5.17x10-27a
3.46x10-22a
1.47x10-41a
3.91x10-27a
1.66x10-15a
9.11x10-17a
3.34x10-24a
8.90x10-08a
1.21x10-12a
1.36x10-38a
1.17x10-05a
4.91x10-16a
3.00x10-29a
7.07x10-49a
0.000153a

1.50x10-26a
1.40x10-12a
3.01x10-08a
3.38x10-57a
1.79x10-18a
7.15x10-05a
2.40x10-16a
1.13x10-49a
8.27x10-17a
2.22x10-56a
3.91x10-13a
1.07x10-39a
1.28x10-27a
1.91x10-17a
3.02x10-16a
7.60x10-34a
2.73x10-32a
4.90x10-21a
9.71x10-08a
9.05x10-13a
1.78x10-29a
2.89x10-19a
2.23x10-08a
2.30x10-43a
1.67x10-07a
1.97x10-20a
2.36x10-13a
1.54x10-08a
9.83x10-15a
1.47x10-29a
2.13x10-11a
4.14x10-13a
6.84x10-72a
5.63x10-32a
8.50x10-29a
3.18x10-12a
1.96x10-06a
4,19x10-08a
7.96x10-61a
5.90x10-11a
5.94x10-23a
2.63x10-11a
3.51x10-51a
2.17x10-34a
2.89x10-22a
7.41x10-09a
8.77x10-21a
8.59x10-13a
4.79x10-11a
2.19x10-14a
8.45x10-14a
1.19x10-13a
2.75x10-10a
7.33x10-15a
8.76x10-23a
1.72x10-17a
1.18x10-11a
2.14x10-26a
6.52x10-11a
5.24x10-97a
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ENSG00000182048
ENSG00000182132
ENSG00000182230
ENSG00000182253
ENSG00000182329
ENSG00000182389
ENSG00000182397
ENSG00000182575
ENSG00000182667
ENSG00000182771
ENSG00000182782
ENSG00000182853
ENSG00000182950
ENSG00000182985
ENSG00000183019
ENSG00000183087
ENSG00000183111
ENSG00000183134
ENSG00000183273
ENSG00000183287
ENSG00000183346
ENSG00000183379
ENSG00000183549
ENSG00000183607
ENSG00000183615
ENSG00000183644
ENSG00000183722
ENSG00000183775
ENSG00000183801
ENSG00000183807
ENSG00000183833
ENSG00000184005
ENSG00000184113
ENSG00000184347
ENSG00000184374
ENSG00000184385
ENSG00000184500
ENSG00000184515
ENSG00000184545
ENSG00000184557
ENSG00000184730
ENSG00000184905
ENSG00000185008
ENSG00000185010
ENSG00000185022
ENSG00000185250
ENSG00000185271
ENSG00000185291
ENSG00000185303
ENSG00000185432
ENSG00000185483
ENSG00000185614
ENSG00000185640
ENSG00000185681
ENSG00000185736
ENSG00000185737
ENSG00000185739
ENSG00000185924
ENSG00000185972
ENSG00000185985
ENSG00000186074
ENSG00000186188
ENSG00000186198
ENSG00000186231
ENSG00000186326
ENSG00000186417
ENSG00000186471
ENSG00000186493
ENSG00000186594
ENSG00000186642
ENSG00000186710
ENSG00000186952
ENSG00000186973
ENSG00000186994
ENSG00000187116
ENSG00000187151
ENSG00000187323
ENSG00000187416
ENSG00000187479
ENSG00000187492
ENSG00000187513
ENSG00000187688
ENSG00000187800
ENSGO00000187824
ENSG00000187848
ENSG00000187889
ENSG00000187908

7221
30820
202134
23336
1.01E+08
785
196968
11248
50863
2894
338442
284013
161753
23705
199675
2621
389337
11251
160777
147372
219621
646658
54988
200504
84734
399949
10186
57528
283298
221303
89876
256435
7122
6586
10584
150147
5627
340542
1850
9021
55911
140597
6092
2157
23764
285755
123103
3563
729238
25840
4919
389119
338785
254956
105
10718
6345
146760
881
84631
146722
338557
123264
114792
388531
342035
158798
153571
84981
5138
387885
642987
440585
256949
353514
253935
1630
375612
387763
389118
2701
51393
375033
388335
22953
199920
1755

TRPC2
KCNIP1
FAM153B
SYNM
KIAA2012
CACNB4
DNM1P46
NXPH3
NTM
GRID1
HCAR2
VMO1
ODF3L1
CADM1
MCEMP1
GAS6
ARHGEF37
PTGDR2
CCDC60
CCBE1
CABCOCO1
SYNDIGIL
ACSM5
GKN2
FAM167B
HOATZ
LHFPL6
KCTD16
OLFML1
FAM162B
CFAP91
ST6GALNAC3
CLDNS5
SLIT3
COLEC10
UMODL1-AS1
PROS1
BEX5
DUSP8
SOCS3
APOBR
TCEAL2
ROBO2

F8

MAFF
PPIL6
KLHL33
IL3RA
SFTPA2
METTL7A
ROR1
INKA1
KRT79
MORNS5
ADARB?2
NRG3
SRL
RTN4RL1
CCIN
SLITRK2
CD300LF
FFARA4
SLC51B
KLHL32
RGS9BP
GLDN
AKAP14
Ch5orf38
MIR22HG
PDE2A
CFAP73
TMEM232
FAM183A
KANK3
LILRAS
ANGPTL5
DCC
LHFPL3
Cl11orf96
CDHR4
GJA4
TRPV2
PEAR1
TMEM220
P2RX2
FYB2
DMBT1

19.741
34.377
31.12
936.656
63.375
249.234
10.899
289.77
1521.908
118.245
433.046
266.518
55.855
6795.801
2965.407
7835.9
548.334
26.895
101.14
814.916
195.82
92.977
56.292
1152.078
285.058
263.937
2161.014
95.219
759.344
241.031
313.277
267.434
3212.788
3511.818
43.594
40.966
3382.636
208.199
795.87
11090.98
1183.107
127.305
589.351
1439.139
1966.404
390.31
8.695
792.331
433858.2
6295.336
857.011
115.49
35.412
138.102
62.328
41.809
63.461
242.793
20.794
43.365
723.861
292.235
119.773
91.872
26.615
736.895
70.585
433.659
1357.972
496.784
198.104
161.181
283.016
609.13
367.404
18.785
186.769
84.043
2157.767
239.125
594.423
2108.351
596.212
326.895
27.074
154.71
10136.18

-1.89

-2.241
-1.369
-1.762
-2.103
-1.559
-1.389
-2.168
-1.841
-1.422
-1.943
-1.332
-2.364
-1.345
-4.119
-1.685
-1.386
-1.216
-1.695
-1.756
-1.971
-2.381
-1.228
-3.135
-1.496
-2.844
-1.539
-1.327
-1.224
-2.23

-1.365
-1.728
-3.025
-2.16

-2.984
-2.19

-1.234
-1.399
-1.32

-1.296
-1.912
-2.88

-1.544
-1.746
-1.486
-1.293
-1.807
-1.729
-2.762
-1.936
-1.361
-1.523
-3.667
-2.616
-1.224
-2.277
-1.739
-1.376
-1.703
-2.776
-1.857
-2.778
-2.234
-1.25

-1.872
-2.42

-2.679
-1.75

-1.539
-1.697
-2.127
-1.759
-2.282
-3.117
-1.71

-2.378
-2.138
-2.407
-1.982
-2.533
-1.485
-1.829
-2.031
-1.221
-2.215
-1.53

-1.416

0.201
0.179
0.317
0.121
0.355
0.208
0.19
0.174
0.291
0.164
0.217
0.208
0.199
0.15
0.268
0.15
0.154
0.2
0.366
0.251
0.279
0.28
0.207
0.374
0.151
0.364
0.121
0.196
0.147
0.169
0.269
0.149
0.206
0.188
0.229
0.332
0.131
0.22
0.147
0.214
0.175
0.25
0.206
0.132
0.165
0.211
0.216
0.134
0.321
0.123
0.153
0.162
0.3
0.38
0.252
0.264
0.197
0.234
0.197
0.229
0.174
0.21
0.208
0.236
0.195
0.203
0.369
0.241
0.128
0.167
0.343
0.273
0.333
0.138
0.207
0.233
0.221
0.288
0.185
0.366
0.154
0.143
0.138
0.148
0.261
0.278
0.336

-9.389
-12.518
-4.32
-14.612
-5.932
-7.483
-1.327
-12.476
-6.319
-8.691
-8.933
-6.408
-11.887
-8.97
-15.365
-11.224
-8.982
-6.069
-4.634
-7.004
-7.069
-8.495
-5.92
-8.381
-9.929
-7.803
-12.677
-6.778
-8.306
-13.215
-5.077
-11.628
-14.659
-11.499
-13.058
-6.594
-9.458
-6.366
-8.993
-6.047
-10.929
-11.539
-7.507
-13.259
-9.013
-6.135
-8.355
-12.943
-8.611
-15.712
-8.887
-9.38
-12.237
-6.892
-4.857
-8.613
-8.812
-5.89
-8.643
-12.117
-10.658
-13.247
-10.736
-5.296
-9.577
-11.946
-7.259
-7.256
-12.058
-10.149
-6.202
-6.455
-6.861
-22.63
-8.27
-10.214
-9.653
-8.367
-10.709
-6.917
-9.631
-12.8
-14.743
-8.277
-8.503
-5.505
-4.22

6.03x10-21a
5.94x10-36a
1.56x10-05a
2.37x10-48a
3.00x10-09a
7.26x10-14a
2.35x10-13a
1.01x10-35a
2.64x10-10a
3.61x10-18a
4.15x10-19a
1.48x10-10a
1.38x10-32a
2.98x10-19a
2.83x10-53a
3.12x10-29a
2.65x10-19a
1.29x10-09a
3.59x10-06a
2.48x10-12a
1.56x10-12a
1.98x10-17a
3.21x10-09a
5.26x10-17a
3.13x10-23a
6.05x10-15a
7.96x10-37a
1.22x10-11a
9.88x10-17a
7.18x10-40a
3.83x10-07a
2.96x10-31a
1.18x10-48a
1.34x10-30a
5.72x10-39a
4.29x10-11a
3.15x10-21a
1.94x10-10a
2.41x10-19a
1.48x10-09a
8.41x10-28a
8.39x10-31a
6.04x10-14a
3.99x10-40a
2.00x10-19a
8.52x10-10a
6.54x10-17a
2.58x10-38a
7.25x10-18a
1.26x10-55a
6.31x10-19a
6.57x10-21a
1.98x10-34a
5.50x10-12a
1.19x10-06a
7.14x10-18a
1.23x10-18a
3.86x10-09a
5.50x10-18a
8.56x10-34a
1.60x10-26a
4.71x10-40a
6.88x10-27a
1.18x10-07a
1.00x10-21a
6.81x10-33a
3.89x10-13a
3.99x10-13a
1.75x10-33a
3.36x10-24a
5.56x10-10a
1.08x10-10a
6.85x10-12a
2.21x10-113a
1.34x10-16a
1.72x10-24a
4.77x10-22a
5.91x10-17a
9.21x10-27a
4.62x10-12a
5.90x10-22a
1.64x10-37a
3.44x10-49a
1.26x10-16a
1.85x10-17a
3.69x10-08a
2.44x10-05a

6.09x10-20a
1.56x10-34a
3.62x10-05a
1.19x10-46a
1.06x10-08a
4.04x10-13a
1.24x10-12a
2.59x10-34a
1.04x10-09a
2.90x10-17a
3.60x10-18a
5.97x10-10a
2.98x10-31a
2.60x10-18a
1.82x10-51a
5.66x10-28a
2.33x10-18a
4.75%x10-09a
9.01x10-06a
1.19x10-11a
7.66x10-12a
1.50x10-16a
1.14x10-08a
3.85x10-16a
3.78x10-22a
3.74x10-14a
2.20x10-35a
5.46x10-11a
7.07x10-16a
2.37x10-38a
1.08x10-06a
5.99x10-30a
6.02x10-47a
2.62x10-29a
1.80x10-37a
1.83x10-10a
3.25x10-20a
7.75x10-10a
2.13x10-18a
5.42x10-09a
1.39x10-26a
1.66x10-29a
3.39x10-13a
1.35x10-38a
1.78x10-18a
3.20x10-09a
4.75x10-16a
7.75x10-37a
5.70x10-17a
9.05x10-54a
5.39x10-18a
6.62x10-20a
4,76x10-33a
2.55x10-11a
3.16x10-06a
5.62x10-17a
1.03x10-17a
1.35x10-08a
4.36x10-17a
1.99x10-32a
2.42x10-25a
1.58x10-38a
1.07x10-25a
3.53x10-07a
1.07x10-20a
1.49x10-31a
2.01x10-12a
2.06x10-12a
4.00x10-32a
4.36x10-23a
2.13x10-09a
4.43x10-10a
3.15x10-11a
9.68x10-110a
9.50x10-16a
2.28x10-23a
5.24x10-21a
4.31x10-16a
1.42x10-25a
2.16x10-11a
6.44x10-21a
4.64x10-36a
1.79x10-47a
8.98x10-16a
1.41x10-16a
1.17x10-07a
5.51x10-05a

Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down



ENSG00000187950
ENSG00000188015
ENSG00000188039
ENSG00000188176
ENSG00000188257
ENSG00000188396
ENSG00000188487
ENSG00000188523
ENSG00000188536
ENSG00000188659
ENSG00000188783
ENSG00000188817
ENSG00000188883
ENSG00000188906
ENSG00000189129
ENSG00000189134
ENSG00000189292
ENSG00000189350
ENSG00000189367
ENSG00000196090
ENSG00000196169
ENSG00000196196
ENSG00000196502
ENSG00000196549
ENSG00000196581
ENSG00000196616
ENSG00000196730
ENSG00000196814
ENSG00000197019
ENSG00000197057
ENSG00000197165
ENSG00000197168
ENSG00000197208
ENSG00000197245
ENSG00000197253
ENSG00000197256
ENSG00000197291
ENSG00000197381
ENSG00000197405
ENSG00000197415
ENSG00000197446
ENSG00000197465
ENSG00000197467
ENSG00000197471
ENSGO00000197576
ENSG00000197653
ENSG00000197748
ENSGO00000197766
ENSG00000197852
ENSG00000198003
ENSG00000198075
ENSG00000198574
ENSG00000198576
ENSG00000198624
ENSG00000198682
ENSG00000198756
ENSG00000198835
ENSG00000198844
ENSG00000198848
ENSG00000198865
ENSG00000198873
ENSG00000198948
ENSG00000200253
ENSG00000203734
ENSG00000203797
ENSG00000203883
ENSG00000203985
ENSG00000204020
ENSG00000204136
ENSG00000204161
ENSG00000204175
ENSG00000204176
ENSG00000204301
ENSG00000204305
ENSG00000204397
ENSG00000204403
ENSG00000204420
ENSG00000204482
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577

341350
6274
284434
342527
5320
343521
387755
389799
3040
283726
5549
132203
346689
120892
219348
222698
285016
165186
9729
11122
124602
646962
6817
4311
55966
125
1612
89853
29950
401124
6799
341676
6583
79927
64499
25959
1.00E+08
104

728
79674
1572
2996
1305
6693
3201
196385
80217
1675
55924
115948
27233
117157
23237
26112
9060
23127
57165
22899
1066
1.00E+08
2869
9848
1.06E+08
345930
8528
54345
388633
643418
2681
170371
9721
83849
4855
177
114769
1.01E+08
80739
7940
1.08E+08
1.08E+08
11025
1.03E+08
1.08E+08
1.08E+08
11025
1.03E+08
1.08E+08

OVCH1
S100A3
NWD1
SMTNL2
PLA2G2A
TCTEX1D4
INSC
CFAPT7
HBA2
SAXO2
PRELP
SNTN
KLRG2
LRRK2
PLACY
NKAPL
ALKAL?2
TOGARAM2
KIAA0408
PTPRT
KIF19
HRCT1
SULT1A1
MME
AJAP1
ADH1B
DAPK1
MVB12B
SERTAD1
DTHD1
SULT1A2
NEKS
SLC22A4
FAM110D
TPSB2
KANK?2
RAMP2-AS1
ADARB1
C5AR1
VEPH1
CYP2F1
GYPE
COL13A1
SPN
HOXA4
DNAH10
CFAP43
CFD

INKA2
CCDC151
SULT1C4
SH2D1B
ARC
CCDC69
PAPSS2
COLGALT2
GJC2
ARHGEF15
CES1
CCDC152
GRK5
MFAP3L
RNUG6-529P
ECT2L
DDO
SOX18
LDLRAD1
LIPN
GGTAl
TMEM273
GPRIN2
SYT15
NOTCH4
AGER
CARD16
CASP12
MPI1G6B
LST1
LILRB3
LILRB3
LILRB3
LILRB3
LOC102725035
LOC102725035
LOC102725035
LOC102725035
LOC107987425

90.516
193.573
331.742
95.532
287.522
37.162
29.312
160.012
2508.815
301.555
6017.01
508.081
155.731
10256.6
520.348
25.04
143.772
288.141
42472
280.832
237.537
117.567
1309.232
2185.451
62.746
8688.759
5046.698
1655.633
1474.764
253.957
216.595
263.109
242.243
134.526
1512.8
6130.55
86.372
1808.88
2363.081
1865.807
118.837
79.756
373.819
2442.142
72.409
411.866
531.751
2546.761
491.68
130.447
229.373
64.055
193.053
3296.467
6009.507
202.758
114.335
1103.482
6170.101
124.479
2360.988
384.569
11.108
171.409
175.971
471.117
482.295
17.038
593.472
875.425
610.252
77.766
1807.415
41045.7
492.261
30.042
38.293
1188.141
292.168
292.168
292.168
292.168
292.168
292.168
292.168
292.168
292.168

-3.648
-2.343
-1.306
-1.875
-1.911
-2.137
-2.148
-2.305
-3.435
-2.178
-1.252
-2.703
-1.31
-1.61
-2.577
-1.881
-2.488
-1.9
-1.999
-1.335
-1.715
-2.008
-1.648
-2.528
-1.613
-3.152
-1.213
-1.61
-1.266
-1.553
-1.502
-1.279
-1.403
-2.368
-1.734
-1.591
-1.754
-1.504
-1.545
-2.822
-3.072
-2.972
-1.337
-2.295
-1.997
-1.771
-1.79
-2.401
-1.469
-1.94
-2.036
-1.653
-3.187
-1.389
-1.291
-1.449
-1.541
-2.526
-2.082
-1.322
-2.673
-1.874
-2.071
-1.754
-1.541
-1.802
-2.137
-1.813
-1.238
-1.353
-2.107
-2.543
-1.876
-5.594
-1.332
-2.321
-2.326
-1.372
-1.337
-1.337
-1.337
-1.337
-1.337
-1.337
-1.337
-1.337
-1.337

0.277
0.238
0.358
0.18

0.338
0.275
0.248
0.379
0.321
0.294
0.202
0.354
0.211
0.268
0.176
0.129
0.256
0.286
0.265
0.382
0.318
0.222
0.152
0.183
0.283
0.26

0.13

0.118
0.171
0.32

0.175
0.276
0.206
0.162
0.244
0.104
0.195
0.136
0.183
0.196
0.376
0.179
0.175
0.16

0.161
0.279
0.303
0.214
0.11

0.278
0.171
0.205
0.258
0.131
0.144
0.216
0.19

0.132
0.241
0.12

0.108
0.164
0.177
0.32

0.165
0.181
0.336
0.267
0.147
0.154
0.188
0.209
0.129
0.27

0.145
0.196
0.175
0.192
0.153
0.153
0.153
0.153
0.153
0.153
0.153
0.153
0.153

-13.153
-9.831
-3.65
-10.411
-5.646
-7.782
-8.673
-6.087
-10.689
-7.405
-6.185
-7.642
-6.196
-6.005
-14.622
-14.614
-9.699
-6.639
-7.552
-3.496
-5.392
-9.063
-10.868
-13.821
-5.699
-12.123
-9.297
-13.667
-7.407
-4.854
-8.605
-4.631
-6.823
-14.577
-7.109
-15.316
-8.975
-11.042
-8.423
-14.381
-8.161
-16.635
-7.628
-14.338
-12.371
-6.358
-5.914
-11.205
-13.311
-6.981
-11.877
-8.061
-12.368
-10.634
-8.994
-6.72
-8.099
-19.154
-8.621
-11.061
-24.812
-11.425
-11.706
-5.483
-9.335
-9.935
-6.366
-6.804
-8.436
-8.789
-11.236
-12.147
-14.58
-20.737
-9.213
-11.855
-13.26
-7.13
-8.726
-8.726
-8.726
-8.726
-8.726
-8.726
-8.726
-8.726
-8.726

1.64x10-39%a
8.28x10-23a
0.000262a
2.21x10-25a
1.64x10-08a
7.13x10-15a
4.23x10-18a
1.15x10-09a
1.15x10-26a
1.31x10-13a
6.21x10-10a
2.13x10-14a
5.78x10-10a
1.91x10-09a
2.03x10-48a
2.28x10-48a
3.06x10-22a
3.15x10-11a
4.27x10-14a
0.000472a
6.97x10-08a
1.27x10-19a
1.65x10-27a
1.91x10-43a
1.21x10-08a
8.01x10-34a
1.44x10-20a
1.60x10-42a
1.29x10-13a
1.21x10-06a
7.61x10-18a
3.64x10-06a
8.92x10-12a
3.95x10-48a
1.17x10-12a
6.01x10-53a
2.83x10-19a
2.39x10-28a
3.66x10-17a
6.86x10-47a
3.32x10-16a
3.90x10-62a
2.39x10-14a
1.27x10-46a
3.77x10-35a
2.05x10-10a
3.33x10-09a
3.85x10-29a
2.01x10-40a
2.92x10-12a
1.56x10-32a
7.57x10-16a
3.89x10-35a
2.06x10-26a
2.39x10-19a
1.82x10-11a
5.54x10-16a
8.90x10-82a
6.66x10-18a
1.93x10-28a
6.59x10-136a
3.15x10-30a
1.19x10-31a
4.17x10-08a
1.01x10-20a
2.93x10-23a
1.94x10-10a
1.02x10-11a
3.28x10-17a
1.51x10-18a
2.70x10-29a
5.94x10-34a
3.76x10-48a
1.60x10-95a
3.17x10-20a
2.04x10-32a
3.93x10-40a
1.00x10-12a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a

5.34x10-38a
9.62x10-22a
0.000521a
3.11x10-24a
5.40x10-08a
4.38x10-14a
3.38x10-17a
4.26x10-09a
1.76x10-25a
7.12x10-13a
2.37x10-09a
1.25x10-13a
2.21x10-09a
6.91x10-09a
1.03x10-46a
1.15x10-46a
3.42x10-21a
1.36x10-10a
2.43x10-13a
0.000903a
2.14x10-07a
1.15x10-18a
2.67x10-26a
7.81x10-42a
4.03x10-08a
1.87x10-32a
1.41x10-19a
6.16x10-41a
7.03x10-13a
3.20x10-06a
5.97x10-17a
9.13x10-06a
4.07x10-11a
1.96x10-46a
5.79x10-12a
3.82x10-51a
2.48x10-18a
4.10x10-27a
2.72x10-16a
3.24x10-45a
2.29x10-15a
3.89x10-60a
1.40x10-13a
5.91x10-45a
9.47x10-34a
8.15x10-10a
1.18x10-08a
6.93x10-28a
6.91x10-39a
1.40x10-11a
3.36x10-31a
5.06x10-15a
9.77x10-34a
3.10x10-25a
2.11x10-18a
8.05x10-11a
3.75x10-15a
2.92x10-79a
5.26x10-17a
3.32x10-27a
7.23x10-132a
6.04x10-29a
2.45x10-30a
1.31x10-07a
1.01x10-19a
3.55x10-22a
7.73x10-10a
4.60x10-11a
2.44x10-16a
1.26x10-17a
4.91x10-28a
1.39x10-32a
1.87x10-46a
1.47x10-92a
3.01x10-19a
4.34x10-31a
1.33x10-38a
5.00x10-12a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
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Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
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Down
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Down
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Down
Down
Down
Down



ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204577
ENSG00000204583
ENSG00000204592
ENSG00000204666
ENSG00000204711
ENSG00000204815
ENSG00000204882
ENSG00000204950
ENSG00000205002
ENSG00000205018
ENSG00000205038
ENSG00000205086
ENSG00000205106
ENSG00000205177
ENSG00000205362
ENSG00000205363
ENSG00000205364
ENSG00000205795
ENSG00000206077
ENSG00000206199
ENSG00000206384
ENSG00000206557
ENSG00000211445
ENSG00000213071
ENSG00000213085
ENSG00000213088
ENSG00000213203
ENSG00000213853
ENSG00000213876
ENSG00000214128
ENSG00000214456
ENSG00000214491
ENSG00000214708
ENSG00000215187
ENSG00000215217
ENSG00000215475
ENSG00000215595
ENSG00000215704
ENSG00000220563
ENSG00000222046
ENSG00000223573
ENSG00000224383
ENSG00000224397
ENSG00000224420
ENSG00000224511
ENSG00000225194
ENSG00000225329
ENSG00000225383
ENSG00000225611
ENSG00000225706
ENSG00000225792
ENSG00000226321
ENSG00000227051
ENSG00000227053
ENSG00000227165
ENSG00000227467
ENSG00000227508
ENSG00000227544
ENSG00000227954
ENSG00000228412
ENSG00000228695
ENSG00000228695
ENSG00000228695
ENSG00000228695
ENSG00000229111
ENSG00000229391
ENSG00000229619
ENSG00000230018
ENSG00000230062
ENSG00000230873
ENSG00000231187
ENSG00000231322
ENSG00000231621
ENSG00000231768
ENSG00000232352
ENSG00000233251
ENSG00000233760
ENSG00000234350
ENSG00000234362
ENSG00000234506
ENSG00000235172

1.08E+08
11025
1.03E+08
1.08E+08
1.08E+08
11025
1.03E+08
1.01E+08
3133
400710
138255
83538
2843
390205
441376
1.00E+08
93035
400950
374387
1.00E+08
4489
388135
4499
192668
653082
389161
131873
131405
2878
80350
25790
2532
170575
2013
728486
155006
440503
730005
1.05E+08
730112
134121
283514
400831
51032
1.00E+08
149069
257000
92340
1.01E+08
199800
1.01E+08
1.00E+08
723809
207107
729083
1.02E+08
1.05E+08
728763
56967
1.03E+08
283089
1.02E+08
401289
1.01E+08
1.01E+08
1.01E+08
51716
1.08E+08
51716
1.08E+08
1.01E+08
3128
401093
1.11E+08
1.00E+08
401236
1.03E+08
399670
1.02E+08
1.01E+08
1.02E+08
1.00E+08
1.01E+08
1.02E+08
1.02E+08
1.02E+08
257358

LOC107987425
LOC107987425
LOC107987425
LOC107987462
LOC107987462
LOC107987462
LOC107987462
LRCOL1
HLA-E
LOC400710
C90rf135
TTC25

GPR20
LRRC10B
AARD
LOC100129697
PKHD1L1
C2o0rfo1
LINC02716
Cllorfol
MT1A

INSYN1
MT1M

CYs1
ZDHHC11B
ANKUB1
COL6AG6
TRIM71

GPX3

LPAL2

CFAP45
ACKR1
GIMAP1

EMP2
RPL7AP64
TMEM213
PLINS
SEC14L6
LOC105371730
FAM166B
C5orf49

SIAH3
C200rf202
CELA2B
PKMP3
DCDC2B
TINCR

PRR29
PELATON
ADM5
LINC00365
LINC00092
LHFPL3-AS2
SFTALP
LINC02158
PTPRD-AS1
LOC105375304
CROCC2
Cl40rf132
MUC12-AS1
WDR11-AS1
LINC01537
LINC01624
LOC100506725
TARID
LNC-LBCS
CES1P1
CES1P1
LOC107987423
LOC107987423
MED4-AS1
HLA-DRB6
MBNL1-AS1
PPIAP39
ANKRD66
STMND1
LOC102724593
RPL13AP17
ANKRD44-AS1
LINCO01354
SEMA3B-AS1
LOC100129434
LOC100506289
LOC101926913
LINCO01914
LINCO01506
LINC01366

292.168
292.168
292.168
292.168
292.168
292.168
292.168
14.319
54742.62
15.455
115.821
296.117
19.479
334.285
179.349
5.741
259.331
47.208
11.308
9.186
130.743
157.586
414.869
406.976
271.529
70.105
1144.609
101.251
21545.47
92.846
405.747
1320.903
668.964
31720.25
25.146
277.536
166.89
600.632
189.213
203.934
429.234
15.42
40.891
15.297
19.118
80.231
258.133
400.987
1246.465
43.429
27.193
50.253
546.801
1523.878
8.756
35.368
49.222
75.211
2023.33
18.012
13.466
18.02
9.63
34.373
76.944
46.855
56.571
56.571
56.571
56.571
15.901
3272.049
287.623
58.578
125.366
139.784
11.665
335.863
83.515
22.289
24.853
122.189
39.862
60.006
24.872
12.21
5.733

-1.337
-1.337
-1.337
-1.337
-1.337
-1.337
-1.337
-1.515
-1.44
-2.291
-1.653
-1.541
-1.238
-1.797
-2.251
-1.516
-2.411
-3.105
-1.293
-1.809
-1.208
-1.442
-2.6
-2.016
-1.225
-1.384
-2.326
-2.367
-2.337
-1.329
-1.353
-2.334
-2.035
-2.843
-1.444
-1.951
-1.36
-2.426
-2.17
-2.148
-1.652
-1.533
-2.654
-2.182
-1.245
-1.656
-2.145
-1.236
-2.459
-1.292
-1.333
-2.031
-2.551
-2.082
-1.76
-1.607
-1.763
-2.153
-2.364
-1.398
-1.333
-1.478
-2.414
-2.382
-1.543
-1.262
-1.757
-1.757
-1.757
-1.757
-1.543
-1.289
-1.238
-1.397
-2.553
-2.018
-2.052
-3.931
-1.909
-1.838
-1.223
-1.59
-3.052
-1.39
-1.912
-2.203
-1.331

0.153
0.153
0.153
0.153
0.153
0.153
0.153
0.21

0.117
0.306
0.351
0.25

0.181
0.311
0.246
0.235
0.29

0.282
0.233
0.258
0.352
0.209
0.289
0.201
0.247
0.376
0.237
0.307
0.193
0.194
0.28

0.235
0.134
0.129
0.183
0.317
0.188
0.225
0.196
0.324
0.31

0.285
0.159
0.24

0.144
0.312
0.251
0.211
0.191
0.153
0.208
0.191
0.286
0.248
0.167
0.215
0.222
0.329
0.156
0.273
0.234
0.213
0.169
0.201
0.245
0.252
0.348
0.348
0.348
0.348
0.24

0.259
0.177
0.178
0.383
0.335
0.172
0.34

0.339
0.208
0.196
0.206
0.243
0.202
0.196
0.217
0.186

-8.726
-8.726
-8.726
-8.726
-8.726
-8.726
-8.726
-1.22
-12.275
-1.497
-4.708
-6.165
-6.846
-5.781
-9.159
-6.446
-8.316
-11.028
-5.541
-7.017
-3.429
-6.906
-9.008
-10.034
-4.954
-3.683
-9.836
-7.699
-12.108
-6.848
-4.83
-9.926
-15.244
-22.018
-7.883
-6.155
-7.242
-10.801
-11.093
-6.628
-5.328
-5.383
-16.724
-9.087
-8.648
-5.308
-8.564
-5.849
-12.842
-8.436
-6.393
-10.637
-8.935
-8.397
-10.556
-7.484
-7.927
-6.535
-15.11
-5.123
-5.688
-6.929
-14.262
-11.855
-6.301
-5.016
-5.055
-5.055
-5.055
-5.055
-6.434
-4.983
-6.997
-7.826
-6.663
-6.017
-11.941
-11.573
-5.634
-8.837
-6.226
-7.718
-12.537
-6.893
-9.731
-10.139
-7.162

2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
2.64x10-18a
5.20x10-13a
1.23x10-34a
6.54x10-14a
2.50x10-06a
7.07x10-10a
7.61x10-12a
7.42x10-09a
5.25x10-20a
1.15x10-10a
9.09x10-17a
2.80x10-28a
3.01x10-08a
2.27x10-12a
0.000605a
4.99x10-12a
2.09x10-19a
1.08x10-23a
7.28x10-07a
0.000231a
7.89x10-23a
1.37x10-14a
9.59x10-34a
7.49x10-12a
1.36x10-06a
3.20x10-23a
1.80x10-52a
1.95x10-107a
3.20x10-15a
7.51x10-10a
4.41x10-13a
3.41x10-27a
1.36x10-28a
3.40x10-11a
9.95x10-08a
7.32x10-08a
8.82x10-63a
1.02x10-19a
5.22x10-18a
1.11x10-07a
1.09x10-17a
4.95x10-09a
9.55x10-38a
3.27x10-17a
1.62x10-10a
2.00x10-26a
4.08x10-19a
4.59x10-17a
4.76x10-26a
7.21x10-14a
2.24x10-15a
6.36x10-11a
1.39x10-51a
3.00x10-07a
1.28x10-08a
4.24x10-12a
3.78x10-46a
2.02x10-32a
2.95x10-10a
5.27x10-07a
4.31x10-07a
4.31x10-07a
4.31x10-07a
4.31x10-07a
1.25x10-10a
6.26x10-07a
2.62x10-12a
5.02x10-15a
2.69x10-11a
1.78x10-09a
7.22x10-33a
5.65x10-31a
1.76x10-08a
9.82x10-19a
4.78x10-10a
1.18x10-14a
4.69x10-36a
5.48x10-12a
2.22x10-22a
3.71x10-24a
7.93x10-13a

2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.15x10-17a
2.65x10-12a
2.99x10-33a
3.65x10-13a
6.40x10-06a
2.68x10-09a
3.49x10-11a
2.53x10-08a
4.90x10-19a
4.68x10-10a
6.52x10-16a
4.78x10-27a
9.65x10-08a
1.09x10-11a
0.00114b
2.33x10-11a
1.86x10-18a
1.36x10-22a
2.00x10-06a
0.000461a
9.19x10-22a
8.23x10-14a
2.22x10-32a
3.44x10-11a
3.59x10-06a
3.87x10-22a
1.11x10-50a
6.10x10-104a
2.03x10-14a
2.83x10-09a
2.27x10-12a
5.45x10-26a
2.36x10-27a
1.46x10-10a
2.99x10-07a
2.24x10-07a
9.22x10-61a
9.30x10-19a
4.15x10-17a
3.31x10-07a
8.41x10-17a
1.72x10-08a
2.76x10-36a
2.43x10-16a
6.54x10-10a
3.00x10-25a
3.54x10-18a
3.37x10-16a
6.99x10-25a
4.01x10-13a
1.44x10-14a
2.66x10-10a
8.11x10-50a
8.57x10-07a
4.26x10-08a
1.99x10-11a
1.72x10-44a
4.30x10-31a
1.16x10-09a
1.47x10-06a
1.21x10-06a
1.21x10-06a
1.21x10-06a
1.21x10-06a
5.06x10-10a
1.73x10-06a
1.26x10-11a
3.14x10-14a
1.17x10-10a
6.46x10-09a
1.58x10-31a
1.13x10-29a
5.78x10-08a
8.30x10-18a
1.84x10-09a
7.14x10-14a
1.24x10-34a
2.55x10-11a
2.50x10-21a
4.79x10-23a
3.98x10-12a
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Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down



ENSG00000235385
ENSG00000235387
ENSG00000235505
ENSG00000235568
ENSG00000235770
ENSG00000236304
ENSG00000236581
ENSG00000237248
ENSG00000237413
ENSG00000238078
ENSG00000239467
ENSG00000239474
ENSG00000239697
ENSG00000239998
ENSG00000240563
ENSG00000240583
ENSG00000240891
ENSG00000241158
ENSG00000241218
ENSG00000241644
ENSG00000241717
ENSG00000241935
ENSG00000242600
ENSG00000243566
ENSG00000243710
ENSG00000243910
ENSG00000244067
ENSG00000244280
ENSG00000244482
ENSG00000244607
ENSG00000244617
ENSG00000244734
ENSG00000245848
ENSG00000246430
ENSG00000246662
ENSG00000248441
ENSG00000248712
ENSG00000248801
ENSG00000248890
ENSG00000249364
ENSG00000249751
ENSG00000250073
ENSG00000250510
ENSG00000250722
ENSG00000251322
ENSG00000251359
ENSG00000253123
ENSG00000254122
ENSG00000254427
ENSG00000254703
ENSG00000255330
ENSG00000255398
ENSG00000255399
ENSG00000255422
ENSG00000255468
ENSG00000255587
ENSG00000255974
ENSG00000257038
ENSG00000257108
ENSG00000257542
ENSG00000258334
ENSG00000258545
ENSG00000258819
ENSG00000259040
ENSG00000259225
ENSG00000259417
ENSG00000259974
ENSG00000260105
ENSG00000260220
ENSG00000260259
ENSG00000260314
ENSG00000260372
ENSG00000260468
ENSG00000260778
ENSG00000261143
ENSG00000261371
ENSG00000263155
ENSG00000263586
ENSG00000264230
ENSG00000265190
ENSG00000266010
ENSG00000266524
ENSG00000266964
ENSG00000267107
ENSG00000267280
ENSG00000267530
ENSG00000267532

1.10E+08
158376
643733
150372
646324
1.08E+08
1.01E+08
1.00E+08
149047
1.02E+08
285141
10324
8742
11027
54596
358
257068
1.02E+08
649024
11185
7451
112817
8512
1.05E+08
149465
80086
2939
347694
79168
152206
151516
3043
1050
1.01E+08
642924
400456
283152
286189
646576
1.02E+08
641700
1.02E+08
27239
6414
85358
152641
1.01E+08
56099
1.02E+08
1.01E+08
387104
8843
255480
1.05E+08
1.03E+08
401258
1548
1.00E+08
283948
26628
1.02E+08
1.02E+08
1.03E+08
1.01E+08
1.02E+08
1.01E+08
140828
90586
399693
1.05E+08
4360
147429
1.06E+08
1.07E+08
400406
5175
1.01E+08
1.03E+08
728113
653145
1.00E+08
2662
5348
1.01E+08
1.04E+08
1.08E+08
1.01E+08

LINC02154 130.633
SPAAR 111.979
CASP4LP 266.988
NFAM1 1023.649
LINC00607 87.261
LOC107984360 64.063
STARD13-AS 14.852
LINC00987 108.708
MGC27382 73.269
LINC01352 18.92
ERICH2 247.876
KLHL41 32.666
TNFSF12 1524.842
LILRA2 259.444
L1TD1 51.445
AQP1 30492.23
PLCXD2 65.511
ADAMTS9-AS1  120.784
CSP2 6.391
INMT 5621.105
VWFP1 45.088
HOGA1 32.437
MBL1P 117.02
UpK3B 3061.819
CFAP57 325.091
TUBA4B 216.01
GSTA2 153.986
ECEL1P2 194.222
LILRAG 267.566
CCDC13 78.126
ASPRV1 46.909
HBB 15118.1
CEBPA 1142.809
LINC00968 154.76
LINC00535 15.404
LINCO01197 59.73
CCDC153 134.597
C8orf34-AS1 392.657
HHIP-AS1 256.542
LOC101928858 71.139
ECSCR 309.178
LOC101929340 74.224
GPR162 266.676
SELENOP 7681.473
SHANK3 1512.874
WWC2-AS2 32.402
LOC100507403 30.645
PCDHGB7 293.212
LINC02696 10.262
SENCR 44.64
SOGA3 51.971
HCAR3 53.794
TBX5-AS1 449.551
LOC105369519 22.276
LOC102724064 137.208
RAB44 36.026
CYP2A6 36.055
LOC100287837 30.378
NHLRC4 138.27
ORT7E47P 275.271
LOC101927267 25.528
RHOXF1-AS1 215.943
LINC02289 36.5
BLOC1S5-TXNDC539.465
LINC02345 145.154
CTXND1 237.729
LINC00261 837.087
AOC4P 20.307
CCDC187 75.649
LINC02166 28.043
MRC1 10482.96
AQP4-AS1 34.321
LINC01290 23.144
LOC106660606 37.574
ADAMTST7P3 236.933
PECAM1 19565.94
MYZAP 369.312
HID1-AS1 21.476
ANXAS8L1 222.69
ANXAS8 205.97
GATAG-AS1 59.429
GDF10 554.527
FXYD1 100.224
PCAT19 554.082
TBX2-AS1 91.358
LINC01836 72.119
MIR497HG 52.572

-3.683
-2.634
-1.424
-1.294
-1.599
-2.818
-1.251
-1.543
-2.275
-2.166
-1.28

-1.352
-1.222
-1.545
-1.97

-1.512
-1.538
-1.543
-1.263
-3.523
-1.859
-1.413
-1.545
-5.091
-1.625
-2.349
-1.922
-3.651
-1.227
-1.571
-1.225
-3.242
-1.354
-3.337
-1.478
-1.436
-1.23

-1.679
-1.589
-1.931
-2.259
-1.775
-1.639
-1.552
-1.507
-1.529
-1.247
-1.456
-1.259
-1.224
-2.418
-1.661
-1.549
-1.413
-1.673
-1.546
-1.387
-1.48

-1.841
-1.921
-2.358
-2.179
-2.034
-1.289
-1.205
-3.394
-1.285
-1.472
-1.219
-1.34

-1.936
-1.232
-1.802
-1.445
-4.297
-2.125
-3.51

-2.676
-2.574
-1.639
-2.328
-3.154
-2.924
-2.418
-2.28

-2.258
-1.304

0.266
0.145
0.149
0.17

0.202
0.229
0.27

0.128
0.32

0.202
0.171
0.188
0.136
0.191
0.196
0.243
0.16

0.28

0.225
0.19

0.257
0.186
0.198
0.265
0.289
0.376
0.42

0.261
0.194
0.21

0.113
0.326
0.176
0.191
0.193
0.181
0.197
0.266
0.234
0.274
0.14

0.178
0.179
0.164
0.133
0.154
0.202
0.139
0.263
0.153
0.203
0.217
0.167
0.198
0.148
0.208
0.311
0.14

0.241
0.16

0.319
0.249
0.188
0.241
0.249
0.272
0.281
0.159
0.318
0.21

0.21

0.331
0.23

0.164
0.262
0.109
0.175
0.162
0.305
0.342
0.238
0.243
0.181
0.141
0.163
0.187
0.132

-13.865
-18.165
-9.561
-7.602
-7.923
-12.295
-4.639
-12.098
-7.11
-10.713
-7.471
-7.181
-8.994
-8.074
-10.03
-6.226
-9.616
-5.518
-5.622
-18.573
-1.224
-7.593
-7.796
-19.201
-5.622
-6.252
-4.579
-13.995
-6.326
-7.499
-10.803
-9.959
-7.676
-17.445
-7.661
-7.916
-6.254
-6.31
-6.802
-7.039
-16.133
-9.962
-9.14
-9.447
-11.329
-9.954
-6.184
-10.444
-4.794
-7.993
-11.938
-7.636
-9.3
-7.127
-11.311
-7.424
-4.466
-10.583
-7.629
-11.988
-7.391
-8.746
-10.823
-5.342
-4.833
-12.492
-4.566
-9.255
-3.829
-6.378
-9.213
-3.724
-7.823
-8.812
-16.422
-19.561
-20.103
-16.517
-8.437
-4.792
-9.788
-12.963
-16.121
-17.094
-14.017
-12.092
-9.892

1.03x10-43a
9.75x10-74a
1.16x10-21a
2.92x10-14a
2.32x10-15a
9.60x10-35a
3.50x10-06a
1.08x10-33a
1.16x10-12a
8.89x10-27a
7.98x10-14a
6.92x10-13a
2.38x10-19a
6.80x10-16a
1.13x10-23a
4.79x10-10a
6.83x10-22a
3.42x10-08a
1.89x10-08a
5.32x10-77a
5.04x10-13a
3.12x10-14a
6.40x10-15a
3.64x10-82a
1.89x10-08a
4.06x10-10a
4.68x10-06a
1.67x10-44a
2.51x10-10a
6.45x10-14a
3.33x10-27a
2.30x10-23a
1.64x10-14a
3.78x10-68a
1.84x10-14a
2.44x10-15a
3.99x10-10a
2.80x10-10a
1.03x10-11a
1.94x10-12a
1.50x10-58a
2.24x10-23a
6.24x10-20a
3.49x10-21a
9.41x10-30a
2.42x10-23a
6.27x10-10a
1.56x10-25a
1.64x10-06a
1.32x10-15a
7.47x10-33a
2.25x10-14a
1.40x10-20a
1.03x10-12a
1.16x10-29a
1.13x10-13a
7.99x10-06a
3.58x10-26a
2.36x10-14a
4.11x10-33a
1.46x10-13a
2.20x10-18a
2.67x10-27a
9.21x10-08a
1.35x10-06a
8.22x10-36a
4.98x10-06a
2.14x10-20a
0.000129a

1.79x10-10a
3.16x10-20a
0.000196a

5.16x10-15a
1.23x10-18a
1.32x10-60a
3.33x10-85a
6.91x10-90a
2.76x10-61a
3.26x10-17a
1.65x10-06a
1.27x10-22a
1.99x10-38a
1.83x10-58a
1.65x10-65a
1.23x10-44a
1.16x10-33a
4.49x10-23a

4.24x10-42a
1.89x10-71a
1.24x10-20a
1.70x10-13a
1.49x10-14a
2.35x10-33a
8.80x10-06a
2.50x10-32a
5.74x10-12a
1.37x10-25a
4.42x10-13a
3.50x10-12a
2.11x10-18a
4.57x10-15a
1.41x10-22a
1.84x10-09a
7.41x10-21a
1.09x10-07a
6.17x10-08a
1.19x10-74a
2.58x10-12a
1.81x10-13a
3.95x10-14a
1.25x10-79a
6.19x10-08a
1.57x10-09a
1.16x10-05a
7.05x10-43a
9.94x10-10a
3.61x10-13a
5.32x10-26a
2.80x10-22a
9.77x10-14a
5.36x10-66a
1.09x10-13a
1.57x10-14a
1.55x10-09a
1.10x10-09a
4.66x10-11a
9.43x10-12a
1.20x10-56a
2.73x10-22a
5.79x10-19a
3.58x10-20a
1.76x10-28a
2.95x10-22a
2.39x10-09a
2.22x10-24a
4.27x10-06a
8.65x10-15a
1.63x10-31a
1.32x10-13a
1.37x10-19a
5.11x10-12a
2.15x10-28a
6.22x10-13a
1.93x10-05a
5.31x10-25a
1.38x10-13a
9.13x10-32a
7.88x10-13a
1.81x10-17a
4.27x10-26a
2.78x10-07a
3.56x10-06a
2.14x10-34a
1.23x10-05a
2.06x10-19a
0.000266a

7.17x10-10a
3.00x10-19a
0.000396a

3.22x10-14a
1.03x10-17a
1.20x10-58a
1.38x10-82a
4.10x10-87a
2.60x10-59a
2.43x10-16a
4.32x10-06a
1.46x10-21a
6.03x10-37a
1.44x10-56a
2.03x10-63a
5.24x10-43a
2.68x10-32a
5.34x10-22a

Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down
Down



ENSG00000268388
ENSG00000270332
ENSG00000270765
ENSG00000271334
ENSG00000271447
ENSG00000272143
ENSG00000272274
ENSG00000272514
ENSG00000272734
ENSG00000274736
ENSG00000276170
ENSG00000276409
ENSGO00000276644
ENSGO00000277494
ENSG00000277639
ENSGO00000277758
ENSG00000278338
ENSG00000278910
ENSG00000278921
ENSG00000280213
ENSG00000000460
ENSG00000001084
ENSG00000002587
ENSG00000002726
ENSG00000002746
ENSG00000003249
ENSG00000003987
ENSGO00000004948
ENSG00000005421
ENSG00000005471
ENSG00000006016
ENSG00000006047
ENSG00000006118
ENSG00000006283
ENSGO00000006606
ENSG00000006625
ENSGO00000006634
ENSG00000006747
ENSG00000007306
ENSGO00000007314
ENSG00000007968
ENSGO00000008300
ENSG00000008323
ENSGO00000008735
ENSGO00000009694
ENSG00000010438
ENSG00000010932
ENSG00000011347
ENSG00000011426
ENSG00000012048
ENSG00000013573
ENSG00000013810
ENSG00000015413
ENSG00000015479
ENSG00000015520
ENSG00000019186
ENSG00000019505
ENSG00000021826
ENSG00000023171
ENSG00000023839
ENSG00000023909
ENSG00000024526
ENSG00000026559
ENSG00000026751
ENSG00000029153
ENSGO00000029534
ENSG00000029993
ENSG00000030419
ENSGO00000033170
ENSG00000033867
ENSGO00000034053
ENSGO00000035499
ENSGO00000037897
ENSGO00000038427
ENSG00000039600
ENSGO00000040275
ENSGO00000041353
ENSG00000041515
ENSG00000041982
ENSGO00000042781
ENSG00000042980
ENSGO00000043039
ENSGO00000046604
ENSGO00000047457
ENSGO00000048052
ENSG00000048462
ENSG00000049089

400550
1.02E+08
246176
1.02E+08
79148
283481
283483
154313
1.00E+08
6368
1.02E+08
6358
1602
338328
1.05E+08
1.03E+08
1.01E+08
1.01E+08
54508
1.00E+08
55732
2729
9957

26
23072
79007
9108
799
5444
5244
9244
51087
54972
8913
10344
79017
10926
85477
1087
6329
1870
1951
55200
23542
10178
5646
2326
9066
54443
672
1663
10460
1800
9782
29881
1591
57586
1373
57476
1244
2730
55635
3755
57823
56938
286
3149
22807
2530
9497
321
55789
4234
1462
11063
54908
5874
23026
3371
7399
10863
8538
1829
1356
9734
608
1298

FENDRR
SMC2-AS1
GAS2L2
LINC02104
MMP28
FGF14-AS2
LINC00551
CFAP206
ADIRF-AS1
CCL23

LOC101929494

CCL14
DACH1
GPIHBP1

LOC105371267
LOC102724488

VWAS-AS1
BANCR

EPB41L4A-DT

UCKL1-AS1
Clorf112
GCLC
HS3ST1
AOC1
HECW1
DBNDD1
MTMR7
CALCR
PON1
ABCB4
CRLF1
YBX2
TMEM132A
CACNAILG
CCL26
GGCT
DBF4
SCIN
CEACAM7
SCN4A
E2F2
CELSR3
PLEKHG6
MAPKS8IP2
TENM1
PRSS3
FMO1
SYT7
ANLN
BRCA1
DDX11
TACC3
DPEP1
MATR3
NPCi1L1
CYP24A1
SYT13
CPs1
GRAMDI1B
ABCC2
GCLM
DEPDC1
KCNG1
SLAMF7
ARNTL2
ANK1
HMGB3
IKZF2
FUT8
SLC4A7
APBA2
DEPDC1B
METTL1
VCAN
SOX30
SPDL1
RAB27B
MYQO16
TNC
USH2A
ADAM?28
BARX2
DSG2

CP
HDAC9
TNFRSF17
COL9A2

1104.849
25.22
181.049
8.27
1499.271
82.886
46.245
21.366
284.803
140.241
78.857
159.753
467.274
1007.984
492.207
112.624
11.257
36.554
47.025
76.87
291.014
3628.523
729.441
597.438
62.809
857.653
160.135
22.651
53.541
67.686
2857.992
109.251
1510.209
36.593
17.987
1399.449
478.978
1355.444
53.939
89.256
180.013
451.75
307.083
288.542
218.322
47.572
136.883
1314.095
1451.094
529.45
703.446
1325.564
63.452
291.712
26.757
1977.695
285.423
1046.812
463.157
448.604
1877.965
359.479
19.106
1785.879
927.213
107.993
6113.728
932.026
2119.431
1106.941
444533
225.639
738.678
10817.6
32.472
379.163
2213.391
75.832
10001.15
12.562
982.542
250.989
6800.801
8610.151
783.024
122.113
552.42

-3.826
-1.335
-1.954
-2.187
-1.635
-1.447
-2.71
-1.801
-1.441
-2.319
-2.767
-2.241
-2.23
-3.709
-1.801
-3.133
-1.713
-2.763
-1.345
-1.349
1.906
2.517
1.465
4.263
2.707
1.949
1.251
1.249
1.672
2.264
3.772
4.356
2.032
131
1.354
1.559
1.661
1.463
3.219
3.851
2.451
3.448
1.306
1.468
1.94
4112
1.899
3.099
4.226
1.621
1.321
1.607
1.648
1.369
2.055
6.373
3.479
4.176
1.446
4.648
1.244
4.26
1.271
1.525
2.516
1.611
3.228
1.391
1.649
1.397
1.807
3.889
1.419
2.569
2.012
1.448
1.202
1.206
1.804
1.384
2.256
3.634
1.674
3.224
1.319
2.042
1.32

0.24

0.261
0.34

0.169
0.248
0.164
0.321
0.288
0.182
0.231
0.221
0.244
0.182
0.245
0.349
0.215
0.267
0.237
0.136
0.26

0.109
0.231
0.178
0.36

0.226
0.155
0.249
0.288
0.277
0.22

0.361
0.305
0.187
0.256
0.273
0.126
0.132
0.224
0.357
0.375
0.181
0.207
0.149
0.223
0.321
0.381
0.237
0.211
0.201
0.139
0.151
0.136
0.291
0.222
0.271
0.355
0.441
0.403
0.25

0.386
0.159
0.22

0.314
0.217
0.189
0.27

0.18

0.167
0.116
0.158
0.195
0.203
0.155
0.194
0.278
0.099
0.195
0.247
0.213
0.314
0.19

0.288
0.147
0.273
0.227
0.265
0.214

-15.92
-5.106
-5.748
-12.904
-6.602
-8.83
-8.446
-6.245
-7.93
-10.042
-12.511
-9.195
-12.278
-15.17
-5.165
-14.552
-6.415
-11.672
-9.911
-5.184
17.468
10.918
8.241
11.835
11.96
12.546
5.033
4.343
6.043
10.288
10.437
14.277
10.854
5.108
4.965
12.351
12.604
6.542
9.022
10.271
13.52
16.659
8.745
6.582
6.049
10.78
8.013
14.72
21.06
11.679
8.739
11.808
5.67
6.175
7.582
17.971
7.882
10.364
5.786
12.036
7.807
19.405
4.05
7.021
13.286
5.961
17.932
8.319
14.202
8.841
9.251
19.141
9.164
13.247
7.238
14.637
6.155
4.89
8.466
4.405
11.875
12.599
11.353
11.829
5.815
7.695
6.162

4.58x10-57a
3.29x10-07a
9.02x10-09a
4.26x10-38a
4.07x10-11a
1.04x10-18a
3.03x10-17a
4.23x10-10a
2.19x10-15a
1.00x10-23a
6.50x10-36a
3.77x10-20a
1.19x10-34a
5.59x10-52a
2.40x10-07a
5.65x10-48a
1.41x10-10a
1.77x10-31a
3.75x10-23a
2.17x10-07a
2.52x10-68a
9.45x10-28a
1.71x10-16a
2.58x10-32a
5.72x10-33a
4,18x10-36a
4.84x10-07a
1.41x10-05a
1.51x10-09a
7.99x10-25a
1.69x10-25a
3.03x10-46a
1.92x10-27a
3.26x10-07a
6.86x10-07a
4.84x10-35a
2.00x10-36a
6.08x10-11a
1.84x10-19a
9.53x10-25a
1.19x10-41a
2.60x10-62a
2.22x10-18a
4.65x10-11a
1.46x10-09a
4.27x10-27a
1.12x10-15a
4.83x10-49a
1.87x10-98a
1.62x10-31a
2.36x10-18a
3.54x10-32a
1.43x10-08a
6.63x10-10a
3.41x10-14a
3.30x10-72a
3.23x10-15a
3.62x10-25a
7.22x10-09a
2.29x10-33a
5.87x10-15a
7.02x10-84a
5.11x10-05a
2.20x10-12a
2.81x10-40a
2.51x10-09a
6.63x10-72a
8.88x10-17a
8.90x10-46a
9.46x10-19a
2.22x10-20a
1.15x10-81a
5.02x10-20a
4.72x10-40a
4.56x10-13a
1.63x10-48a
7.48x10-10a
1.01x10-06a
2.55x10-17a
1.06x10-05a
1.60x10-32a
2.15x10-36a
7.18x10-30a
2.77x10-32a
6.06x10-09a
1.41x10-14a
7.19x10-10a

3.42x10-55a
9.34x10-07a
3.05x10-08a
1.26x10-36a
1.74x10-10a
8.80x10-18a
2.26x10-16a
1.64x10-09a
1.41x10-14a
1.26x10-22a
1.70x10-34a
3.55x10-19a
2.89x10-33a
3.33x10-50a
6.95x10-07a
2.79x10-46a
5.68x10-10a
3.60x10-30a
4.50x10-22a
6.30x10-07a
3.65x10-66a
1.56x10-26a
1.21x10-15a
5.44x10-31a
1.26x10-31a
1.11x10-34a
1.35x10-06a
3.29x10-05a
5.54x10-09a
1.08x10-23a
2.40x10-24a
1.39x10-44a
3.10x10-26a
9.27x10-07a
1.89x10-06a
1.21x10-33a
5.43x10-35a
2.55x10-10a
1.64x10-18a
1.28x10-23a
4.39x10-40a
2.62x10-60a
1.82x10-17a
1.98x10-10a
5.34x10-09a
6.78x10-26a
7.41x10-15a
2.51x10-47a
2.41x10-95a
3.32x10-30a
1.93x10-17a
7.41x10-31a
4,73x10-08a
2.52x10-09a
1.96x10-13a
5.85x10-70a
2.04x10-14a
5.00x10-24a
2.47x10-08a
5.19x10-32a
3.64x10-14a
2.75x10-81a
0.000111a

1.06x10-11a
9.57x10-39a
8.95x10-09a
1.13x10-69a
6.38x10-16a
3.99x10-44a
8.01x10-18a
2.13x10-19a
3.65x10-79a
4.70x10-19a
1.58x10-38a
2.34x10-12a
8.27x10-47a
2.82x10-09a
2.70x10-06a
1.92x10-16a
2.51x10-05a
3.43x10-31a
5.81x10-35a
1.35x10-28a
5.84x10-31a
2.08x10-08a
8.45x10-14a
2.72x10-09a



ENSG00000049249
ENSG00000049283
ENSG00000049768
ENSG00000050344
ENSG00000051180
ENSG00000051341
ENSG00000051825
ENSG00000053108
ENSG00000054179
ENSG00000054356
ENSGO00000055118
ENSG00000056998
ENSGO00000057019
ENSGO00000057294
ENSGO00000057593
ENSGO00000058404
ENSGO00000058804
ENSG00000059573
ENSG00000060140
ENSG00000060718
ENSG00000061656
ENSG00000062038
ENSG00000062716
ENSG00000064195
ENSG00000064655
ENSG00000064787
ENSG00000065328
ENSG00000065618
ENSG00000065911
ENSG00000065923
ENSG00000066230
ENSG00000066248
ENSG00000066279
ENSG00000066855
ENSG00000066923
ENSGO00000067057
ENSGO00000067177
ENSGO00000067715
ENSG00000068489
ENSG00000069011
ENSG00000070087
ENSG00000070182
ENSG00000070501
ENSGO00000070526
ENSGO00000070669
ENSG00000070729
ENSGO00000071539
ENSGO00000071794
ENSG00000071909
ENSG00000072571
ENSG00000073111
ENSG00000073150
ENSGO00000073605
ENSGO00000073670
ENSG00000074211
ENSGO00000074276
ENSGO00000074706
ENSGO00000074800
ENSG00000075213
ENSG00000075218
ENSGO00000075618
ENSG00000075702
ENSG00000076003
ENSG00000076382
ENSG00000077152
ENSGO00000077264
ENSGO00000077935
ENSGO00000078053
ENSGO00000078098
ENSG00000078269
ENSGO00000078399
ENSGO00000078725
ENSGO00000078795
ENSG00000079112
ENSGO00000079385
ENSGO00000079462
ENSG00000079841
ENSGO00000080031
ENSGO00000080854
ENSG00000080986
ENSG00000081277
ENSG00000081842
ENSG00000081985
ENSGO00000082196
ENSG00000082293
ENSG00000082482
ENSG00000082512

3604
55040
50943
9603
5888
10721
10198
23105
954
5798
3757
8908
131566
5318
2155
816
55706
5832
55359
1301
6676
1001
81671
1747
2139
8537
55388
1308
10797
84679
6550
25791
259266
9650
10734
5214
5255
6857
55771
5307
5217
6710
5423
55808
440
1258
9319
6596
140469
3161
4171
56666
55876
4185
5522
54825
26034
2023
10371
51512
6624
284403
4175
10615
29089
5063
27127
273
2191
8871
3205
1620
27039
1015
634
5050
22999
5794
22997
10403
5317
56142
3595
114899
1310
3776
7188

TNFRSF9
EPN3
FOXP3
NFE2L3
RAD51
POLQ
MPHOSPH9
FSTLA4
ENTPD2
PTPRN
KCNH2
GYG2
DCBLD2
PKP2

F7
CAMK2B
NDC1
ALDH18A1
STYK1
COL11A1
SPAG4
CDH3
VMP1
DLX3
EYA2
BCAS1
MCM10
COL17A1
MTHFD2
SLC9A7
SLC9A3
NGEF
ASPM
MTFR1
STAG3
PFKP
PHKAL
SYT1
PRR11
PITX1
PFN2
SPTB
POLB

ST6GALNAC1

ASNS
CNGB1
TRIP13
HLTF
MYO3B
HMMR
MCM?2
PANX2
GSDMB
ADAM11
PPP2R2C
CDHR2
IPCEF1
ENO1
SEMA3A
GTSE1
FSCN1
WDR62
MCM6
SPAG5
UBE2T
PAK3
SMC1B
AMPH
FAP
SYNJ2
HOXA9
BRINP1
PKD2L2
CDH17
CEACAML1
PAFAH1B3
RIMS1
PTPRH
IGSF9B
NDC80
PKP1
PCDHAG
IL12RB2
CI1QTNF3
COL19A1
KCNK2
TRAF5

264.895
428.82
150.574
1640.674
176.065
183.446
615.884
408.067
110.722
63.391
285.987
318.633
5254.482
585.806
12.981
101.499
1318.086
3167.39
219.185
2774.367
345.016
3246.475
9382.527
80.498
516.605
707.659
268.973
1476.457
2654.564
995.628
21.82
258.31
774.61
1244.765
249.478
4324.481
691.354
473.227
519.93
325.673
2887.062
1118.382
1074.585
1682.094
1101.162
50.093
630.216
1777.459
106.918
412.817
1578.78
351.776
585.229
20.628
270.832
21.226
495.455
55748.85
1102.546
270.754
4067.939
316.204
1716.824
748.728
497.757
149.859
75.774
102.946
819.542
971.62
20.991
273.492
13.504
83.385
1346.582
845.533
115.935
366.355
95.115
296.288
823.2
32.098
43.548
354.462
15.927
33.671
795.838

1.715
2.795
1.738
1.734
2.215
3.587
1.395
2.216
2.225
3.174
1.36

2.088
1.516
1.66

1.609
3.341
1.326
1.648
2.303
6.885
2.666
2.844
1.634
1.686
1.833
1.802
3.913
3.918
1.732
1.343
1.26

2.808
4.332
1.353
1.424
2.151
1.62

2.499
2.508
4.201
1.432
3.861
1.457
1.698
1.64

2.498
2.626
1.209
3.968
3.215
2.138
2.165
1.236
1.284
4.876
1.578
1.695
1.232
2.581
3.235
1.276
2.343
1.648
3.114
3.403
1.736
4.088
1.672
2.786
1.86

1.46

1.711
1.299
3.232
1.903
2.009
1.842
5.018
1.375
3.198
1.94

2.025
1.691
1.416
1.785
2.595
1.307

0.236
0.206
0.187
0.161
0.154
0.213
0.147
0.313
0.282
0.333
0.285
0.184
0.191
0.272
0.287
0.386
0.099
0.092
0.151
0.368
0.153
0.242
0.161
0.27

0.31

0.326
0.21

0.358
0.149
0.133
0.23

0.278
0.219
0.117
0.234
0.17

0.096
0.307
0.164
0.339
0.187
0.281
0.153
0.269
0.129
0.278
0.22

0.115
0.309
0.177
0.16

0.217
0.169
0.24

0.37

0.254
0.237
0.124
0.258
0.194
0.21

0.174
0.117
0.17

0.183
0.281
0.328
0.269
0.213
0.12

0.305
0.404
0.279
0.327
0.158
0.166
0.328
0.29

0.26

0.181
0.343
0.293
0.23

0.232
0.323
0.356
0.134

7.259
13.6
9.321
10.759
14.381
16.866
9.489
7.082
7.889
9.538
4.776
11.354
7.94
6.099
5.597
8.646
13.446
17.906
15.261
18.688
17.424
11.738
10.148
6.24
5.907
5.524
18.67
10.935
11.607
10.13
5.467
10.118
19.804
11.561
6.075
12.686
16.939
8.153
15.314
12.406
7.654
13.719
9.495
6.312
12.727
8.988
11.91
10.471
12.861
18.159
13.358
9.983
7.298
5.359
13.167
6.218
7.167
9.902
10
16.711
6.068
13.451
14.035
18.343
18.607
6.172
12.471
6.217
13.105
15.476
4.791
4.236
4.659
9.893
12.05
12.075
5.617
17.324
5.288
17.648
5.649
6.901
7.347
6.104
5.533
7.295
9.768

3.90x10-13a
4.00x10-42a
1.16x10-20a
5.40x10-27a
6.81x10-47a
8.02x10-64a
2.33x10-21a
1.42x10-12a
3.06x10-15a
1.46x10-21a
1.79x10-06a
7.11x10-30a
2.03x10-15a
1.06x10-09a
2.18x10-08a
5.32x10-18a
3.25x10-41a
1.06x10-71a
1.40x10-52a
6.19x10-78a
5.42x10-68a
8.11x10-32a
3.37x10-24a
4.38x10-10a
3.49x10-09a
3.32x10-08a
8.71x10-78a
7.84x10-28a
3.81x10-31a
4.05x10-24a
4.59x10-08a
4.59x10-24a
2.75x10-87a
6.48x10-31a
1.24x10-09a
7.03x10-37a
2.30x10-64a
3.55x10-16a
6.18x10-53a
2.42x10-35a
1.94x10-14a
7.76x10-43a
2.21x10-21a
2.76x10-10a
4.17x10-37a
2.52x10-19a
1.05x10-32a
1.17x10-25a
7.46x10-38a
1.10x10-73a
1.06x10-40a
1.81x10-23a
2.92x10-13a
8.39x10-08a
1.36x10-39%a
5.04x10-10a
7.69x10-13a
4.09x10-23a
1.52x10-23a
1.09x10-62a
1.30x10-09a
3.05x10-41a
9.46x10-45a
3.77x10-75a
2.84x10-77a
6.75x10-10a
1.07x10-35a
5.08x10-10a
3.10x10-39a
5.05x10-54a
1.66x10-06a
2.28x10-05a
3.18x10-06a
4.48x10-23a
1.95x10-33a
1.43x10-33a
1.94x10-08a
3.09x10-67a
1.24x10-07a
1.05x10-69a
1.61x10-08a
5.18x10-12a
2.03x10-13a
1.03x10-09a
3.14x10-08a
2.98x10-13a
1.54x10-22a

2.02x10-12a
1.52x10-40a
1.14x10-19a
8.49x10-26a
3.22x10-45a
8.71x10-62a
2.41x10-20a
7.00x10-12a
1.94x10-14a
1.54x10-20a
4.65x10-06a
1.34x10-28a
1.31x10-14a
3.96x10-09a
7.11x10-08a
4.22x10-17a
1.17x10-39a
1.76x10-69a
8.68x10-51a
1.53x10-75a
7.57x10-66a
1.68x10-30a
4.37x10-23a
1.69x10-09a
1.23x10-08a
1.06x10-07a
2.10x10-75a
1.30x10-26a
7.66x10-30a
5.22x10-23a
1.44x10-07a
5.89x10-23a
1.31x10-84a
1.29x10-29a
4.57%x10-09a
1.95x10-35a
2.58x10-62a
2.44x10-15a
3.92x10-51a
6.14x10-34a
1.15x10-13a
3.07x10-41a
2.29x10-20a
1.09x10-09a
1.17x10-35a
2.22x10-18a
2.28x10-31a
1.68x10-24a
2.16x10-36a
2.10x10-71a
3.71x10-39%a
2.22x10-22a
1.53x10-12a
2.55x10-07a
4.46x10-38a
1.93x10-09a
3.87x10-12a
4.88x10-22a
1.88x10-22a
1.13x10-60a
4,78x10-09a
1.10x10-39a
4.06x10-43a
7.82x10-73a
6.64x10-75a
2.56x10-09a
2.75x10-34a
1.95x10-09a
9.86x10-38a
3.42x10-52a
4.33x10-06a
5.17x10-05a
8.04x10-06a
5.33x10-22a
4.44x10-32a
3.29x10-32a
6.35x10-08a
4.11x10-65a
3.68x10-07a
1.59x10-67a
5.30x10-08a
2.41x10-11a
1.08x10-12a
3.85x10-09a
1.01x10-07a
1.56x10-12a
1.75x10-21a



ENSG00000083454
ENSG00000083857
ENSG00000084110
ENSG00000084731
ENSGO00000084734
ENSG00000085552
ENSG00000085840
ENSG00000085999
ENSG00000086159
ENSG00000086548
ENSG00000086570
ENSG00000086717
ENSG00000086967
ENSG00000086991
ENSG00000087085
ENSG00000087128
ENSGO00000087494
ENSG00000087510
ENSG00000087586
ENSG00000088305
ENSG00000088325
ENSG00000088340
ENSGO00000088386
ENSGO00000088538
ENSGO00000088826
ENSGO00000088836
ENSG00000088882
ENSG00000088992
ENSG00000089012
ENSG00000089199
ENSG00000089505
ENSG00000089685
ENSG00000089723
ENSG00000090104
ENSGO00000090534
ENSG00000090889
ENSG00000091127
ENSG00000091513
ENSG00000091651
ENSG00000091656
ENSG00000091831
ENSGO00000091844
ENSG00000092470
ENSG00000092607
ENSG00000092758
ENSG00000092853
ENSG00000093009
ENSG00000093217
ENSGO00000094755
ENSGO00000094804
ENSG00000095587
ENSG00000095627
ENSGO00000095752
ENSG00000095932
ENSG00000096063
ENSG00000096696
ENSGO00000097046
ENSG00000099256
ENSG00000099625
ENSG00000099822
ENSG00000099953
ENSG00000099958
ENSG00000100003
ENSG00000100156
ENSG00000100162
ENSG00000100167
ENSG00000100196
ENSG00000100197
ENSG00000100197
ENSG00000100197
ENSG00000100197
ENSG00000100197
ENSG00000100197
ENSG00000100197
ENSG00000100197
ENSG00000100197
ENSG00000100206
ENSG00000100285
ENSG00000100290
ENSGO00000100314
ENSG00000100346
ENSG00000100373
ENSG00000100473
ENSG00000100479
ENSG00000100505
ENSG00000100522
ENSG00000100526

5026
2195
3034
3797
2646
57549
4998
8438
363
4680
2196
5475
4606
50507
43
28983
5744
7022
6790
1789
22974
80307
6564
1795
54498
83959
56265
54997
55423
1114
113540
332
78990
5996
7066
24137
54517
7018
23594
79776
2099
26575
79968
6913
1299
63967
8318
9942
2568
990
7093
56165
3589
284422
6732
1832
8317
56952
255057
610
4320
91319
23541
23539
79019
55964
11015
1.08E+08
1.08E+08
1565
1.08E+08
1.08E+08
1565
1.08E+08
1.08E+08
1565
11144
4744
638
164633
8911
7380
1690
5427
114088
64841
1033

P2RX5
FAT1
HAL
KIF3C
GCKR
IGSF9
ORC1
RADS54L
AQP6
CEACAM6
FAT2
PPEF1
MYBPC2
NOX4
ACHE
TMPRSS11E
PTHLH
TFAP2C
AURKA
DNMT3B
TPX2
FER1L4
SLC15A1
DOCK3
SMOX
SLC4A11
CPXM1
TESC
SIRPG
CHGB
CMTM1
BIRC5
OTUB2
RGS1
THPO
KIF4A
PUST7

TF

ORC6
ZFHX4
ESR1
RGS17
WDR76
TBX15
COL9A3
CLSPN
CDC45
XYLB
GABRP
CDC6
TLL2
TDRD1
IL11
SMIM24
SRPK1
DSP
CDC7
PRTFDC1
CBARP
HCN2
MMP11
DERL3
SEC14L2
SLC16A8
CENPM
SEPTIN3
KDELR3
CYP2D6
CYP2D6
CYP2D6
LOC107987478
LOC107987478
LOC107987478
LOC107987479
LOC107987479
LOC107987479
DMC1
NEFH
BIK
CABP7
CACNALI
UpK3A
COCH
POLE2
TRIM9
GNPNAT1
CDKN3

71.57
6804.66
203.855
675.801
14.253
737.383
210.266
151.161
11.733
57415.42
177.817
33.255
45.187
211.327
314.805
464.364
174.021
695.723
613.301
188.289
1439.078
270.729
74.356
127.11
368.337
308.179
448.599
1439.908
104.062
297.22
40.227
1080.041
146.327
3944.342
38.279
536.765
747.898
252.384
187.402
174.381
675.69
372.257
369.602
227.24
50.812
239.376
258.991
173.328
201.689
535.121
27.51
36.97
63.031
19.043
2725.449
10722.58
360.527
339.465
45.021
35.341
3035.799
1061.62
346.785
32.825
218.95
268.493
1424.734
43.544
43.544
43.544
43.544
43.544
43.544
43.544
43.544
43.544
36.291
94.69
156.97
18.505
54.82
34.671
233.285
181.807
64.923
1261.389
231.42

1.283
1.661
2.179
1.292
2.13
3.262
2.978
3.319
1.739
1.615
2.235
1.956
1.457
1.8
1.954
7.269
2.859
1.417
2.649
2.061
3.774
3.318
3.519
1.667
1.283
1.729
2.149
3.058
1.341
3.875
1.33
3.879
1.611
1.207
2.369
4.104
1.486
2.303
3.099
2.498
1.713
4.032
1.412
3.598
1.239
3.181
3.24
1.626
1.885
3.478
2.601
1.901
3.373
2.275
1.752
2.286
1.581
1.504
1.683
1.975
5.528
2.251
1.208
1.798
1.582
1.803
2.262
1.313
1.313
1.313
1.313
1.313
1.313
1.313
1.313
1.313
1.509
1.212
1.47
1.663
2.187
2.943
4.256
2.498
2.262
1.626
2.889

0.253
0.167
0.268
0.17
0.281
0.217
0.182
0.183
0.302
0.242
0.329
0.232
0.274
0.198
0.274
0.414
0.275
0.145
0.171
0.195
0.201
0.215
0.327
0.252
0.174
0.25
0.241
0.298
0.201
0.439
0.141
0.214
0.134
0.21
0.273
0.2
0.099
0.357
0.178
0.295
0.255
0.235
0.122
0.253
0.217
0.193
0.198
0.119
0.363
0.174
0.221
0.337
0.305
0.311
0.082
0.21
0.16
0.152
0.234
0.217
0.34
0.202
0.16
0.226
0.197
0.235
0.158
0.238
0.238
0.238
0.238
0.238
0.238
0.238
0.238
0.238
0.203
0.301
0.185
0.235
0.287
0.316
0.25
0.161
0.241
0.109
0.193

5.069
9.944
8.121
7.593
7.591
15.01
16.397
18.121
5.765
6.668
6.791
8.432
5.327
9.102
7.135
17.57
10.4
9.783
15.502
10.588
18.818
15.457
10.775
6.618
7.353
6.924
8.909
10.262
6.676
8.819
9.44
18.136
11.978
5.747
8.694
20.547
14.944
6.445
17.447
8.473
6.708
17.141
11.553
14.236
5.714
16.495
16.37
13.611
5.194
19.951
11.775
5.648
11.061
7.313
21.27
10.881
9.869
9.908
7.201
9.09
16.25
11.162
7.557
7.967
8.018
7.666
14.319
5.527
5.527
5.527
5.527
5.527
5.527
5.527
5.527
5.527
7.443
4.032
7.93
7.077
7.628
9.31
17.051
15.467
9.373
14.948
14.992

3.99x10-07a
2.68x10-23a
4.61x10-16a
3.13x10-14a
3.17x10-14a
6.31x10-51a
2.01x10-60a
2.17x10-73a
8.15x10-09a
2.60x10-11a
1.12x10-11a
3.40x10-17a
9.96x10-08a
8.83x10-20a
9.71x10-13a
4.19x10-69a
2.48x10-25a
1.34x10-22a
3.36x10-54a
3.39x10-26a
5.39x10-79a
6.79x10-54a
4.49x10-27a
3.64x10-11a
1.94x10-13a
4.39x10-12a
5.14x10-19a
1.05x10-24a
2.46x10-11a
1.15x10-18a
3.72x10-21a
1.66x10-73a
4.61x10-33a
9.08x10-09a
3.51x10-18a
8.19x10-94a
1.71x10-50a
1.16x10-10a
3.65x10-68a
2.39x10-17a
1.97x10-11a
7.37x10-66a
7.10x10-31a
5.50x10-46a
1.11x10-08a
4.00x10-61a
3.13x10-60a
3.45x10-42a
2.06x10-07a
1.47x10-88a
5.23x10-32a
1.62x10-08a
1.93x10-28a
2.61x10-13a
2.17x10-100a
1.42x10-27a
5.69x10-23a
3.84x10-23a
5.98x10-13a
9.89x10-20a
2.23x10-59a
6.26x10-29a
4.12x10-14a
1.63x10-15a
1.07x10-15a
1.77x10-14a
1.66x10-46a
3.26x10-08a
3.26x10-08a
3.26x10-08a
3.26x10-08a
3.26x10-08a
3.26x10-08a
3.26x10-08a
3.26x10-08a
3.26x10-08a
9.83x10-14a
5.53x10-05a
2.19x10-15a
1.48x10-12a
2.38x10-14a
1.27x10-20a
3.42x10-65a
5.78x10-54a
7.08x10-21a
1.60x10-50a
8.26x10-51a

1.13x10-06a
3.26x10-22a
3.14x10-15a
1.81x10-13a
1.83x10-13a
3.59x10-49a
1.80x10-58a
4.06x10-71a
2.77x10-08a
1.13x10-10a
5.03x10-11a
2.52x10-16a
3.00x10-07a
8.09x10-19a
4.84x10-12a
6.18x10-67a
3.48x10-24a
1.53x10-21a
2.28x10-52a
5.04x10-25a
1.48x10-76a
4.55x10-52a
7.12x10-26a
1.56x10-10a
1.04x10-12a
2.06x10-11a
4.41x10-18a
1.41x10-23a
1.07x10-10a
9.65x10-18a
3.81x10-20a
3.15x10-71a
1.02x10-31a
3.07x10-08a
2.83x10-17a
6.42x10-91a
9.50x10-49a
4.72x10-10a
5.20x10-66a
1.80x10-16a
8.67x10-11a
9.30x10-64a
1.41x10-29a
2.49x10-44a
3.70x10-08a
3.75x10-59a
2.77x10-58a
1.31x10-40a
6.00x10-07a
7.69x10-86a
1.09x10-30a
5.34x10-08a
3.32x10-27a
1.37x10-12a
3.97x10-97a
2.31x10-26a
6.71x10-22a
4.59x10-22a
3.04x10-12a
9.02x10-19a
1.89x10-57a
1.12x10-27a
2.35x10-13a
1.06x10-14a
7.11x10-15a
1.05x10-13a
7.71x10-45a
1.04x10-07a
1.04x10-07a
1.04x10-07a
1.04x10-07a
1.04x10-07a
1.04x10-07a
1.04x10-07a
1.04x10-07a
1.04x10-07a
5.41x10-13a
0.00012a

1.41x10-14a
7.25x10-12a
1.40x10-13a
1.25x10-19a
4.04x10-63a
3.88x10-52a
7.11x10-20a
8.88x10-49a
4.67x10-49a



ENSG00000100558
ENSG00000100625
ENSG00000100985
ENSG00000101003
ENSG00000101049
ENSG00000101057
ENSG00000101104
ENSG00000101115
ENSG00000101134
ENSG00000101144
ENSG00000101194
ENSG00000101198
ENSG00000101210
ENSG00000101311
ENSG00000101412
ENSG00000101443
ENSG00000101447
ENSG00000101457
ENSG00000101463
ENSG00000101470
ENSG00000101489
ENSG00000101542
ENSG00000101825
ENSG00000101842
ENSG00000101898
ENSG00000101977
ENSG00000102098
ENSG00000102109
ENSG00000102265
ENSG00000102359
ENSG00000102384
ENSG00000102385
ENSG00000102962
ENSG00000103089
ENSG00000103154
ENSG00000103202
ENSG00000103257
ENSG00000103269
ENSG00000103460
ENSG00000103485
ENSG00000103742
ENSG00000103888
ENSG00000104140
ENSG00000104147
ENSG00000104213
ENSG00000104321
ENSG00000104341
ENSG00000104368
ENSG00000104415
ENSG00000104447
ENSG00000104524
ENSGO00000104738
ENSG00000104760
ENSG00000104783
ENSG00000104833
ENSG00000104879
ENSG00000104889
ENSG00000104892
ENSG00000104951
ENSG00000105011
ENSG00000105048
ENSG00000105131
ENSG00000105173
ENSG00000105219
ENSG00000105255
ENSG00000105278
ENSG00000105290
ENSG00000105369
ENSG00000105388
ENSG00000105409
ENSG00000105427
ENSGO00000105464
ENSG00000105613
ENSG00000105641
ENSG00000105642
ENSGO00000105664
ENSG00000105696
ENSG00000105737
ENSGO00000105778
ENSG00000105825
ENSG00000105855
ENSG00000105880
ENSGO00000105889
ENSG00000105889
ENSG00000105889
ENSG00000105889
ENSG00000105926

26499
51804
4318
9837
10110
4605
80336
57167
55816
655
63910
128414
1917
55612
1869
10406
81610
116092
79953
7125
56853
28316
25878
340547
1.00E+08
4168
10389
27344
7076
27286
2491
1821
6367
79152
54550
4833
8140
9028
27324
23475
57722
57214
171177
11339
5157
8989
55353
5327
8840
7227
65263
4173
2267
3783
10382
1158
10535
147700
259307
55723
7138
79852
898
79935
79187
23217
333
973
1048
478
84518
2906
22983
6528
3780
1311
25789
2901
23080
7980
3696
1749
401312
256227
401312
256227
51678

PLEK2
SIX4
MMP9
GINS1
SGK2
MYBL2
PABPC1L
SALL4
DOK5
BMP7
SLC17A9
NKAIN4
EEF1A2
FERMT1
E2F1
WFDC2
FAMS3D
DNTTIPL
SYNDIG1
TNNC2
CELF4
CDH20
MXRAS5
VSIG1
MCTS2P
MCF2
SCML2
PCSK1N
TIMP1
SRPX2
CENPI
DRP2
CCL22
FA2H
NECAB2
NME4
SLC7A5
RHBDL1
TOX3
QPRT
IGDCC4
CEMIP
RHOV
oIP5
PDGFRL
TRPAL
LAPTM4B
PLAT
CCN4
TRPS1
PYCR3
MCM4
FGL1
KCNN4
TUBB4A
CKM
RNASEH2A
KLC3
IL411
ASF1B
TNNT1
EPHX3
CCNE1
CCNP
FSD1
ZFR2
APLP1
CD79A
CEACAMS5
ATP1A3
CNFN
GRIN2D
MAST1
SLC5A5
KCNN1
COMP
TMEMS59L
GRIK5
AVL9
TFPI2
ITGBS
DLX5
STEAP1B
STEAP1B
LOC401312
LOC401312
MPP6

482.271
559.236
2166.34
436.971
61.582
1281.123
606.414
54.604
127.547
287.338
433.24
23.473
1380.476
714.205
566.857
8923.53
438.769
1884.189
113.069
142.948
97.974
23.458
5203.488
1264.177
33.192
13.664
63.345
288.546
13966.85
998.204
157.571
25511
584.014
513.453
16.51
2344.677
2916.652
92.563
582.621
1250.927
127.521
2252.666
624.199
74.668
547.186
37.931
9433.972
5398.429
461.224
872.234
643.163
2520.406
495.701
1383.924
84.416
25.69
655.148
116.291
488.663
481.578
597.347
457.185
195.27
102.801
23.503
50.539
346.951
923.026
13067.55
93.219
58.68
161.465
49.126
47.173
17.556
1350.341
453.771
103.259
3068.333
4868.593
1920.693
28.314
54.416
54.416
54.416
54.416
569.089

2.682
1.989
2.038
3.237
1.595
3.902
1.426
3.103
2.821
1.295
1.747
2.362
6.253
3.055
1.341
1.408
2.399
1.491
2.115
2.13

1.349
1.922
2.326
3.881
1.657
2.711
1.38

2.229
1.634
2.787
2.967
2.765
1.315
1.974
2.028
1.223
2.538
2.613
2.469
1.378
1.623
2.482
3.184
2.486
1.818
3.104
1.355
2.211
2.749
1.416
1.273
2.347
6.52

3.373
2.359
2.266
1.295
1.258
1.938
2.379
3.264
2.097
3.128
4.27

2.726
2.104
1.403
1.53

4.249
1.812
2.477
2.295
3.034
1.829
1.984
3.143
3.684
2.247
1.445
3.923
2.106
2.136
2.626
2.626
2.626
2.626
1.539

0.185
0.195
0.292
0.173
0.209
0.258
0.189
0.219
0.26
0.307
0.181
0.312
0.336
0.166
0.164
0.236
0.2
0.17
0.25
0.328
0.249
0.353
0.208
0.405
0.144
0.34
0.197
0.3
0.181
0.208
0.169
0.238
0.271
0.221
0.313
0.139
0.191
0.204
0.252
0.211
0.18
0.239
0.309
0.187
0.191
0.325
0.134
0.276
0.196
0.186
0.134
0.144
0.412
0.226
0.299
0.316
0.153
0.215
0.233
0.161
0.32
0.178
0.18
0.322
0.294
0.4
0.251
0.296
0.375
0.26
0.232
0.256
0.21
0.378
0.284
0.333
0.353
0.323
0.112
0.374
0.273
0.291
0.265
0.265
0.265
0.265
0.157

14.49
10.22
6.988
18.672
7.629
15.147
7.54
14.166
10.852
4221
9.637
7.575
18.596
18.392
8.18
5.976
12.022
8.77
8.46
6.5
5.427
5.451
11.204
9.575
11.542
7.984
6.997
7.417
9.026
13.406
17.583
11.64
4.845
8.939
6.478
8.825
13.28
12.811
9.794
6.521
9.006
10.379
10.291
13.296
9.529
9.557
10.081
8.005
14.057
7.598
9.5
16.298
15.841
14.955
7.877
7.173
8.479
5.861
8.32
14.794
10.185
11.753
17.362
13.268
9.276
5.256
5.588
5.178
11.326
6.956
10.693
8.962
14.421
4.836
6.983
9.45
10.43
6.956
12.953
10.476
7.704
7.334
9.901
9.901
9.901
9.901
9.799

1.41x10-47a
1.61x10-24a
2.80x10-12a
8.37x10-78a
2.37x10-14a
7.91x10-52a
4.70x10-14a
1.48x10-45a
1.95x10-27a
2.44x10-05a
5.56x10-22a
3.58x10-14a
3.46x10-77a
1.54x10-75a
2.84x10-16a
2.29x10-09a
2.74x10-33a
1.79x10-18a
2.68x10-17a
8.03x10-11a
5.74x10-08a
5.00x10-08a
3.90x10-29a
1.02x10-21a
8.13x10-31a
1.41x10-15a
2.62x10-12a
1.20x10-13a
1.78x10-19a
5.60x10-41a
3.35x10-69a
2.59x10-31a
1.26x10-06a
3.94x10-19a
9.27x10-11a
1.09x10-18a
3.04x10-40a
1.43x10-37a
1.19x10-22a
6.99x10-11a
2.14x10-19a
3.11x10-25a
7.72x10-25a
2.43x10-40a
1.59x10-21a
1.21x10-21a
6.70x10-24a
1.19x10-15a
7.01x10-45a
3.02x10-14a
2.09x10-21a
1.02x10-59a
1.61x10-56a
1.44x10-50a
3.35x10-15a
7.32x10-13a
2.28x10-17a
4.61x10-09a
8.80x10-17a
1.61x10-49a
2.32x10-24a
6.83x10-32a
1.60x10-67a
3.54x10-40a
1.76x10-20a
1.47x10-07a
2.29x10-08a
2.24x10-07a
9.74x10-30a
3.51x10-12a
1.10x10-26a
3.18x10-19a
3.81x10-47a
1.33x10-06a
2.89x10-12a
3.40x10-21a
1.81x10-25a
3.50x10-12a
2.25x10-38a
1.11x10-25a
1.32x10-14a
2.24x10-13a
4.11x10-23a
4.11x10-23a
4.11x10-23a
4.11x10-23a
1.14x10-22a

6.89x10-46a
2.13x10-23a
1.34x10-11a
2.04x10-75a
1.39x10-13a
4.67x10-50a
2.67x10-13a
6.54x10-44a
3.16x10-26a
5.50x10-05a
6.08x10-21a
2.06x10-13a
7.91x10-75a
3.24x10-73a
1.96x10-15a
8.20x10-09a
6.17x10-32a
1.48x10-17a
2.01x10-16a
3.32x10-10a
1.78x10-07a
1.56x10-07a
7.02x10-28a
1.09x10-20a
1.61x10-29a
9.26x10-15a
1.26x10-11a
6.55x10-13a
1.59x10-18a
1.99x10-39%a
4.97x10-67a
5.24x10-30a
3.34x10-06a
3.42x10-18a
3.81x10-10a
9.19x10-18a
1.03x10-38a
4.07x10-36a
1.37x10-21a
2.91x10-10a
1.89x10-18a
4.32x10-24a
1.04x10-23a
8.32x10-39a
1.67x10-20a
1.29x10-20a
8.51x10-23a
7.86x10-15a
3.02x10-43a
1.75x10-13a
2.18x10-20a
8.86x10-58a
1.20x10-54a
8.02x10-49a
2.12x10-14a
3.69x10-12a
1.72x10-16a
1.61x10-08a
6.33x10-16a
8.61x10-48a
3.05x10-23a
1.42x10-30a
2.16x10-65a
1.20x10-38a
1.71x10-19a
4.35x10-07a
7.45x10-08a
6.49x10-07a
1.82x10-28a
1.66x10-11a
1.69x10-25a
2.78x10-18a
1.82x10-45a
3.50x10-06a
1.38x10-11a
3.49x10-20a
2.57x10-24a
1.66x10-11a
6.78x10-37a
1.59x10-24a
7.92x10-14a
1.18x10-12a
4.90x10-22a
4.90x10-22a
4.90x10-22a
4.90x10-22a
1.31x10-21a



ENSG00000105929
ENSG00000105976
ENSG00000105991
ENSG00000106086
ENSG00000106089
ENSG00000106236
ENSG00000106278
ENSG00000106327
ENSG00000106460
ENSG00000106462
ENSG00000106483
ENSG00000106484
ENSG00000106536
ENSG00000106541
ENSG00000106927
ENSG00000106976
ENSG00000107105
ENSG00000107159
ENSG00000107815
ENSG00000107833
ENSG00000107954
ENSG00000107984
ENSG00000108106
ENSG00000108176
ENSG00000108244
ENSG00000108375
ENSG00000108379
ENSG00000108379
ENSG00000108379
ENSG00000108379
ENSG00000108448
ENSG00000108515
ENSG00000108551
ENSG00000108582
ENSG00000108821
ENSG00000108846
ENSG00000108984
ENSG00000109255
ENSG00000109265
ENSG00000109452
ENSG00000109586
ENSG00000109654
ENSG00000109674
ENSG00000109684
ENSG00000109805
ENSG00000109814
ENSG00000109881
ENSG00000109956
ENSG00000110400
ENSG00000110427
ENSG00000110492
ENSG00000110660
ENSG00000110680
ENSG00000110777
ENSG00000110811
ENSG00000110881
ENSG00000110944
ENSG00000111012
ENSG00000111110
ENSG00000111206
ENSG00000111215
ENSG00000111215
ENSG00000111215
ENSG00000111215
ENSG00000111247
ENSG00000111344
ENSG00000111537
ENSG00000111602
ENSG00000111640
ENSG00000111664
ENSGO00000111665
ENSG00000112041
ENSG00000112053
ENSG00000112242
ENSG00000112290
ENSG00000112312
ENSG00000112559
ENSG00000112699
ENSG00000112706
ENSG00000112742
ENSG00000112837
ENSG00000112852
ENSG00000112877
ENSG00000112984
ENSG00000113296
ENSG00000113368
ENSG00000113460

50617
4233
3198
84725
6804
4885
5803
7036
54664
2146
6424
4232
11281
10551
259
1759
1993
768
56652
10360
9148
22943
27338
56521
25984
54894
1.02E+08
7473
1.02E+08
7473
147166
2027
51655
1362
1277
8714
5608
10874
57482
8821
51809
23321
55247
116449
64151
7358
91057
27087
5818
25758
4192
54733
796
5450
10536
41
51561
1594
57460
2305
5554
11272
5554
11272
10635
8437
3458
8914
2597
2784
83461
7287
116369
1871
8936
51053
4188
2762
3617
7272
9096
56133
55722
10112
7060
4001
55299

ATP6VOA4
MET
HOXA1
PLEKHAS
STX1A
NPTX2
PTPRZ1
TFR2
TMEM106B
EZH2
SFRP4
MEST
POUGF2
AGR2
AMBP
DNM1
ELAVL2
CA9
TWNK
NPM3
NEURL1
DKK1
UBE2S
DNAJC12
KRT23
RNF43
WNT3
WNT3

LOC101929777
LOC101929777

TRIM16L
ENO3
RASD1
CPD
COL1A1
ABCC3
MAP2K6
NMU
CRACD
INPP4B
GALNT?7
TRIM2
NEIL3
CLNK
NCAPG
UGDH
CCDC34
B3GAT1
NECTIN1
KIAA1549L
MDK
SLC35F2
CALCA
POU2AF1
P3H3
ASIC1
IL23A
CYP27B1
PPM1H
FOXM1
PRH1
PRH1
PRR4
PRR4
RAD51AP1
RASAL1
IFNG
TIMELESS
GAPDH
GNB3
CDCA3
TULP1
SLC26A8
E2F3
WASF1
GMNN
MDFI
GMDS
IMPG1
TTK
TBX18
PCDHB?2
CEP72
KIF20A
THBS4
LMNB1
BRIX1

176.163
8850.839
44,713
746.809
427.344
265.251
279.292
76.87
4604.057
558.075
2472.961
2339.136
187.225
13614.38
91.187
446.64
33.926
551.627
416.762
632.123
99.212
491.028
544.755
371.049
118.435
1264.746
292.965
292.965
292.965
292.965
378.688
197.854
2763.071
10864.71
92359.09
5297.186
228.315
121.848
190.049
1224.153
2343.196
3998.741
138.832
52.079
414.032
3973.907
368.535
127.712
1428.382
68.575
6645.399
1218.253
147.499
784.467
859.059
123.314
75.027
198.968
1041.903
769.475
91.25
91.25
91.25
91.25
268.761
173.868
331
1263.518
55795.41
33.292
232.561
6.758
29.349
1006.237
284.572
552.769
761.452
842.425
34.316
303.274
94.302
301.044
257.254
528.955
284.136
1331.802
1320.496

1.429
1.268
1.668
1.577
3.076
3.332
2.007
2.819
1.206
2.657
1.673
1.397
4.6
2.19
1.459
1.506
3.839
5.621
1.251
1.637
1.405
2.518
1.77
3.409
1.544
1.244
2.117
2.117
2.117
2.117
1.542
1.522
1.784
1.563
3.263
2.242
1.222
4.489
1.707
1.285
1.756
1.607
4.541
1.474
3.495
1.696
1.361
1.805
1.561
1.888
2.819
1.939
3.408
1.668
1.344
1.488
2.131
2.348
1.302
3.346
2.468
2.468
2.468
2.468
2.098
3.351
1.454
1.726
1.584
1.599
2.901
1.621
1.382
1.728
1.468
1.346
1.612
1.303
1.233
3.533
2.856
1.357
1.327
3.346
1.575
2.091
1.229

0.294
0.196
0.256
0.122
0.181
0.338
0.322
0.165
0.116
0.154
0.257
0.156
0.47

0.228
0.345
0.173
0.357
0.422
0.117
0.155
0.311
0.37

0.184
0.257
0.391
0.152
0.17

0.17

0.17

0.17

0.211
0.24

0.266
0.147
0.258
0.163
0.181
0.312
0.188
0.172
0.104
0.168
0.248
0.219
0.187
0.156
0.149
0.288
0.187
0.238
0.191
0.143
0.502
0.251
0.187
0.198
0.212
0.201
0.149
0.192
0.298
0.298
0.298
0.298
0.168
0.206
0.317
0.134
0.15

0.182
0.175
0.263
0.255
0.117
0.146
0.119
0.213
0.136
0.277
0.197
0.401
0.217
0.141
0.179
0.279
0.146
0.099

4.858
6.462
6.527
12.909
16.978
9.85
6.234
17.079
10.435
17.282
6.505
8.98
9.777
9.601
4.23
8.704
10.747
13.315
10.704
10.545
4.525
6.802
9.64
13.284
3.948
8.165
12.465
12.465
12.465
12.465
7.324
6.328
6.705
10.642
12.631
13.732
6.733
14.396
9.084
7.456
16.94
9.574
18.284
6.717
18.694
10.892
9.131
6.275
8.348
7.929
14.744
13.536
6.795
6.638
7.191
7.532
10.036
11.705
8.74
17.411
8.285
8.285
8.285
8.285
12.486
16.274
4.589
12.929
10.56
8.79
16.571
6.17
5.415
14.783
10.023
11.337
7.556
9.587
4.451
17.945
7.114
6.25
9.403
18.695
5.634
14.271
12.463

1.19x10-06a
1.03x10-10a
6.73x10-11a
4.00x10-38a
1.20x10-64a
6.88x10-23a
4.55x10-10a
2.13x10-65a
1.72x10-25a
6.41x10-67a
7.76x10-11a
2.71x10-19a
1.42x10-22a
7.94x10-22a
2.34x10-05a
3.22x10-18a
6.11x10-27a
1.90x10-40a
9.76x10-27a
5.33x10-26a
6.05x10-06a
1.03x10-11a
5.42x10-22a
2.86x10-40a
7.89x10-05a
3.22x10-16a
1.16x10-35a
1.16x10-35a
1.16x10-35a
1.16x10-35a
2.41x10-13a
2.48x10-10a
2.02x10-11a
1.89x10-26a
1.42x10-36a
6.53x10-43a
1.66x10-11a
5.45x10-47a
1.05x10-19a
8.95x10-14a
2.27x10-64a
1.03x10-21a
1.10x10-74a
1.85x10-11a
5.56x10-78a
1.25x10-27a
6.76x10-20a
3.49x10-10a
6.94x10-17a
2.21x10-15a
3.35x10-49a
9.63x10-42a
1.08x10-11a
3.18x10-11a
6.45x10-13a
4.99x10-14a
1.06x10-23a
1.20x10-31a
2.34x10-18a
6.76x10-68a
1.18x10-16a
1.18x10-16a
1.18x10-16a
1.18x10-16a
8.90x10-36a
1.52x10-59a
4.45x10-06a
3.09x10-38a
4.56x10-26a
1.50x10-18a
1.13x10-61a
6.83x10-10a
6.12x10-08a
1.89x10-49a
1.20x10-23a
8.64x10-30a
4.16x10-14a
9.07x10-22a
8.54x10-06a
5.23x10-72a
1.13x10-12a
4.10x10-10a
5.33x10-21a
5.47x10-78a
1.76x10-08a
3.33x10-46a
1.18x10-35a

3.16x10-06a
4.23x10-10a
2.81x10-10a
1.19x10-36a
1.38x10-62a
8.06x10-22a
1.75x10-09a
2.59x10-63a
2.44x10-24a
8.33x10-65a
3.22x10-10a
2.38x10-18a
1.62x10-21a
8.59x10-21a
5.29x10-05a
2.60x10-17a
9.57x10-26a
6.58x10-39a
1.50x10-25a
7.81x10-25a
1.48x10-05a
4.65x10-11a
5.94x10-21a
9.72x10-39%a
0.000167a

2.22x10-15a
2.98x10-34a
2.98x10-34a
2.98x10-34a
2.98x10-34a
1.27x10-12a
9.81x10-10a
8.89x10-11a
2.85x10-25a
3.88x10-35a
2.59x10-41a
7.39x10-11a
2.59x10-45a
9.55x10-19a
4.94x10-13a
2.56x10-62a
1.10x10-20a
2.27x10-72a
8.18x10-11a
1.39x10-75a
2.05x10-26a
6.24x10-19a
1.36x10-09a
5.03x10-16a
1.42x10-14a
1.75x10-47a
3.58x10-40a
4.89x10-11a
1.37x10-10a
3.27x10-12a
2.83x10-13a
1.33x10-22a
2.46x10-30a
1.91x10-17a
9.33x10-66a
8.43x10-16a
8.43x10-16a
8.43x10-16a
8.43x10-16a
2.31x10-34a
1.30x10-57a
1.11x10-05a
9.28x10-37a
6.72x10-25a
1.25x10-17a
1.09x10-59a
2.59x10-09a
1.89x10-07a
1.01x10-47a
1.50x10-22a
1.62x10-28a
2.37x10-13a
9.76x10-21a
2.05x10-05a
9.04x10-70a
5.60x10-12a
1.59x10-09a
5.40x10-20a
1.38x10-75a
5.77x10-08a
1.52x10-44a
3.04x10-34a



ENSG00000113494
ENSG00000113569
ENSG00000113722
ENSG00000113758
ENSG00000113924
ENSG00000114248
ENSG00000114270
ENSG00000114346
ENSG00000114455
ENSG00000114631
ENSG00000114923
ENSG00000115163
ENSG00000115226
ENSG00000115255
ENSG00000115290
ENSG00000115457
ENSG00000115507
ENSG00000115598
ENSG00000115616
ENSG00000115641
ENSG00000115657
ENSG00000115705
ENSG00000115718
ENSG00000115828
ENSG00000115850
ENSG00000115919
ENSG00000116128
ENSG00000116132
ENSG00000116191
ENSG00000116329
ENSG00000116544
ENSGO00000116711
ENSG00000116761
ENSG00000116771
ENSG00000116785
ENSG00000117122
ENSG00000117139
ENSG00000117322
ENSG00000117394
ENSG00000117399
ENSG00000117407
ENSG00000117586
ENSG00000117593
ENSG00000117597
ENSG00000117632
ENSG00000117650
ENSGO00000117724
ENSG00000117877
ENSG00000117983
ENSG00000118193
ENSG00000118322
ENSG00000118402
ENSG00000118596
ENSG00000118785
ENSG00000119042
ENSG00000119125
ENSG00000119285
ENSG00000119547
ENSG00000119630
ENSG00000119888
ENSG00000119946
ENSG00000119969
ENSG00000120149
ENSG00000120322
ENSG00000120334
ENSG00000120440
ENSG00000120659
ENSG00000120708
ENSG00000120729
ENSG00000120800
ENSG00000120875
ENSG00000121039
ENSG00000121152
ENSG00000121207
ENSG00000121211
ENSG00000121236
ENSG00000121270
ENSGO00000121454
ENSG00000121621
ENSG00000121690
ENSG00000121753
ENSG00000121895
ENSG00000121904
ENSG00000121905
ENSG00000121957
ENSG00000122133
ENSG00000122188

5618
9631
1044
1627
3081
79782
1294
1894
11148
50512
6508
1058
64838
92840
2888
3485
5013
8808
6549
2274
10058
7173
5624
25797
3938
8942
607
5396
55103
4985
58512
5321
1491
79814
10878
4237
10765
1380
6513
991
9048
7292
55157
27042
3925
4751
1063
10849
727897
9928
23120
6785
9194
6696
23314
9615
55127
9480
5228
4072
26507
3070
4488
56128
91687
83887
8600
7045
9499
27340
1846
157506
23397
9227
84057
117854
85320
89884
81930
91614
576
80008
114784
3208
29899
5047
54900

PRLR
NUp155
CDX1
DBN1
HGD
LRRC31
COL7A1
ECT2
HHLA2
PODXL2
SLC4A3
CENPA
FNDC4
REEP6
GRB14
IGFBP2
OTX1
ILIRL2
SLC9A2
FHL2
ABCB6
TPO
PROC
QPCT
LCT
KYNU
BCL9
PRRX1
RALGPS2
OPRD1
DLGAP3
PLA2G4A
CTH
AGMAT
CFHR3
MFAP2
KDM5B
CR2
SLC2A1
CDC20
ARTN
TNFSF4
DARS2
UTP25
STMN1
NEK2
CENPF
POLR1G
MUC5B
KIF14
ATP10B
ELOVL4
SLC16A7
SPP1
SATB2
GDA
HEATR1
ONECUT2
PGF
EPCAM
CNNM1
HELLS
MSX2
PCDHBS8
CENPL
TTLL2
TNFSF11
TGFBI
MYOT
UTP20
DUSP4
RDH10
NCAPH
LRAT
MND1
TRIM6
ABCC11
LHX4
KIF18A
DEPDC?
ADGRB2
TMEM156
CSMD2
HPCA
GPSM2
PAEP
LAX1

524.108
1936.727
11.77
3300.124
456.284
179.595
503.12
1494.36
613.875
1197.497
183.896
167.715
346.453
497.324
219.237
5294.053
136.072
77.627
76.13
1968.271
219.665
16.387
40.505
1145.669
20.845
1366.407
1609.957
2054.51
1230.023
48.706
31.65
1722.104
285.514
98.822
37.066
1014.711
3983.074
359.548
4697.514
870.502
53.684
219.194
1211.612
1147.491
5142.817
436.791
1656.231
177.692
17174.93
312.068
442.293
79.327
919.789
17149.51
227.93
30.214
1733.37
125.537
375.919
11609.69
81.964
549.107
68.487
78.71
312.18
10.498
46.404
13328.61
20.953
1624.574
2772.637
3315.071
360.978
122.379
87.278
265.18
15.612
74.533
235.031
80.227
206.195
207.341
116.232
11.101
782.068
1816.347
241.252

2.366
1.627
1.954
1.267
3.39

1.391
2.593
2.319
1.552
3.199
1.544
3.811
2.021
2.011
1.207
1.325
3.059
2.175
2.303
2.591
1.667
1.215
2.34

2.588
3.29

1.242
1.411
1.424
2.049
2.173
1.367
2.652
1.53

2.664
2.387
1.932
1.275
1.771
3.593
3.845
2.37

1.939
1.425
1.201
1.212
3.889
3.914
1.24

3.776
4.209
5.626
2.373
1.448
4.926
1.442
1.53

1.348
5.012
1.371
1.391
2.153
2.894
1.425
1.733
1.715
1.408
3.669
1.277
1.255
1.258
2.406
1.287
3.136
1.554
3.003
1.48

2.475
1.457
1.535
2.115
1.508
2.687
2.265
1.975
1.332
7.447
1.246

0.315
0.114
0.255
0.156
0.31
0.317
0.248
0.131
0.411
0.215
0.186
0.21
0.199
0.226
0.2
0.255
0.257
0.183
0.348
0.184
0.166
0.312
0.231
0.246
0.362
0.258
0.125
0.183
0.134
0.273
0.257
0.239
0.182
0.188
0.279
0.216
0.101
0.362
0.214
0.216
0.239
0.169
0.106
0.081
0.177
0.206
0.2
0.123
0.45
0.208
0.318
0.248
0.191
0.314
0.166
0.334
0.098
0.358
0.217
0.108
0.3
0.18
0.223
0.269
0.125
0.281
0.297
0.212
0.264
0.169
0.225
0.187
0.184
0.213
0.177
0.189
0.256
0.239
0.127
0.198
0.204
0.237
0.222
0.204
0.125
0.502
0.207

7.503
14.21
7.673
8.095
10.95
4.392
10.455
17.659
3.778
14.846
8.311
18.181
10.148
8.884
6.024
5.197
11.909
11.865
6.608
14.044
10.038
3.898
10.15
10.507
9.08
4.822
11.267
7.788
15.253
7.959
5.313
11.112
8.417
14.179
8.568
8.96
12.682
4.886
16.777
17.776
9.928
11.446
13.481
14.908
6.853
18.923
19.597
10.046
8.399
20.209
17.688
9.588
7.566
15.687
8.699
4.583
13.753
13.991
6.319
12.863
7.164
16.105
6.38
6.434
13.714
5.008
12.359
6.009
4.758
7.437
10.673
6.894
17.073
7.296
16.945
7.818
9.666
6.091
12.089
10.703
7.397
11.326
10.206
9.683
10.679
14.822
6.024

6.25x10-14a
7.91x10-46a
1.68x10-14a
5.73x10-16a
6.63x10-28a
1.12x10-05a
1.39x10-25a
8.67x10-70a
0.000158a

7.42x10-50a
9.53x10-17a
7.32x10-74a
3.37x10-24a
6.45x10-19a
1.70x10-09a
2.03x10-07a
1.06x10-32a
1.80x10-32a
3.88x10-11a
8.40x10-45a
1.04x10-23a
9.71x10-05a
3.31x10-24a
8.03x10-26a
1.09x10-19a
1.42x10-06a
1.92x10-29a
6.81x10-15a
1.58x10-52a
1.74x10-15a
1.08x10-07a
1.09x10-28a
3.85x10-17a
1.23x10-45a
1.06x10-17a
3.23x10-19a
7.43x10-37a
1.03x10-06a
3.61x10-63a
1.08x10-70a
3.15x10-23a
2.47x10-30a
2.02x10-41a
2.94x10-50a
7.24x10-12a
7.40x10-80a
1.63x10-85a
9.61x10-24a
4.51x10-17a
8.15x10-91a
5.23x10-70a
9.01x10-22a
3.84x10-14a
1.87x10-55a
3.36x10-18a
4.57x10-06a
4.87x10-43a
1.78x10-44a
2.63x10-10a
7.29x10-38a
7.84x10-13a
2.34x10-58a
1.77x10-10a
1.24x10-10a
8.32x10-43a
5.51x10-07a
4.35x10-35a
1.87x10-09a
1.96x10-06a
1.03x10-13a
1.37x10-26a
5.43x10-12a
2.36x10-65a
2.96x10-13a
2.11x10-64a
5.36x10-15a
4.22x10-22a
1.12x10-09a
1.21x10-33a
9.83x10-27a
1.40x10-13a
9.75x10-30a
1.86x10-24a
3.54x10-22a
1.28x10-26a
1.06x10-49a
1.71x10-09a

3.50x10-13a
3.56x10-44a
1.00x10-13a
3.88x10-15a
1.11x10-26a
2.66x10-05a
1.98x10-24a
1.32x10-67a
0.000323a

4.02x10-48a
6.83x10-16a
1.44x10-71a
4.36x10-23a
5.50x10-18a
6.18x10-09a
5.90x10-07a
2.30x10-31a
3.85x10-31a
1.66x10-10a
3.61x10-43a
1.30x10-22a
0.000203a

4.30x10-23a
1.16x10-24a
9.89x10-19a
3.75x10-06a
3.52x10-28a
4.19x10-14a
9.74x10-51a
1.13x10-14a
3.24x10-07a
1.90x10-27a
2.85x10-16a
5.51x10-44a
8.18x10-17a
2.82x10-18a
2.06x10-35a
2.76x10-06a
3.84x10-61a
1.75x10-68a
3.80x10-22a
4.75x10-29a
7.37x10-40a
1.60x10-48a
3.33x10-11a
2.20x10-77a
7.03x10-83a
1.21x10-22a
3.31x10-16a
5.59x10-88a
8.19x10-68a
9.71x10-21a
2.19x10-13a
1.32x10-53a
2.71x10-17a
1.14x10-05a
1.94x10-41a
7.47x10-43a
1.04x10-09a
2.12x10-36a
3.94x10-12a
1.83x10-56a
7.10x10-10a
5.05x10-10a
3.28x10-41a
1.53x10-06a
1.09x10-33a
6.76x10-09a
5.07x10-06a
5.66x10-13a
2.08x10-25a
2.53x10-11a
2.84x10-63a
1.55x10-12a
2.39x10-62a
3.34x10-14a
4.68x10-21a
4,15x10-09a
2.77x10-32a
1.51x10-25a
7.57x10-13a
1.82x10-28a
2.46x10-23a
3.95x10-21a
1.96x10-25a
5.72x10-48a
6.19x10-09a



ENSG00000122483
ENSG00000122565
ENSG00000122591
ENSG00000122691
ENSG00000122861
ENSG00000122952
ENSG00000123131
ENSG00000123201
ENSG00000123213
ENSG00000123219
ENSG00000123352
ENSG00000123473
ENSG00000123485
ENSG00000123500
ENSG00000123572
ENSG00000123612
ENSG00000123684
ENSG00000123843
ENSG00000123989
ENSG00000123999
ENSG00000124091
ENSG00000124116
ENSG00000124143
ENSG00000124429
ENSG00000124466
ENSG00000124493
ENSG00000124507
ENSG00000124602
ENSG00000124635
ENSG00000124664
ENSG00000124766
ENSG00000124772
ENSG00000124787
ENSG00000124813
ENSG00000124882
ENSG00000125245
ENSG00000125285
ENSG00000125319
ENSG00000125398
ENSG00000125459
ENSG00000125462
ENSG00000125508
ENSG00000125726
ENSG00000125775
ENSG00000125869
ENSG00000125885
ENSG00000126249
ENSG00000126500
ENSG00000126778
ENSG00000126787
ENSG00000126953
ENSG00000127129
ENSG00000127252
ENSG00000127334
ENSG00000127377
ENSG00000127423
ENSG00000127561
ENSGO00000127564
ENSG00000127586
ENSG00000127831
ENSG00000128039
ENSG00000128040
ENSG00000128050
ENSG00000128059
ENSG00000128165
ENSG00000128203
ENSG00000128218
ENSG00000128285
ENSG00000128298
ENSG00000128422
ENSGO00000128564
ENSG00000128578
ENSG00000128595
ENSG00000128655
ENSG00000128683
ENSG00000128944
ENSG00000129038
ENSG00000129151
ENSG00000129173
ENSG00000129194
ENSG00000129195
ENSG00000129235
ENSG00000129317
ENSG00000129514
ENSG00000129521
ENSG00000129810
ENSG00000129910

343099
11335
84668
7291
5328
11130
10549
2974
57486
64105
65244
6491
55355
1300
203447
130399
9926
725
79586
3623
140687
140686
343578
79983
27076
2914
29993
222643
8970
25803
6659
57699
10799
860
2069
2841
11166
78995
6662
55154
10485
6725
970
27111
24141
84515
84306
23769
6495
9787
1678
1907
57110
8445
155051
79000
9143
9088
63922
7429
79644
6691
10606
5471
79924
57168
29802
2847
80115
3872
7425
57464
813
50940
2571
90417
4016
8424
79733
6665
54478
84817
83448
3169
112399
151648
1013

CCDC18
CBX3
FAM126A
TWIST1
PLAU
ZWINT
PRDX4
GUCY1B2
NLN
CENPK
SPATS2
STIL
HJURP
COL10A1
NRK
ACVRI1C
LPGAT1
C4BPB
CHPF
INHA
GCNT7
WFDC3
ARHGAP40
POF1B
LYPD3
GRM4
PACSIN1
UNC5CL
H2BC11
SPDEF
SOX4
CPNE5
RPP40
RUNX2
EREG
GPR18
SOX21
HROB
SOX9
MSTO1
MIR9-1HG
SRMS
CD70
SDCBP2
LAMPS
MCM8
PDCD2L
FLRT1
SIX1
DLGAP5S
TIMMSA
EDN2
PLAAT1
DYRK2
CRYGN
AUNIP
SYNGR3
PKMYT1
CHTF18
VIL1
SRD5A3
SPINK2
PAICS
PPAT
ADM2
ASPHD2
VPREB3
MCHR1
BAIAP2L2
KRT17
VGF
STRIP2
CALU
PDE11A
GAD1
KNSTRN
LOXL1
BBOX1
E2F8
SOX15
PIMREG
TXNDC17
PUS7L
FOXA1l
EGLN3
SGO1
CDH15

196.885
6988.181
2182.772
82.875
5934.145
808.782
3802.122
90.185
1238.862
214.386
1054.08
397.276
384.689
2098.98
226.716
73.26
3981.181
248.043
4429.621
61.075
16.924
224.759
190.293
470.547
476.809
22.115
71.819
310.367
77.617
913.683
6982.882
315.747
181.778
673.577
933.956
86.803
97.433
152.506
1205.856
408.488
90.634
26.028
47.99
564.616
196.813
536.451
239.426
19.863
627.042
471.597
232.538
219.681
43.892
1795.673
19.854
75.187
74.24
254.604
338.996
196.165
2514.702
39.806
3422.111
641.921
357.905
183.221
48.897
25.687
87.698
2735.101
24.125
430.968
10365.09
24.156
97.468
528.18
946.497
38.368
204.404
73.377
159.623
2149.95
990.006
2321.858
1339.881
137.424
92.315

1.28

1.205
1.399
2.569
2.977
2.689
1.448
1.917
1.546
2.505
1.29

2.876
3.989
5.042
3.743
1.203
1.471
1.939
1.204
4.191
1.368
3.621
3.238
2.047
3.491
2.69

2.656
2.716
2.317
3.048
1.738
1.399
1.552
1.989
2.695
1.922
2.359
2.61

1.531
1.324
5.552
1.409
1.769
1.214
1.71

1.495
1.395
1.982
1.959
3.973
1.209
2.109
2.773
1.389
2.674
2.393
2.199
2.927
1.262
5.257
1.741
3.137
1.792
2.142
3.216
1.238
2.03

2.107
2.685
2.326
3.214
3.281
1.326
1.276
3.788
1.212
1.27

1.28

3.242
1.345
3.295
1.569
1.274
1.305
2.659
3.579
1.581

0.186
0.093
0.187
0.282
0.225
0.166
0.146
0.311
0.1
0.166
0.093
0.15
0.206
0.293
0.283
0.226
0.123
0.298
0.165
0.367
0.323
0.281
0.302
0.269
0.273
0.357
0.259
0.193
0.248
0.251
0.13
0.202
0.126
0.146
0.379
0.313
0.366
0.154
0.256
0.092
0.364
0.226
0.277
0.234
0.232
0.125
0.123
0.271
0.266
0.195
0.087
0.35
0.261
0.163
0.279
0.171
0.237
0.191
0.131
0.403
0.159
0.327
0.087
0.11
0.197
0.142
0.308
0.249
0.254
0.355
0.335
0.248
0.111
0.246
0.307
0.139
0.181
0.274
0.183
0.223
0.204
0.161
0.133
0.149
0.219
0.191
0.245

6.898
12.961
1477
9.102
13.217
16.177
9.92
6.17
15.404
15.107
13.882
19.169
19.386
17.213
13.223
5.321
12.006
6.499
7.308
11.413
4.234
12.866
10.734
7.616
12.8
7.53
10.27
14.095
9.335
12.128
13.357
6.909
12.32
13.604
7.107
6.138
6.448
16.926
5.985
14.336
15.254
6.245
6.389
5.19
7.361
11.971
11.325
7.302
7.365
20.322
13.962
6.022
10.621
8.5
9.57
13.998
9.291
15.305
0.648
13.036
10.928
9.584
20.599
19.388
16.314
8.719
6.582
8.463
10.567
6.562
9.597
13.238
11.992
5.187
12.33
8.694
7.015
4.67
17.716
6.029
16.14
9.719
9.581
8.783
12.141
18.765
6.46

5.29x10-12a
2.05x10-38a
7.63x10-14a
8.84x10-20a
7.02x10-40a
7.28x10-59a
3.39x10-23a
6.83x10-10a
1.54x10-53a
1.46x10-51a
8.12x10-44a
6.78x10-82a
1.02x10-83a
2.12x10-66a
6.45x10-40a
1.03x10-07a
3.32x10-33a
8.06x10-11a
2.71x10-13a
3.61x10-30a
2.30x10-05a
7.03x10-38a
7.02x10-27a
2.62x10-14a
1.64x10-37a
5.06x10-14a
9.57x10-25a
4.10x10-45a
1.01x10-20a
7.55x10-34a
1.09x10-40a
4.86x10-12a
7.10x10-35a
3.79x10-42a
1.19x10-12a
8.36x10-10a
1.14x10-10a
2.89x10-64a
2.16x10-09a
1.31x10-46a
1.56x10-52a
4.24x10-10a
1.67x10-10a
2.11x10-07a
1.82x10-13a
5.05x10-33a
9.87x10-30a
2.83x10-13a
1.77x10-13a
8.16x10-92a
2.66x10-44a
1.72x10-09a
2.39x10-26a
1.90x10-17a
1.07x10-21a
1.59x10-44a
1.53x10-20a
7.06x10-53a
5.02x10-22a
7.66x10-39a
8.46x10-28a
9.36x10-22a
2.78x10-94a
9.72x10-84a
7.86x10-60a
2.80x10-18a
4.63x10-11a
2.60x10-17a
4.24x10-26a
5.32x10-11a
8.22x10-22a
5.31x10-40a
3.91x10-33a
2.14x10-07a
6.21x10-35a
3.51x10-18a
2.29x10-12a
3.02x10-06a
3.15x10-70a
1.65x10-09a
1.33x10-58a
2.51x10-22a
9.60x10-22a
1.59x10-18a
6.39x10-34a
1.46x10-78a
1.04x10-10a

2.47x10-11a
6.18x10-37a
4.24x10-13a
8.09x10-19a
2.32x10-38a
5.96x10-57a
4.08x10-22a
2.59x10-09a
1.01x10-51a
8.48x10-50a
3.35x10-42a
2.29x10-79a
3.87x10-81a
2.70x10-64a
2.14x10-38a
3.10x10-07a
7.45x10-32a
3.33x10-10a
1.42x10-12a
6.90x10-29a
5.21x10-05a
2.04x10-36a
1.09x10-25a
1.53x10-13a
4.66x10-36a
2.86x10-13a
1.29x10-23a
1.80x10-43a
1.00x10-19a
1.76x10-32a
3.79x10-39a
2.28x10-11a
1.75x10-33a
1.44x10-40a
5.87x10-12a
3.14x10-09a
4.64x10-10a
3.20x10-62a
7.76x10-09a
6.09x10-45a
9.61x10-51a
1.64x10-09a
6.71x10-10a
6.12x10-07a
9.74x10-13a
1.12x10-31a
1.84x10-28a
1.48x10-12a
9.50x10-13a
5.97x10-89a
1.11x10-42a
6.24x10-09a
3.58x10-25a
1.44x10-16a
1.14x10-20a
6.73x10-43a
1.49x10-19a
4.43x10-51a
5.51x10-21a
2.38x10-37a
1.40x10-26a
1.01x10-20a
2.35x10-91a
3.75x10-81a
6.87x10-58a
2.27x10-17a
1.97x10-10a
1.96x10-16a
6.26x10-25a
2.25x10-10a
8.88x10-21a
1.77x10-38a
8.71x10-32a
6.21x10-07a
1.54x10-33a
2.83x10-17a
1.11x10-11a
7.66x10-06a
5.01x10-68a
6.00x10-09a
1.07x10-56a
2.83x10-21a
1.03x10-20a
1.32x10-17a
1.50x10-32a
3.82x10-76a
4.27x10-10a



ENSG00000129990
ENSG00000129991
ENSG00000130054
ENSG00000130234
ENSG00000130270
ENSG00000130294
ENSG00000130477
ENSG00000130487
ENSG00000130508
ENSG00000130590
ENSG00000130600
ENSG00000130600
ENSG00000130600
ENSG00000130600
ENSG00000130635
ENSG00000130675
ENSG00000130701
ENSG00000130762
ENSG00000130768
ENSG00000130821
ENSG00000130822
ENSG00000130876
ENSG00000131094
ENSG00000131095
ENSG00000131153
ENSG00000131187
ENSG00000131435
ENSG00000131650
ENSG00000131711
ENSG00000131746
ENSG00000131747
ENSG00000131944
ENSG00000132000
ENSG00000132016
ENSG00000132182
ENSG00000132185
ENSG00000132329
ENSG00000132429
ENSG00000132436
ENSG00000132470
ENSG00000132563
ENSG00000132646
ENSG00000132680
ENSG00000132692
ENSG00000132704
ENSG00000132744
ENSG00000132746
ENSG00000132749
ENSG00000132821
ENSG00000132837
ENSG00000132840
ENSG00000132874
ENSG00000133048
ENSG00000133055
ENSG00000133083
ENSG00000133110
ENSG00000133195
ENSG00000133216
ENSG00000133302
ENSG00000133466
ENSG00000133477
ENSG00000133740
ENSG00000133962
ENSG00000134013
ENSG00000134028
ENSG00000134057
ENSG00000134121
ENSG00000134222
ENSG00000134247
ENSG00000134258
ENSG00000134285
ENSG00000134317
ENSG00000134323
ENSG00000134333
ENSG00000134339
ENSG00000134369
ENSG00000134398
ENSG00000134460
ENSG00000134690
ENSG00000134709
ENSGO00000134755
ENSGO00000134775
ENSG00000134827
ENSG00000134873
ENSG00000135052
ENSG00000135069
ENSG00000135097

6861
7137
27112
59272
148229
547
23025
113730
7837
140700
1.03E+08
283120
1.03E+08
283120
1289
3110
140893
27237
27293
6535
139728
56301
10882
2670
51659
2161
8572
79412
4131
84951
7153
91442
79883
79173
23225
84824
10267
64208
63979
3691
51308
5111
22889
63827
79368
91703
222
9633
128434
29958
23743
8170
1116
4608
9201
10631
201266
2048
84250
114904
113828
1875
79820
4017
27299
891
10752
84722
5738
79679
51303
29841
4613
3939
6289
89796
10595
3559
55143
51361
1824
80206
6947
9071
51280
29968
4440

SYT5
TNNI3
FAM155B
ACE2
ATP8B3
KIF1A
UNC13A
KLHDC7B
PXDN
SAMD10
H19

H19

LOC102724852
LOC102724852

COL5A1
MNX1
RBBPSNL
ARHGEF16
SMPDL3B
SLC6A8
PNCK
SLC7A10
C1QL1
GFAP
GINS2
F12
PDLIM4
KREMEN2
MAP1B
TNS4
TOP2A
FAAP24
PODNL1
BRME1
NUp210
FCRLA
RAMP1
POPDC3
FIGNL1
ITGB4
REEP2
PCNA
KHDC4
BCAN
FCRL2
ACY3
ALDH3B2
TESMIN
VSTM2L
DMGDH
BHMT2
SLC14A2
CHI3L1
MYBPH
DCLK1
POSTN
SLC39A11
EPHB2
SLF1
C1QTNF6
FAMB83F
E2F5
CATSPERB
LOXL2
ADAMDEC1
CCNB1
CHL1
PSRC1
PTGFRN
VTCN1
FKBP11
GRHL1
MYCN
LDHA
SAA2
NAV1
ERN2
IL2RA
CDCA8
HOOK1
DSC2
FHOD3
TCN1
CLDN10
GOLM1
PSAT1
MSI1

28.225
74.436
75.546
231.542
178.254
830.731
118.835
139.893
5198.355
264.713
1046.262
1046.262
1046.262
1046.262
10541.27
44.875
103.494
933.352
1798.504
1257.422
26.624
54.346
15.259
20.376
271.799
132.712
666.777
30.295
2598.539
898.819
3628.769
151.189
360.76
67.327
3088.524
157.262
664.113
75.173
591.192
6174.367
76.025
2856.757
1473.58
39.249
116.246
59.179
243.308
145.719
1630.821
113.194
429.482
85.18
5190.072
40.738
699.535
9896.636
1985.47
1017.208
538.392
856.858
210.648
535.018
130.741
1721.075
469.19
1141.774
1253.064
246.388
3123.419
361.733
1326.414
784.832
49.929
24784.87
148.906
2177.742
515.154
344.641
537.985
1400.991
224252
338.203
648.09
496.885
7906.305
688.271
98.69

2.043
2.538
3.183
1.278
1.662
5.342
2.917
1.26

1.24

1.221
1.789
1.789
1.789
1.789
2.407
3.824
1.612
1.539
1.835
2.043
2.376
4.347
2.116
2.78

2.687
2.801
1.377
2.698
1.437
3.849
4.24

1.254
2.637
1.214
1.232
1.282
1.585
1.452
1.842
1.544
1.247
1.211
1.382
2.631
2.083
1.974
2.295
2.816
1.597
2.109
2.915
3.05

1.237
2.415
1.357
2.136
1.258
2.233
1.625
2.366
1.792
1.377
2.305
1.948
2.751
3.129
1.836
1.401
1.393
3.083
1.719
1.761
2.268
1.386
1.906
1.227
2.626
1.659
3.246
1.273
1.228
1.257
6.362
4.047
2.678
3.495
2.065

0.384
0.352
0.283
0.253
0.237
0.482
0.343
0.192
0.192
0.118
0.377
0.377
0.377
0.377
0.206
0.27
0.188
0.136
0.2
0.199
0.305
0.403
0.324
0.272
0.165
0.194
0.231
0.252
0.209
0.33
0.201
0.129
0.233
0.15
0.162
0.322
0.199
0.363
0.129
0.214
0.212
0.133
0.123
0.232
0.263
0.228
0.258
0.229
0.241
0.238
0.314
0.415
0.28
0.342
0.184
0.231
0.106
0.187
0.19
0.163
0.319
0.137
0.266
0.203
0.33
0.168
0.257
0.163
0.133
0.384
0.144
0.182
0.331
0.115
0.348
0.14
0.413
0.211
0.186
0.134
0.156
0.255
0.481
0.338
0.141
0.192
0.297

5.323
7.217
11.263
5.049
7.009
11.081
8.507
6.56
6.469
10.337
4.749
4.749
4.749
4.749
11.669
14.169
8.581
11.335
9.182
10.285
7.789
10.784
6.535
10.233
16.326
14.408
5.967
10.7
6.863
11.657
21.126
9.695
11.338
8.101
7.591
3.979
7.962
4.003
14.255
7.2
5.875
9.135
11.277
11.364
7.91
8.641
8.88
12.304
6.632
8.857
9.278
7.356
4.416
7.062
7.395
9.231
11.852
11.936
8.556
14.491
5.619
10.073
8.678
9.578
8.347
18.588
7.153
8.597
10.509
8.027
11.971
9.675
6.85
12.041
5.483
8.742
6.362
7.861
17.423
9.476
7.87
4.93
13.232
11.981
18.981
18.247
6.956

1.02x10-07a
5.31x10-13a
2.00x10-29a
4.44x10-07a
2.39x10-12a
1.55x10-28a
1.78x10-17a
5.37x10-11a
9.89x10-11a
4.80x10-25a
2.04x10-06a
2.04x10-06a
2.04x10-06a
2.04x10-06a
1.84x10-31a
1.43x10-45a
9.38x10-18a
8.79x10-30a
4.23x10-20a
8.22x10-25a
6.73x10-15a
4.09x10-27a
6.38x10-11a
1.41x10-24a
6.47x10-60a
4.62x10-47a
2.42x10-09a
1.02x10-26a
6.72x10-12a
2.12x10-31a
4.57%x10-99a
3.18x10-22a
8.50x10-30a
5.45x10-16a
3.18x10-14a
6.92x10-05a
1.69x10-15a
6.26x10-05a
4.14x10-46a
6.03x10-13a
4.24x10-09a
6.53x10-20a
1.70x10-29a
6.31x10-30a
2.56x10-15a
5.59x10-18a
6.67x10-19a
8.64x10-35a
3.31x10-11a
8.24x10-19a
1.73x10-20a
1.90x10-13a
1.01x10-05a
1.65x10-12a
1.42x10-13a
2.69x10-20a
2.10x10-32a
7.64x10-33a
1.17x10-17a
1.39x10-47a
1.92x10-08a
7.25x10-24a
4.03x10-18a
9.87x10-22a
7.00x10-17a
3.99x10-77a
8.50x10-13a
8.18x10-18a
7.87x10-26a
9.99x10-16a
5.03x10-33a
3.83x10-22a
7.38x10-12a
2.15x10-33a
4.18x10-08a
2.29x10-18a
1.99x10-10a
3.82x10-15a
5.50x10-68a
2.63x10-21a
3.56x10-15a
8.24x10-07a
5.77x10-40a
4.48x10-33a
2.44x10-80a
2.19x10-74a
3.50x10-12a

3.07x10-07a
2.71x10-12a
3.66x10-28a
1.24x10-06a
1.15x10-11a
2.68x10-27a
1.36x10-16a
2.26x10-10a
4.05x10-10a
6.56x10-24a
5.29x10-06a
5.29x10-06a
5.29x10-06a
5.29x10-06a
3.74x10-30a
6.32x10-44a
7.28x10-17a
1.65x10-28a
3.98x10-19a
1.11x10-23a
4.14x10-14a
6.50x10-26a
2.67x10-10a
1.87x10-23a
5.69x10-58a
2.20x10-45a
8.65x10-09a
1.57x10-25a
3.10x10-11a
4.31x10-30a
6.27x10-96a
3.55x10-21a
1.60x10-28a
3.70x10-15a
1.84x10-13a
0.000148a

1.10x10-14a
0.000135a

1.88x10-44a
3.06x10-12a
1.48x10-08a
6.04x10-19a
3.14x10-28a
1.19x10-28a
1.64x10-14a
4.43x10-17a
5.69x10-18a
2.12x10-33a
1.43x10-10a
7.01x10-18a
1.68x10-19a
1.01x10-12a
2.40x10-05a
8.05x10-12a
7.68x10-13a
2.57x10-19a
4.46x10-31a
1.67x10-31a
8.99x10-17a
6.80x10-46a
6.26x10-08a
9.19x10-23a
3.23x10-17a
1.06x10-20a
5.07x10-16a
9.02x10-75a
4.26x10-12a
6.39x10-17a
1.14x10-24a
6.63x10-15a
1.11x10-31a
4.26x10-21a
3.39x10-11a
4.90x10-32a
1.31x10-07a
1.87x10-17a
7.94x10-10a
2.41x10-14a
7.64x10-66a
2.72x10-20a
2.24x10-14a
2.24x10-06a
1.92x10-38a
9.93x10-32a
7.32x10-78a
4.40x10-72a
1.66x10-11a



ENSG00000135119
ENSG00000135127
ENSG00000135245
ENSG00000135253
ENSG00000135318
ENSG00000135333
ENSG00000135436
ENSG00000135451
ENSG00000135454
ENSG00000135476
ENSG00000135549
ENSG00000135697
ENSGO00000135744
ENSG00000135750
ENSG00000135914
ENSG00000135919
ENSG00000135925
ENSG00000135976
ENSG00000136010
ENSG00000136108
ENSG00000136122
ENSG00000136206
ENSG00000136231
ENSG00000136261
ENSG00000136295
ENSG00000136425
ENSG00000136492
ENSG00000136881
ENSG00000136928
ENSG00000136943
ENSG00000136982
ENSG00000137124
ENSG00000137135
ENSG00000137142
ENSG00000137203
ENSG00000137274
ENSG00000137285
ENSG00000137288
ENSG00000137309
ENSG00000137434
ENSG00000137440
ENSGO00000137474
ENSG00000137501
ENSG00000137558
ENSG00000137563
ENSG00000137571
ENSG00000137573
ENSG00000137648
ENSG00000137673
ENSGO00000137745
ENSG00000137804
ENSG00000137807
ENSG00000137809
ENSG00000137812
ENSG00000137825
ENSG00000137843
ENSG00000137843
ENSG00000137843
ENSG00000137843
ENSG00000137860
ENSG00000137868
ENSG00000137869
ENSG00000137968
ENSG00000138018
ENSG00000138028
ENSG00000138100
ENSG00000138152
ENSG00000138160
ENSG00000138180
ENSG00000138182
ENSG00000138271
ENSG00000138316
ENSG00000138336
ENSG00000138346
ENSG00000138363
ENSG00000138376
ENSG00000138435
ENSG00000138448
ENSGO00000138615
ENSG00000138658
ENSG00000138755
ENSG00000138778
ENSG00000138798
ENSG00000138829
ENSGO00000138944
ENSG00000139133
ENSG00000139144

84900
92558
29923
375616
4907
2045
84070
10024
2583
9700
5570
53630
183
3775
3357
5270
80326
375248
160428
26586
79866
285955
10643
28969
80727
10518
83990
570
9568
1515
79075
219
84904
347252
7020
670
347733
84300
3159
347744
9982
4647
54843
51050
8836
81796
23213
56649
4316
4322
51203
9493
22801
57082
3706
56924
1.07E+08
56924
1.07E+08
9153
64220
1588
204962
85465
10669
57159
118663
3832
55165
9585
53836
140766
80312
1763
471
580
1134
3685
8483
55345
4283
1062
1950
2201
85352
84920
5288

RNFT2
BICDL1
HILPDA
KCP
NT5E
EPHA7
FAM186B
TROAP
B4GALNT1
ESPL1
PKIB
BCO1
AGT
KCNK1
HTR2B
SERPINE2
WNT10A
ANKRD36
ALDHI1L2
CKAP2
BORA
SPDYE1
IGF2BP3
BZW2
TTYH3
CiB2
BRIP1
BAAT
GABBR2
CTSVv
DSCC1
ALDH1B1
ARHGEF39
IGFBPL1
TFAP2A
BPHL
TUBB2B
uQcc2
HMGAL1
C6orf52
FGFBP1
MYOQO7A
SYTL2
PI15

GGH
SLCO5A1
SULF1
TMPRSS4
MMP7
MMP13
NUSAP1
KIF23
ITGAll
KNL1
ITPKA
PAK6
PAK6
BUB1B-PAKG6
BUB1B-PAKG6
SLC28A2
STRAG6
CYP19A1
SLC44A5
SELENOI
CGREF1
TRIM54
BTBD16
KIF11
CEP55
KIF20B
GPR87
ADAMTS14
TET1
DNAZ2
ATIC
BARD1
CHRNAL1
ITGAV
CILP
ZGRF1
CXCL9
CENPE
EGF
FBN2
SHISAL1
ALG10
PIK3C2G

163.49
447.68
753.681
78.144
2324.931
75.272
26.708
293.752
192.701
365.946
579.72
55.306
668.261
1219.624
121.688
1053.501
152.618
248.36
545.303
906.566
181.635
22.495
529.846
3013.383
4969.019
180.091
244.652
115.603
190.756
204.844
242.48
1435.236
173.688
81.06
416.082
596.789
315.726
1111.565
6360.34
46.472
439.038
441.033
1654.256
243.58
803.307
161.308
6234.486
2384.034
2865.177
1320.914
820.404
530.624
1710.092
343.65
313.546
19.413
19.413
19.413
19.413
92.719
310.375
21.516
445.99
1931.324
175.115
62.687
17.808
825.089
615.921
526.953
309.65
184.441
144.84
275.658
2881.188
516.038
96.484
7617.333
645.74
178.421
3245.757
400.913
323.216
145.556
147.848
181.227
82.076

2.118
1.317
1.368
1.397
2.065
1.427
1.367
3.706
2.906
3.236
2.429
2.07

2.83

1.363
2.194
1.537
1.512
2.101
1.705
1.308
1.261
1.715
4.773
1.444
1.62

1.208
3.037
1.333
2.638
2.06

2.003
1.34

2.373
2.726
3.71

1.223
3.879
1.237
2.218
1.209
1.37

1.881
1.322
2.097
1.319
3.812
3.01

4.433
1.993
6.779
2.758
2.796
3.544
3.081
5.106
1.203
1.203
1.203
1.203
3.806
4.064
1.339
2.753
1.527
4.15

3.751
1.418
3.056
3.451
1.631
4.218
2.648
2.173
2.524
1.204
1.502
1.541
1.263
3.11

1.408
1.473
3.046
2.58

1.724
1.578
1.255
1.641

0.201
0.19
0.196
0.217
0.205
0.344
0.225
0.217
0.264
0.205
0.261
0.264
0.299
0.192
0.277
0.197
0.25
0.295
0.185
0.115
0.108
0.286
0.329
0.109
0.159
0.188
0.165
0.345
0.354
0.243
0.159
0.129
0.14
0.271
0.259
0.099
0.329
0.123
0.172
0.245
0.313
0.141
0.138
0.253
0.2
0.245
0.22
0.281
0.299
0.439
0.158
0.161
0.268
0.171
0.305
0.143
0.143
0.143
0.143
0.441
0.307
0.228
0.336
0.111
0.259
0.36
0.257
0.166
0.192
0.14
0.336
0.2
0.217
0.165
0.095
0.119
0.352
0.126
0.279
0.176
0.292
0.183
0.245
0.291
0.268
0.139
0.447

10.536
6.917
6.975
6.446
10.063
4.155
6.077
17.06
10.993
15.756
9.322
7.847
9.454
7.085
7.915
7.807
6.045
7.124
9.226
11.391
11.68
6.005
14.505
13.257
10.174
6.427
18.381
3.864
7.455
8.467
12.561
10.387
17.003
10.052
14.341
12.384
11.805
10.018
12.868
4.939
4.376
13.349
9.572
8.303
6.596
15.529
13.673
15.775
6.67
15.429
17.501
17.398
13.242
17.967
16.715
8.436
8.436
8.436
8.436
8.621
13.243
5.866
8.181
13.788
16.042
10.405
5.512
18.434
17.937
11.617
12.542
13.257
9.994
15.313
12.673
12.597
4.382
10.052
11.164
8.008
5.052
16.649
10.544
5.929
5.888
9.013
3.673

5.89x10-26a
4.60x10-12a
3.05x10-12a
1.15x10-10a
8.08x10-24a
3.25x10-05a
1.23x10-09a
2.97x10-65a
4.12x10-28a
6.25x10-56a
1.14x10-20a
4.25x10-15a
3.27x10-21a
1.39x10-12a
2.47x10-15a
5.86x10-15a
1.50x10-09a
1.05x10-12a
2.82x10-20a
4.63x10-30a
1.62x10-31a
1.92x10-09a
1.12x10-47a
4.12x10-40a
2.60x10-24a
1.30x10-10a
1.88x10-75a
0.000112a
8.96x10-14a
2.52x10-17a
3.45x10-36a
2.84x10-25a
7.82x10-65a
8.98x10-24a
1.21x10-46a
3.18x10-35a
3.67x10-32a
1.27x10-23a
6.85x10-38a
7.83x10-07a
1.21x10-05a
1.20x10-40a
1.05x10-21a
1.02x10-16a
4.22x10-11a
2.21x10-54a
1.47x10-42a
4.59x10-56a
2.55x10-11a
1.04x10-53a
1.40x10-68a
8.55x10-68a
5.00x10-40a
3.55x10-72a
1.02x10-62a
3.27x10-17a
3.27x10-17a
3.27x10-17a
3.27x10-17a
6.61x10-18a
4.95x10-40a
4.47x10-09a
2.81x10-16a
3.02x10-43a
6.47x10-58a
2.35x10-25a
3.55x10-08a
7.07x10-76a
6.10x10-72a
3.37x10-31a
4.43x10-36a
4.12x10-40a
1.61x10-23a
6.28x10-53a
8.36x10-37a
2.21x10-36a
1.18x10-05a
9.04x10-24a
6.09x10-29a
1.16x10-15a
4.38x10-07a
3.08x10-62a
5.41x10-26a
3.05x10-09a
3.91x10-09a
2.01x10-19a
0.00024a

8.60x10-25a
2.15x10-11a
1.46x10-11a
4.67x10-10a
1.02x10-22a
7.23x10-05a
4.52x10-09a
3.55x10-63a
6.96x10-27a
4.53x10-54a
1.13x10-19a
2.67x10-14a
3.37x10-20a
6.85x10-12a
1.58x10-14a
3.64x10-14a
5.47x10-09a
5.20x10-12a
2.68x10-19a
8.80x10-29a
3.32x10-30a
6.94x10-09a
5.51x10-46a
1.39x10-38a
3.40x10-23a
5.27x10-10a
3.93x10-73a
0.000232a

4.95x10-13a
1.90x10-16a
9.22x10-35a
3.97x10-24a
9.08x10-63a
1.13x10-22a
5.63x10-45a
8.01x10-34a
7.68x10-31a
1.58x10-22a
2.00x10-36a
2.14x10-06a
2.86x10-05a
4,18x10-39a
1.12x10-20a
7.28x10-16a
1.80x10-10a
1.52x10-52a
5.66x10-41a
3.34x10-54a
1.11x10-10a
6.90x10-52a
2.04x10-66a
1.17x10-65a
1.67x10-38a
6.24x10-70a
1.06x10-60a
2.43x10-16a
2.43x10-16a
2.43x10-16a
2.43x10-16a
5.22x10-17a
1.66x10-38a
1.56x10-08a
1.95x10-15a
1.22x10-41a
4.99x10-56a
3.30x10-24a
1.13x10-07a
1.51x10-73a
1.05x10-69a
6.80x10-30a
1.17x10-34a
1.39x10-38a
1.99x10-22a
3.98x10-51a
2.30x10-35a
5.95x10-35a
2.78x10-05a
1.14x10-22a
1.09x10-27a
7.68x10-15a
1.23x10-06a
3.08x10-60a
7.92x10-25a
1.08x10-08a
1.37x10-08a
1.79x10-18a
0.000478a
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ENSG00000139880
ENSG00000139910
ENSG00000139973
ENSG00000139985
ENSG00000139998
ENSG00000140297
ENSG00000140451
ENSG00000140511
ENSG00000140525
ENSG00000140534
ENSG00000140650
ENSG00000140832
ENSG00000140835
ENSG00000140873
ENSGO00000141449
ENSG00000141485
ENSG00000141526
ENSG00000141527
ENSG00000141576
ENSG00000141655
ENSG00000141682
ENSG00000141696
ENSG00000141756
ENSG00000141934
ENSG00000142102
ENSG00000142273
ENSG00000142319
ENSG00000142549
ENSG00000142552
ENSG00000142583
ENSG00000142632
ENSG00000142731
ENSG00000142945
ENSG00000143153
ENSG00000143179
ENSGO00000143194
ENSG00000143199
ENSG00000143217
ENSG00000143228
ENSG00000143297
ENSG00000143320
ENSG00000143324
ENSG00000143369
ENSG00000143387
ENSG00000143401
ENSG00000143452
ENSG00000143473
ENSG00000143476
ENSG00000143512
ENSG00000143552
ENSG00000143578
ENSG00000143590
ENSG00000143630
ENSG00000143845
ENSG00000143847
ENSG00000143850
ENSG00000143858
ENSG00000143882
ENSG00000143942
ENSGO00000143994
ENSG00000144045
ENSG00000144120
ENSG00000144130
ENSG00000144191
ENSG00000144290
ENSGO00000144354
ENSG00000144369
ENSG00000144381
ENSG00000144395
ENSG00000144452
ENSG00000144485
ENSGO00000144554
ENSG00000144648
ENSG00000144730
ENSG00000144847

58516
84216
939
55089
1280
121227
83729
429
53831
675
11226
319089
64403
4857
83851
8747
376267
9245
80119
145864
55215
90381
5373
91862
10164
170692
80000
284111
9123
79092
114804
8792
5366
10609
60681
8612
80162
23624
6531
402665
57333
6518
128272
10733
11004
481
7371
84944
55811
81607
83540
83416
1382
9213
1893
1513
81611
84072
3756
51514
79802
91181
148327
1944
57657
55224
8497
22874
127833
245973
494143
84696
165545
80775
284958
1261
57282
83879
165215
3329
284992
26154
55502
2177
1238
54756
152404

SINHCAF
TMEM117
CD27
SLC38A4
COL2A1
LRIG3
INHBE
ASCL1
GPR84
BRCA2
GALNT6
TTC6
CDH24
NOVAL
SYT16
ADAM21
RAB15
GCNT3
PIF1
HAPLN3
FANCI
TICRR
PMM?2
MARVELD3
CHST4
ADAMTS18
GREBIL
SLC13A5
SLC16A3
CARD14
RNF157
TNFRSF11A
PMAIP1
P3H4
FKBP10
PLPP2
PGGHG
CBLC
SLC6A3
IGLONS5
RCN3
SLC2A5
ARHGEF19
PLK4
KIF2C
ATP1B1
UCK2
MAEL
ADCY10
NECTIN4
NUF2
FCRL5
CRABP2
XPR1
ECM1
CTSK
ANP32E
HORMAD1
KCNH1
DTL
HHIPL2
NUp210L
CREB3L4
EFNA3
HCN3
ETNK2
PPFIA4
PLEKHAG
SYT2
ATP6V1C2
CHAC2
ABHD1
DQX1
TMEM177
NT5DC4
CNGA3
SLC4A10
CDCA7
FAM171B
HSPD1
CCDC150
ABCA12
HES6
FANCD?2
ACKR2
IL17RD
IGSF11

2883.625
184.654
288.732
101.059
20.083
1977.261
20.901
85.97
92.992
375.527
2037.416
246.701
388.318
170.95
89.664
13.428
1535.449
1261.788
88.957
546.801
891.837
142.732
693.594
499.282
39.262
34.16
141.357
13.25
5233.188
198.2
260.618
344.977
750.531
1040.376
3741.818
2017.793
3066.301
439.53
254.812
13.807
1257.165
256.118
936.949
271.991
605.791
18501.61
849.702
16.527
8.438
1591.293
358.509
524.202
5053.037
5020.084
2084.612
3023.354
4300.957
164.782
6.994
522.439
308.42
71.731
716.846
136.111
163.407
360.866
107.869
1459.228
135.108
131.877
141.948
28.742
23.844
304.973
8.721
59.136
25.915
556.607
351.109
9504.447
63.085
390.765
402.539
475.208
176.491
278.662
26.577

1.304
1.407
1.299
2.175
1.379
1.444
1.845
1.729
2.071
1.68

1.798
2.11

1.611
1.596
4.085
1.742
1.26

5.184
2.074
1.229
2.163
3.013
1.337
1.239
1.37

1.993
3.549
1.705
1.312
3.055
1.608
1.441
2.056
1.962
1.778
2.114
1.494
3.038
4.188
1.95

1.898
2.365
1.316
2.292
3.723
1.243
1.282
1.906
1.296
2.178
3.966
3.057
5.896
2.066
1.575
1.359
1.421
4.548
1.616
2.09

6.456
2.661
1.231
2.925
1.546
1.335
1.995
1.467
3.113
1.764
1.258
1.427
2.356
1.474
1.513
3.36

1.453
2.569
1.28

1.238
2.588
5.607
2.176
1.675
1.296
1.54

1.863

0.141
0.146
0.216
0.29

0.394
0.206
0.276
0.489
0.219
0.183
0.206
0.293
0.169
0.276
0.324
0.263
0.141
0.324
0.174
0.171
0.13

0.184
0.099
0.117
0.263
0.321
0.26

0.281
0.167
0.226
0.194
0.156
0.217
0.151
0.192
0.182
0.262
0.217
0.426
0.23

0.21

0.241
0.148
0.15

0.199
0.177
0.169
0.322
0.256
0.173
0.213
0.275
0.305
0.122
0.216
0.212
0.142
0.369
0.277
0.181
0.37

0.306
0.136
0.181
0.148
0.176
0.214
0.158
0.318
0.183
0.152
0.217
0.317
0.107
0.242
0.369
0.282
0.224
0.162
0.101
0.206
0.278
0.231
0.118
0.247
0.211
0.291

9.228
9.65
6.017
7.512
3.5
7.024
6.691
3.533
9.464
9.175
8.735
7.207
9.517
5.778
12.597
6.631
8.955
16
11.952
7.205
16.669
16.404
13.451
10.588
5.211
6.211
13.675
6.078
7.845
13.504
8.272
9.229
9.485
12.97
9.258
11.649
5.709
14.027
9.841
8.49
9.022
9.809
8.896
15.257
18.713
7.012
7.588
5.925
5.059
12.557
18.639
11.102
19.301
17
7.291
6.418
10.026
12.324
5.832
11.568
17.461
8.704
9.042
16.119
10.43
7.605
9.303
9.288
9.787
9.646
8.293
6.569
7.421
13.833
6.261
9.096
5.149
11.451
7.895
12.257
12.58
20.196
9.413
14.177
5.251
7.306
6.405

2.76x10-20a
4.91x10-22a
1.78x10-09a
5.81x10-14a
0.000465a
2.16x10-12a
2.22x10-11a
0.00041a
2.97x10-21a
4.53x10-20a
2.43x10-18a
5.70x10-13a
1.79x10-21a
7.55x10-09a
2.18x10-36a
3.34x10-11a
3.40x10-19a
1.27x10-57a
6.31x10-33a
5.81x10-13a
2.18x10-62a
1.80x10-60a
3.04x10-41a
3.37x10-26a
1.87x10-07a
5.26x10-10a
1.43x10-42a
1.22x10-09a
4.33x10-15a
1.49x10-41a
1.32x10-16a
2.73x10-20a
2.43x10-21a
1.82x10-38a
2.08x10-20a
2.33x10-31a
1.14x10-08a
1.06x10-44a
7.47x10-23a
2.07x10-17a
1.85x10-19a
1.03x10-22a
5.80x10-19a
1.47x10-52a
3.88x10-78a
2.35x10-12a
3.26x10-14a
3.13x10-09a
4.22x10-07a
3.62x10-36a
1.54x10-77a
1.23x10-28a
5.29x10-83a
8.17x10-65a
3.08x10-13a
1.38x10-10a
1.18x10-23a
6.75x10-35a
5.49x10-09a
5.96x10-31a
2.82x10-68a
3.21x10-18a
1.54x10-19a
1.89x10-58a
1.81x10-25a
2.84x10-14a
1.37x10-20a
1.58x10-20a
1.28x10-22a
5.09x10-22a
1.10x10-16a
5.05x10-11a
1.16x10-13a
1.60x10-43a
3.82x10-10a
9.35x10-20a
2.62x10-07a
2.34x10-30a
2.90x10-15a
1.54x10-34a
2.74x10-36a
1.07x10-90a
4.81x10-21a
1.27x10-45a
1.51x10-07a
2.74x10-13a
1.50x10-10a

2.63x10-19a
5.40x10-21a
6.45x10-09a
3.27x10-13a
0.00089a
1.04x10-11a
9.73x10-11a
0.000792a
3.06x10-20a
4.25x10-19a
1.98x10-17a
2.90x10-12a
1.87x10-20a
2.57x10-08a
5.89x10-35a
1.44x10-10a
2.96x10-18a
9.67x10-56a
1.39x10-31a
2.96x10-12a
2.22x10-60a
1.61x10-58a
1.10x10-39a
5.01x10-25a
5.48x10-07a
2.02x10-09a
5.55x10-41a
4.49x10-09a
2.72x10-14a
5.46x10-40a
9.40x10-16a
2.61x10-19a
2.52x10-20a
5.52x10-37a
2.00x10-19a
4.72x10-30a
3.81x10-08a
4.53%x10-43a
8.72x10-22a
1.57x10-16a
1.65x10-18a
1.19x10-21a
4.96x10-18a
9.11x10-51a
1.00x10-75a
1.13x10-11a
1.88x10-13a
1.11x10-08a
1.19x10-06a
9.64x10-35a
3.67x10-75a
2.14x10-27a
1.87x10-80a
9.39x10-63a
1.61x10-12a
5.60x10-10a
1.47x10-22a
1.67x10-33a
1.90x10-08a
1.18x10-29a
4.04x10-66a
2.60x10-17a
1.38x10-18a
1.48x10-56a
2.56x10-24a
1.65x10-13a
1.34x10-19a
1.54x10-19a
1.47x10-21a
5.59x10-21a
7.88x10-16a
2.14x10-10a
6.36x10-13a
6.57x10-42a
1.48x10-09a
8.54x10-19a
7.54x10-07a
4.51x10-29a
1.84x10-14a
3.73x10-33a
7.34x10-35a
7.10x10-88a
4.90x10-20a
5.68x10-44a
4.47x10-07a
1.44x10-12a
6.07x10-10a



ENSG00000145050
ENSG00000145113
ENSG00000145194
ENSG00000145247
ENSG00000145358
ENSG00000145386
ENSG00000145423
ENSG00000145451
ENSG00000145536
ENSG00000145545
ENSG00000145604
ENSG00000145794
ENSG00000145824
ENSG00000145908
ENSG00000146072
ENSG00000146166
ENSG00000146197
ENSG00000146205
ENSG00000146216
ENSG00000146242
ENSG00000146263
ENSG00000146267
ENSG00000146410
ENSG00000146530
ENSG00000146670
ENSG00000146674
ENSG00000146700
ENSG00000146733
ENSG00000146757
ENSG00000146858
ENSG00000146918
ENSG00000146955
ENSG00000147138
ENSG00000147145
ENSG00000147234
ENSG00000147255
ENSG00000147488
ENSG00000147509
ENSG00000147536
ENSG00000147689
ENSG00000147697
ENSGO00000147724
ENSG00000147889
ENSG00000148344
ENSG00000148346
ENSG00000148702
ENSG00000148773
ENSG00000148848
ENSG00000149054
ENSG00000149256
ENSG00000149257
ENSG00000149260
ENSG00000149269
ENSG00000149380
ENSG00000149418
ENSG00000149503
ENSGO00000149554
ENSG00000149571
ENSG00000149609
ENSG00000149679
ENSG00000149948
ENSG00000149968
ENSG00000150551
ENSG00000150594
ENSG00000150753
ENSG00000151012
ENSG00000151025
ENSG00000151136
ENSG00000151208
ENSG00000151388
ENSG00000151632
ENSG00000151651
ENSG00000151715
ENSG00000151725
ENSG00000151790
ENSG00000151846
ENSG00000151917
ENSG00000152049
ENSG00000152253
ENSG00000152256
ENSG00000152377
ENSG00000152455
ENSG00000152578
ENSG00000152669
ENSGO00000152766
ENSG00000152926
ENSG00000152926

7873
4585
9718
132299
115265
890
6423
8001
170690
6715
6502
84466
9547
91975
27242
51557
222663
50636
84630
7162
253714
84553
113115
221806
113130
3486
136853
5723
168374
92092
54892
401409
84636
2846
84443
3547
9705
8601
84296
84985
56169
51059
1029
9536
3934
3026
4288
8038
7762
26011
871
726
5058
283208
6768
3619
1111
84623
128864
81928
8091
4314
116372
150
22948
23657
57512
121551
9231
81792
1646
101
120224
79682
6999
5042
221336
23704
57405
5163
6695
79723
2893
10309
118932
1.10E+08
51351

MANF
MUCA4
ECE2
OCIAD?2
DDIT4L
CCNA2
SFRP2
GLRA3
ADAMTSI16
SRD5A1
SKP2
MEGF10
CXCL14
ZNF300
TNFRSF21
LGSN
SCUBE3
ANO7
TTBK1
TPBG
MMS22L
FAXC
MTFR2
VWDE
CDCA5
IGFBP3
SSC4D
PSPH
ZNF92
ZC3HAV1L
NCAPG2
RAB19
GPR174
LPAR4
FRMPD3
IGSF1
ST18
RGS20
GINS4
FAMB3A
GSDMC
FAM135B
CDKN2A
PTGES
LCN2
HABP2
MKI167
ADAM12
ZNF215
TENM4
SERPINH1
CAPN5
PAK1
P4HA3
ST14
INCENP
CHEK1
KIRREL3
C200rf144
CABLES2
HMGA2
MMP3
LYPD1
ADRA2A
CCT5
SLC7A11
GPR158
BTBD11
DLG5
ADAMTS12
AKR1C2
ADAMS
TMEM45B
CENPU
TDO2
PABPC3
BENDG6
KCNE4
SPC25
PDK1
SPOCK1
SUV39H2
GRIA4
CCNO
ANKRD22
ZNF117
ZNF117

2365.58
3065.995
312.244
2970.133
249.606
568.862
5042.045
108.603
200.203
858.627
669.057
44.331
3245.244
180.68
5525.334
528.59
538.717
84.668
16.2
1329.865
483.43
367.565
115.703
161.32
579.516
9445.957
74.84
667.347
452.046
178.133
968.245
48.072
57.09
10.907
115.157
42.791
34.438
71.894
236.642
3381.32
176.076
16.923
608.112
1087.875
3425.468
476.721
2121.069
966.667
76.316
610.075
8820.236
1253.391
2657.858
213.787
7816.06
736.323
495.62
30.434
19.521
466.664
561.024
64.574
153
488.98
7399.321
1149.962
53.738
121.143
1480.246
1071.403
7110.656
1794.283
1337.652
449.349
196.457
33.796
109.243
365.032
129.136
1127.208
483.371
346.586
18.188
185.608
485.706
1987.235
1987.235

1.274
2.157
1.935
2.161
2.994
3.09

1.963
5.172
3.002
1.587
1.402
3.21

4.127
1.264
2.051
4.537
2.443
1.739
1.685
1.929
1.209
1.475
1.553
2.605
3.102
2.156
1.244
1.479
1.267
1.844
2.063
1.588
1.538
1.22

2.069
2.68

1.836
3.357
2.826
6.662
2.355
1.71

3.467
2.976
1.99

1.434
3.404
3.533
1.732
2.258
1.204
1.632
1.214
2.359
1.285
1.306
2.419
1.242
2.19

1.227
6.035
4.123
4.23

1.277
1.357
3.042
1.342
1.532
1.258
2.365
4.48

2.204
1.44

2.51

1.976
1.399
2.365
1.522
2.449
2.047
3.481
1.519
2.485
1.272
2.801
1.602
1.602

0.118
0.285
0.149
0.133
0.233
0.174
0.265
0.397
0.274
0.124
0.147
0.295
0.347
0.191
0.139
0.361
0.252
0.145
0.221
0.143
0.133
0.15

0.17

0.265
0.19

0.225
0.19

0.175
0.108
0.138
0.131
0.124
0.263
0.245
0.239
0.318
0.324
0.296
0.195
0.265
0.245
0.347
0.283
0.204
0.323
0.327
0.197
0.217
0.196
0.199
0.137
0.204
0.079
0.18

0.138
0.132
0.15

0.254
0.255
0.113
0.47

0.338
0.247
0.286
0.124
0.279
0.335
0.219
0.133
0.189
0.44

0.187
0.167
0.156
0.223
0.182
0.199
0.21

0.172
0.15

0.279
0.111
0.342
0.271
0.208
0.21

0.21

10.767
7.563
12.965
16.297
12.834
17.72
7.403
13.027
10.971
12.804
9.54
10.888
11.877
6.616
14.761
12.552
9.704
11.983
7.637
13.536
9.107
9.802
9.143
9.813
16.296
9.573
6.545
8.439
11.783
13.364
15.731
12.785
5.852
4.984
8.65
8.433
5.66
11.354
14.465
251
9.617
4.934
12.256
14.587
6.157
4.386
17.289
16.258
8.818
11.327
8.809
8.012
15.42
13.139
9.301
9.887
16.122
4.893
8.582
10.833
12.844
12.212
17.134
4.471
10.922
10.913
4.003

9.44
12.502
10.18
11.774
8.614
16.122
8.846
7.679
11.857
7.259
14.268
13.64
12.481
13.707
7.259
4.685
13.478
7.612
7.612

4.93x10-27a
3.95x10-14a
1.92x10-38a
1.04x10-59a
1.06x10-37a
2.96x10-70a
1.33x10-13a
8.55x10-39%a
5.25x10-28a
1.56x10-37a
1.43x10-21a
1.32x10-27a
1.57x10-32a
3.68x10-11a
2.60x10-49a
3.88x10-36a
2.89x10-22a
4.38x10-33a
2.22x10-14a
9.61x10-42a
8.46x10-20a
1.11x10-22a
6.05x10-20a
9.94x10-23a
1.05x10-59a
1.04x10-21a
5.95x10-11a
3.20x10-17a
4.79x10-32a
9.76x10-41a
9.31x10-56a
1.98x10-37a
4.87x10-09a
6.22x10-07a
5.17x10-18a
3.38x10-17a
1.52x10-08a
7.09x10-30a
2.00x10-47a
5.01x10-139a
6.76x10-22a
8.07x10-07a
1.55x10-34a
3.41x10-48a
7.41x10-10a
1.15x10-05a
5.65x10-67a
1.96x10-59%a
1.17x10-18a
9.62x10-30a
1.27x10-18a
1.13x10-15a
1.20x10-53a
1.96x10-39%a
1.39x10-20a
4.76x10-23a
1.78x10-58a
9.91x10-07a
9.32x10-18a
2.40x10-27a
9.33x10-38a
2.69x10-34a
8.25x10-66a
7.78x10-06a
9.06x10-28a
9.99x10-28a
6.24x10-05a
2.56x10-12a
3.73x10-21a
7.29x10-36a
2.44x10-24a
5.30x10-32a
7.04x10-18a
1.79x10-58a
9.07x10-19a
1.60x10-14a
1.99x10-32a
3.89x10-13a
3.46x10-46a
2.31x10-42a
9.47x10-36a
9.28x10-43a
3.89x10-13a
2.80x10-06a
2.12x10-41a
2.70x10-14a
2.70x10-14a

7.78x10-26a
2.26x10-13a
5.83x10-37a
9.00x10-58a
3.05x10-36a
4.74x10-68a
7.22x10-13a
2.64x10-37a
8.85x10-27a
4.45x10-36a
1.51x10-20a
2.15x10-26a
3.36x10-31a
1.58x10-10a
1.37x10-47a
1.03x10-34a
3.24x10-21a
9.73x10-32a
1.30x10-13a
3.58x10-40a
7.76x10-19a
1.28x10-21a
5.62x10-19a
1.15x10-21a
9.11x10-58a
1.11x10-20a
2.50x10-10a
2.38x10-16a
9.98x10-31a
3.42x10-39%a
6.70x10-54a
5.59x10-36a
1.69x10-08a
1.72x10-06a
4.11x10-17a
2.51x10-16a
5.01x10-08a
1.34x10-28a
9.73x10-46a
1.10x10-134a
7.35x10-21a
2.20x10-06a
3.75x10-33a
1.70x10-46a
2.80x10-09a
2.73x10-05a
7.43x10-65a
1.67x10-57a
9.81x10-18a
1.80x10-28a
1.06x10-17a
7.47x10-15a
7.96x10-52a
6.37x10-38a
1.36x10-19a
5.64x10-22a
1.41x10-56a
2.67x10-06a
7.24x10-17a
3.86x10-26a
2.70x10-36a
6.40x10-33a
1.03x10-63a
1.88x10-05a
1.50x10-26a
1.64x10-26a
0.000135a
1.23x10-11a
3.82x10-20a
1.90x10-34a
3.20x10-23a
1.10x10-30a
5.55x10-17a
1.42x10-56a
7.69x10-18a
9.55x10-14a
4.24x10-31a
2.02x10-12a
1.58x10-44a
8.90x10-41a
2.45x10-34a
3.64x10-41a
2.01x10-12a
7.13x10-06a
7.71x10-40a
1.58x10-13a
1.58x10-13a



ENSG00000152926
ENSG00000152926
ENSG00000152952
ENSG00000153012
ENSG00000153044
ENSG00000153060
ENSG00000153086
ENSG00000153132
ENSG00000153292
ENSG00000153294
ENSG00000153404
ENSG00000153944
ENSG00000153976
ENSG00000154040
ENSG00000154096
ENSG00000154102
ENSG00000154118
ENSG00000154269
ENSG00000154277
ENSG00000154548
ENSG00000154645
ENSG00000154760
ENSG00000154839
ENSG00000154920
ENSG00000154928
ENSG00000155066
ENSG00000155265
ENSG00000155660
ENSGO00000155754
ENSG00000155792
ENSG00000155974
ENSG00000155980
ENSG00000156006
ENSG00000156011
ENSG00000156103
ENSG00000156234
ENSG00000156413
ENSG00000156486
ENSG00000156509
ENSG00000156510
ENSG00000156738
ENSG00000156787
ENSG00000156802
ENSG00000156804
ENSG00000156876
ENSG00000156959
ENSG00000156970
ENSGO00000157064
ENSG00000157111
ENSG00000157193
ENSGO00000157214
ENSGO00000157224
ENSGO00000157224
ENSGO00000157224
ENSGO00000157224
ENSG00000157227
ENSG00000157399
ENSG00000157456
ENSG00000157470
ENSG00000157542
ENSG00000157680
ENSGO00000157766
ENSGO00000157778
ENSG00000157833
ENSG00000157992
ENSG00000157999
ENSG00000158014
ENSG00000158055
ENSG00000158089
ENSG00000158125
ENSG00000158315
ENSG00000158373
ENSG00000158402
ENSG00000158406
ENSG00000158477
ENSG00000158560
ENSG00000158825
ENSG00000159055
ENSG00000159147
ENSG00000159164
ENSG00000159166
ENSG00000159208
ENSG00000159231
ENSG00000159259
ENSG00000159261
ENSG00000159263
ENSG00000159556

1.10E+08
51351
5352
55203
64946
146279
130013
1047
266977
221393
153478
124540
9955
26256
7070
404550
57338
5169
7345
135295
140578
146857
220134
146956
2047
150696
401647
9601
151254
64798
23426
3798
10
23362
4325
10563
2528
3788
286151
80201
931
93594
29028
114907
163786
375323
701
23057
134285
7804
261729
1.03E+08
9069
1.03E+08
9069
4323
415
9133
145773
3763
9162
176
84262
150946
200634
1.00E+08
7780
57822
79623
7498
54933
3017
995
8365
909
1780
978
54069
29980
9900
3898
148523
874
8208
23562
6493
64843

ERV3-1-ZNF117
ERV3-1-ZNF117
PLOD2
LGI2
CENPH
TEKT5S
ACMSD
CLGN
ADGRF1
ADGRF4
PLEKHG4B
MSI2
HS3ST3Al
CABYR
THY1
Cl6orf74
JPH3
ENPP3
UCHL1
SRSF12
CHODL
SLFN13
SKA1
EME1
EPHB1
PROM2
GOLGA7B
PDIA4
C2CD6
DEPTOR
GRIP1
KIF5A
NAT2
PSD3
MMP16
CXCL13
FUT6
KCNS2
FBX043
HKDC1
MS4A1
TBC1D31
ATAD2
FBX032
SASS6
LHFPL4
BUB1B
NMNAT2
TMEM171
LRP8
STEAP2
CLDN12
CLDN12
LOC102723899
LOC102723899
MMP14
ARSL
CCNB2
FAMB1A
KCNJ6
DGKI
ACAN
PSMG3
GAREM2
KRTCAP3
ANKRD61
SLC30A2
GRHL3
GALNT14
XDH
RHBDL?2
H2BC5
CDC25C
H4C8
CD1A
DYNC1I1
CDA
MIS18A
DONSON
SV2A
LAD1
CIART
CBR3
CHAF1B
CLDN14
SIM2

ISL2

1987.235
1987.235
3450.742
367.253
266.674
11.24
25.381
165.384
3032.405
154.438
427.312
2635.045
65.72
262.39
3088.454
96.026
62.692
294.107
1656.976
65.01
71.892
1239.386
157.071
101.087
132.963
2146.727
553.437
12847.73
89.471
748.497
135.881
72.097
12.498
1603.075
115.205
1059.183
118.392
18.369
25.267
570.104
401.037
325.208
1474176
2091.816
273.321
88.18
420.284
505.654
46.995
625.084
1334.027
2517.255
2517.255
2517.255
2517.255
10619.63
691.474
523.908
130.343
24.396
69.046
152.055
1140.23
283.352
1296.264
38.936
30.904
84.871
657.919
516.479
285.042
539.635
117.543
96.742
271.393
114.259
516.322
378.573
458.69
330.005
3617.839
212.857
249.542
367.764
13.993
83.204
10.858

1.602
1.602
2.072
2.751
1.563
1.825
2.368
1.488
2.948
4.495
1.501
1.273
2.033
4.322
1.749
1.224
3.175
2.274
3.367
2.362
2.095
1.409
3.228
2.686
1.865
2.516
2.409
1.728
2.477
1.311
1.996
3.316
1.304
1.305
1.656
2.89

3.25

1.336
2.642
1.44

1.949
1.267
2.034
2.338
1.509
3.87

3.657
2.663
3.039
1.434
1.939
1.368
1.368
1.368
1.368
1.341
1.728
3.128
1.297
1.774
2.93

1.928
1.457
2.265
1.343
2.404
3.117
3.37

4.103
3.899
2.739
2.551
3.829
2.512
1.446
1.422
2.751
1.214
1.606
1.772
1.825
1.257
1.428
1.982
1.981
1.221
1.746

0.21

0.21

0.184
0.206
0.125
0.257
0.314
0.268
0.301
0.285
0.274
0.123
0.263
0.266
0.229
0.225
0.328
0.289
0.335
0.193
0.251
0.163
0.202
0.163
0.241
0.199
0.194
0.136
0.252
0.151
0.198
0.298
0.258
0.128
0.24

0.367
0.329
0.274
0.216
0.214
0.319
0.136
0.145
0.166
0.13

0.433
0.187
0.282
0.293
0.155
0.189
0.105
0.105
0.105
0.105
0.157
0.254
0.174
0.181
0.312
0.283
0.312
0.139
0.184
0.178
0.269
0.363
0.232
0.252
0.242
0.176
0.171
0.193
0.225
0.346
0.242
0.327
0.101
0.104
0.222
0.185
0.203
0.215
0.131
0.233
0.223
0.256

7.612
7.612
11.263
13.344
12.48
7.105
7.544
5.559
9.788
15.78
5.475
10.342
7.728
16.224
7.651
5.435
9.672
7.864
10.038
12.213
8.361
8.62
16.017
16.468
7.727
12.642
12.442
12.701
0.84
8.706
10.064
11.121
5.049
10.213
6.889
7.884
9.885
4.873
12.226
6.719
6.106
9.309
14.051
14.094
11.63
8.934
19.594
9.442
10.356
9.272
10.236
13.027
13.027
13.027
13.027
8.561
6.81
17.956
7.157
5.692
10.361
6.178
10.468
12.315
7.528
8.953
8.59
14.528
16.277
16.128
15.592
14.928
19.816
11.151
4.178
5.877
8.421
12.079
15.451
7.992
9.841
6.179
6.628
15.165
8.507
5.485
6.814

2.70x10-14a
2.70x10-14a
1.99x10-29a
1.28x10-40a
9.57x10-36a
1.21x10-12a
4.56x10-14a
2.72x10-08a
1.26x10-22a
4.28x10-56a
4.36x10-08a
4.53x10-25a
1.09x10-14a
3.42x10-59%a
1.99x10-14a
5.48x10-08a
3.95x10-22a
3.73x10-15a
1.03x10-23a
2.66x10-34a
6.21x10-17a
6.68x10-18a
9.77x10-58a
6.27x10-61a
1.10x10-14a
1.24x10-36a
1.55x10-35a
5.81x10-37a
7.61x10-23a
3.15x10-18a
7.98x10-24a
9.88x10-29a
4.45x10-07a
1.74x10-24a
5.62x10-12a
3.16x10-15a
4.85x10-23a
1.10x10-06a
2.24x10-34a
1.83x10-11a
1.02x10-09a
1.29x10-20a
7.56x10-45a
4.16x10-45a
2.91x10-31a
4.10x10-19a
1.74x10-85a
3.67x10-21a
3.94x10-25a
1.83x10-20a
1.37x10-24a
8.55x10-39a
8.55x10-39a
8.55x10-39a
8.55x10-39a
1.12x10-17a
9.76x10-12a
4.31x10-72a
8.27x10-13a
1.25x10-08a
3.72x10-25a
6.49x10-10a
1.21x10-25a
7.52x10-35a
5.16x10-14a
3.46x10-19a
8.70x10-18a
8.10x10-48a
1.44x10-59a
1.63x10-58a
8.25x10-55a
2.16x10-50a
2.15x10-87a
7.09x10-29a
2.94x10-05a
4.,19x10-09a
3.74x10-17a
1.36x10-33a
7.43x10-54a
1.33x10-15a
7.49x10-23a
6.46x10-10a
3.40x10-11a
6.02x10-52a
1.78x10-17a
4.14x10-08a
9.51x10-12a

1.58x10-13a
1.58x10-13a
3.66x10-28a
4.45x10-39a
2.47x10-34a
5.96x10-12a
2.59x10-13a
8.75x10-08a
1.45x10-21a
3.12x10-54a
1.37x10-07a
6.21x10-24a
6.61x10-14a
2.88x10-57a
1.17x10-13a
1.70x10-07a
4.38x10-21a
2.35x10-14a
1.30x10-22a
6.35x10-33a
4.52x10-16a
5.27x10-17a
7.48x10-56a
5.83x10-59a
6.68x10-14a
3.40x10-35a
3.94x10-34a
1.62x10-35a
8.86x10-22a
2.55x10-17a
1.01x10-22a
1.73x10-27a
1.25x10-06a
2.29x10-23a
2.61x10-11a
2.00x10-14a
5.75x10-22a
2.94x10-06a
5.38x10-33a
8.09x10-11a
3.82x10-09a
1.27x10-19a
3.26x10-43a
1.82x10-43a
5.88x10-30a
3.56x10-18a
7.35x10-83a
3.76x10-20a
5.42x10-24a
1.77x10-19a
1.82x10-23a
2.64x10-37a
2.64x10-37a
2.64x10-37a
2.64x10-37a
8.64x10-17a
4.43x10-11a
7.51x10-70a
4.15x10-12a
4,18x10-08a
5.13x10-24a
2.47x10-09a
1.73x10-24a
1.85x10-33a
2.91x10-13a
3.01x10-18a
6.79x10-17a
3.99x10-46a
1.24x10-57a
1.29x10-56a
5.73x10-53a
1.19x10-48a
1.05x10-84a
1.26x10-27a
6.56x10-05a
1.47x10-08a
2.77x10-16a
3.14x10-32a
4.96x10-52a
8.73x10-15a
8.74x10-22a
2.46x10-09a
1.47x10-10a
3.58x10-50a
1.36x10-16a
1.30x10-07a
4.32x10-11a



ENSG00000159753
ENSG00000159915
ENSG00000159958
ENSG00000160117
ENSG00000160161
ENSG00000160180
ENSG00000160200
ENSG00000160207
ENSG00000160229
ENSG00000160307
ENSG00000160321
ENSG00000160352
ENSG00000160469
ENSG00000160471
ENSG00000160606
ENSG00000160688
ENSG00000160716
ENSG00000160766
ENSG00000160886
ENSG00000160949
ENSG00000160957
ENSG00000161040
ENSG00000161082
ENSG00000161682
ENSG00000161692
ENSG00000161800
ENSG00000161888
ENSG00000161958
ENSG00000162006
ENSG00000162062
ENSG00000162063
ENSG00000162073
ENSG00000162078
ENSG00000162374
ENSG00000162383
ENSG00000162390
ENSG00000162409
ENSG00000162433
ENSG00000162482
ENSG00000162490
ENSG00000162723
ENSG00000162757
ENSG00000162769
ENSG00000162782
ENSG00000162836
ENSG00000162843
ENSG00000162849
ENSG00000162851
ENSG00000162873
ENSG00000162897
ENSG00000162931
ENSG00000162975
ENSG00000163013
ENSG00000163053
ENSG00000163082
ENSG00000163116
ENSG00000163235
ENSG00000163354
ENSG00000163357
ENSG00000163359
ENSG00000163362
ENSG00000163462
ENSG00000163467
ENSG00000163468
ENSG00000163507
ENSG00000163535
ENSG00000163568
ENSG00000163631
ENSG00000163689
ENSG00000163746
ENSG00000163806
ENSG00000163808
ENSG00000163918
ENSG00000163923
ENSG00000163975
ENSG00000163993
ENSG00000164045
ENSG00000164087
ENSG00000164106
ENSG00000164109
ENSG00000164171
ENSG00000164251
ENSG00000164266
ENSGO00000164294
ENSG00000164379
ENSG00000164418
ENSG00000164466

146206
353355
115650
126549
148113
7033
875
11077
7617
6285
7757
148206
84446
125965
116238
80308
1141
2630
54742
4796
9401
222235
60680
284069
80174
29127
147841
2256
401827
80178
899
124222
124220
1996
6512
26027
5563
205
22977
374946
89886
148304
28982
163589
51205
128025
55083
64216
55220
83953
51127
3754
150726
151473
130367
285555
7039
127579
149095
1293
55765
80128
128229
7203
57650
151246
9447
213
200844
57047
245711
56992
5984
116832
4241
6286
993
25886
11341
4085
3673
2150
6690
493869
94234
2898
94081

CARMIL2
ZNF233
TNFRSF13C
ANKLE1
CILP2
TFF3
CBS
HSF2BP
ZNF66
S100B
ZNF208
ZNF714
BRSK1
Ccoxe6B2
TLCD1
FLAD1
CHRNB2
GBAP1
LY6K
TONSL
RECQL4
FBXL13
CELF5
FAM171A2
DBF4B
RACGAP1
SPC24
FGF11
MSLNL
TEDC2
CCNF
PAQR4
ZG16B
ELAVL4
SLC1A7
ACOT11
PRKAA2
AK4
AKR7A3
DRAXIN
SLAMF9
Clorf74
FLVCR1
TDRD5
ACP6
WDR64
KIF26B
TFB2M
KLHDCS8A
FCAMR
TRIM17
KCNF1
FBX041
SLC16A14
SGPP2
STPG2
TGFA
DCST?2
DCST1
COL6A3
INAVA
TRIM46
TSACC
CCT3
CIP2A
SGO02
AlM2
ALB
CFAP20DC
PLSCR2
SPDYA
KIF15
RFC4
RPL39L
MELTF
S100P
CDC25A
POC1A
SCRG1
MAD2L1
ITGA2
F2RL1
SPINK1
GPX8
FOXQ1
GRIK2
SFXN1

203.047
58.627
146.501
35.82
447.739
1458.805
32.844
27.917
74.717
349.831
35.995
476.593
170.753
16.381
506.035
1589.11
16.681
84.824
231.032
512.679
503.003
128.526
27.018
153.169
252.407
1106.702
220.634
23.784
50.753
124.491
497.15
488.045
160.312
25.574
526.053
278.02
523.049
824.05
132.485
34.439
32.921
214.796
776.082
85.634
798.511
14.347
1432.934
744.618
84.878
11.747
103.946
30.686
358.067
876.117
2330.373
10.885
1417.215
46.059
20.69
27140.55
1116.514
156.964
25.191
10444.27
289.428
332.736
405.986
38.9
113.412
13.896
45.957
248.923
520.823
441.493
715.047
4024.424
148.012
280.672
31.222
571.913
4185.165
968.438
2704.281
1129.92
592.453
74.883
1423.805

1.2
1.223
1.534
1.509
4.048
1.564
1.252
2.483
1.214
1.462
1.27
1.533
1.209
2.751
1.421
1.429
1.534
1.424
3.431
1.913
2.823
1.506
2.983
2.031
1.204
1.657
2.823
2.931
2.077
3.274
1.83
1.395
2.232
1.928
2.38
1.376
1.563
2.839
4.107
1.377
2.019
1.482
1.378
3.644
1.27
2.82
3.442
1.244
2.633
1.404
1.605
1.339
1.523
2.787
1.272
1.646
1.728
1.833
2.365
1.748
2.173
1.6
3.381
1.508
2.184
1.778
3.481
2.909
1.455
2.247
2.003
3.019
1.779
2.395
2.934
4.509
2.491
1.638
1.282
2.699
2.088
1.401
5.737
1.616
1.39
2.893
1.599

0.219
0.197
0.267
0.222
0.301
0.336
0.284
0.183
0.222
0.264
0.278
0.214
0.181
0.307
0.146
0.12

0.319
0.134
0.346
0.145
0.165
0.275
0.262
0.224
0.119
0.145
0.17

0.245
0.373
0.173
0.128
0.146
0.328
0.265
0.349
0.126
0.183
0.21

0.315
0.215
0.27

0.098
0.131
0.342
0.127
0.302
0.174
0.098
0.285
0.322
0.233
0.31

0.16

0.255
0.197
0.271
0.196
0.205
0.219
0.18

0.169
0.192
0.234
0.126
0.153
0.133
0.294
0.386
0.206
0.282
0.265
0.179
0.135
0.213
0.255
0.364
0.186
0.15

0.35

0.164
0.207
0.177
0.439
0.168
0.269
0.27

0.069

5.483
6.195
5.736
6.784
13.45
4.65
4.404
13.552
5.455
5.537
4571
7.165
6.678
8.958
9.701
11.898
4.815
10.618
9.925
13.198
17.064
5.476
11.366
9.057
10.145
11.453
16.589
11.983
5.565
18.876
14.33
9.546
6.811
7.276
6.828
10.921
8.545
13.53
13.033
6.401
7.478
15.129
10.557
10.653
9.994
9.346
19.785
12.674
9.225
4.364
6.874
4.321
9.529
10.923
6.474
6.068
8.822
8.928
10.796
9.734
12.84
8.346
14.455
11.967
14.301
13.418
11.859
7.546
7.065
7.968
7.559
16.841
13.218
11.257
11.502
12.384
13.386
10.944
3.657
16.467
10.082
7.934
13.07
9.633
5.165
10.713
23.103

4.19x10-08a
5.84x10-10a
9.70x10-09a
1.17x10-11a
3.08x10-41a
3.32x10-06a
1.06x10-05a
7.66x10-42a
4.90x10-08a
3.08x10-08a
4.84x10-06a
7.80x10-13a
2.42x10-11a
3.32x10-19a
2.99x10-22a
1.21x10-32a
1.47x10-06a
2.47x10-26a
3.25x10-23a
9.05x10-40a
2.76x10-65a
4.35x10-08a
6.18x10-30a
1.34x10-19a
3.49x10-24a
2.28x10-30a
8.39x10-62a
4.38x10-33a
2.63x10-08a
1.79x10-79a
1.43x10-46a
1.35x10-21a
9.69x10-12a
3.43x10-13a
8.61x10-12a
9.18x10-28a
1.28x10-17a
1.04x10-41a
7.99x10-39a
1.55x10-10a
7.54x10-14a
1.05x10-51a
4.72x10-26a
1.69x10-26a
1.62x10-23a
9.08x10-21a
4.02x10-87a
8.26x10-37a
2.83x10-20a
1.28x10-05a
6.25x10-12a
1.55x10-05a
1.59x10-21a
8.92x10-28a
9.57x10-11a
1.30x10-09a
1.12x10-18a
4.33x10-19a
3.61x10-27a
2.16x10-22a
9.77x10-38a
7.07x10-17a
2.33x10-47a
5.26x10-33a
2.16x10-46a
4.77x10-41a
1.93x10-32a
4.50x10-14a
1.61x10-12a
1.62x10-15a
4.06x10-14a
1.22x10-63a
6.88x10-40a
2.14x10-29a
1.28x10-30a
3.19x10-35a
7.33x10-41a
7.13x10-28a
0.000255a
6.31x10-61a
6.67x10-24a
2.12x10-15a
4.87x10-39a
5.82x10-22a
2.41x10-07a
8.82x10-27a
4.32x10-118a

1.32x10-07a
2.23x10-09a
3.27x10-08a
5.24x10-11a
1.11x10-39a
8.38x10-06a
2.52x10-05a
2.87x10-40a
1.53x10-07a
9.88x10-08a
1.20x10-05a
3.92x10-12a
1.06x10-10a
2.89x10-18a
3.34x10-21a
2.61x10-31a
3.87x10-06a
3.69x10-25a
3.91x10-22a
2.98x10-38a
3.31x10-63a
1.37x10-07a
1.17x10-28a
1.21x10-18a
4.51x10-23a
4.41x10-29a
8.15x10-60a
9.73x10-32a
8.46x10-08a
5.09x10-77a
6.63x10-45a
1.42x10-20a
4.40x10-11a
1.79x10-12a
3.93x10-11a
1.51x10-26a
9.84x10-17a
3.84x10-40a
2.48x10-37a
6.23x10-10a
4.19x10-13a
6.16x10-50a
6.93x10-25a
2.55x10-25a
1.99x10-22a
9.07x10-20a
1.88x10-84a
2.28x10-35a
2.69x10-19a
3.00x10-05a
2.89x10-11a
3.60x10-05a
1.67x10-20a
1.48x10-26a
3.93x10-10a
4.77x10-09a
9.45x10-18a
3.74x10-18a
5.75x10-26a
2.43x10-21a
2.81x10-36a
5.12x10-16a
1.12x10-45a
1.16x10-31a
9.97x10-45a
1.71x10-39a
4.11x10-31a
2.56x10-13a
7.86x10-12a
1.05x10-14a
2.32x10-13a
1.32x10-61a
2.28x10-38a
3.91x10-28a
2.51x10-29a
8.05x10-34a
2.58x10-39a
1.19x10-26a
0.000508a
5.84x10-59a
8.48x10-23a
1.37x10-14a
1.54x10-37a
6.35x10-21a
6.96x10-07a
1.37x10-25a
3.16x10-114a



ENSG00000164509
ENSG00000164611
ENSG00000164638
ENSG00000164647
ENSG00000164692
ENSG00000164694
ENSG00000164749
ENSG00000164841
ENSG00000164855
ENSG00000164920
ENSG00000164932
ENSG00000164934
ENSG00000164941
ENSG00000165091
ENSG00000165181
ENSG00000165188
ENSG00000165215
ENSG00000165238
ENSG00000165244
ENSG00000165300
ENSG00000165304
ENSG00000165376
ENSG00000165409
ENSG00000165434
ENSG00000165443
ENSG00000165449
ENSG00000165474
ENSG00000165480
ENSG00000165548
ENSG00000165568
ENSG00000165731
ENSG00000165891
ENSG00000165899
ENSG00000165905
ENSG00000166105
ENSG00000166123
ENSG00000166126
ENSG00000166143
ENSG00000166323
ENSG00000166359
ENSG00000166415
ENSG00000166451
ENSG00000166473
ENSG00000166508
ENSG00000166535
ENSG00000166546
ENSGO00000166670
ENSG00000166736
ENSG00000166803
ENSG00000166823
ENSG00000166851
ENSG00000166920
ENSG00000166922
ENSG00000166923
ENSG00000167080
ENSG00000167123
ENSG00000167157
ENSG00000167419
ENSG00000167476
ENSG00000167476
ENSG00000167476
ENSG00000167476
ENSG00000167513
ENSGO00000167614
ENSG00000167619
ENSGO00000167634
ENSG00000167701
ENSG00000167723
ENSGO00000167747
ENSGO00000167767
ENSG00000167771
ENSGO00000167772
ENSG00000167900
ENSGO00000167964
ENSGO00000167968
ENSG00000167971
ENSG00000168078
ENSG00000168081
ENSG00000168143
ENSG00000168234
ENSG00000168243
ENSGO00000168334
ENSG00000168491
ENSG00000168496
ENSG00000168528
ENSG00000168542
ENSG00000168621

133396
9232
222962
26872
1278
84624
3174
157753
202915
116039
115908
25879
55656
117531
158401
138065
1365
65268
195828
26050
9833
9075
7253
283209
84457
220963
2706
221150
57156
83592
5979
144455
283310
120071
112937
84706
81693
54866
160140
126248
256764
55839
114780
4176
144568
146227
4319
3359
9768
55897
5347
84419
6447
26585
124872
51148
51450
4025
1.05E+08
126306
1.05E+08
126306
81620
57348
284339
199713
2875
162514
84798
144501
283248
51129
7083
25837
1775
57524
55872
5368
222584
125488
2786
165904
256309
2237
347735
1281
2668

IL31RA
PTTG1
SLC29A4
STEAP1
COL1A2
FNDC1
HNF4G
TMEM74
TMEM184A
OSR2
CTHRC1
DCAF13
INTS8
TMC1
SHOC1
RNF183
CLDN3
WNK?2
ZNF367
SLITRK5
MELK
CLDN2
TSHR
PGM2L1
PHYHIPL
SLC16A9
GJB2
SKA3
TMEMG63C
AKR1E2
RET

E2F7
OTOGL
LARGE2
GLB1L3
GPT2
AMN
PPP1R14D
Cllorf65
WDRS88
WDR72
CENPN
PKD1L2
MCM7
A2ML1
BEAN1
MMP10
HTR3A
PCLAF
MESP1
PLK1
C150rf48
SCG5
GREM1
B4GALNT?2
CERCAM
PRRX2
LPO
JSRP1
JSRP1
LOC105372240
LOC105372240
CDT1
TTYH1
TMEM145
NLRP7
GPT
TRPV3
C190rf48
KRT80
RCOR2
ANGPTL4
TK1
RAB26
DNASE1L2
CASKIN1
PBK
PNOC
FAM83B
TTC39C
GNG4
XIRP1
CCDC110
FEN1
SERINC?2
COL3A1
GDNF

120.292
586.667
572.519
660.059
70602.45
1712.058
253.347
14.274
835.386
147.426
2234.983
1746.698
1476.395
9.604
200.467
60.373
2172.128
372.814
216.434
177.464
432.247
607.838
38.183
1504.196
23.054
842.368
860.754
173.589
257.395
97.376
121.187
129.977
25.459
711.791
390.802
1162.999
217.676
229.359
36.445
31.514
330.012
328.838
77.795
3476.32
13.308
272.615
141.396
249.498
439.894
93.193
641.682
1642.378
293.956
2740.634
191.191
1823.267
142.635
16.61
83.297
83.297
83.297
83.297
391.972
27.364
29.074
13.174
59.713
42.448
1147.92
1607.519
153.995
1229.256
1437.064
59.774
12.907
21.899
260.773
58.581
75.622
926.61
349.123
56.274
63.642
916.394
4613.735
75941.66
22.547

4.48
2.239
2.862
2.938
2.019
3.16
3.613
2.187
2.73
1.347
4.139
1.443
1.277
1.528
4.143
3.53
1.716
1.843
1.573
2.271
3.892
1.634
3.315
2.225
2.236
3.598
4.48
3.275
3.902
1.222
1.233
3.015
1.764
2.052
4.663
2.745
1.235
5.417
1.363
1.476
2.387
1.313
2.819
1.227
1.66
3.01
3.368
6.107
2.854
1.964
3.264
3.047
2.75
5.914
3.4
1.659
2.166
2.512
2.252
2.252
2.252
2.252
2.685
2.507
2.887
1.543
1.288
1.553
1.256
2.377
3.122
1.566
2.633
2.916
1.254
3.368
3.627
1.793
3.508
1.461
4.703
1.282
1.279
1.589
1.838
3.054
2.954

0.303
0.159
0.224
0.213
0.218
0.266
0.244
0.271
0.159
0.205
0.239
0.11
0.109
0.249
0.347
0.358
0.23
0.267
0.145
0.339
0.197
0.397
0.311
0.142
0.333
0.3
0.269
0.172
0.265
0.188
0.27
0.231
0.283
0.157
0.383
0.155
0.25
0.347
0.225
0.162
0.369
0.131
0.308
0.131
0.3
0.232
0.384
0.413
0.171
0.198
0.184
0.275
0.273
0.283
0.421
0.163
0.255
0.287
0.249
0.249
0.249
0.249
0.195
0.252
0.273
0.263
0.221
0.187
0.134
0.183
0.262
0.272
0.182
0.187
0.219
0.284
0.223
0.258
0.356
0.131
0.356
0.322
0.174
0.128
0.17
0.234
0.313

14.769
14.105
12.791
13.793
9.265
11.861
14.832
8.061
17.147
6.567
17.344
13.108
11.746
6.145
11.941
9.868
7.472
6.899
10.858
6.694
19.724
4.119
10.661
15.666
6.711
12.012
16.624
19.017
14.749
6.516
4.566
13.042
6.238
13.092
12.189
17.675
4.932
15.615
6.059
9.098
6.467
10.052
9.15
9.343
5.539
12.957
8.761
14.783
16.733
9.91
17.776
11.082
10.089
20.885
8.068
10.171
8.505
8.74
9.043
9.043
9.043
9.043
13.798
9.96
10.584
5.876
5.832
8.308
9.368
12.986
11.935
5.761
14.452
15.557
5.727
11.85
16.227
6.954
9.869
11.142
13.225
3.986
7.335
12.456
10.844
13.07
9.439

2.31x10-49a
3.53x10-45a
1.84x10-37a
2.81x10-43a
1.94x10-20a
1.88x10-32a
9.10x10-50a
7.57x10-16a
6.61x10-66a
5.13x10-11a
2.19x10-67a
2.95x10-39a
7.43x10-32a
7.99x10-10a
7.20x10-33a
5.75x10-23a
7.92x10-14a
5.23x10-12a
1.83x10-27a
2.17x10-11a
1.33x10-86a
3.80x10-05a
1.55x10-26a
2.58x10-55a
1.93x10-11a
3.07x10-33a
4.64x10-62a
1.24x10-80a
3.13x10-49a
7.24x10-11a
4.98x10-06a
7.06x10-39a
4.44x10-10a
3.66x10-39a
3.56x10-34a
6.55x10-70a
8.15x10-07a
5.75x10-55a
1.37x10-09a
9.19x10-20a
9.98x10-11a
9.03x10-24a
5.68x10-20a
9.33x10-21a
3.04x10-08a
2.15x10-38a
1.94x10-18a
1.89x10-49a
7.53x10-63a
3.76x10-23a
1.09x10-70a
1.53x10-28a
6.16x10-24a
7.41x10-97a
7.15x10-16a
2.67x10-24a
1.81x10-17a
2.33x10-18a
1.52x10-19a
1.52x10-19a
1.52x10-19a
1.52x10-19a
2.62x10-43a
2.28x10-23a
3.53x10-26a
4.22x10-09a
5.48x10-09a
9.76x10-17a
7.39x10-21a
1.47x10-38a
7.74x10-33a
8.35x10-09a
2.44x10-47a
1.44x10-54a
1.02x10-08a
2.15x10-32a
3.23x10-59a
3.54x10-12a
5.69x10-23a
7.81x10-29a
6.28x10-40a
6.72x10-05a
2.22x10-13a
1.29x10-35a
2.13x10-27a
4.90x10-39a
3.75x10-21a

1.23x10-47a
1.55x10-43a
5.21x10-36a
1.14x10-41a
1.87x10-19a
4.02x10-31a
4.92x10-48a
5.06x10-15a
8.38x10-64a
2.17x10-10a
2.95x10-65a
9.41x10-38a
1.54x10-30a
3.01x10-09a
1.58x10-31a
6.78x10-22a
4.39x10-13a
2.44x10-11a
2.96x10-26a
9.51x10-11a
5.98x10-84a
8.39x10-05a
2.35x10-25a
1.81x10-53a
8.50x10-11a
6.91x10-32a
4.57x10-60a
3.79x10-78a
1.64x10-47a
3.01x10-10a
1.23x10-05a
2.20x10-37a
1.71x10-09a
1.16x10-37a
8.46x10-33a
1.01x10-67a
2.22x10-06a
4.01x10-53a
5.04x10-09a
8.41x10-19a
4.09x10-10a
1.14x10-22a
5.29x10-19a
9.30x10-20a
9.76x10-08a
6.48x10-37a
1.60x10-17a
1.01x10-47a
7.96x10-61a
4.50x10-22a
1.75x10-68a
2.65x10-27a
7.86x10-23a
8.13x10-94a
4.79x10-15a
3.49x10-23a
1.38x10-16a
1.91x10-17a
1.37x10-18a
1.37x10-18a
1.37x10-18a
1.37x10-18a
1.07x10-41a
2.78x10-22a
5.23x10-25a
1.47x10-08a
1.90x10-08a
6.99x10-16a
7.42x10-20a
4.51x10-37a
1.69x10-31a
2.83x10-08a
1.17x10-45a
9.94x10-53a
3.43x10-08a
4.56x10-31a
2.73x10-57a
1.68x10-11a
6.71x10-22a
1.38x10-27a
2.09x10-38a
0.000144a

1.18x10-12a
3.31x10-34a
3.45x10-26a
1.54x10-37a
3.84x10-20a



ENSG00000168634
ENSG00000168702
ENSG00000168754
ENSG00000168779
ENSG00000168785
ENSG00000169213
ENSG00000169241
ENSG00000169245
ENSG00000169258
ENSG00000169302
ENSG00000169330
ENSG00000169436
ENSG00000169507
ENSG00000169607
ENSG00000169679
ENSG00000169684
ENSG00000169750
ENSG00000169783
ENSG00000169851
ENSG00000169894
ENSG00000169903
ENSG00000169962
ENSG00000170092
ENSG00000170312
ENSG00000170369
ENSG00000170417
ENSG00000170439
ENSG00000170442
ENSG00000170456
ENSGO00000170476
ENSG00000170498
ENSG00000170522
ENSG00000170558
ENSG00000170571
ENSG00000170577
ENSG00000170608
ENSGO00000170775
ENSG00000170779
ENSG00000170927
ENSG00000171004
ENSG00000171084
ENSG00000171121
ENSG00000171124
ENSG00000171126
ENSG00000171189
ENSG00000171208
ENSG00000171217
ENSG00000171241
ENSG00000171246
ENSG00000171320
ENSGO00000171346
ENSG00000171502
ENSG00000171551
ENSG00000171560
ENSG00000171617
ENSG00000171631
ENSG00000171657
ENSG00000171658
ENSG00000171848
ENSG00000171877
ENSG00000171903
ENSG00000171940
ENSG00000171989
ENSG00000172031
ENSG00000172061
ENSG00000172156
ENSG00000172167
ENSGO00000172244
ENSG00000172292
ENSGO00000172404
ENSG00000172548
ENSG00000172687
ENSGO00000172717
ENSG00000172818
ENSG00000172927
ENSG00000172965
ENSG00000172986
ENSG00000173041
ENSG00000173207
ENSG00000173212
ENSG00000173227
ENSG00000173239
ENSG00000173258
ENSG00000173267
ENSGO00000173404
ENSG00000173457
ENSG00000173599

164237
53353
51252
6474
10098
5865
55974
3627
114787
202374
23251
169044
151258
150468
699
1138
5881
84894
5099
4584
7104
83756
442590
983
1470
130827
196410
3892
160518
51237
3814
79071
1000
133418
10736
3171
2861
55038
5314
90161
1.00E+08
27094
2525
170850
2897
81831
49861
79801
4884
157570
3866
255631
9427
2243
8507
5031
27197
344887
6241
84978
57834
7764
92483
253152
131578
6356
27085
375444
253782
150353
348938
148203
161142
5017
26579
541471
727936
340252
1163
126868
91683
340654
158399
6623
3642
26472
5091

WFDC13
LRP1B
FAM178B
SHOX2
TSPANS
RAB3B
SLC50A1
CXCL10
GPRIN1
STK32A
MINAR1
COL22A1
SLC38A11
CKAP2L
BUB1
CHRNADS
RAC3
LINGO1
PCDH7
MUC3A
TM4SF4
TAS1R3
SPDYES
CDK1
CST2
TMEM182
METTL7B
KRT86
DENND5B
MZB1
KISS1
ELOVLS6
CDH2
EMB
SIX2
FOXAS3
GPR37
CDCA4
PKHD1
HS6ST2
FAMB86JP
KCNMB3
FUT3
KCNG3
GRIK1
NETO2
CLDN20
SHCBP1
NPTX1
ESCO2
KRT15
COL24A1
ECEL1
FGA
ENC1
P2RY6
GPR82
NMRAL2P
RRM2
FRMD5
CYP4F11
ZNF217
LDHALG6B
EPHX4
LRRC15
CCL11
MTBP
C5orf34
CERS6
DNAJB7
NIPAL4
ZNF738
FAM71D
OovoL1
MYEQOV

MIR4435-2HG

GXYLT2
ZNF680
CKS1B
MAB21L3
SYT12
LIPM
ZNF483
SNCG
INSM1
PPP1R14B
PC

19.166
31.561
73.377
55.409
1086.48
242115
2784.988
1421.983
293.814
544.833
57.062
111.918
35.027
297.01
693.944
98.134
365.326
142.799
1124.164
934.641
135.889
115.564
36.177
1041.251
73.795
268.25
320.367
146.699
647.898
1294.375
17.606
666.924
264.378
3434.978
161.759
133.152
212.799
590.434
89.939
1196.291
102.674
84.596
660.495
51.548
27.054
942.975
16.472
322.252
348.424
158.552
1106.422
124.651
72.141
4867.453
2947.004
439.324
83.113
87.473
1473.904
2325
285.034
2756.685
8.585
128.502
1038.08
101.281
221.151
119.811
1255.763
11.117
36.346
261.751
11.824
117.294
304.793
746.099
528.142
689.698
896.511
19.621
613.186
37.126
93.116
820.801
19.768
2145.608
916.826

1.708
2.353
2.53
3.348
1.206
4.334
1.606
1.262
2.936
1.801
2.328
3.298
2.219
3.416
2.853
3.164
2.25
2.497
2.223
3.97
2.746
2.1
1.594
2.73
2.312
1.664
2.172
2.206
1.217
2.313
1.415
1.528
2.192
1.472
3.202
2.516
2.961
1.498
1.795
3.736
1.306
1.832
2.021
1.238
1.433
1.812
1.713
2.508
2.43
3.012
1.994
2.315
4.169
3.322
1.261
2.897
1.986
2.782
3.479
3.887
2.652
1.402
1.497
3.021
2.785
1.291
2.077
2.263
1.206
1.592
1.372
1.251
1.937
2.037
5.553
1.335
1.382
1.275
1.855
1.311
5.095
2.607
1.209
1.549
2.298
1.824
1.442

0.342
0.398
0.254
0.299
0.12
0.331
0.147
0.283
0.175
0.176
0.166
0.273
0.295
0.176
0.172
0.224
0.186
0.251
0.236
0.315
0.382
0.21
0.266
0.177
0.385
0.103
0.215
0.243
0.157
0.273
0.254
0.182
0.292
0.166
0.359
0.265
0.237
0.131
0.288
0.231
0.129
0.183
0.191
0.303
0.307
0.157
0.328
0.162
0.318
0.176
0.27
0.185
0.364
0.464
0.113
0.198
0.283
0.333
0.192
0.241
0.422
0.105
0.31
0.234
0.3
0.25
0.16
0.154
0.106
0.317
0.327
0.179
0.296
0.22
0.337
0.138
0.192
0.155
0.172
0.267
0.352
0.247
0.265
0.286
0.4
0.133
0.142

4.992
5914
9.961
11.207
10.014
13.082
10.95
4.456
16.731
10.249
14.007
12.059
7.532
19.409
16.614
14.12
12.103
9.94
9.406
12.591
7.195
10.012
5.998
15.416
6.001
16.178
10.086
9.067
7.727
8.479
5.579
8.413
7.512
8.884
8.915
9.483
12.495
11.447
6.242
16.157
10.14
10.014
10.579
4.093
4.67
11.536
5.218
15.443
7.637
17.105
7.387
12.486
11.451
7.156
11.156
14.66
7.027
8.352
18.164
16.15
6.291
13.399
4.832
12.928
9.29
5.156
12.979
14.657
11.399
5.013
4.196
6.996
6.546
9.241
16.479
9.659
7.204
8.239
10.793
4.904
14.459
10.567
4.563
5411
5.741
13.701
10.129

5.99x10-07a
3.33x10-09a
2.26x10-23a
3.77x10-29a
1.33x10-23a
4.15x10-39a
6.64x10-28a
8.33x10-06a
7.83x10-63a
1.19x10-24a
1.42x10-44a
1.73x10-33a
5.00x10-14a
6.52x10-84a
5.55x10-62a
2.84x10-45a
1.02x10-33a
2.78x10-23a
5.15x10-21a
2.38x10-36a
6.26x10-13a
1.35x10-23a
2.00x10-09a
1.27x10-53a
1.96x10-09a
7.25x10-59a
6.37x10-24a
1.23x10-19a
1.10x10-14a
2.28x10-17a
2.42x10-08a
4.00x10-17a
5.84x10-14a
6.42x10-19a
4.90x10-19a
2.46x10-21a
7.94x10-36a
2.43x10-30a
4.33x10-10a
1.02x10-58a
3.68x10-24a
1.32x10-23a
3.74x10-26a
4.25x10-05a
3.01x10-06a
8.69x10-31a
1.81x10-07a
8.42x10-54a
2.22x10-14a
1.37x10-65a
1.50x10-13a
8.93x10-36a
2.32x10-30a
8.28x10-13a
6.72x10-29a
1.17x10-48a
2.12x10-12a
6.73x10-17a
9.98x10-74a
1.13x10-58a
3.16x10-10a
6.10x10-41a
1.35x10-06a
3.11x10-38a
1.54x10-20a
2.52x10-07a
1.60x10-38a
1.22x10-48a
4.22x10-30a
5.36x10-07a
2.71x10-05a
2.63x10-12a
5.93x10-11a
2.45x10-20a
5.18x10-61a
4.51x10-22a
5.84x10-13a
1.73x10-16a
3.71x10-27a
9.38x10-07a
2.19x10-47a
4.24x10-26a
5.05x10-06a
6.25x10-08a
9.43x10-09a
1.01x10-42a
4.09x10-24a

1.66x10-06a
1.18x10-08a
2.75x10-22a
6.80x10-28a
1.64x10-22a
1.31x10-37a
1.11x10-26a
2.00x10-05a
8.22x10-61a
1.60x10-23a
6.02x10-43a
3.95x10-32a
2.83x10-13a
2.60x10-81a
5.44x10-60a
1.25x10-43a
2.35x10-32a
3.38x10-22a
5.23x10-20a
6.39x10-35a
3.18x10-12a
1.67x10-22a
7.19x10-09a
8.33x10-52a
7.07x10-09a
5.96x10-57a
8.12x10-23a
1.11x10-18a
6.66x10-14a
1.72x10-16a
7.84x10-08a
2.95x10-16a
3.28x10-13a
5.49x10-18a
4.21x10-18a
2.55x10-20a
2.07x10-34a
4.68x10-29a
1.67x10-09a
8.23x10-57a
4.75x10-23a
1.63x10-22a
5.54x10-25a
9.34x10-05a
7.64x10-06a
1.71x10-29a
5.28x10-07a
5.60x10-52a
1.30x10-13a
1.70x10-63a
8.09x10-13a
2.32x10-34a
4.49x10-29a
4.15x10-12a
1.19x10-27a
5.95x10-47a
1.02x10-11a
4.89x10-16a
1.92x10-71a
9.09x10-57a
1.24x10-09a
2.16x10-39a
3.56x10-06a
9.32x10-37a
1.50x10-19a
7.27x10-07a
4.90x10-37a
6.18x10-47a
8.04x10-29a
1.49x10-06a
6.09x10-05a
1.26x10-11a
2.49x10-10a
2.34x10-19a
4.84x10-59a
4.96x10-21a
2.97x10-12a
1.22x10-15a
5.91x10-26a
2.53x10-06a
1.06x10-45a
6.26x10-25a
1.25x10-05a
1.93x10-07a
3.18x10-08a
3.94x10-41a
5.27x10-23a



ENSG00000173702
ENSG00000173715
ENSG00000173825
ENSG00000173848
ENSG00000173852
ENSG00000173894
ENSG00000173898
ENSG00000174123
ENSG00000174371
ENSG00000174442
ENSGO00000174469
ENSG00000174473
ENSG00000174501
ENSG00000174514
ENSG00000174564
ENSG00000174607
ENSG00000174672
ENSG00000174938
ENSG00000174939
ENSG00000175063
ENSG00000175130
ENSG00000175147
ENSG00000175305
ENSG00000175352
ENSG00000175426
ENSG00000175497
ENSG00000175600
ENSG00000175643
ENSG00000175832
ENSGO00000175874
ENSG00000175893
ENSG00000175928
ENSG00000176124
ENSG00000176124
ENSG00000176124
ENSG00000176124
ENSG00000176153
ENSG00000176208
ENSG00000176358
ENSG00000176383
ENSG00000176406
ENSG00000176428
ENSG00000176490
ENSG00000176659
ENSG00000176749
ENSG00000176788
ENSGO00000176884
ENSG00000176887
ENSG00000176890
ENSG00000176912
ENSG00000176920
ENSG00000176945
ENSG00000177340
ENSG00000177359
ENSGO00000177398
ENSGO00000177455
ENSG00000177602
ENSG00000177679
ENSGO00000177694
ENSGO00000177788
ENSG00000177807
ENSG00000177888
ENSG00000178150
ENSG00000178222
ENSG00000178295
ENSG00000178301
ENSG00000178342
ENSG00000178401
ENSG00000178445
ENSGO00000178460
ENSG00000178623
ENSG00000178752
ENSGO00000178773
ENSGO00000178776
ENSG00000178821
ENSG00000178852
ENSG00000178882
ENSG00000178882
ENSG00000178882
ENSG00000178882
ENSG00000178999
ENSG00000179528
ENSGO00000179546
ENSG00000179750
ENSG00000179846
ENSG00000179913
ENSG00000179934

56667
79703
220359
10276
23333
84733
6712
81793
9156
55055
26047
442117
400986
148808
53833
7368
9024
26470
253982
11065
65108
200197
9134
56675
5122
57628
79783
116028
2118
200407
340481
57633
10301
1.01E+08
10301
1.01E+08
2877
79915
255061
79369
9699
155382
148252
284756
8851
10409
2902
6664
7298
494514
2524
200958
79857
144203
89766
930
83903
222183
254827
1.05E+08
3766
360023
163071
285498
348654
282679
26251
79962
2731
157777
2859
151176
27132
389336
339456
124989
1.01E+08
144347
1.01E+08
144347
9212
85474
3352
9582
284353
10331
1237

MUC13
Cl1orf80
TIGD3
NET1
DPY19L1
CBX2
SPTBN2
TLR10
EXO1
ZWILCH
CNTNAP2
GALNTL6
ANKRD36C
MFSD4A
IL20RB
UGTS8
BRSK2
SEZ6L2
ASPHD1
UBE2C
MARCKSL1
TMEMb51-AS1
CCNE2
NRIP3
PCSK1
DPP10
SUGCT
RMI2

ETV4
CREG2
ZDHHC21
LRRN1
DLEU1
DLEU1
DLEU7-AS1
DLEU7-AS1
GPX2
ATAD5
TAC4
B3GNT4
RIMS2
VPS37D
DIRAS1
C200rf197
CDK5R1
BASP1
GRIN1
SOX11
TYMS
TYMSOS
FUT2
MUC20
FLJ13224
OVO0Ss2
UMODL1
CD19
HASPIN
SRRM3
NAALADL?2
LOC105373159
KCNJ10
ZBTB41
ZNF114
RNF212
GEN1
AQP11
KCNG2
DNAJC22
GLDC
MCMDC2
GPR35
ERFE
CPNE7
Ch5orf46
TMEMb52
EFCAB13
RFLNA
RFLNA
ZNF664-RFLNA
ZNF664-RFLNA
AURKB
LBX2
HTR1D
APOBEC3B
NKPD1
B3GNT3
CCR8

1007.34
652.27
32.055
5530.053
3795.028
455.884
1262.707
134.597
267.123
533.923
153.589
50.942
362.742
1388.153
248.656
441.611
64.279
2459.29
223.529
854.142
5669.631
67.888
184.805
259.78
99.9
111.765
156.636
370.684
897.009
30.207
2334.387
391.301
337.988
337.988
337.988
337.988
2213.728
293.054
27.41
63.076
94.409
106.176
207.504
64.166
224.707
2556.05
48.288
278.276
653.529
23.321
457.167
1128.23
6.618
20.633
88.973
118.806
83.851
128.687
759.754
32.116
55.359
1759.285
96.573
350.138
493.939
68.144
16.968
194.289
81.26
84.051
164.394
165.998
158.276
42.286
65.749
176.969
148.645
148.645
148.645
148.645
302.92
32.253
85.963
215.621
9.796
1031.645
25.807

5.239
1.376
1.565
1.534
1.457
2.387
2.306
1.206
3.878
1.255
2.489
1.251
3.445
1.332
3.952
2.277
2.113
1.558
2.413
4.132
1.976
1.682
2.452
1.62

3.333
2.493
2.367
2.145
3.441
2.178
1.304
1.519
1.55

1.55

1.55

1.55

5.652
1.96

2.138
1.966
4.384
1.466
2.978
3.023
1.965
1.841
2.625
5.967
2.002
2.602
2.743
1.987
1.428
2.321
341

1.96

2.172
2.505
1.733
2.407
2.402
1.36

1.804
1.843
1.386
1.863
2.085
2.924
1.863
1.387
1.75

3.648
2.86

2.489
1.909
1.84

2.348
2.348
2.348
2.348
3.319
1.78

2.826
2.257
2.309
4.244
1.771

0.441
0.102
0.208
0.138
0.135
0.217
0.165
0.261
0.189
0.093
0.355
0.315
0.327
0.221
0.308
0.214
0.279
0.192
0.238
0.22
0.165
0.18
0.173
0.222
0.331
0.344
0.195
0.134
0.189
0.259
0.211
0.281
0.206
0.206
0.206
0.206
0.41
0.174
0.29
0.209
0.398
0.17
0.272
0.3
0.192
0.19
0.236
0.448
0.136
0.22
0.2
0.239
0.287
0.293
0.307
0.283
0.186
0.199
0.191
0.148
0.277
0.127
0.265
0.206
0.147
0.155
0.23
0.234
0.23
0.154
0.225
0.319
0.236
0.294
0.198
0.227
0.231
0.231
0.231
0.231
0.217
0.166
0.308
0.23
0.282
0.228
0.23

11.89
13.544
7.515
11.113
10.764
11.008
13.942
4.628
20.548
13.435
7.019
3.965
10.521
6.014
12.845
10.616
7.57
8.122
10.161
18.778
12.001
9.319
14.207
7.294
10.059
7.253
12.136
15.997
18.237
8.403
6.176
5.41
7.521
7.521
7.521
7.521
13.776
11.253
7.363
9.408
11.022
8.607
10.968
10.076
10.261
9.674
11.115
13.324
14.665
11.81
13.684
8.316
4974
7.919
11.121
6.931
11.697
12.568
9.062
16.274
8.66
10.679
6.797
8.931
9.432
11.996
9.064
12.522
8.083
8.998
7.792
11.428
12.11
8.458
9.626
8.093
10.154
10.154
10.154
10.154
15.265
10.703
9.174
9.819
8.199
18.637
7.69

1.34x10-32a
8.61x10-42a
5.68x10-14a
1.08x10-28a
5.09x10-27a
3.50x10-28a
3.53x10-44a
3.70x10-06a
8.05x10-94a
3.76x10-41a
2.24x10-12a
7.33x10-05a
6.88x10-26a
1.81x10-09a
9.18x10-38a
2.52x10-26a
3.75x10-14a
4.57x10-16a
2.95x10-24a
1.15x10-78a
3.51x10-33a
1.18x10-20a
8.25x10-46a
3.00x10-13a
8.39x10-24a
4.07x10-13a
6.82x10-34a
1.33x10-57a
2.62x10-74a
4.34x10-17a
6.57x10-10a
6.29x10-08a
5.45x10-14a
5.45x10-14a
5.45x10-14a
5.45x10-14a
3.57x10-43a
2.25x10-29a
1.80x10-13a
5.05x10-21a
3.01x10-28a
7.50x10-18a
5.47x10-28a
7.06x10-24a
1.06x10-24a
3.88x10-22a
1.06x10-28a
1.69x10-40a
1.08x10-48a
3.46x10-32a
1.27x10-42a
9.08x10-17a
6.55x10-07a
2.39x10-15a
9.92x10-29a
4.17x10-12a
1.33x10-31a
3.17x10-36a
1.28x10-19a
1.52x10-59a
4.73x10-18a
1.27x10-26a
1.06x10-11a
4.21x10-19a
4.02x10-21a
3.73x10-33a
1.26x10-19a
5.65x10-36a
6.33x10-16a
2.31x10-19a
6.61x10-15a
3.02x10-30a
9.32x10-34a
2.73x10-17a
6.21x10-22a
5.82x10-16a
3.17x10-24a
3.17x10-24a
3.17x10-24a
3.17x10-24a
1.31x10-52a
9.87x10-27a
4.55x10-20a
9.35x10-23a
2.42x10-16a
1.60x10-77a
1.47x10-14a

2.88x10-31a
3.22x10-40a
3.20x10-13a
1.88x10-27a
8.01x10-26a
5.93x10-27a
1.47x10-42a
9.28x10-06a
6.42x10-91a
1.35x10-39a
1.08x10-11a
0.000156a

1.00x10-24a
6.56x10-09a
2.66x10-36a
3.76x10-25a
2.14x10-13a
3.11x10-15a
3.84x10-23a
3.09x10-76a
7.85x10-32a
1.17x10-19a
3.71x10-44a
1.57x10-12a
1.06x10-22a
2.10x10-12a
1.60x10-32a
1.01x10-55a
5.23x10-72a
3.19x10-16a
2.50x10-09a
1.94x10-07a
3.07x10-13a
3.07x10-13a
3.07x10-13a
3.07x10-13a
1.44x10-41a
4.11x10-28a
9.66x10-13a
5.14x10-20a
5.12x10-27a
5.89x10-17a
9.19x10-27a
8.96x10-23a
1.42x10-23a
4.31x10-21a
1.85x10-27a
5.85x10-39a
5.53x10-47a
7.26x10-31a
4.93x10-41a
6.51x10-16a
1.80x10-06a
1.53x10-14a
1.73x10-27a
1.96x10-11a
2.73x10-30a
8.48x10-35a
1.16x10-18a
1.30x10-57a
3.77x10-17a
1.95x10-25a
4.81x10-11a
3.64x10-18a
4.11x10-20a
8.32x10-32a
1.14x10-18a
1.49x10-34a
4.27x10-15a
2.04x10-18a
4.07x10-14a
5.79x10-29a
2.16x10-32a
2.04x10-16a
6.77x10-21a
3.94x10-15a
4.12x10-23a
4.12x10-23a
4.12x10-23a
4.12x10-23a
8.15x10-51a
1.52x10-25a
4.26x10-19a
1.08x10-21a
1.68x10-15a
3.79x10-75a
8.82x10-14a



ENSG00000180071
ENSG00000180198
ENSG00000180287
ENSG00000180336
ENSG00000180525
ENSG00000180535
ENSG00000180574
ENSG00000180596
ENSG00000180616
ENSG00000180747
ENSG00000181019
ENSG00000181143
ENSG00000181218
ENSG00000181291
ENSG00000181315
ENSG00000181418
ENSG00000181458
ENSG00000181544
ENSG00000181649
ENSG00000181652
ENSG00000181656
ENSG00000181722
ENSG00000181847
ENSG00000182134
ENSG00000182199
ENSG00000182240
ENSG00000182272
ENSG00000182379
ENSG00000182463
ENSG00000182481
ENSG00000182489
ENSG00000182580
ENSG00000182600
ENSG00000182704
ENSG00000182752
ENSG00000182901
ENSG00000182931
ENSG00000183010
ENSG00000183032
ENSG00000183036
ENSG00000183048
ENSG00000183091
ENSG00000183098
ENSG00000183145
ENSG00000183150
ENSG00000183248
ENSG00000183250
ENSG00000183317
ENSG00000183444
ENSG00000183454
ENSG00000183486
ENSG00000183605
ENSG00000183625
ENSG00000183671
ENSG00000183682
ENSG00000183715
ENSG00000183742
ENSG00000183763
ENSG00000183765
ENSG00000183780
ENSG00000183837
ENSG00000183850
ENSG00000183856
ENSG00000183873
ENSG00000183960
ENSG00000184156
ENSG00000184260
ENSG00000184261
ENSG00000184305
ENSG00000184343
ENSG00000184349
ENSG00000184363
ENSG00000184368
ENSG00000184408
ENSG00000184445
ENSG00000184524
ENSG00000184635
ENSG00000184661
ENSG00000184697
ENSG00000184925
ENSG00000184956
ENSG00000184984
ENSG00000184992
ENSG00000185033
ENSG00000185090
ENSG00000185100
ENSG00000185155

253650
1104
200150
284071
414235
168620
255308
8347
6752
1.00E+08
1728
94025
92815
124842
79692
23109
55076
2187
7262
285973
54112
26137
201633
11022
6472
25825
338707
11247
128553
3838
402415
2049
389084
25987
5069
6000
280664
5831
89874
5121
1468
4703
10082
53820
2842
80164
84536
284656
389537
2903
4600
119559
1232
2825
353500
4978
346389
10293
11200
148641
29944
1.00E+08
128239
6331
131096
3786
8338
56660
401145
26576
1946
11187
256714
3751
9735
51286
81931
157313
9074
286256
4588
1133
140707
10509
149175
122622
83881

ANKRD18A
RCC1
PLD5
MEIOC
DIP2C-AS1
BHLHA15
EIF2S3B
H2BC4
SSTR2
SMG1P3
NQO1
MUC16
H2AW
TMEM132E
ZNF322
DDN
TMEM45A
FANCB
PHLDA2
ATGIB
GPRS8
ZBTB20
TIGIT
TDRKH
SHMT2
BACE2
B4GALNT4
NXPH4
TSHZ2
KPNA2
XKRX
EPHB3
SNORC
TSKU
PAPPA
RGS7
WFDC10B
PYCR1
SLC25A21
PCP4
SLC25A10
NEB
GPC6
RIPPLY3
GPR19
PRR36
LINCO01547
EPHAL0
OR7E38P
GRIN2A
MX2
SFXN4
CCR3
GPR1
BMPSA
OPCML
MACC1
TRAIP
CHEK2
SLC35F3
PNMA3
ZNF730
IQGAP3
SCN5A
KCNH8
KCNQ3
H2AC20
KCNK12
CCSER1
SRPK3
EFNAS
PKP3
MAP7D2
KCND2
KNTC1
CEND1
ZNF93
CDCA2
CLDNG6
LCN12
MUC6
CHRM5
BRI3BP
SEMA4B
MANEAL
ADSS1
MIXL1

53.391
1755.678
115.332
37.945
111.403
60.16
36.523
246.176
104.611
114.026
8319.129
2340.837
162.908
24.52
375.247
16.573
1288.621
48.236
692.228
144.26
36.887
249.961
293.615
936.14
2863.938
2914.99
242.292
120.344
398.551
3083.974
394.191
911.305
33.142
1923.336
288.084
51.936
30.72
2554.258
54.723
176.007
378.519
269.247
1049.625
71.084
29.481
514.184
134.589
236.812
135.717
120.956
1770.454
710.437
33.296
31.441
35.7
13.996
3113.722
142.732
398.304
97.063
57.768
32.954
814.57
26.773
40.909
1238.328
59.887
39.185
245.693
109.431
1209.756
1903.845
328.805
129.465
913.237
10.142
214.333
181.889
228.42
33.012
299.253
14.698
1036.879
4844.837
586.032
402.686
30.601

1.825
1.693
2.301
2.398
2.447
2.407
1.473
2.477
1.428
1.801
3.097
3.265
1.693
1.436
1.433
2.244
1.221
2.234
2.377
1.389
2.815
2.725
1.298
1.406
1.312
1.272
4.511
4.004
1.204
2.146
2.842
1.308
1.985
1.65

1.498
3.631
2.238
3.558
1.944
4.186
1.822
2.524
1.774
1.828
2.422
1.944
1.342
3.353
1.337
2.472
1.523
1.242
1.754
1.305
2.309
1.861
1.475
1.803
1.367
2.343
2.532
2.204
3.938
1.948
2.109
2.352
3.293
3.98

2.484
2.732
1.63

1.259
3.658
2.924
2.391
1.493
1.699
3.305
5.037
1.395
3.701
1.391
1.343
1.391
2.026
1.337
2.175

0.24
0.103
0.308
0.259
0.336
0.216
0.255
0.222
0.214
0.268
0.277
0.401
0.257
0.257
0.169
0.292
0.239
0.173
0.218
0.214
0.288
0.337
0.186
0.114
0.127
0.172
0.296
0.345
0.188
0.149
0.217
0.175
0.179
0.156
0.247
0.393
0.303
0.155
0.211
0.377
0.144
0.302
0.226
0.297
0.199
0.203
0.168
0.197
0.14
0.405
0.132
0.108
0.251
0.28
0.199
0.284
0.189
0.144
0.129
0.275
0.316
0.288
0.185
0.283
0.3
0.236
0.324
0.335
0.226
0.244
0.162
0.148
0.288
0.227
0.159
0.278
0.162
0.198
0.46
0.23
0.469
0.28
0.11
0.149
0.163
0.172
0.238

7.595
16.462
7.464
9.247
7.28
11.143
5.771
11.145
6.672
6.732
11.164
8.152
6.595
5.588
8.469
7.698
5.113
12.924
10.883
6.485
9.791
8.08
6.991
12.352
10.314
7.378
15.243
11.589
6.408
14.393
13.096
7.455
11.1
10.563
6.062
9.232
7.384
22.914
9.197
11.099
12.607
8.364
7.846
6.16
12.156
9.592
7.997
17.024
9.547
6.097
11.501
11.505
6.986
4.663
11.59
6.556
7.807
12.521
10.567
8.53
8.011
7.649
21.242
6.886
7.035
9.968
10.154
11.893
10.989
11.174
10.068
8.516
12.687
12.867
15.007
5.377
10.502
16.697
10.959
6.058
7.888
4.96
12.188
9.335
12.462
7.775
9.121

3.07x10-14a
6.88x10-61a
8.42x10-14a
2.31x10-20a
3.34x10-13a
7.76x10-29a
7.87x10-09a
7.53x10-29a
2.52x10-11a
1.68x10-11a
6.11x10-29a
3.58x10-16a
4.25x10-11a
2.30x10-08a
2.47x10-17a
1.39x10-14a
3.16x10-07a
3.28x10-38a
1.39x10-27a
8.89x10-11a
1.23x10-22a
6.46x10-16a
2.72x10-12a
4.74x10-35a
6.08x10-25a
1.60x10-13a
1.84x10-52a
4.71x10-31a
1.47x10-10a
5.73x10-47a
3.45x10-39a
9.00x10-14a
1.26x10-28a
4.41x10-26a
1.34x10-09a
2.67x10-20a
1.53x10-13a
3.36x10-116a
3.69x10-20a
1.27x10-28a
1.92x10-36a
6.04x10-17a
4.29x10-15a
7.29x10-10a
5.33x10-34a
8.62x10-22a
1.27x10-15a
5.45x10-65a
1.33x10-21a
1.08x10-09a
1.30x10-30a
1.24x10-30a
2.84x10-12a
3.12x10-06a
4.61x10-31a
5.52x10-11a
5.86x10-15a
5.70x10-36a
4.24x10-26a
1.46x10-17a
1.14x10-15a
2.02x10-14a
3.89x10-100a
5.76x10-12a
2.00x10-12a
2.11x10-23a
3.19x10-24a
1.28x10-32a
4.32x10-28a
5.44x10-29a
7.67x10-24a
1.65x10-17a
6.96x10-37a
6.89x10-38a
6.65x10-51a
7.57x10-08a
8.47x10-26a
1.38x10-62a
5.98x10-28a
1.38x10-09a
3.08x10-15a
7.07x10-07a
3.62x10-34a
1.01x10-20a
1.21x10-35a
7.53x10-15a
7.41x10-20a

1.78x10-13a
6.32x10-59a
4.66x10-13a
2.22x10-19a
1.74x10-12a
1.37x10-27a
2.68x10-08a
1.33x10-27a
1.10x10-10a
7.44x10-11a
1.09x10-27a
2.46x10-15a
1.81x10-10a
7.47x10-08a
1.86x10-16a
8.32x10-14a
9.02x10-07a
9.82x10-37a
2.27x10-26a
3.66x10-10a
1.41x10-21a
4.36x10-15a
1.31x10-11a
1.18x10-33a
8.27x10-24a
8.63x10-13a
1.12x10-50a
9.43x10-30a
5.94x10-10a
2.72x10-45a
1.10x10-37a
4.97x10-13a
2.18x10-27a
6.49x10-25a
4.,94x10-09a
2.55x10-19a
8.27x10-13a
1.85x10-112a
3.48x10-19a
2.21x10-27a
5.22x10-35a
4.40x10-16a
2.70x10-14a
2.75x10-09a
1.26x10-32a
9.29x10-21a
8.36x10-15a
6.40x10-63a
1.41x10-20a
4.02x10-09a
2.54x10-29a
2.43x10-29a
1.36x10-11a
7.89x10-06a
9.25x10-30a
2.33x10-10a
3.63x10-14a
1.50x10-34a
6.26x10-25a
1.12x10-16a
7.53x10-15a
1.19x10-13a
6.10x10-97a
2.67x10-11a
9.70x10-12a
2.58x10-22a
4.15x10-23a
2.77x10-31a
7.30x10-27a
9.72x10-28a
9.70x10-23a
1.26x10-16a
1.93x10-35a
2.01x10-36a
3.77x10-49a
2.31x10-07a
1.22x10-24a
1.41x10-60a
1.00x10-26a
5.06x10-09a
1.95x10-14a
1.94x10-06a
8.59x10-33a
1.01x10-19a
3.10x10-34a
4.62x10-14a
6.82x10-19a



ENSG00000185156
ENSG00000185332
ENSG00000185467
ENSG00000185480
ENSG00000185567
ENSG00000185615
ENSG00000185697
ENSG00000185760
ENSG00000185803
ENSG00000185818
ENSG00000185842
ENSG00000185900
ENSG00000185958
ENSG00000186007
ENSG00000186019
ENSG00000186185
ENSG00000186193
ENSG00000186212
ENSG00000186281
ENSG00000186314
ENSG00000186340
ENSG00000186529
ENSG00000186564
ENSG00000186603
ENSG00000186648
ENSG00000186684
ENSG00000186777
ENSG00000186806
ENSG00000186871
ENSG00000186891
ENSG00000186907
ENSG00000187017
ENSG00000187045
ENSG00000187134
ENSG00000187260
ENSG00000187372
ENSG00000187546
ENSG00000187583
ENSG00000187642
ENSG00000187672
ENSG00000187715
ENSG00000187741
ENSG00000187801
ENSG00000187837
ENSG00000187840
ENSG00000187862
ENSG00000187951
ENSG00000188086
ENSG00000188095
ENSG00000188107
ENSG00000188158
ENSG00000188175
ENSG00000188227
ENSG00000188306
ENSG00000188322
ENSG00000188338
ENSG00000188368
ENSG00000188372
ENSG00000188385
ENSG00000188403
ENSG00000188483
ENSG00000188488
ENSG00000188501
ENSG00000188505
ENSG00000188517
ENSG00000188580
ENSG00000188610
ENSG00000188613
ENSG00000188643
ENSG00000188672
ENSG00000188706
ENSG00000188738
ENSG00000188761
ENSG00000188763
ENSG00000188766
ENSG00000188822
ENSG00000188833
ENSG00000188910
ENSG00000188916
ENSG00000189057
ENSG00000189127
ENSG00000189159
ENSG00000189280
ENSG00000189366
ENSG00000189410
ENSG00000196074
ENSG00000196081

162387
284186
402569
55010
113146
64714
4603
56479
79581
339983
127602
84197
121006
93273
1.00E+08
146909
89958
345079
150763
153768
7058
4051
2306
84842
90668
339761
654254
147645
54821
8784
349667
83715
164656
1645
349136
56123
392636
84069
84808
26059
166348
2175
65243
3006
1978
164118
1.00E+08
377047
145873
346007
4810
253012
390927
344657
388228
10991
284338
7784
282973
390531
389792
5104
197021
342897
84570
154215
653820
340719
140576
6006
51114
401024
440603
8326
399473
1269
377841
2707
642938
374393
340120
51155
2709
200810
400745
10388
440519

MFSD6L
TMEM105
KPNA7
PARPBP
AHNAK?2
PDIA2
MYBL1
KCNQ5
SLC52A2
NATSL
DNAH14
POMK
FAM186A
LEMD1
LOC100379224
KIF18B
SAPCD?2
SOWAHB
GPAT2
PRELID2
THBS2
CYP4F3
FOXD2
HPDL
CARMIL3
CYP27C1
ZNF732
VSIG10L
ERCC6L
TNFRSF18
RTN4RL2
ESPN
TMPRSS6
AKR1C1
WDRS86
PCDHB13
AGMO
PLEKHN1
PERM1
ERC2
KBTBD12
FANCA
ZFP69B
H1-2
EIF4EBP1
TTC24
LOC100288637
PRSS45P
MESP2
EYS
NHS
HEPACAM?2
ZNF793
LRRIQ4
SBK1
SLC38A3
PRR19
ZP3
JAKMIP3
IGHV10R15-9
IER5L
SERPINA5
LCTL
NCCRP1
COL25A1
NKAIN2
FAM72B
NANOS1
S100A16
RHCE
ZDHHC9
FSIP2
BCL2L15
FZD9
SPRED3
CNR2
ENTPDS
GJB3
INSYN2A
FAM111B
ANKRD34B
JPT1
GJB5
ALGIL
SH2D5
SYCP2
ZNF724

136.191
69.786
101.173
192.784
2809.566
71.622
289.022
177.179
2132.988
87.796
500.627
154.269
20.151
113.183
5.324
288.516
379.198
446.621
181.757
163.525
8046.098
118.112
75.273
49.668
66.11
70.507
16.962
227.54
137.732
222.217
324.681
297.457
361.983
6512.078
177.1
182.544
20.074
156.5
62.432
45.659
137.208
411.046
79.481
1649.412
1159.799
11.908
148.137
30.614
26.098
117.237
425.015
23.908
269.438
14.343
785.211
28.176
47.522
184.426
48.822
44.928
366.487
104.659
9.395
160.001
201.712
30.747
32.555
107.369
6229.487
54.853
5609.518
128.643
387.361
56.01
103.004
35.566
67.815
305.266
121.755
355.612
53.319
4155.564
62.851
150.729
13.718
233.256
72.037

1.849
1.666
2.249
2.207
2.089
4.564
1.579
3.115
1.273
3.207
2.821
2.059
1.45

2.933
1.207
3.805
3.722
1.574
1.349
1.249
3.525
1.689
1.266
3.461
1.346
2.568
2.282
1.558
3.565
2.74

2.759
1.723
2.48

3.034
1.723
1.472
1.595
2.938
2.72

1.295
2.402
1.855
2.002
1.656
1.441
1.354
1.568
1.48

2.667
2.303
1.645
1.204
1.328
1.75

2.512
2.185
1.909
1.973
1.819
2.844
1.49

2.348
1.726
3.381
4.402
2.263
2.622
1.572
1.332
2.299
1.264
3.451
3.612
2.682
2.791
1.206
3.674
3.285
3.667
3.082
4.845
1.57

2.027
3.09

2.328
2.158
2.659

0.277
0.18

0.231
0.157
0.222
0.44

0.19

0.234
0.145
0.284
0.225
0.216
0.265
0.271
0.23

0.214
0.195
0.168
0.303
0.127
0.231
0.364
0.151
0.251
0.235
0.286
0.319
0.223
0.171
0.239
0.246
0.252
0.328
0.394
0.234
0.211
0.289
0.17

0.184
0.176
0.272
0.128
0.124
0.197
0.196
0.28

0.166
0.216
0.263
0.237
0.17

0.372
0.18

0.257
0.193
0.321
0.172
0.213
0.246
0.308
0.173
0.343
0.204
0.364
0.458
0.385
0.223
0.169
0.191
0.254
0.142
0.319
0.238
0.342
0.187
0.268
0.298
0.305
0.336
0.176
0.371
0.141
0.357
0.268
0.315
0.281
0.22

6.668
9.267
9.742
14.08
9.403
10.376
8.33
13.336
8.777
11.294
12.522
9.54
5.475
10.833
5.255
17.818
19.068
9.391
4.453
9.835
15.237
4.644
8.359
13.763
5.721
8.968
7.156
6.973
20.819
11.478
11.23
6.844
7.57
7.699
7.373
6.979
5.509
17.241
14.795
7.339
8.842
14.488
16.178
8.416
7.354
4.843
9.438
6.842
10.147
9.699
9.687
3.233
7.39
6.812
13.013
6.798
11.077
9.269
7.401
9.22
8.632
6.846
8.447
9.281
9.612
5.879
11.782
9.32
6.986
9.061
8.93
10.824
15.174
7.843
14.929
4.499
12.315
10.766
10.924
17.468
13.048
11.155
5.682
11.512
7.401
7.69
12.104

2.60x10-11a
1.92x10-20a
2.00x10-22a
5.02x10-45a
5.31x10-21a
3.18x10-25a
8.06x10-17a
1.44x10-40a
1.69x10-18a
1.41x10-29a
5.62x10-36a
1.43x10-21a
4.38x10-08a
2.41x10-27a
1.48x10-07a
5.12x10-71a
4.65x10-81a
5.94x10-21a
8.46x10-06a
7.96x10-23a
2.01x10-52a
3.41x10-06a
6.31x10-17a
4.27x10-43a
1.06x10-08a
3.02x10-19a
8.33x10-13a
3.10x10-12a
2.90x10-96a
1.71x10-30a
2.91x10-29a
7.69x10-12a
3.73x10-14a
1.37x10-14a
1.66x10-13a
2.96x10-12a
3.62x10-08a
1.31x10-66a
1.57x10-49a
2.15x10-13a
9.38x10-19a
1.44x10-47a
7.26x10-59a
3.89x10-17a
1.92x10-13a
1.28x10-06a
3.80x10-21a
7.81x10-12a
3.41x10-24a
3.06x10-22a
3.43x10-22a
0.001223b

1.47x10-13a
9.61x10-12a
1.03x10-38a
1.06x10-11a
1.63x10-28a
1.87x10-20a
1.35x10-13a
2.98x10-20a
6.01x10-18a
7.60x10-12a
2.98x10-17a
1.68x10-20a
7.13x10-22a
4,13x10-09a
4.82x10-32a
1.16x10-20a
2.83x10-12a
1.30x10-19a
4.27x10-19a
2.65x10-27a
5.29x10-52a
4.39x10-15a
2.13x10-50a
6.83x10-06a
7.49x10-35a
4.97x10-27a
8.89x10-28a
2.52x10-68a
6.54x10-39a
6.74x10-29a
1.33x10-08a
1.14x10-30a
1.36x10-13a
1.48x10-14a
1.00x10-33a

1.13x10-10a
1.85x10-19a
2.26x10-21a
2.18x10-43a
5.38x10-20a
4.43x10-24a
5.81x10-16a
4.99x10-39a
1.40x10-17a
2.60x10-28a
1.48x10-34a
1.51x10-20a
1.38x10-07a
3.87x10-26a
4.38x10-07a
8.39x10-69a
1.46x10-78a
6.00x10-20a
2.03x10-05a
9.27x10-22a
1.22x10-50a
8.60x10-06a
4.59x10-16a
1.70x10-41a
3.56x10-08a
2.64x10-18a
4.17x10-12a
1.48x10-11a
3.03x10-93a
3.31x10-29a
5.28x10-28a
3.52x10-11a
2.14x10-13a
8.22x10-14a
8.95x10-13a
1.42x10-11a
1.15x10-07a
1.70x10-64a
8.41x10-48a
1.14x10-12a
7.95x10-18a
7.04x10-46a
5.96x10-57a
2.87x10-16a
1.02x10-12a
3.38x10-06a
3.89x10-20a
3.57x10-11a
4.42x10-23a
3.42x10-21a
3.82x10-21a
0.002203b

7.93x10-13a
4.36x10-11a
3.17x10-37a
4.80x10-11a
2.81x10-27a
1.81x10-19a
7.32x10-13a
2.83x10-19a
4.76x10-17a
3.48x10-11a
2.23x10-16a
1.63x10-19a
7.74x10-21a
1.45x10-08a
1.00x10-30a
1.15x10-19a
1.36x10-11a
1.17x10-18a
3.70x10-18a
4.25x10-26a
3.16x10-50a
2.76x10-14a
1.17x10-48a
1.66x10-05a
1.84x10-33a
7.84x10-26a
1.47x10-26a
3.65x10-66a
2.05x10-37a
1.20x10-27a
4.42x10-08a
2.25x10-29a
7.36x10-13a
8.84x10-14a
2.32x10-32a



ENSG00000196092
ENSG00000196104
ENSG00000196109
ENSG00000196139
ENSG00000196172
ENSG00000196208
ENSG00000196233
ENSG00000196247
ENSG00000196296
ENSG00000196335
ENSG00000196353
ENSG00000196407
ENSG00000196418
ENSG00000196420
ENSG00000196421
ENSG00000196460
ENSG00000196503
ENSG00000196542
ENSG00000196550
ENSG00000196584
ENSG00000196611
ENSG00000196632
ENSG00000196684
ENSG00000196711
ENSG00000196754
ENSG00000196787
ENSG00000196793
ENSG00000196876
ENSG00000196912
ENSG00000196917
ENSG00000196937
ENSG00000197008
ENSG00000197106
ENSG00000197134
ENSG00000197140
ENSG00000197261
ENSG00000197275
ENSG00000197299
ENSG00000197409
ENSG00000197410
ENSG00000197444
ENSG00000197479
ENSG00000197506
ENSG00000197520
ENSG00000197599
ENSG00000197635
ENSGO00000197714
ENSG00000197757
ENSG00000197768
ENSG00000197837
ENSG00000197903
ENSG00000197927
ENSG00000197930
ENSG00000197977
ENSG00000198018
ENSG00000198074
ENSG00000198088
ENSG00000198125
ENSG00000198155
ENSG00000198183
ENSG00000198203
ENSG00000198216
ENSG00000198286
ENSG00000198298
ENSG00000198363
ENSG00000198380
ENSG00000198431
ENSG00000198488
ENSG00000198515
ENSG00000198535
ENSGO00000198554
ENSG00000198569
ENSG00000198598
ENSGO00000198648
ENSG00000198691
ENSG00000198723
ENSG00000198732
ENSGO00000198734
ENSG00000198743
ENSG00000198753
ENSGO00000198754
ENSG00000198780
ENSGO00000198794
ENSG00000198796
ENSG00000198807
ENSG00000198826
ENSG00000198901

5079
50859
163223
8644
148213
9687
84458
51427
487
56164
131034
284486
7678
6276
284739
731220
132946
165679
729533
7516
4312
65267
84941
389658
6273
8969
8187
6334
57730
27198
10447
7697
388662
113835
203102
135398
25788
641
8351
54798
55753
56125
64078
400823
645811
1803
10794
3223
441476
121504
85236
1.00E+08
30001
54898
57089
57016
54830
4151
642280
51297
6819
777
84433
220992
444
2673
7296
192134
1259
145741
11169
142680
4326
27347
24
374877
64093
2153
6526
5365
64064
26049
192683
115701
5083
9824
9055

PAX5
SPOCK3
ZNF676
AKRI1C3
ZNF681
GREB1
LCOR
ZNF107
ATP2A1
STK31
CPNE4
THEMS
ZNF124
S100A5
C200rf204
RFX8
ARL9
SPTSSB
FAMT72A
XRCC2
MMP1
WNK3
HSH2D
ALKAL1
S100A2
H2AC11
ZNF239
SCNBA
ANKRD36B
HCAR1
FAM3C
ZNF138
SLC6A17
ZNF257
ADAM32
Céorf141
RAD54B
BLM
H3C4
DCHS2
OGDHL
PCDHB11
SLC28A3
FAM177B
CCDC154
DPP4
ZNF460
HOXC6
STPG3
H4-16
H2BC12
NBEAP2
ERO1A
ELOVL2
ENTPD7
AKR1B10
NUp62CL
MB
ZNF876P
BPIFA1
SULT1C2
CACNAILE
CARD11
ZNF485
ASPH
GFPT1
TXNRD1
B3GNT6
CNGA1
C2CD4A
WDHD1
SLC34A3
MMP17
STK39
ABCA4
TEX45
SMOC1
F5
SLC5A3
PLXNB3
OXCT2
FAM169A
SCAMP5
ALPK2
PAX9

ARHGAP11A

PRC1

192.343
161.839
29.139
4176.455
262.986
213.066
1258.561
578.928
32.048
146.312
135.877
147.66
372.933
41.353
38.667
27.263
38.478
68.479
36.621
178.961
2249.431
112.228
561.102
37.004
1041.538
62.324
176.882
131.905
126.891
222.673
2286.197
355.772
49.359
88.44
39.127
125.79
91.835
244.539
27.363
65.222
58.398
195.594
197.805
83.972
34.715
3995.517
305.262
58.001
12.06
55.776
851.633
98.726
6378.981
63.649
587.027
371.706
101.088
239.213
52.796
1194.082
509.123
41.335
834.025
103.812
14719.28
5952.975
11499.29
353.106
50.993
328.21
502.531
17.931
152.267
1800.536
420.233
19.499
566.424
399.175
3232.594
400.447
9.781
79.517
522.555
76.681
327.919
523.636
894.273

2.116
1.902
1.608
1.932
1.482
2.389
1.469
1.684
1.268
1.88
3.12
1.588
1.654
2.69
1.253
2.556
2.765
3.44
1.65
3.346
5.088
2.274
1.228
1.693
3.162
3.133
1.734
3.001
2.094
2.035
1.406
1.388
3.363
1.579
2.231
1.943
1.854
2.168
3.5
1.649
2.973
1.287
1.303
2.762
1.295
1.242
2.603
1.945
1.298
1.432
1.299
1.38
2.084
1.754
1.575
5.149
1.418
3.06
1.744
2.045
1.491
3.607
1.754
1.329
1.357
1.229
1.586
5.865
2.182
3.936
1.992
1.682
2.203
15
3.321
1.911
3.798
1.921
2.387
3.017
1.258
1.365
1.215
3.015
2.353
2.255
2.723

0.316
0.375
0.342
0.327
0.165
0.216
0.156
0.147
0.189
0.2
0.236
0.182
0.212
0.325
0.189
0.255
0.252
0.347
0.179
0.177
0.351
0.268
0.124
0.318
0.317
0.262
0.126
0.222
0.275
0.312
0.143
0.12
0.364
0.256
0.245
0.24
0.157
0.146
0.315
0.303
0.338
0.213
0.274
0.271
0.257
0.215
0.31
0.296
0.275
0.225
0.149
0.161
0.137
0.233
0.112
0.466
0.169
0.292
0.227
0.47
0.281
0.336
0.2
0.108
0.176
0.092
0.198
0.406
0.245
0.289
0.133
0.316
0.219
0.097
0.32
0.264
0.344
0.267
0.218
0.22
0.211
0.185
0.158
0.345
0.261
0.15
0.156

6.697
5.067
4.702
5.907
8.97
11.067
9.432
11.447
6.724
9.395
13.239
8.74
7.812
8.287
6.624
10.004
10.984
9.919
9.221
18.874
14.476
8.486
9.905
5.331
9.983
11.961
13.766
13.532
7.611
6.526
9.833
11.611
9.242
6.17
9.114
8.08
11.847
14.886
11.118
5.439
8.803
6.029
4.753
10.199
5.039
5.772
8.395
6.575
4.719
6.376
8.732
8.595
15.177
7.545
14.006
11.048
8.379
10.467
7.684
4.35
5.303
10.737
8.755
12.249
7.715
13.341
7.991
14.458
8.903
13.627
14.949
5.33
10.083
15.417
10.373
7.238
11.039
7.182
10.951
13.708
5972
7.369
7.717
8.738
9.032
15.083
17.426

2.13x10-11a
4.04x10-07a
2.58x10-06a
3.48x10-09a
2.95x10-19a
1.82x10-28a
4.04x10-21a
2.44x10-30a
1.77x10-11a
5.72x10-21a
5.22x10-40a
2.32x10-18a
5.62x10-15a
1.16x10-16a
3.50x10-11a
1.46x10-23a
4.58x10-28a
3.44x10-23a
2.96x10-20a
1.88x10-79a
1.71x10-47a
2.14x10-17a
3.94x10-23a
9.79x10-08a
1.80x10-23a
5.69x10-33a
4.09x10-43a
1.01x10-41a
2.71x10-14a
6.75x10-11a
8.15x10-23a
3.61x10-31a
2.42x10-20a
6.81x10-10a
7.97x10-20a
6.49x10-16a
2.23x10-32a
4.08x10-50a
1.02x10-28a
5.37x10-08a
1.34x10-18a
1.65x10-09a
2.00x10-06a
2.00x10-24a
4.69x10-07a
7.83x10-09a
4.68x10-17a
4.88x10-11a
2.37x10-06a
1.81x10-10a
2.51x10-18a
8.33x10-18a
4.99x10-52a
4.54x10-14a
1.44x10-44a
2.24x10-28a
5.32x10-17a
1.22x10-25a
1.54x10-14a
1.36x10-05a
1.14x10-07a
6.85x10-27a
2.04x10-18a
1.69x10-34a
1.21x10-14a
1.34x10-40a
1.33x10-15a
2.23x10-47a
5.46x10-19a
2.78x10-42a
1.59x10-50a
9.82x10-08a
6.54x10-24a
1.26x10-53a
3.29x10-25a
4.55x10-13a
2.48x10-28a
6.87x10-13a
6.58x10-28a
9.04x10-43a
2.34x10-09a
1.72x10-13a
1.19x10-14a
2.36x10-18a
1.69x10-19a
2.08x10-51a
5.22x10-68a

9.36x10-11a
1.14x10-06a
6.61x10-06a
1.23x10-08a
2.59x10-18a
3.13x10-27a
4.12x10-20a
4.70x10-29a
7.82x10-11a
5.78x10-20a
1.74x10-38a
1.90x10-17a
3.49x10-14a
8.28x10-16a
1.50x10-10a
1.80x10-22a
7.72x10-27a
4.13x10-22a
2.81x10-19a
5.28x10-77a
8.33x10-46a
1.62x10-16a
4.71x10-22a
2.95x10-07a
2.21x10-22a
1.25x10-31a
1.64x10-41a
3.77x10-40a
1.58x10-13a
2.82x10-10a
9.47x10-22a
7.27x10-30a
2.31x10-19a
2.58x10-09a
7.33x10-19a
4.37x10-15a
4.74x10-31a
2.22x10-48a
1.79x10-27a
1.67x10-07a
1.11x10-17a
6.01x10-09a
5.19x10-06a
2.63x10-23a
1.31x10-06a
2.67x10-08a
3.43x10-16a
2.07x10-10a
6.08x10-06a
7.26x10-10a
2.04x10-17a
6.50x10-17a
2.99x10-50a
2.58x10-13a
6.10x10-43a
3.84x10-27a
3.88x10-16a
1.74x10-24a
9.22x10-14a
3.20x10-05a
3.41x10-07a
1.07x10-25a
1.68x10-17a
4.08x10-33a
7.32x10-14a
4.65x10-39a
8.76x10-15a
1.08x10-45a
4.68x10-18a
1.07x10-40a
8.84x10-49a
2.96x10-07a
8.33x10-23a
8.31x10-52a
4.56x10-24a
2.34x10-12a
4.25x10-27a
3.48x10-12a
1.10x10-26a
3.56x10-41a
8.37x10-09a
9.24x10-13a
7.20x10-14a
1.93x10-17a
1.51x10-18a
1.20x10-49a
7.35x10-66a



ENSG00000198910
ENSG00000198915
ENSG00000199477
ENSG00000200033
ENSG00000200087
ENSG00000200534
ENSG00000201302
ENSG00000201772
ENSG00000202198
ENSG00000202314
ENSG00000203288
ENSG00000203499
ENSG00000203668
ENSG00000203668
ENSG00000203668
ENSG00000203668
ENSG00000203685
ENSG00000203760
ENSG00000203799
ENSG00000203805
ENSG00000203814
ENSG00000203872
ENSG00000203930
ENSG00000203995
ENSG00000203999
ENSG00000204044
ENSG00000204060
ENSG00000204128
ENSG00000204262
ENSG00000204277
ENSG00000204335
ENSG00000204380
ENSG00000204410
ENSG00000204544
ENSG00000204616
ENSG00000204618
ENSG00000204624
ENSG00000204839
ENSG00000204956
ENSG00000204963
ENSG00000204965
ENSG00000204967
ENSG00000204970
ENSG00000205054
ENSG00000205089
ENSG00000205213
ENSG00000205238
ENSG00000205334
ENSG00000205358
ENSG00000205420
ENSG00000205426
ENSG00000205755
ENSG00000205809
ENSG00000205869
ENSG00000206075
ENSG00000206195
ENSG00000206432
ENSG00000206754
ENSG00000207523
ENSG00000207650
ENSG00000208772
ENSG00000211448
ENSG00000211454
ENSG00000211592
ENSG00000211598
ENSG00000211599
ENSG00000211611
ENSG00000211625
ENSG00000211632
ENSG00000211637
ENSG00000211638
ENSG00000211639
ENSG00000211640
ENSG00000211642
ENSG00000211644
ENSG00000211645
ENSG00000211648
ENSG00000211649
ENSG00000211650
ENSG00000211651
ENSG00000211652
ENSG00000211653
ENSG00000211655
ENSG00000211658
ENSG00000211659
ENSG00000211660
ENSG00000211662

3897
221002
677814
1.06E+08
26768
594839
26783
677796
125050
692075
1.10E+08
642574
1122
23596
1122
23596
375057
387103
221262
196051
440689
206412
286411
440590
284751
1.10E+08
1.00E+08
257407
1290
1.01E+08
389058
1.00E+08
4439
394263
11074
80352
57540
642475
56114
56141
56143
56144
56147
400952
645121
55366
441273
1.00E+08
4496
3853
3887
64109
3822
387264
5268
503637
645369
594837
26782
693155
692225
1734
246181
3514
28908
28907
28906
28874
28876
28784
28774
28785
28778
28772
28820
28821
28822
28775
28781
28823
28776
28825
28826
28791
28793
28813
28796

L1CAM
RASGEF1A
SNORA31
RNU6-403P
SNORA73B
SNORA33
SNORAG5
SNORAS5C
RN7SK
SNORDG6
TDRKH-AS1
IQANK1
CHML
CHML
OPN3
OPN3
STUM
CENPW
CCDC162P
PLPP4
H2BC18
C6orf163
LINCO00632
ZYGI11A
LINCO01270

SLC12A5-AS1

FOXO06
C2orf72
COL5A2
LINC01993
SP5
PKP4-AS1
MSH5
MuUC21
TRIM31
RNF39
DISP3
MROH6
PCDHGA1
PCDHA7Y
PCDHA5
PCDHA4
PCDHA1
LINCO01121
CCNI2
LGR4
SPDYE2
LINCO01460
MT1H
KRT6A
KRT81
CRLF2
KLRC2
KRTAP5-1
SERPINB5
DUXAPS8
TMEM200C
SNORD101
SNORAG66
MIR570
SNORD94
DIO2
AKR7L
IGKC
IGKV4-1
IGKV5-2
IGKV6-21
IGKV3D-20
IGKV3D-11
IGLV4-69
IGLV8-61
IGLV4-60
IGLV6-57
IGLV10-54
IGLV1-51
IGLV1-50
IGLV1-47
IGLV7-46
IGLV5-45
IGLV1-44
IGLV7-43
IGLV1-40
IGLV1-36
IGLV3-27
IGLV3-25
IGLV2-23
IGLV3-21

195.348
277.069
15.36
29.033
3661.388
28.289
20.552
14.59
66252.49
11.048
27.929
981.601
1621.932
1621.932
1621.932
1621.932
162.229
211.74
50.49
75.981
87.991
34.623
10.944
113.102
76.734
13.374
109.697
123.581
7555.514
15.199
149.258
35.414
94.019
2590.052
140.818
266.745
25.785
881.309
48.337
21.709
21.681
66.506
28.247
9.692
49.153
2026.477
13.733
34.198
20.136
1103.809
220.825
29.886
17.164
10.534
392.48
116.615
57.134
6.435
14.156
25.197
61.722
528.747
21.019
96645.05
8213.192
165.237
218.767
367.834
113.479
983.146
730.2
269.153
1769.226
247.612
2553.377
31.686
1800.53
427.214
212.222
3112.458
315.491
4044.115
225.57
723.222
2633.513
3660.659
5339.008

2.22

1.658
1.481
1.895
8.957
1.494
1.975
2.003
9.022
1.486
1.804
2.154
1.765
1.765
1.765
1.765
1.755
1.507
1.572
4.534
2.831
1.284
1.535
5.79

2.756
1.793
2.005
1.533
2.735
3.177
2.285
2.32

1.339
3.998
3.085
1.221
2.502
2.075
1.791
1.452
2.307
1.22

2.404
1.628
1.815
2.856
1.459
4.351
1.814
5.139
5.29

1.469
1.736
1.681
4.29

2.899
1.501
1.208
1.97

1.235
4.265
2.923
1.998
2.715
3.132
3.21

2.843
2.781
2.824
2.678
2.132
3.234
2.943
1.867
2.612
2.689
2.418
2.296
2.097
1.891
2.152
2.927
2.22

3.469
2.662
2.513
3.237

0.326
0.202
0.316
0.311
0.545
0.237
0.288
0.273
0.58
0.27
0.174
0.142
0.174
0.174
0.174
0.174
0.325
0.192
0.278
0.3
0.272
0.278
0.277
0.307
0.198
0.243
0.223
0.286
0.204
0.347
0.292
0.27
0.19
0.355
0.29
0.216
0.32
0.18
0.224
0.263
0.304
0.253
0.328
0.28
0.188
0.147
0.291
0.325
0.307
0.484
0.377
0.282
0.318
0.22
0.425
0.267
0.222
0.264
0.296
0.265
0.405
0.282
0.271
0.272
0.298
0.366
0.366
0.318
0.283
0.306
0.317
0.413
0.31
0.374
0.268
0.298
0.288
0.324
0.312
0.339
0.303
0.287
0.329
0.385
0.294
0.294
0.296

6.813
8.199
4.691
6.098
16.433
6.304
6.852
7.327
15.545
5.508
10.376
15.144
10.15
10.15
10.15
10.15
5.397
7.858
5.664
15.089
10.396
4.626
5.544
18.865
13.936
7.39
8.982
5.358
13.406
9.144
7.811
8.601
7.039
11.247
10.649
5.658
7.828
11.523
7.986
5.531
7.591
4.812
7.318
5.812
9.652
19.415
5.018
13.386
5.904
10.618
14.018
5.212
5.458
7.638
10.103
10.877
6.748
4.584
6.662
4.659
10.529
10.375
7.38
9.982
10.528
8.763
7.762
8.749
9.972
8.761
6.721
7.839
9.504
4.994
9.754
9.012
8.406
7.083
6.716
5.572
7.111
10.202
6.754
8.999
9.048
8.561
10.928

9.57x10-12a
2.43x10-16a
2.72x10-06a
1.07x10-09a
1.12x10-60a
2.90x10-10a
7.27x10-12a
2.36x10-13a
1.73x10-54a
3.63x10-08a
3.18x10-25a
8.34x10-52a
3.33x10-24a
3.33x10-24a
3.33x10-24a
3.33x10-24a
6.77x10-08a
3.89x10-15a
1.48x10-08a
1.91x10-51a
2.58x10-25a
3.72x10-06a
2.96x10-08a
2.20x10-79a
3.81x10-44a
1.47x10-13a
2.65x10-19a
8.42x10-08a
5.61x10-41a
6.01x10-20a
5.69x10-15a
7.88x10-18a
1.93x10-12a
2.40x10-29a
1.76x10-26a
1.53x10-08a
4.97x10-15a
1.00x10-30a
1.40x10-15a
3.19x10-08a
3.16x10-14a
1.49x10-06a
2.51x10-13a
6.17x10-09a
4.83x10-22a
5.73x10-84a
5.21x10-07a
7.35x10-41a
3.55x10-09a
2.46x10-26a
1.21x10-44a
1.87x10-07a
4.80x10-08a
2.20x10-14a
5.34x10-24a
1.48x10-27a
1.50x10-11a
4.55x10-06a
2.70x10-11a
3.17x10-06a
6.35x10-26a
3.24x10-25a
1.58x10-13a
1.82x10-23a
6.44x10-26a
1.91x10-18a
8.38x10-15a
2.16x10-18a
2.02x10-23a
1.94x10-18a
1.80x10-11a
4.53x10-15a
2.02x10-21a
5.92x10-07a
1.77x10-22a
2.02x10-19a
4.24x10-17a
1.42x10-12a
1.87x10-11a
2.52x10-08a
1.15x10-12a
1.95x10-24a
1.44x10-11a
2.29x10-19a
1.46x10-19a
1.12x10-17a
8.46x10-28a

4.35x10-11a
1.69x10-15a
6.95x10-06a
3.98x10-09a
1.01x10-58a
1.14x10-09a
3.34x10-11a
1.24x10-12a
1.20x10-52a
1.15x10-07a
4.42x10-24a
4.91x10-50a
4.32x10-23a
4.32x10-23a
4.32x10-23a
4.32x10-23a
2.08x10-07a
2.45x10-14a
4.90x10-08a
1.10x10-49a
3.60x10-24a
9.34x10-06a
9.51x10-08a
6.12x10-77a
1.58x10-42a
7.96x10-13a
2.33x10-18a
2.56x10-07a
1.99x10-39%a
5.59x10-19a
3.53x10-14a
6.17x10-17a
9.39x10-12a
4.38x10-28a
2.65x10-25a
5.06x10-08a
3.10x10-14a
1.98x10-29a
9.17x10-15a
1.02x10-07a
1.83x10-13a
3.91x10-06a
1.32x10-12a
2.12x10-08a
5.31x10-21a
2.33x10-81a
1.45x10-06a
2.59x10-39a
1.25x10-08a
3.67x10-25a
5.18x10-43a
5.45x10-07a
1.50x10-07a
1.29x10-13a
6.83x10-23a
2.41x10-26a
6.67x10-11a
1.13x10-05a
1.17x10-10a
8.02x10-06a
9.25x10-25a
4.49x10-24a
8.54x10-13a
2.23x10-22a
9.38x10-25a
1.57x10-17a
5.12x10-14a
1.77x10-17a
2.47x10-22a
1.60x10-17a
7.98x10-11a
2.84x10-14a
2.10x10-20a
1.64x10-06a
2.02x10-21a
1.80x10-18a
3.12x10-16a
6.96x10-12a
8.25x10-11a
8.14x10-08a
5.70x10-12a
2.57x10-23a
6.42x10-11a
2.03x10-18a
1.31x10-18a
8.64x10-17a
1.40x10-26a



ENSG00000211663
ENSG00000211664
ENSG00000211665
ENSG00000211666
ENSG00000211668
ENSG00000211669
ENSG00000211670
ENSG00000211677
ENSG00000211679
ENSG00000211685
ENSG00000211890
ENSG00000211892
ENSG00000211893
ENSG00000211895
ENSG00000211896
ENSG00000211897
ENSG00000211898
ENSG00000211899
ENSG00000211904
ENSG00000211933
ENSG00000211934
ENSG00000211935
ENSG00000211937
ENSG00000211938
ENSG00000211941
ENSG00000211942
ENSG00000211943
ENSG00000211945
ENSG00000211946
ENSG00000211947
ENSG00000211949
ENSG00000211950
ENSG00000211951
ENSG00000211952
ENSG00000211955
ENSG00000211956
ENSG00000211957
ENSG00000211958
ENSG00000211959
ENSG00000211961
ENSG00000211962
ENSG00000211964
ENSG00000211965
ENSG00000211966
ENSG00000211967
ENSG00000211968
ENSG00000211970
ENSG00000211972
ENSG00000211973
ENSG00000211974
ENSG00000211976
ENSG00000211978
ENSG00000212124
ENSG00000212125
ENSG00000212232
ENSG00000212283
ENSG00000212916
ENSG00000213057
ENSG00000213090
ENSG00000213186
ENSG00000213190
ENSG00000213222
ENSG00000213413
ENSG00000213420
ENSG00000213462
ENSG00000213468
ENSG00000213613
ENSG00000213695
ENSG00000213886
ENSG00000213891
ENSG00000213937
ENSG00000213967
ENSG00000214050
ENSG00000214076
ENSG00000214185
ENSG00000214353
ENSG00000214376
ENSG00000214510
ENSG00000214548
ENSG00000214595
ENSG00000214711
ENSG00000214725
ENSG00000214851
ENSG00000214900
ENSG00000214954
ENSG00000215018
ENSG00000215146

28797
28814
28799
28815
28816
28803
28804
3538
3539
28834
3494
3503
3501
3493
3500
3502
3495
3507
28481
28385
28474
28473
28457
28452
28450
28449
28448
28468
28445
28444
28442
28467
28455
28400
28434
28395
28432
28429
28394
28466
28465
28424
28423
28388
28420
28464
28391
28412
28461
1.03E+08
28409
28387
259294
266657
692086
692205
54627
400798
1.00E+08
286827
10962
1.00E+08
79037
221914
2086
286467
1.00E+08
646108
10537
643220
9080
730087
157574
129099
170559
1.00E+08
387804
153218
55384
400954
440854
440356
253128
283551
1.00E+08
340267
441666

IGLV3-19
IGLV2-18
IGLV3-16
IGLV2-14
IGLV2-11
IGLV3-10
IGLV3-9
IGLC2
IGLC3
IGLC7
IGHA2
IGHG4
IGHG2
IGHA1L
IGHG1
IGHG3
IGHD
IGHM
IGHJ2
IGHV6-1
IGHV1-2
IGHV1-3
IGHV2-5
IGHV3-7
IGHV3-11
IGHV3-13
IGHV3-15
IGHV1-18
IGHV3-20
IGHV3-21
IGHV3-23
IGHV1-24
IGHV2-26
IGHV4-28
IGHV3-33
IGHV4-34
IGHV3-35
IGHV3-38
IGHV4-39
IGHV1-45
IGHV1-46
IGHV3-48
IGHV3-49
IGHV5-51
IGHV3-53
IGHV1-58
IGHV4-61
IGHV3-66
IGHV1-69
IGHV2-70D
IGHV3-73
IGHV5-78
TAS2R19
TAS2R15P
SNORD17
SNORD89
MAP10
Clorf220
SCYL2P1
TRIM59
MLLT11
TOMMA40P4
PVRIG
GPC2
ERV3-1
FIRRE
RPL11P3
RPS7P14
UBD
RPL3P6
CLDN9
ZNF726
FBXO16
CPSF1P1
XPOTP1
VAC14-AS1
VSTM5
SPINK13
MEG3
EML6
CAPN14
CDIPTOSP
LINC00612
LINC01588
LRRC69
COL28A1
LOC441666

5196.301
228.711
41.721
4138.404
2066.4
1026.74
647.7
11283.8
7643.628
341.408
7955.904
10583.54
19840.34
88000.38
157829.7
22987.71
2387.075
31756.58
32.634
89.85
1405.537
80.682
426.274
140.48
1488.269
366.8
1873.302
3335.626
119.964
2331.214
3974.047
1072.175
530.447
211.979
927.227
1280.74
30.558
25.395
2801.126
87.926
1356.776
481.7
1091.702
3533.222
412.561
168.693
199.034
231.459
471.832
151.631
654.566
26.091
11.577
16.324
394.374
17.6
148.908
21.265
10.25
344.349
439.282
34.407
13.221
72.133
1301.711
25.871
13.708
5.906
306.956
15.625
179.454
119.202
99.794
30.57
5.946
22.89
28.798
34.064
658.111
100.08
24.893
17.92
11.887
64.406
37.957
292.599
98.877

3.331
2.76

2.47

2.716
2.302
2.442
3.584
2.218
2.603
1.998
2.003
3.925
2.748
1.824
3.264
2.865
1.313
1.561
2.771
2.16

2.968
3.197
3.366
2.596
2.76

2.364
2.843
3.03

2.863
2.889
2.869
3.306
3.444
2.561
3.082
2.825
2.58

1.701
2.939
2.252
3.047
2.767
2.904
3.08

2.705
2.942
2.899
2.947
2.686
2.46

2.431
2.248
1.913
1.554
6.568
1.894
1.353
2.462
1.593
1.686
1.744
1.366
1.868
3.559
1.735
2.55

1.648
1.266
1.316
1.624
2.097
1.687
1.301
1.299
1.385
3.252
1.385
3.067
1.375
1.201
1.874
3.328
1.446
1.254
1.422
1.279
1.202

0.346
0.335
0.337
0.282
0.299
0.315
0.342
0.285
0.286
0.36
0.287
0.336
0.312
0.281
0.301
0.301
0.409
0.37
0.291
0.353
0.324
0.336
0.331
0.306
0.297
0.37
0.283
0.312
0.344
0.332
0.275
0.316
0.354
0.278
0.287
0.289
0.307
0.317
0.296
0.349
0.279
0.313
0.315
0.3
0.289
0.324
0.304
0.317
0.347
0.349
0.346
0.278
0.332
0.288
0.499
0.329
0.155
0.246
0.332
0.131
0.214
0.16
0.302
0.283
0.205
0.304
0.314
0.248
0.264
0.308
0.318
0.194
0.139
0.257
0.218
0.314
0.252
0.344
0.253
0.224
0.232
0.329
0.329
0.137
0.219
0.297
0.234

9.632
8.233
7.338
9.637
7.693
7.741
10.495
7.791
9.114
5.542
6.989
11.685
8.812
6.489
10.837
9.528
3.208
4.224
9.537
6.12
9.173
9.513
10.17
8.49
9.305
6.396
10.042
9.705
8.326
8.696
10.44
10.458
9.716
9.229
10.743
9.791
8.396
5.366
9.942
6.45
10.915
8.848
9.209
10.264
9.354
9.085
9.546
9.307
7.751
7.048
7.033
8.1
5.77
5.392
13.155
5.747
8.741
10.02
4.801
12.833
8.149
8.531
6.193
12.568
8.477
8.398
5.246
5.109
4.981
5.272
6.597
8.682
9.333
5.053
6.357
10.341
5.496
8.918
5.438
5.375
8.085
10.125
4.388
9.133
6.49
4.307
5.137

5.87x10-22a
1.83x10-16a
2.17x10-13a
5.59x10-22a
1.44x10-14a
9.89x10-15a
9.14x10-26a
6.63x10-15a
7.94x10-20a
2.98x10-08a
2.78x10-12a
1.51x10-31a
1.23x10-18a
8.66x10-11a
2.30x10-27a
1.61x10-21a
0.001339b

2.40x10-05a
1.47x10-21a
9.37x10-10a
4.62x10-20a
1.85x10-21a
2.69x10-24a
2.06x10-17a
1.34x10-20a
1.59x10-10a
9.96x10-24a
2.86x10-22a
8.33x10-17a
3.43x10-18a
1.63x10-25a
1.34x10-25a
2.57x10-22a
2.74x10-20a
6.42x10-27a
1.23x10-22a
4.63x10-17a
8.05x10-08a
2.73x10-23a
1.12x10-10a
9.74x10-28a
8.91x10-19a
3.28x10-20a
1.03x10-24a
8.42x10-21a
1.04x10-19a
1.34x10-21a
1.32x10-20a
9.09x10-15a
1.82x10-12a
2.02x10-12a
5.48x10-16a
7.92x10-09a
6.99x10-08a
1.60x10-39a
9.06x10-09a
2.30x10-18a
1.24x10-23a
1.58x10-06a
1.07x10-37a
3.67x10-16a
1.45x10-17a
5.91x10-10a
3.18x10-36a
2.32x10-17a
4.53x10-17a
1.56x10-07a
3.24x10-07a
6.33x10-07a
1.35x10-07a
4.20x10-11a
3.90x10-18a
1.03x10-20a
4.35x10-07a
2.05x10-10a
4.57x10-25a
3.88x10-08a
4.73x10-19a
5.40x10-08a
7.65x10-08a
6.22x10-16a
4.27x10-24a
1.14x10-05a
6.68x10-20a
8.56x10-11a
1.65x10-05a
2.78x10-07a

6.41x10-21a
1.28x10-15a
1.15x10-12a
6.12x10-21a
8.60x10-14a
6.01x10-14a
1.31x10-24a
4.09x10-14a
7.30x10-19a
9.58x10-08a
1.33x10-11a
3.11x10-30a
1.03x10-17a
3.57x10-10a
3.71x10-26a
1.69x10-20a
0.002397b

5.42x10-05a
1.55x10-20a
3.50x10-09a
4.33x10-19a
1.93x10-20a
3.52x10-23a
1.56x10-16a
1.31x10-19a
6.42x10-10a
1.25x10-22a
3.21x10-21a
6.00x10-16a
2.77x10-17a
2.32x10-24a
1.91x10-24a
2.89x10-21a
2.61x10-19a
1.00x10-25a
1.41x10-21a
3.40x10-16a
2.45x10-07a
3.31x10-22a
4.57x10-10a
1.60x10-26a
7.55x10-18a
3.11x10-19a
1.38x10-23a
8.42x10-20a
9.43x10-19a
1.42x10-20a
1.29x10-19a
5.54x10-14a
8.85x10-12a
9.78x10-12a
3.72x10-15a
2.69x10-08a
2.14x10-07a
5.24x10-38a
3.06x10-08a
1.89x10-17a
1.54x10-22a
4.14x10-06a
3.07x10-36a
2.52x10-15a
1.11x10-16a
2.25x10-09a
8.50x10-35a
1.75x10-16a
3.32x10-16a
4.59x10-07a
9.23x10-07a
1.75x10-06a
3.99x10-07a
1.79x10-10a
3.13x10-17a
1.02x10-19a
1.22x10-06a
8.17x10-10a
6.26x10-24a
1.23x10-07a
4.07x10-18a
1.68x10-07a
2.34x10-07a
4.20x10-15a
5.49x10-23a
2.71x10-05a
6.17x10-19a
3.53x10-10a
3.83x10-05a
7.99x10-07a



ENSG00000215182
ENSG00000215218
ENSG00000215417
ENSG00000215424
ENSG00000215784
ENSG00000215788
ENSG00000215808
ENSG00000215811
ENSG00000215895
ENSG00000216937
ENSG00000217442
ENSG00000217644
ENSG00000217801
ENSG00000218014
ENSG00000218336
ENSG00000218416
ENSG00000219395
ENSG00000220920
ENSG00000221164
ENSG00000221539
ENSG00000221843
ENSG00000221947
ENSG00000221955
ENSG00000222037
ENSG00000222041
ENSG00000222047
ENSG00000222112
ENSG00000222365
ENSG00000223350
ENSG00000223442
ENSG00000223522
ENSG00000223572
ENSG00000223583
ENSG00000223648
ENSG00000223802
ENSG00000223861
ENSG00000223949
ENSG00000224041
ENSG00000224072
ENSG00000224081
ENSG00000224090
ENSG00000224287
ENSG00000224373
ENSG00000224650
ENSG00000224668
ENSG00000224897
ENSG00000224897
ENSG00000224897
ENSG00000224897
ENSG00000224903
ENSG00000225210
ENSG00000225224
ENSG00000225338
ENSG00000225526
ENSG00000225535
ENSG00000225556
ENSG00000225684
ENSG00000225698
ENSG00000225783
ENSG00000225868
ENSG00000225880
ENSG00000225986
ENSG00000226025
ENSG00000226167
ENSG00000226266
ENSG00000226312
ENSG00000226318
ENSG00000226383
ENSG00000226457
ENSG00000226648
ENSGO00000226674
ENSG00000226686
ENSG00000226777
ENSG00000226887
ENSG00000227028
ENSG00000227036
ENSG00000227036
ENSG00000227036
ENSG00000227036
ENSGO00000227066
ENSG00000227082
ENSG00000227117
ENSG00000227195
ENSG00000227533
ENSG00000227640
ENSG00000228021
ENSG00000228168

4586
134111
407975
114044
728833
8718
339535
1.00E+08
400750
79741
644186
127545
1.00E+08
441160
55714
1.00E+08
1.00E+08
1.00E+08
1.10E+08
692212
84226
389668
84561
3542
112597
414236
1.06E+08
1.00E+08
28773
1.02E+08
1.01E+08
548596
729301
28414
10715
729374
1.02E+08
28875
1.00E+08
1.02E+08
1.00E+08
151507
28392
28408
1.00E+08
401398
1.02E+08
401398
1.02E+08
1.02E+08
503638
1.00E+08
728134
1.00E+08
1.03E+08
1.00E+08
1.00E+08
28410
440823
1.01E+08
79854
391013
400696
1.00E+08
29994
65072
1.00E+08
1.02E+08
729662
1.02E+08
401014
1.02E+08
9834
1.00E+08
1.00E+08
400619
1.00E+08
400619
1.00E+08
1.18E+08
1.08E+08
1.02E+08
284801
440584
1.01E+08
283038
344697

MUC5AC
UBE2QL1
MIR17HG
MCMS3AP-AS1
FAM72D
TNFRSF25
LINCO01139
BTNL10
HSPA5P1
CCDC7
SYCE3
RPL18AP4
LOC100288175
KRT19P1
TENM3
LOC100130449
HSPA8P15
RPS12P12
SNORAL11F
SNORD99
C2orfl16

XKR9
SLC12A8
IGLC6
CYTOR
C100rf55
RN7SKP16
SNORD12B
IGLV9-49
TH2LCRR
LOC100505716
CKMT1A
RPL17P9
IGHV3-64
CERS1
RPS10P6
ROR1-AS1
IGKV3D-15
VEZTP1
SLC44A3-AS1
LOC100129175
MSL3P1
IGHV4-59
IGHV3-74
IPO8P1
POT1-AS1
POT1-AS1
LOC101928283
LOC101928283
RNF32-AS1
DUXAP9
RPS27AP12
RPL23AP18
MKRN20S
LINC01393
C2CD4D
FAM225B
IGHV3-72
MIAT
WDR87BP
LINC00115
PLA2G2C
LGALS17A
AP4B1-AS1
BAZ2B
CFLAR-AS1
RPS3AP38
LINC01876
RPL22P3
PLCG1-AS1
TEX41
LINCO01535
FAM30A
ERVMER34-1
SLC8A1-AS1
LINCO00511
LINCO00511
LINCO00673
LINCO00673
LOC117779438
LINC02798
HORMAD?2-AS1
MIR663AHG
SLC2A1-AS1
SOX21-AS1
LOC283038
HNRNPA1P21

847.209
45.435
59.688
177.824
20.285
293.482
52.209
14.473
14.242
106.511
14.308
6.572
132.752
10.231
267.449
31.2
10.089
7.121
12.094
10.612
86.928
169.881
791.223
34.045
474.637
44.353
17.532
9.737
190.984
13.901
18.655
50.839
9.579
139.819
13.016
9.509
22.165
122.481
10.356
109.078
15.694
20.714
1914.067
1340.34
6.514
58.888
58.888
58.888
58.888
5.751
14.686
8.63
12.096
61.441
13.103
44.607
20.062
498.11
558.162
28.519
20.551
21.557
17.768
23.683
28.827
101.84
13.219
37.21
6.616
16.405
58.474
40.586
193.905
132.105
54.124
617.285
617.285
617.285
617.285
246.978
11.573
38.373
73.87
26.243
59.049
5.355
38.857

2.155
2.327
1.279
1.297
2.668
1.402
1.716
1.936
1.224
1.714
1.445
1.985
2.716
1.212
1.433
1.284
1.776
1.535
1.486
1.567
1.234
2.604
1.493
2.636
1.602
1.891
1.622
2.084
2.42

2.057
1.978
2.379
1.954
2.96

1.533
1.49

1.858
3.186
1.444
1.731
1.713
2.789
2.28

2.799
1.21

2.059
2.059
2.059
2.059
1.32

2.695
1.686
1.627
1.467
2.768
2.371
1.642
3.037
1.624
2.202
1.348
1.231
1.229
1.349
1.211
1.206
2.522
2.384
1.439
1.606
2.338
2.715
1.927
1.255
4.27

3.046
3.046
3.046
3.046
5.987
1.225
1.485
1.677
2.46

2.025
1.256
1.676

0.523
0.247
0.313
0.191
0.243
0.185
0.358
0.274
0.204
0.236
0.264
0.275
0.194
0.28

0.204
0.265
0.307
0.295
0.248
0.235
0.138
0.257
0.116
0.313
0.16

0.213
0.304
0.286
0.361
0.333
0.344
0.26

0.316
0.335
0.28

0.211
0.289
0.325
0.342
0.132
0.275
0.21

0.318
0.277
0.223
0.215
0.215
0.215
0.215
0.263
0.293
0.267
0.283
0.176
0.313
0.213
0.193
0.35

0.283
0.308
0.178
0.213
0.318
0.235
0.19

0.311
0.37

0.306
0.278
0.318
0.283
0.311
0.291
0.186
0.426
0.197
0.197
0.197
0.197
0.355
0.225
0.309
0.345
0.221
0.324
0.23

0.207

412
9.404
4.083
6.792
10.995
7.592
4.793
7.064
6.012
7.254
5.462
7.224
13.972
4.33
7.022
4.841
5.785
5.212
5.988
6.684
8.918
10.142
12.82
8.414
10.009
8.892
5.336
7.28
6.701
6.179
5.746
9.139
6.182
8.835
5.468
7.061
6.44
9.792
4.216
13.131
6.236
13.299
7.168
10.097
5.424
9.574
9.574
9.574
9.574
5.016
9.187
6.305
5.744
8.332
8.838
11.115
8.503
8.685
5.735
7.143
7.583
5.791
3.869
5.741
6.388
3.882
6.822
7.8
5.167
5.051
8.259
8.734
6.613
6.728
10.032
15.475
15.475
15.475
15.475
16.872
5.438
4.804
4.863
11.135
6.246
5.449
8.098

3.79x10-05a
5.27x10-21a
4.45x10-05a
1.10x10-11a
4.04x10-28a
3.15x10-14a
1.64x10-06a
1.62x10-12a
1.83x10-09a
4.04x10-13a
4.71x10-08a
5.06x10-13a
2.30x10-44a
1.49x10-05a
2.19x10-12a
1.29x10-06a
7.25x10-09a
1.87x10-07a
2.12x10-09a
2.32x10-11a
4.76x10-19a
3.61x10-24a
1.27x10-37a
3.95x10-17a
1.40x10-23a
6.01x10-19a
9.52x10-08a
3.34x10-13a
2.07x10-11a
6.44x10-10a
9.12x10-09a
6.28x10-20a
6.33x10-10a
9.97x10-19a
4.56x10-08a
1.66x10-12a
1.19x10-10a
1.22x10-22a
2.48x10-05a
2.18x10-39a
4.48x10-10a
2.34x10-40a
7.62x10-13a
5.72x10-24a
5.82x10-08a
1.03x10-21a
1.03x10-21a
1.03x10-21a
1.03x10-21a
5.27x10-07a
4.05x10-20a
2.89x10-10a
9.26x10-09a
7.92x10-17a
9.75x10-19a
1.07x10-28a
1.85x10-17a
3.79x10-18a
9.75x10-09a
9.12x10-13a
3.37x10-14a
6.99x10-09a
0.000109a

9.40x10-09a
1.68x10-10a
0.000104a

8.95x10-12a
6.19x10-15a
2.38x10-07a
4.39x10-07a
1.47x10-16a
2.46x10-18a
3.78x10-11a
1.72x10-11a
1.10x10-23a
5.15x10-54a
5.15x10-54a
5.15x10-54a
5.15x10-54a
7.20x10-64a
5.39x10-08a
1.55x10-06a
1.15x10-06a
8.48x10-29a
4.20x10-10a
5.06x10-08a
5.59x10-16a

8.36x10-05a
5.34x10-20a
9.75x10-05a
4.97x10-11a
6.84x10-27a
1.82x10-13a
4.29x10-06a
7.94x10-12a
6.63x10-09a
2.09x10-12a
1.47x10-07a
2.59x10-12a
9.66x10-43a
3.47x10-05a
1.06x10-11a
3.41x10-06a
2.48x10-08a
5.46x10-07a
7.63x10-09a
1.02x10-10a
4.09x10-18a
4.67x10-23a
3.63x10-36a
2.91x10-16a
1.73x10-22a
5.14x10-18a
2.87x10-07a
1.74x10-12a
9.12x10-11a
2.45x10-09a
3.08x10-08a
5.83x10-19a
2.41x10-09a
8.43x10-18a
1.43x10-07a
8.09x10-12a
4.85x10-10a
1.40x10-21a
5.60x10-05a
7.03x10-38a
1.73x10-09a
8.01x10-39a
3.84x10-12a
7.30x10-23a
1.80x10-07a
1.10x10-20a
1.10x10-20a
1.10x10-20a
1.10x10-20a
1.47x10-06a
3.81x10-19a
1.13x10-09a
3.12x10-08a
5.72x10-16a
8.25x10-18a
1.86x10-27a
1.41x10-16a
3.05x10-17a
3.28x10-08a
4.55x10-12a
1.94x10-13a
2.39x10-08a
0.000227a

3.17x10-08a
6.74x10-10a
0.000216a

4.08x10-11a
3.83x10-14a
6.87x10-07a
1.23x10-06a
1.04x10-15a
2.01x10-17a
1.62x10-10a
7.61x10-11a
1.38x10-22a
3.48x10-52a
3.48x10-52a
3.48x10-52a
3.48x10-52a
7.86x10-62a
1.67x10-07a
4.07x10-06a
3.07x10-06a
1.49x10-27a
1.63x10-09a
1.58x10-07a
3.79x10-15a



ENSG00000228203
ENSG00000228221
ENSG00000228288
ENSG00000228340
ENSG00000228340
ENSG00000228340
ENSG00000228340
ENSG00000228350
ENSG00000228649
ENSG00000228763
ENSGO00000228784
ENSG00000228915
ENSG00000228981
ENSG00000229267
ENSG00000229647
ENSG00000229676
ENSG00000229867
ENSG00000229951
ENSG00000230002
ENSG00000230006
ENSG00000230069
ENSG00000230082
ENSG00000230102
ENSG00000230316
ENSG00000230445
ENSG00000230590
ENSG00000230897
ENSG00000230918
ENSG00000230937
ENSG00000231105
ENSG00000231185
ENSG00000231226
ENSG00000231290
ENSG00000231475
ENSG00000231551
ENSG00000231574
ENSG00000231607
ENSG00000231651
ENSG00000231752
ENSG00000231789
ENSG00000231831
ENSG00000231851
ENSG00000231852
ENSG00000231858
ENSG00000231890
ENSG00000232021
ENSG00000232082
ENSG00000232104
ENSG00000232216
ENSG00000232499
ENSG00000232527
ENSG00000232527
ENSG00000232527
ENSG00000232527
ENSG00000232527
ENSG00000232527
ENSG00000232527
ENSG00000232527
ENSG00000232527
ENSG00000232671
ENSG00000232677
ENSG00000232729
ENSG00000232774
ENSG00000232788
ENSG00000232995
ENSG00000233008
ENSG00000233008
ENSG00000233008
ENSG00000233008
ENSG00000233056
ENSG00000233077
ENSG00000233122
ENSG00000233406
ENSG00000233487
ENSG00000233560
ENSG00000233668
ENSG00000233680
ENSG00000233822
ENSG00000234231
ENSG00000234324
ENSG00000234329
ENSG00000234380
ENSG00000234511
ENSG00000234602
ENSG00000234785
ENSG00000234945
ENSG00000234996

386597
1.01E+08
1.01E+08
284757
729296
284757
729296
1.03E+08
1.10E+08
1.06E+08
400946
81175
645018
1.02E+08
1.05E+08
57615
1.01E+08
403150
1.01E+08
645784
1.06E+08
1.01E+08
285389
154860
387646
1.00E+08
388339
1.00E+08
642587
1.01E+08
1.02E+08
1.05E+08
149773
28398
1.00E+08
1.03E+08
8847
1.01E+08
647121
1.02E+08
4523
1.02E+08
1589
1.05E+08
1.02E+08
641518
1.01E+08
1.02E+08
28426
1.00E+08
645166
1.01E+08
1.08E+08
645166
1.01E+08
1.08E+08
645166
1.01E+08
1.08E+08
1.01E+08
1.01E+08
1.02E+08
400221
1.02E+08
8490
1.02E+08
1.02E+08
1.02E+08
1.02E+08
90625
1.02E+08
119437
440589
1.02E+08
1.00E+08
1.00E+08
664721
8341
730268
729004
1.00E+08
1.01E+08
133874
345643
642357
1.01E+08
148709

GRASLND
LINCO00578
PCAT6
MIR646HG
MIR646HG
LOC729296
LOC729296
LINC02585
SNHG26
LIMS1-AS1
LINC00954
OR7E128P
RPS2P20
SNHG31
MYOSLID
ZNF492
STEAP3-AS1
FLJ31356
ALMS1-IT1
ANKRD36BP2
LRRC37A15P
PRRT3-AS1
LINC02028
FEZF1-AS1
LRRC37A6P
FTX
RPS18P12
DPP4-DT
MIR205HG
ECE1-AS1
SPRY4-AS1
TRIM31-AS1
APCDDI1L-DT
IGHV4-30-2
PDE4DIPP6
LINC02015
DLEU2
DLG3-AS1
EMBP1
PIK3CD-AS2
MTHFD1P1
MRPS9-AS1
CYP21A2
LOC105373805
DARS1-AS1
LEF1-AS1
RPS6KA2-IT1
RFX3-AS1
IGHV3-43
LOC100421402
LSP1P5
LSP1P5
LSP1P5
LINC02802
LINC02802
LINC02802
LOC107985200
LOC107985200
LOC107985200
ZNF687-AS1
LINCO00665
LOC101926943
FLJ22447
ITGAG-AS1
RGS5
LOC101927560
LOC101927560
LINCO01725
LINCO01725
ERVH48-1
LINCO01271
CTAGE7P
RPS2P8
RPSAP69
KRT8P39
RPS8P9
HNRNPA1P27
H2BC15
ANAPC1P4
RPL9P2
RPL7AP16
LINCO01426
C5orf58
MCIDAS
EEF1GP5
GTF3C2-AS1
ACTG1P25

45.097
94.137
92.353
58.819
58.819
58.819
58.819
5.37
109.37
13.051
30.944
7.342
19.72
31.185
41.39
15.982
19.574
40.423
44.779
314.04
26.302
36.031
19.779
128.944
63.682
203.113
33.105
14.478
140.482
21.285
34.023
16.712
12.654
585.951
44 417
27.117
233.72
5.867
82.039
85.807
17.879
8.972
15.489
7.45
75.845
10.9
19.84
37.807
222.063
21.541
14.287
14.287
14.287
14.287
14.287
14.287
14.287
14.287
14.287
17.361
654.979
21.89
63.546
15.301
56.192
13.241
13.241
13.241
13.241
61.863
13.036
16.076
10.807
6.759
10.542
12.789
64.192
99.803
25.105
8.314
14.989
115.329
27.232
57.584
12.313
19.782
13.831

2.191
1.752
2.327
1.642
1.642
1.642
1.642
1.306
1.302
1.264
1.575
1.64
1.464
2.271
3.713
1.552
1.908
1.419
1.735
3.742
1.717
1.679
1.518
5.687
2.355
1.405
1.297
2.3
1.556
1.451
1.316
2.34
2.549
2.47
1.292
2.709
1.701
1.753
1.626
1.573
3.27
1.401
1.515
1.503
2.104
1.657
1.777
1.245
3.015
1.716
1.217
1.217
1.217
1.217
1.217
1.217
1.217
1.217
1.217
1.205
2.436
3.05
2.23
1.688
1.33
1.417
1.417
1.417
1.417
3.637
2.27
1.694
1.289
1.665
2.08
1.63
1.848
2.206
1.538
1.256
1.278
2.195
1.73
2.714
1.469
2.115
2.221

0.215
0.205
0.18

0.242
0.242
0.242
0.242
0.217
0.248
0.309
0.242
0.252
0.231
0.223
0.297
0.31

0.27

0.211
0.202
0.31

0.272
0.181
0.271
0.335
0.208
0.266
0.242
0.289
0.405
0.213
0.197
0.254
0.316
0.301
0.233
0.292
0.213
0.258
0.189
0.188
0.355
0.23

0.318
0.284
0.162
0.218
0.263
0.258
0.306
0.276
0.251
0.251
0.251
0.251
0.251
0.251
0.251
0.251
0.251
0.159
0.206
0.385
0.288
0.229
0.209
0.268
0.268
0.268
0.268
0.398
0.22

0.258
0.249
0.245
0.267
0.326
0.252
0.202
0.18

0.293
0.231
0.195
0.277
0.277
0.241
0.271
0.231

10.214
8.548
12.902
6.786
6.786
6.786
6.786
6.014
5.246
4.09
6.518
6.514
6.339
10.196
12.494
5.01
7.06
6.726
8.604
12.068
6.325
9.255
5.598
16.96
11.326
5.287
5.364
7.966
3.838
6.809
6.688
9.197
8.078
8.21
5.538
9.265
7.979
6.801
8.62
8.353
9.204
6.096
4.768
5.3
12.976
7.59
6.759
4.821
9.847
6.219
4.839
4.839
4.839
4.839
4.839
4.839
4.839
4.839
4.839
7.582
11.8
7.923
7.744
7.362
6.356
5.289
5.289
5.289
5.289
9.142
10.308
6.572
5.172
6.79
7.783
5.001
7.328
10.917
8.537
4.292
5.531
11.263
6.238
9.785
6.104
7.791
9.6

1.72x10-24a
1.25x10-17a
4.41x10-38a
1.15x10-11a
1.15x10-11a
1.15x10-11a
1.15x10-11a
1.81x10-09a
1.55x10-07a
4.32x10-05a
7.11x10-11a
7.34x10-11a
2.31x10-10a
2.06x10-24a
8.04x10-36a
5.43x10-07a
1.67x10-12a
1.75x10-11a
7.68x10-18a
1.55x10-33a
2.53x10-10a
2.15x10-20a
2.17x10-08a
1.62x10-64a
9.71x10-30a
1.24x10-07a
8.15x10-08a
1.64x10-15a
0.000124a

9.84x10-12a
2.27x10-11a
3.67x10-20a
6.57x10-16a
2.21x10-16a
3.06x10-08a
1.95x10-20a
1.48x10-15a
1.04x10-11a
6.72x10-18a
6.65x10-17a
3.45x10-20a
1.09x10-09a
1.86x10-06a
1.16x10-07a
1.68x10-38a
3.19x10-14a
1.39x10-11a
1.43x10-06a
7.09x10-23a
5.02x10-10a
1.30x10-06a
1.30x10-06a
1.30x10-06a
1.30x10-06a
1.30x10-06a
1.30x10-06a
1.30x10-06a
1.30x10-06a
1.30x10-06a
3.41x10-14a
3.89x10-32a
2.32x10-15a
9.60x10-15a
1.82x10-13a
2.07x10-10a
1.23x10-07a
1.23x10-07a
1.23x10-07a
1.23x10-07a
6.15x10-20a
6.51x10-25a
4.96x10-11a
2.32x10-07a
1.12x10-11a
7.07x10-15a
5.70x10-07a
2.34x10-13a
9.52x10-28a
1.38x10-17a
1.77x10-05a
3.19x10-08a
1.99x10-29a
4.44x10-10a
1.30x10-22a
1.03x10-09a
6.67x10-15a
7.96x10-22a

2.27x10-23a
9.61x10-17a
1.30x10-36a
5.18x10-11a
5.18x10-11a
5.18x10-11a
5.18x10-11a
6.55x10-09a
4.58x10-07a
9.48x10-05a
2.96x10-10a
3.05x10-10a
9.16x10-10a
2.71x10-23a
2.09x10-34a
1.51x10-06a
8.15x10-12a
7.73x10-11a
6.03x10-17a
3.55x10-32a
1.00x10-09a
2.07x10-19a
7.07x10-08a
1.84x10-62a
1.81x10-28a
3.69x10-07a
2.48x10-07a
1.07x10-14a
0.000256a

4.46x10-11a
9.92x10-11a
3.46x10-19a
4.42x10-15a
1.54x10-15a
9.83x10-08a
1.88x10-19a
9.68x10-15a
4.70x10-11a
5.30x10-17a
4.83x10-16a
3.26x10-19a
4.05x10-09a
4.84x10-06a
3.46x10-07a
5.12x10-37a
1.85x10-13a
6.20x10-11a
3.75x10-06a
8.29x10-22a
1.93x10-09a
3.44x10-06a
3.44x10-06a
3.44x10-06a
3.44x10-06a
3.44x10-06a
3.44x10-06a
3.44x10-06a
3.44x10-06a
3.44x10-06a
1.96x10-13a
8.14x10-31a
1.49x10-14a
5.84x10-14a
9.71x10-13a
8.22x10-10a
3.66x10-07a
3.66x10-07a
3.66x10-07a
3.66x10-07a
5.71x10-19a
8.83x10-24a
2.10x10-10a
6.71x10-07a
5.05x10-11a
4.34x10-14a
1.58x10-06a
1.24x10-12a
1.56x10-26a
1.06x10-16a
4.08x10-05a
1.02x10-07a
3.66x10-28a
1.71x10-09a
1.50x10-21a
3.84x10-09a
4.11x10-14a
8.61x10-21a



ENSG00000235530
ENSG00000235532
ENSG00000235649
ENSG00000235703
ENSG00000235947
ENSG00000235961
ENSG00000235989
ENSG00000236008
ENSG00000236039
ENSG00000236047
ENSG00000236051
ENSG00000236204
ENSG00000236256
ENSG00000236305
ENSG00000236345
ENSG00000236423
ENSG00000236438
ENSG00000236499
ENSG00000236675
ENSG00000236824
ENSG00000236841
ENSG00000236977
ENSG00000236991
ENSG00000237054
ENSG00000237289
ENSG00000237296
ENSG00000237424
ENSG00000237491
ENSG00000237523
ENSG00000237595
ENSG00000237649
ENSG00000237686
ENSG00000237732
ENSG00000237916
ENSG00000237940
ENSG00000238042
ENSG00000238086
ENSG00000238098
ENSG00000238109
ENSG00000238133
ENSG00000238228
ENSG00000239437
ENSG00000239672
ENSG00000239819
ENSG00000239855
ENSG00000239951
ENSG00000240204
ENSG00000240382
ENSG00000240395
ENSG00000240522
ENSG00000240541
ENSG00000240671
ENSG00000240864
ENSG00000241081
ENSG00000241155
ENSG00000241244
ENSG00000241294
ENSG00000241351
ENSG00000241388
ENSG00000241429
ENSG00000241472
ENSG00000241511
ENSG00000241549
ENSG00000241634
ENSG00000241755
ENSG00000242048
ENSG00000242100
ENSG00000242125
ENSG00000242371
ENSG00000242419
ENSG00000242457
ENSG00000242516
ENSG00000242580
ENSG00000242715
ENSG00000242887
ENSG00000243063
ENSG00000243238
ENSG00000243264
ENSG00000243290
ENSG00000243323
ENSG00000243364
ENSG00000243449
ENSG00000243466
ENSG00000243649
ENSG00000243742
ENSG00000244052
ENSG00000244073

1.08E+08
1.01E+08
286544
1.00E+08
1.00E+08
84968
150291
1.02E+08
1.02E+08
1.00E+08
1.01E+08
400945
10824
1.05E+08
1.13E+08
1.00E+08
728262
150197
4581
618
1.02E+08
1.02E+08
1.02E+08
1.01E+08
1159
641298
84793
1.05E+08
439990
1.02E+08
3833
1.02E+08
440934
1.00E+08
1.03E+08
1.05E+08
1.00E+08
650655
1.00E+08
339751
392752
1.06E+08
4830
28904
28943
28912
1.00E+08
28937
1.00E+08
161406
1.01E+08
28942
28938
326292
1.01E+08
28901
28923
28914
283460
646612
1.01E+08
648729
387036
1.00E+08
28941
644090
727865
8420
28930
56098
1.00E+08
401074
28891
728591
28479
28915
28919
28882
28940
148713
1945
401115
28299
629
113157
1.00E+08
391777

LOC107984969
LINC00402
MXRA5Y
LINC00894
EGOT
PNMAGA
MORC2-AS1
LINC01814
LINC02889
RPL13AP12
MYCBP2-AS1
LINC01376
DIAPH2-AS1
SLC12A9-AS1
SCAT8
LINCO01134
FAM157A
LINC00896
MTX1P1
BCYRN1
LOC101929532
ANKRD44-1T1
EDRF1-AS1
PRMT5-AS1
CKMT1B
SMGI1P1
FOXD2-AS1
LINCO01409
LINC00857
LINCO01275
KIFC1
LOC101929705
CT75
RPL37P12
LINC01238
LINC02257
PPP1R26P1
ABCA17P
RNF14P3
MAP3K20-AS1
OR7ETP
RN7SL752P
NME1
IGKV1D-8
IGKV1-6
IGKV3-20
SMKR1
IGKV1-17
RPL5P23
RPL7AP10
TMA4SF1-AS1
IGKV1-8
IGKV1-16
RPL22P2
ARHGAP31-AS1
IGKV1D-16
IGKV2-24
IGKV3-11
HNF1A-AS1
EEF1A1P25
PTPRG-AS1
RPS15AP24
GUSBP2
RPL13P8
IGKV1-9
LOC644090
RPL9P32
SNHG3
IGKV1-39
PCDHGC4
RBBP4P2
LINC00960
IGKV1D-43
CCDC169
IGHJ3
IGKV3-7
IGKV2-30
IGKV2D-29
IGKV1-12
PTPRVP
EFNA4
C4orfa8
IGKV1-5
CFB
RPLPOP2
RPL5P24
RPS4XP6

14.87
12.282
34.749
109.982
25.452
57.923
11.289
42.449
260.617
6.695
16.783
71.368
22.851
10.76
51.462
27.219
10.639
13.402
83.211
149.26
15.938
9.404
14.333
11.806
60.78
31.211
111.857
45.647
112.5
6.936
605.563
90.851
15.919
10.752
24.634
82.573
17.991
45.433
8.213
22.531
25.483
28.244
1659.212
102.201
604.625
9113.662
91.171
769.283
18.789
21.843
20.558
243.268
978.369
7.085
15.394
93.239
457.43
6885.623
49.727
29.741
57.023
6.087
27.786
7.336
1214.881
10.355
21.711
823.451
74.894
15.418
11.931
83.705
29.265
56.294
71.632
108.444
141.59
351.569
112.368
13.689
522.92
96.342
6857.923
761.128
139.415
9.836
18.852

2.099
1.313
2.182
1.327
3.076
1.837
1.278
1.481
1.494
1.656
1.719
1.469
2.281
2.035
3.632
1.467
1.586
2.683
1.212
1.836
2.757
1.607
1.472
1.393
2.406
1.83
1.489
2.131
2.287
1.614
2.754
2.582
1.309
1.481
1.206
2.357
1.465
1.649
1.627
1.47
1.335
3.108
2.192
2.619
2.464
2.802
2.432
2.45
1.384
1.521
1.85
3.166
2.722
2.008
1.226
2.354
1.74
2.735
2.361
1.428
2.162
1.3
1.325
1.28
2.676
1.914
1.542
1.515
2.741
1.219
1.832
1.235
2.251
3.395
2.263
2.654
2.546
2.809
2.084
1.653
2.157
1.352
3.056
15
1.894
1.675
1.336

0.306
0.316
0.313
0.28
0.321
0.248
0.241
0.223
0.271
0.264
0.316
0.185
0.307
0.22
0.267
0.2
0.273
0.252
0.141
0.253
0.278
0.378
0.304
0.219
0.274
0.297
0.133
0.27
0.162
0.243
0.192
0.235
0.239
0.326
0.263
0.317
0.33
0.259
0.331
0.268
0.224
0.375
0.153
0.297
0.28
0.306
0.25
0.296
0.215
0.323
0.279
0.316
0.3
0.233
0.217
0.297
0.309
0.268
0.409
0.266
0.194
0.273
0.212
0.213
0.296
0.348
0.294
0.16
0.37
0.274
0.268
0.285
0.344
0.236
0.31
0.293
0.308
0.358
0.283
0.231
0.156
0.196
0.295
0.206
0.174
0.295
0.242

6.857
4.158
6.973
4.738
9.597
7.414
5.301
6.632
5.518
6.264
5.431
7.96
7.441
9.264
13.609
7.348
5.805
10.657
8.598
7.245
9.902
4.255
4.844
6.368
8.781
6.153
11.233
7.897
14.098
6.656
14.366
10.969
5.485
4.541
4.594
7.448
4.444
6.369
4.92
5.488
5.947
8.278
14.356
8.816
8.801
9.168
9.742
8.27
6.426
4712
6.64
10.028
9.078
8.611
5.657
7.915
5.63
10.217
5.768
5.378
11.123
4.765
6.245
6.004
9.033
5.508
5.244
9.495
7.401
4.443
6.842
4.335
6.54
14.398
7.289
9.053
8.256
7.84
7.365
7.169
13.848
6.906
10.37
7.27
10.917
5.672
5.526

7.03x10-12a
3.21x10-05a
3.11x10-12a
2.16x10-06a
8.26x10-22a
1.23x10-13a
1.15x10-07a
3.30x10-11a
3.43x10-08a
3.74x10-10a
5.62x10-08a
1.72x10-15a
1.00x10-13a
1.97x10-20a
3.54x10-42a
2.01x10-13a
6.42x10-09a
1.62x10-26a
8.10x10-18a
4.32x10-13a
4.10x10-23a
2.09x10-05a
1.27x10-06a
1.92x10-10a
1.62x10-18a
7.59x10-10a
2.82x10-29a
2.86x10-15a
3.89x10-45a
2.82x10-11a
8.45x10-47a
5.39x10-28a
4,13x10-08a
5.59x10-06a
4.35x10-06a
9.50x10-14a
8.84x10-06a
1.90x10-10a
8.67x10-07a
4.06x10-08a
2.73x10-09a
1.25x10-16a
9.74x10-47a
1.18x10-18a
1.36x10-18a
4.82x10-20a
2.00x10-22a
1.34x10-16a
1.31x10-10a
2.45x10-06a
3.13x10-11a
1.15x10-23a
1.10x10-19a
7.23x10-18a
1.54x10-08a
2.47x10-15a
1.81x10-08a
1.67x10-24a
8.03x10-09a
7.53x10-08a
9.69x10-29a
1.89x10-06a
4.25x10-10a
1.93x10-09a
1.67x10-19a
3.63x10-08a
1.57x10-07a
2.20x10-21a
1.35x10-13a
8.86x10-06a
7.80x10-12a
1.46x10-05a
6.16x10-11a
5.32x10-47a
3.11x10-13a
1.39x10-19a
1.51x10-16a
4.51x10-15a
1.78x10-13a
7.55x10-13a
1.30x10-43a
4.98x10-12a
3.38x10-25a
3.59x10-13a
9.51x10-28a
1.41x10-08a
3.27x10-08a

3.24x10-11a
7.15x10-05a
1.48x10-11a
5.58x10-06a
8.92x10-21a
6.69x10-13a
3.44x10-07a
1.43x10-10a
1.09x10-07a
1.45x10-09a
1.74x10-07a
1.12x10-14a
5.51x10-13a
1.90x10-19a
1.35x10-40a
1.07x10-12a
2.20x10-08a
2.46x10-25a
6.33x10-17a
2.23x10-12a
4.89x10-22a
4.77x10-05a
3.36x10-06a
7.65x10-10a
1.34x10-17a
2.86x10-09a
5.12x10-28a
1.82x10-14a
1.70x10-43a
1.22x10-10a
3.98x10-45a
9.07x10-27a
1.30x10-07a
1.38x10-05a
1.08x10-05a
5.24x10-13a
2.12x10-05a
7.59x10-10a
2.35x10-06a
1.28x10-07a
9.70x10-09a
8.91x10-16a
4.57x10-45a
9.89x10-18a
1.13x10-17a
4.51x10-19a
2.26x10-21a
9.54x10-16a
5.31x10-10a
6.29x10-06a
1.35x10-10a
1.43x10-22a
1.00x10-18a
5.69x10-17a
5.08x10-08a
1.58x10-14a
5.92x10-08a
2.21x10-23a
2.73x10-08a
2.30x10-07a
1.70x10-27a
4.90x10-06a
1.64x10-09a
6.96x10-09a
1.50x10-18a
1.15x10-07a
4.64x10-07a
2.28x10-20a
7.36x10-13a
2.12x10-05a
3.57x10-11a
3.41x10-05a
2.58x10-10a
2.53x10-45a
1.63x10-12a
1.25x10-18a
1.07x10-15a
2.83x10-14a
9.50x10-13a
3.80x10-12a
5.35x10-42a
2.33x10-11a
4.67x10-24a
1.86x10-12a
1.56x10-26a
4.66x10-08a
1.04x10-07a



ENSG00000244437
ENSG00000244575
ENSG00000244593
ENSG00000245148
ENSG00000245149
ENSG00000245275
ENSG00000245293
ENSG00000245293
ENSG00000245293
ENSG00000245293
ENSG00000245522
ENSG00000245614
ENSG00000245648
ENSG00000245750
ENSG00000245750
ENSG00000245750
ENSG00000245750
ENSG00000245750
ENSG00000245750
ENSG00000245750
ENSG00000245750
ENSG00000245750
ENSG00000246145
ENSG00000246273
ENSG00000246339
ENSG00000246363
ENSG00000246366
ENSG00000246477
ENSG00000246582
ENSG00000247137
ENSG00000248027
ENSG00000248099
ENSG00000248144
ENSG00000248323
ENSG00000248329
ENSG00000248405
ENSG00000248540
ENSG00000248771
ENSG00000248971
ENSG00000249158
ENSG00000249476
ENSG00000249574
ENSG00000249592
ENSG00000249628
ENSG00000249700
ENSG00000249740
ENSG00000249853
ENSG00000249859
ENSG00000249992
ENSG00000250120
ENSG00000250295
ENSG00000250365
ENSG00000250548
ENSG00000251039
ENSG00000251136
ENSG00000251169
ENSG00000251179
ENSG00000251211
ENSG00000251287
ENSG00000251381
ENSG00000251451
ENSG00000251493
ENSG00000251562
ENSG00000252481
ENSG00000253274
ENSG00000253293
ENSG00000253302
ENSGO00000253414
ENSG00000253417
ENSG00000253582
ENSG00000253671
ENSG00000253686
ENSG00000253729
ENSG00000253741
ENSG00000253767
ENSG00000253818
ENSG00000253883
ENSG00000253936
ENSG00000253972
ENSG00000254056
ENSGO00000254174
ENSG00000254221
ENSG00000254285
ENSG00000254389
ENSG00000254395
ENSG00000254585
ENSG00000254709

28913
28935
392206
1.01E+08
1.02E+08
386627
1.02E+08
1.08E+08
1.02E+08
1.08E+08
440028
1.01E+08
1.02E+08
145837
1.04E+08
414926
145837
1.04E+08
414926
145837
1.04E+08
414926
1.01E+08
283104
1.02E+08
728084
286190
1.02E+08
389641
1.01E+08
1.00E+08
3640
126
1.01E+08
1.01E+08
553158
283731
1.01E+08
1.00E+08
56138
285638
442497
1.00E+08
1.00E+08
1.01E+08
1.02E+08
222537
5820
25907
56139
1.02E+08
1.02E+08
1.02E+08
28878
1.02E+08
1.02E+08
1.04E+08
645853
644974
1.01E+08
1.06E+08
2297
378938
677768
28463
3206
1.00E+08
1.01E+08
285629
1.05E+08
1.02E+08
1.02E+08
5591
1.00E+08
9708
28824
28446
28415
1.05E+08
28411
28471
56104
728638
78998
28393
54551
1.00E+08

IGKV3-15
IGKV1-27
RPL10AP11
ARAP1-AS2
RNF139-AS1
SAP30L-AS1
CYP2U1-AS1
CYP2U1-AS1
LOC107986298
LOC107986298
LINC02709
DDX11-AS1
KLRK1-AS1
DRAIC

DRAIC

DRAIC
LINC00593
LINC00593
LINC00593
PCAT29
PCAT29
PCAT29
RRS1-AS1
SBF2-AS1
EXTL3-AS1
LINC02458
LACTB2-AS1
LOC101929290
LOC389641
LOC100506282
ARHGAP42-AS1
INSL3

ADHI1C
LUCAT1
APELA
PRR5-ARHGAPS8
LOC283731
SMIM31
KRT8P46
PCDHA11
LOC285638
LOC442497
LOC100129917
LINC00942
SRD5A3-AS1
LINC01265
HS3ST5

PVT1
TMEM158
PCDHA10
RDH10-AS1
LOC101927124
LINC01303
IGKV2D-40
LOC101929709
LINC01843
TMEM92-AS1
LOC645853
ALG1L2
LINCO00958
GTF2IP9
FOXD1
MALAT1
SCARNAI13
IGHV1-67
HOXA10
STAU2-AS1
LINC01605
LINC02159
LOC105375700
LOC101930275
LINCO01484
PRKDC
LNCOC1
PCDHGAS8
IGLV1-41
IGHV3-19
IGHV3-63
MAL2-AS1
IGHV3-71
IGHV1-12
PCDHGB1
KRT8P3
RHPN1-AS1
IGHV4-55
MAGEL?2
IGLLS

1791.705
615.65
14.198
20.244
71.338
48.271
27.357
27.357
27.357
27.357
21.041
23.06
83.086
149.337
149.337
149.337
149.337
149.337
149.337
149.337
149.337
149.337
10.602
182.982
17.656
9.504
41.127
24.15
90.272
68.76
12.295
11.406
412.339
184.791
30.929
9.727
20.072
116.972
18.71
86.422
22.629
27.487
64.917
46.686
118.699
29.977
73.951
417.578
144.831
185.925
52.193
21.136
19.849
89.49
286.597
24.858
24.97
13.973
15.946
34.604
8.514
30.112
25634.21
431.348
38.681
73.109
17.17
11.391
47.042
13.477
150.559
21.634
8038.568
17.717
37.881
68.411
23.675
23.937
22.583
30.651
34.748
64.58
95.147
66.095
91.168
24.431
4195.541

2.921
2.076
1.876
1.355
1.44
1.581
1.613
1.613
1.613
1.613
2.077
2.606
2.03
2.917
2.917
2.917
2.917
2.917
2.917
2.917
2.917
2.917
1.481
1.574
1.694
15
2.541
1.248
1.414
1.374
1.321
2.141
1.218
3.866
2.697
1.993
1.307
2.293
1.281
1.461
1.361
1.555
1.365
4.363
1.898
1.38
1.416
2.882
1.815
1.248
2.155
1.22
3.099
2.758
1.562
1.645
1.293
1.221
1.769
1.523
1.534
1.979
2.34
6.478
2.958
3.988
2.025
1.215
4.233
1.728
1.447
1.537
1.396
1.729
2.339
2.691
2.736
2.117
1.764
2.897
2.973
1.28
1.234
1.347
2.439
1.249
2.805

0.279
0.28

0.237
0.324
0.209
0.243
0.443
0.443
0.443
0.443
0.164
0.175
0.27

0.36

0.36

0.36

0.36

0.36

0.36

0.36

0.36

0.36

0.329
0.116
0.269
0.324
0.28

0.297
0.13

0.201
0.237
0.229
0.369
0.342
0.339
0.249
0.297
0.364
0.208
0.234
0.273
0.261
0.186
0.353
0.206
0.239
0.351
0.193
0.237
0.255
0.317
0.228
0.27

0.336
0.231
0.252
0.199
0.191
0.18

0.321
0.27

0.368
0.339
0.494
0.292
0.37

0.238
0.286
0.312
0.267
0.272
0.222
0.123
0.217
0.331
0.399
0.305
0.293
0.352
0.293
0.339
0.241
0.236
0.173
0.261
0.207
0.271

10.456
7.421
7.933
4.186
6.894
6.506
3.643
3.643
3.643
3.643
12.694
14.914
7.527
8.095
8.095
8.095
8.095
8.095
8.095
8.095
8.095
8.095
4.497
13.529
6.304
4.636
9.089
4.199
10.841
6.82
5.571
9.36
3.303
11.317
7.959
7.988
4.406
6.292
6.148
6.247
4.982
5.952
7.357
12.348
9.223
5.765
4.034
14.972
7.643
4.903
6.806
5.363
11.468
8.215
6.762
6.517
6.512
6.383
9.849
4.739
5.685
5.382
6.908
13.105
10.116
10.774
8.511
4.244
13.586
6.477
5.313
6.929
11.39
7.975
7.075
6.74
8.957
7.227
5.015
9.901
8.77
5.301
5.219
7.783
9.327
6.044
10.36

1.38x10-25a
1.17x10-13a
2.13x10-15a
2.84x10-05a
5.42x10-12a
7.71x10-11a
0.000269a

0.000269a

0.000269a

0.000269a

6.35x10-37a
2.67x10-50a
5.19x10-14a
5.73x10-16a
5.73x10-16a
5.73x10-16a
5.73x10-16a
5.73x10-16a
5.73x10-16a
5.73x10-16a
5.73x10-16a
5.73x10-16a
6.91x10-06a
1.05x10-41a
2.89x10-10a
3.55x10-06a
9.98x10-20a
2.68x10-05a
2.21x10-27a
9.11x10-12a
2.53x10-08a
7.95x10-21a
0.000958a

1.08x10-29a
1.73x10-15a
1.37x10-15a
1.05x10-05a
3.13x10-10a
7.84x10-10a
4.19x10-10a
6.30x10-07a
2.65x10-09a
1.88x10-13a
5.00x10-35a
2.90x10-20a
8.15x10-09a
5.48x10-05a
1.11x10-50a
2.12x10-14a
9.43x10-07a
1.00x10-11a
8.17x10-08a
1.91x10-30a
2.13x10-16a
1.36x10-11a
7.19x10-11a
7.39x10-11a
1.74x10-10a
6.95x10-23a
2.15x10-06a
1.31x10-08a
7.38x10-08a
4.91x10-12a
3.06x10-39%a
4.67x10-24a
4.59x10-27a
1.72x10-17a
2.19x10-05a
4.82x10-42a
9.34x10-11a
1.08x10-07a
4.24x10-12a
4.71x10-30a
1.52x10-15a
1.50x10-12a
1.58x10-11a
3.33x10-19a
4.94x10-13a
5.30x10-07a
4.12x10-23a
1.79x10-18a
1.15x10-07a
1.80x10-07a
7.07x10-15a
1.09x10-20a
1.50x10-09a
3.77x10-25a

1.97x10-24a
6.38x10-13a
1.37x10-14a
6.36x10-05a
2.52x10-11a
3.19x10-10a
0.000533a

0.000533a

0.000533a

0.000533a

1.77x10-35a
1.46x10-48a
2.93x10-13a
3.88x10-15a
3.88x10-15a
3.88x10-15a
3.88x10-15a
3.88x10-15a
3.88x10-15a
3.88x10-15a
3.88x10-15a
3.88x10-15a
1.68x10-05a
3.88x10-40a
1.14x10-09a
8.93x10-06a
9.10x10-19a
6.03x10-05a
3.56x10-26a
4.15x10-11a
8.17x10-08a
7.97x10-20a
0.001755h

2.01x10-28a
1.12x10-14a
8.96x10-15a
2.50x10-05a
1.22x10-09a
2.95x10-09a
1.62x10-09a
1.74x10-06a
9.43x10-09a
1.00x10-12a
1.25x10-33a
2.76x10-19a
2.77x10-08a
0.000119a

6.27x10-49a
1.24x10-13a
2.55x10-06a
4.53x10-11a
2.48x10-07a
3.70x10-29a
1.49x10-15a
6.07x10-11a
2.99x10-10a
3.07x10-10a
6.96x10-10a
8.13x10-22a
5.55x10-06a
4.34x10-08a
2.26x10-07a
2.30x10-11a
9.77x10-38a
5.99x10-23a
7.26x10-26a
1.32x10-16a
4.99x10-05a
1.81x10-40a
3.84x10-10a
3.23x10-07a
1.99x10-11a
8.94x10-29a
9.95x10-15a
7.34x10-12a
7.03x10-11a
2.90x10-18a
2.53x10-12a
1.48x10-06a
4.91x10-22a
1.47x10-17a
3.44x10-07a
5.28x10-07a
4.34x10-14a
1.08x10-19a
5.49x10-09a
5.19x10-24a



ENSG00000254726
ENSG00000254827
ENSG00000254911
ENSG00000254911
ENSG00000254911
ENSG00000254911
ENSG00000255100
ENSG00000255185
ENSG00000255346
ENSG00000255545
ENSG00000255559
ENSG00000255571
ENSG00000255585
ENSG00000255622
ENSG00000255717
ENSG00000255836
ENSG00000255874
ENSG00000256229
ENSG00000256238
ENSG00000256436
ENSG00000256616
ENSG00000256802
ENSG00000256940
ENSG00000257167
ENSG00000257219
ENSG00000257315
ENSG00000257446
ENSG00000257588
ENSG00000257594
ENSG00000257596
ENSG00000257913
ENSG00000258017
ENSG00000258136
ENSG00000258274
ENSG00000258643
ENSG00000258667
ENSG00000258689
ENSG00000258947
ENSG00000259116
ENSG00000259153
ENSG00000259207
ENSG00000259248
ENSG00000259736
ENSG00000259772
ENSG00000259933
ENSG00000260001
ENSG00000260027
ENSG00000260034
ENSG00000260428
ENSG00000260442
ENSG00000261008
ENSG00000261115
ENSG00000261136
ENSG00000261236
ENSG00000261253
ENSG00000261360
ENSG00000261366
ENSG00000261373
ENSG00000261716
ENSG00000261801
ENSG00000261924
ENSG00000262003
ENSG00000262406
ENSG00000262884
ENSG00000262943
ENSG00000263080
ENSG00000263293
ENSG00000263639
ENSG00000263740
ENSG00000263818
ENSG00000263968
ENSG00000264707
ENSG00000264743
ENSG00000265321
ENSG00000265683
ENSG00000266066
ENSG00000266402
ENSG00000266916
ENSG00000267013
ENSG00000267041
ENSG00000267123
ENSG00000267213
ENSG00000267216
ENSG00000267260
ENSG00000267322
ENSG00000267322
ENSG00000267322

92312
5003
619383
1.00E+08
619383
1.00E+08
1.02E+08
1.10E+08
79400
283177
286103
254559
651337
54661
23642
1.00E+08
283487
90649
400011
259290
1.01E+08
1.00E+08
1.05E+08
1.00E+08
1.05E+08
1.00E+08
729747
1.02E+08
8693
1.13E+08
1.05E+08
1.05E+08
1.02E+08
1.02E+08
1.01E+08
1.05E+08
1.04E+08
10381
1.03E+08
1.01E+08
3690
1.00E+08
1.02E+08
283710
1.05E+08
1.01E+08
3217
1.01E+08
642658
1.00E+08
1.02E+08
1.01E+08
1.05E+08
23246
1.00E+08
728178
1.02E+08
1.00E+08
337873
1.00E+08
400627
1.02E+08
4321
1.02E+08
245
1.05E+08
1.03E+08
4477
6030
1.00E+08
1.06E+08
1.02E+08
503645
1.00E+08
1.00E+08
284167
1.05E+08
1.02E+08
1.02E+08
342892
1.02E+08
400684
1.09E+08
728485
1.03E+08
677769
1.03E+08

MEX3A
SLC22A18AS
SCARNA9
SCARNA9
SCARNAIL
SCARNAIL
LOC101928837
PDXDC2P
NOX5
B3GAT1-DT
ZNF252P-AS1
MIR9-3HG
LOC651337
PCDHB17P
SNHG1
LOC100419928
PRECSIT
ZNF486
SUpT16HP1
TAS2R31
LOC100996333
LOC100130111
PPP1R14B-AS1
TMPO-AS1
LNCOG
ZBED6
ZNF878
LOC101927318
GALNT4
SCAT2
DDN-ASL1
LOC105369760
LOC101929162
LOC101928731
BCL2L2-PABPN1
HIFLA-AS3
LINC01269
TUBB3
LOC102723809
LOC100506411
ITGB3
USP3-AS1
CRTC3-AS1
LOC283710
LOC105371049
TGFBR3L
HOXB7
LCMT1-AS2
SCX
ATP2A1-AS1
LINCO01572
TMEM178B
LOC105370941
BOP1
LOC100287036
LOC728178
MANEA-DT
VPS9D1-AS1
H2BC20P
LOXL1-AS1
LOC400627
LOC101927727
MMP12
LOC101927911
ALOX12P2
LOC105371083
THCAT158
MSMB
RN7SL4P
RDM1P5
RN7SL381P
L3MBTL4-AS1
DPRXP4
MIR4263
SYPL1P2
POLRMTP1
SNHG25
ZNF793-AS1
LINC01929
ZNF850
SCAT1
LOC400684
ZNF8-ERVK3-1
LOC728485
SCARNA17
SCARNAL7
SNHG22

866.869
100.36
143.76
143.76
143.76
143.76
6.721

9
31.631
89.503
14.255
118.184
45.854
15.545
926.349
24.362
199.604
844.993
31.602
10.701
10.534
89.644
32.278
72.214
12.031
429.011
12.085
51.128
51.178
17.567
24.413
5.246
15.855
13.529
11.544
33.161
11.595
209.939
17.375
102.769
230.891
65.98
10.002
85.971
39.278
14.965
250.409
14.061
61.14
15.849
22.775
156.916
17.05
1486.109
18.197
11.44
25.406
110.563
359.554
149.477
9.763
25.945
956.386
16.56
68.218
5.627
14.183
684.896
112.619
18.897
21.623
20.369
10.207
9.559
11.791
47.864
15.36
46.577
37.117
144.842
33.432
23.222
21.785
16.835
45.695
45.695
45.695

4.442
2.198
4.318
4.318
4.318
4.318
1.542
1.734
2.359
1.535
2.157
2.755
1.694
2.259
1.356
3.05
1.415
1.695
2.036
1.791
1.268
1.378
3.412
1.599
1.704
1.844
1.236
1.331
1.668
2.408
2.546
1.402
1.294
1.299
1.364
3.039
1.925
4.87
1.7
2.855
1.369
1.495
1.493
1.725
3.461
2.279
1.737
2.057
1.663
1.584
3.236
1.38
1.321
1.493
2.265
1.446
1.325
2.614
1.981
1.263
1.838
1.315
4.346
3.32
1.405
1.584
1.443
1.439
3.598
1.99
2.607
1.211
1.423
1.352
2.304
1.388
1.438
1.495
2.35
1.308
3.037
1.487
1.248
3.123
1.813
1.813
1.813

0.231
0.181
0.417
0.417
0.417
0.417
0.211
0.299
0.263
0.367
0.261
0.304
0.311
0.336
0.128
0.363
0.177
0.253
0.276
0.345
0.223
0.223
0.228
0.164
0.23

0.262
0.21

0.352
0.222
0.299
0.203
0.256
0.274
0.355
0.184
0.345
0.321
0.235
0.335
0.171
0.223
0.228
0.219
0.194
0.282
0.284
0.205
0.363
0.233
0.231
0.25

0.302
0.242
0.139
0.291
0.232
0.251
0.207
0.191
0.125
0.312
0.353
0.342
0.258
0.246
0.226
0.222
0.535
0.386
0.221
0.348
0.249
0.297
0.199
0.272
0.283
0.248
0.207
0.34

0.18

0.298
0.191
0.207
0.335
0.294
0.294
0.294

19.255
12.127
10.366
10.366
10.366
10.366
7.304
5.793
8.97
4.18
8.267
9.047
5.453
6.727
10.574
8.4
7.998
6.703
7.367
5.196
5.691
6.184
14.98
9.736
7.395
7.033
5.876
3.786
7.506
8.062
12.519
5.481
4.724
3.664
7.423
8.819
6.003
20.753
5.079
16.66
6.154
6.542
6.814
8.87
12.268
8.011
8.474
5.672
7.134
6.845
12.963
4.565
5.456
10.706
7.792
6.242
5.287
12.601
10.386
10.092
5.896
3.727
12.714
12.872
5.712
7.011
6.493
2.692
9.316
8.992
7.502
4.858
4.796
6.779
8.478
4.905
5.789
7.237
6.918
7.278
10.18
7.768
6.03
9.312
6.16
6.16
6.16

1.28x10-82a
7.60x10-34a
3.55x10-25a
3.55x10-25a
3.55x10-25a
3.55x10-25a
2.80x10-13a
6.92x10-09a
2.96x10-19a
2.91x10-05a
1.37x10-16a
1.47x10-19a
4.96x10-08a
1.73x10-11a
3.92x10-26a
4.48x10-17a
1.27x10-15a
2.04x10-11a
1.75x10-13a
2.04x10-07a
1.27x10-08a
6.24x10-10a
9.91x10-51a
2.12x10-22a
1.42x10-13a
2.02x10-12a
4.,19x10-09a
0.000153a
6.09x10-14a
7.53x10-16a
5.85x10-36a
4.22x10-08a
2.31x10-06a
0.000249a
1.14x10-13a
1.15x10-18a
1.94x10-09a
1.15x10-95a
3.79x10-07a
2.55x10-62a
7.55x10-10a
6.07x10-11a
9.48x10-12a
7.32x10-19a
1.35x10-34a
1.14x10-15a
2.36x10-17a
1.41x10-08a
9.71x10-13a
7.64x10-12a
1.97x10-38a
4.99x10-06a
4.88x10-08a
9.59x10-27a
6.57x10-15a
4.33x10-10a
1.24x10-07a
2.08x10-36a
2.88x10-25a
5.97x10-24a
3.73x10-09a
0.000194a
4.96x10-37a
6.45x10-38a
1.12x10-08a
2.37x10-12a
8.41x10-11a
0.00711b
1.21x10-20a
2.42x10-19a
6.27x10-14a
1.18x10-06a
1.62x10-06a
1.21x10-11a
2.28x10-17a
9.33x10-07a
7.10x10-09a
4.60x10-13a
4.58x10-12a
3.38x10-13a
2.44x10-24a
8.00x10-15a
1.63x10-09a
1.25x10-20a
7.26x10-10a
7.26x10-10a
7.26x10-10a

4.45x10-80a
1.77x10-32a
4.90x10-24a
4.90x10-24a
4.90x10-24a
4.90x10-24a
1.47x10-12a
2.37x10-08a
2.59x10-18a
6.51x10-05a
9.72x10-16a
1.32x10-18a
1.55x10-07a
7.68x10-11a
5.80x10-25a
3.29x10-16a
8.35x10-15a
8.96x10-11a
9.35x10-13a
5.94x10-07a
4.21x10-08a
2.38x10-09a
5.59x10-49a
2.39x10-21a
7.68x10-13a
9.79x10-12a
1.47x10-08a
0.000313a

3.42x10-13a
5.03x10-15a
1.54x10-34a
1.33x10-07a
5.95x10-06a
0.000495a

6.27x10-13a
9.68x10-18a
7.01x10-09a
1.09x10-92a
1.07x10-06a
2.58x10-60a
2.85x10-09a
2.55x10-10a
4.31x10-11a
6.23x10-18a
3.27x10-33a
7.50x10-15a
1.78x10-16a
4.67x10-08a
4.84x10-12a
3.50x10-11a
5.99x10-37a
1.23x10-05a
1.53x10-07a
1.48x10-25a
4.05x10-14a
1.67x10-09a
3.70x10-07a
5.64x10-35a
4.02x10-24a
7.62x10-23a
1.31x10-08a
0.000392a

1.39x10-35a
1.88x10-36a
3.73x10-08a
1.14x10-11a
3.47x10-10a
0.011386¢

1.19x10-19a
2.14x10-18a
3.51x10-13a
3.15x10-06a
4.24x10-06a
5.43x10-11a
1.73x10-16a
2.52x10-06a
2.43x10-08a
2.36x10-12a
2.15x10-11a
1.76x10-12a
3.19x10-23a
4.90x10-14a
5.95x10-09a
1.23x10-19a
2.74x10-09a
2.74x10-09a
2.74x10-09a



ENSG00000267322
ENSG00000267470
ENSG00000267751
ENSG00000267795
ENSG00000268119
ENSG00000268307
ENSG00000268403
ENSG00000268658
ENSG00000268686
ENSG00000268812
ENSG00000269210
ENSG00000269289
ENSG00000269404
ENSG00000269416
ENSG00000269821
ENSG00000269845
ENSG00000269985
ENSG00000269994
ENSG00000270264
ENSG00000270472
ENSG00000270550
ENSG00000270882
ENSG00000270885
ENSG00000271130
ENSG00000271133
ENSG00000271303
ENSG00000271524
ENSG00000271550
ENSG00000272138
ENSG00000272398
ENSG00000272568
ENSG00000272610
ENSG00000272620
ENSG00000272666
ENSG00000272767
ENSG00000272808
ENSG00000273002
ENSG00000273032
ENSG00000273274
ENSG00000273297
ENSG00000273604
ENSG00000273802
ENSG00000273888
ENSG00000274012
ENSG00000274020
ENSG00000274576
ENSG00000274605
ENSG00000274750
ENSG00000274756
ENSG00000275004
ENSG00000276043
ENSG00000276180
ENSGO00000276476
ENSG00000276545
ENSG00000276775
ENSG00000277075
ENSG00000277363
ENSG00000277399
ENSG00000277586
ENSG00000278023
ENSG00000278196
ENSG00000278259
ENSG00000278318
ENSG00000278473
ENSG00000278709
ENSG00000278771
ENSG00000278811
ENSG00000278828
ENSG00000279331
ENSG00000279561
ENSG00000279561
ENSG00000279561
ENSG00000279561
ENSG00000279636
ENSG00000279873
ENSG00000280039
ENSG00000280109
ENSG00000280411
ENSG00000280424
ENSG00000280693
ENSG00000281189
ENSG00000281706

677769
1.01E+08
1.05E+08
440335
1.05E+08
1.11E+08
644656
400680
1.02E+08
91370
375196
1.01E+08
6689
1.04E+08
10984
641367
1.02E+08
440173
729565
28307
28439
8370
91608
388255
1.02E+08
140809
1.00E+08
1.06E+08
1.02E+08
1.00E+08
1.01E+08
151877
84740
1.05E+08
84989
1.05E+08
1.08E+08
26220
728116
1.05E+08
1.00E+08
8339
145438
378706
388685
28454
1.05E+08
8353
729842
140883
29128
8294
1.01E+08
84055
28401
3012
80725
440435
4747
201299
28817
80179
7772
28428
1.05E+08
378707
1.00E+08
8357
55472
1.05E+08
1.00E+08
1.05E+08
1.00E+08
55451
1.00E+08
1.06E+08
191585
1.03E+08
730668
1.01E+08
1.03E+08
1.01E+08

SNHG22
ZNF571-AS1
LOC105372233
SMIM22
LOC105372321
LINC02560
LOC644656
LINCO00664
LOC101928295
LOC91370
LOC375196
LOC100505851
SPIB
LINCO01224
KCNQ10T1
CCNYL6
LOC101927972
LOC440173
NDUFB8P2
IGHV30R16-9
IGHV3-30
H4C14
RASL10B
IGHV30R16-8
LOC101927811
SRXN1
BNIP3P17
BNIP3P11
LINC01607
CD24
LOC100506497
MAGI1-IT1
AFAP1-AS1
KLHDC7B-DT
JMJD1C-AS1
LOC105369201
ARHGEF2-AS2
DGCR5
ZBTB8B
LOC105375519
EPOP

H2BC8
FRMD6-AS1
RN7SL2
LINCO01138
IGHV2-70
PCCA-DT
H3C6

RPS2P50
ZNF280B
UHRF1

H4C9
LINCO00540
PCDHGB9P
IGHV4-4
H2ACS8
SRCIN1
GPR179

NEFL

RDM1
IGLV2-8
MYO19
ZNF229
IGHV3-41
NKILA
RN7SL3
LINCO00624
H3C10
RBM12B-AS1
LOC100132249
LOC100132249
LOC105376060
LOC105376060
LINC00216
LINCO01126
RN7SKP23
PLAC4
IGHV1-69D
LOC730668
SH3PXD2A-AS1
GHET1
LINC01012

45.695
41.387
56.726
994.411
124.801
27.391
21.109
41.052
46.725
12.612
29.391
15.035
146.105
43.218
441.545
16.252
25.264
31.413
9.853
25.516
1618.086
10.197
108.536
20.998
51.334
116.135
16.932
41.477
19.681
8262.795
38.555
14.14
1619.432
80.804
41.704
41.628
23.955
44.213
20.463
12.382
211.894
80.017
15.952
25146.4
124.322
369.049
149.199
25.705
14.71
105.635
400.592
373.074
25.097
13.397
140.494
41.69
334.933
15.283
44.814
18.848
995.713
1259.905
190.623
23.94
145.393
298.846
48.547
123.474
19.096
11.581
11.581
11.581
11.581
20.501
15.401
27.32
52.041
1135.356
6.915
27.87
20.227
22.08

1.813
1.834
1.823
1.418
2.105
2.546
1.236
1.452
1.526
1.706
3.013
1.494
1.295
2.474
1.94
2.473
1.371
1.315
1.744
2.717
2.578
1.948
1.71
2.56
1.206
1.231
2.382
2.551
2.126
1.344
1.3
1.988
6.242
2.541
1.323
3.039
1.264
2.919
3.286
1.971
1.414
4.332
1.568
4.023
1.202
2.924
1.606
2.246
1.832
1.981
3.519
1.303
1.787
2.287
3.12
3.563
1.3
1.738
2.663
3.483
2.542
1.553
1.466
2.693
1.523
5.442
2.759
2.712
1.996
1.239
1.239
1.239
1.239
2.049
1.768
1.329
2.752
2.841
2.185
1.659
1.973
1.999

0.294
0.25

0.173
0.188
0.259
0.277
0.212
0.312
0.239
0.282
0.375
0.281
0.275
0.348
0.275
0.345
0.28

0.376
0.305
0.313
0.283
0.233
0.242
0.293
0.22

0.231
0.323
0.229
0.226
0.194
0.332
0.386
0.301
0.215
0.196
0.266
0.203
0.282
0.353
0.24

0.173
0.332
0.243
0.412
0.161
0.318
0.155
0.273
0.259
0.196
0.182
0.132
0.32

0.313
0.33

0.308
0.204
0.247
0.386
0.243
0.291
0.096
0.23

0.306
0.194
0.434
0.296
0.242
0.247
0.261
0.261
0.261
0.261
0.335
0.269
0.269
0.424
0.309
0.286
0.264
0.16

0.21

6.16
7.324
10.55
7.555
8.143
9.203
5.829
4.649
6.388
6.044
8.033
5.31
4711
7.11
7.058
7.173
4.898
3.496
5.725
8.685
9.104
8.366
7.052
8.747
5.487
5.326
7.38
11.132
9.395
6.928
3.913
5.149
20.732
11.792
6.744
11.417
6.226
10.339
9.302
8.208
8.193
13.051
6.452
9.772
7.487
9.195
10.373
8.238
7.06
10.127
19.377
0.878
5.589
7.308
9.456
11.569
6.385
7.032
6.906
14.353
8.739
16.158
6.38
8.807
7.838
12.545
9.318
11.187
8.093
4.749
4.749
4.749
4.749
6.117
6.581
4.947
6.483
9.2
7.64
6.272
12.305
9.503

7.26x10-10a
2.40x10-13a
5.08x10-26a
4.19x10-14a
3.87x10-16a
3.48x10-20a
5.57x10-09a
3.34x10-06a
1.68x10-10a
1.50x10-09a
9.55x10-16a
1.10x10-07a
2.46x10-06a
1.16x10-12a
1.69x10-12a
7.34x10-13a
9.67x10-07a
0.000472a

1.04x10-08a
3.78x10-18a
8.67x10-20a
5.96x10-17a
1.76x10-12a
2.18x10-18a
4.,10x10-08a
1.00x10-07a
1.59x10-13a
8.78x10-29a
5.73x10-21a
4.28x10-12a
9.10x10-05a
2.61x10-07a
1.79x10-95a
4.27x10-32a
1.54x10-11a
3.46x10-30a
4.79x10-10a
4.71x10-25a
1.38x10-20a
2.24x10-16a
2.56x10-16a
6.24x10-39a
1.10x10-10a
1.48x10-22a
7.07x10-14a
3.74x10-20a
3.31x10-25a
1.75x10-16a
1.66x10-12a
4.19x10-24a
1.21x10-83a
5.20x10-23a
2.29x10-08a
2.72x10-13a
3.19x10-21a
5.93x10-31a
1.72x10-10a
2.03x10-12a
4.98x10-12a
1.02x10-46a
2.34x10-18a
1.00x10-58a
1.77x10-10a
1.28x10-18a
4.59x10-15a
4.24x10-36a
1.19x10-20a
4.71x10-29a
5.83x10-16a
2.05x10-06a
2.05x10-06a
2.05x10-06a
2.05x10-06a
9.53x10-10a
4.68x10-11a
7.53x10-07a
8.99x10-11a
3.56x10-20a
2.18x10-14a
3.56x10-10a
8.47x10-35a
2.05x10-21a

2.74x10-09a
1.27x10-12a
7.46x10-25a
2.39x10-13a
2.65x10-15a
3.29x10-19a
1.92x10-08a
8.43x10-06a
6.77x10-10a
5.48x10-09a
6.35x10-15a
3.29x10-07a
6.31x10-06a
5.73x10-12a
8.24x10-12a
3.70x10-12a
2.61x10-06a
0.000903a

3.48x10-08a
3.04x10-17a
7.95x10-19a
4.35x10-16a
8.59x10-12a
1.79x10-17a
1.29x10-07a
3.02x10-07a
8.55x10-13a
1.54x10-27a
5.79x10-20a
2.01x10-11a
0.000192a

7.52x10-07a
1.58x10-92a
8.93x10-31a
6.84x10-11a
6.61x10-29a
1.84x10-09a
6.44x10-24a
1.35x10-19a
1.56x10-15a
1.77x10-15a
1.95x10-37a
4.51x10-10a
1.69x10-21a
3.94x10-13a
3.53x10-19a
4.57x10-24a
1.23x10-15a
8.11x10-12a
5.39x10-23a
4.51x10-81a
6.15x10-22a
7.43x10-08a
1.43x10-12a
3.29x10-20a
1.18x10-29a
6.90x10-10a
9.84x10-12a
2.33x10-11a
4.77x10-45a
1.92x10-17a
8.13x10-57a
7.10x10-10a
1.07x10-17a
2.88x10-14a
1.12x10-34a
1.17x10-19a
8.43x10-28a
3.94x10-15a
5.29x10-06a
5.29x10-06a
5.29x10-06a
5.29x10-06a
3.56x10-09a
1.99x10-10a
2.06x10-06a
3.70x10-10a
3.37x10-19a
1.28x10-13a
1.39x10-09a
2.08x10-33a
2.13x10-20a

Lfcse: log2 fold changes standard error value. aP<0.001; bP<0.01; cP<0.05.




Table SIII. Endocytosis-associated gene set.

Gene symbol

CAV1
CAV3
CLN3
MAPK1
MAPK3
MLC1
NEDD4L
PACSIN2
PROM2
SRC
UNCI119
AAK1
AP2A1
AP2A2
AP2Bl1
AP2M1
AP2S1
BMP2K
BTBDS
CANX
CLTA
CLTB
CLTC
DAB2
DGKD
DLL1
DNAJC6
DNM2
FCHOI1
FCHO2
FCHSD2
FNBPIL
GAK
GPR107
HIP1



HIPIR
INPP5F
ITGA4
ITSN1
ITSN2
LMBRDI
NEU3
PICALM
PIK3CB
PIP5KIC
SCYL2
SGIP1
SH3GL3
SIGLEC]I
SLC9B2
SMAPI
SNAP91
TNK2
UBQLN2
WASL
ABCALI
ABCAI3
ABCA2
ABCA7
ABLI
ABL2
ACHE
ACKR2
ACKR3
ACKR4
ACTB
ADIPOQ
ADM
ADRB2
ADRB3
AGER
AHI1



AHSG

AIF1
ALOXI15
AMN
AMPH
ANGPTI1
ANK2
ANKFY1
ANKRDI13A
ANKRD13B
ANKRDI13D
ANO6
ANXA2
APIG1
AP1G2
APIS1
AP3MI1
AP3M2
AP4El
APELA
APLN
APLP1
APOAS5
APOBR
APOCI1
APOC2
APOC3
APOE

APP

APPL1
APPL2
ARC

ARF1

ARF6
ARFGAPI
ARHGAP12
ARHGAP25



ARHGAP27
ARR3
ARRBI
ARRB2
ASGRI1
ASGR2
ATADI1
ATP6VIH
ATP9A
ATP9B
ATXN2
AXL
B2M
BCL2L1
BECNI1
BICD1
BIN1
BIN2
BIN3
BTBD9
C3
C4BPA
C4BPB
C9orf72
CACNG2
CACNG3
CACNG4
CACNGS
CACNG7
CACNGS
CALCRL
CALY
CAP1
CAV2
CBL
CBLL1
CCL19



CCL21
CD14
CDl151
CD163
CDI163L1
CD177
CD209
CD22
CD2AP
CD300A
CD320
CD36
CD5
CDSL
CD6
CD63
CD81
CD9
CDC42
CDH13
CDKS5
CEACAMI1
CEL

CFI
CLCN3
CLCNS
CLEC10A
CLECA4F
CLEC7A
CLINTI1
CLIP3
CLTCL1
CLU
CNTN2
COLECI10
COLEC11
COLECI12



CRP
CSNKIE
CSNKIG1
CSNK1G2
CSNK1G3
CTSL
CTTN
CUBN
CXCL16
CXCLS
CXCRI1
CXCR2
CYTH2
DENNDIA
DENNDIB
DENNDIC
DGKQ
DKK1
DLG4
DMBTI
DNAJCI13
DNER
DNMI
DNMIL
DNM3
DOCK1
DOCK2
DPYSL2
DRD2
DRD3
DRD4
DTNBPI
EEAL
EFNB2
EGF
EHBPI
EHDI



EHD2
EHD3
EHD4
ELMOI
ENDOU
ENPPI
ENPP2
ENTHDI
EPHA3
EPNI1
EPN3
EPSI5
EPSI5SLI
EQTN
ESYT2
EZR
F2RLI
FCERIG
FCGRIA
FCGR2B
FCN1
FCN2
FCN3
FKBPI15
FLOTI
FMRI
FNBPI
FOLRI
FPR2
GAPVDI
GATA2
GHI1
GHR
GPC3
GRB2
GREMI
GRIAI



GRK4
GSGIL
GSN
GULP1
HAVCRI1
HEATRSA
HEATRS5B
HFE
HHIPLI
HNRNPK
HOOK?2
HPCA
HRAS
HSPG2
HTRIB
HTR2B
IGF2R
IGHD
IGHGI
IGHM
IGHV1-69
IGKC
IGLC1
IGLLI
IGLL5
IL10RA
1L4
ILDR1
INPPL1
INSR
ITGA2
ITGAM
ITGAV
ITGB1
ITGB2
ITGB3
IMJD6



KIAA1109
LBP
LDLR
LDLRAD3
LDLRAPI1
LGALS3
LGALS3BP
LILRB1
LILRB4
LMBRIL
LOXL2
LOXL3
LOXL4
LRPI
LRP10
LRP12
LRPIB
LRP2
LRP3
LRP4
LRP5
LRP6
LRP8
LRPAPI
LRRK2
LRRTMI
LRRTM2
LRSAM1
LY75
M6PR
MAGI2
MAPKAPK?2
MAPKAPK3
MARCO
MBL2
MCTPI
MEGF10



MFGES8
MIA3
MIB1
MICALLI1
MIR205
MKLNI1
MRC1
MRC2
MSR1
MTMR2
MTMR6
MTMR9
MYH9
MYOI1E
MYO6
NCKAPIL
NCKIPSD
NECAB2
NECAPI
NECAP2
NEDD4
NEURLI1B
NLGNI1
NLGN2
NLGN3
NLGN4X
NLGN4Y
NMEI1
NOSTRIN
NPC1
NR1H2
NR1H3
NTF3
NUMB
OCIADI
OCIAD2
OLR1



OPHNI1
PACSINI1
PACSIN3
PCSK9
PDLIM7
PEARI1
PGBD1
PI4KB
PICK1
PIK3C2A
PIK3C3
PIK3CG
PIKFYVE
PLA2GS
PLA2R1
PLCG2
PPP3CA
PPP3CB
PPP3CC
PPT1
PRG4
PRKDI1
PRSS12
PSENI1
PSTPIP1
PTPN1
PTX3
PYCARD
RAB17
RABIA
RAB21
RAB22A
RAB27B
RAB31
RAB4B
RABSA
RABS5B



RABSC
RAB7A
RABEP1
RABEP2
RABEPK
RABGAPIL
RABGEF1
RACI
RAC2
RALBPI1
RAMPI
RAMP2
RAMP3
REPSI
REPS2
RHOBTBI
RHOBTB2
RHOG
RHOH
RHOJ
RHOQ
RHOU
RHOV
RIN1
RIN2
RIN3
RIT2
ROCK]1
RSPO1
RUFY1
RUFY2
SAG
SCAMPI1
SCAMP5
SCARA3
SCARAS
SCARBI



SCARB2
SCARF1
SCARF2
SCART1
SCRIB
SDCBP
SELE
SERPINEL1
SFRP4
SFTPD
SH3BP1
SH3BP4
SH3GL1
SH3GL2
SH3KBP1
SHH
SLC17A7
SLC2A4
SMPD1
SNAP25
SNCA
SNCB
SNCG
SNX1
SNX10
SNX12
SNX17
SNX18
SNX2
SNX33
SNXS5
SNX9
SORL1
SORT1
SPHK1
SRL
SSC5D



STABI1
STAB2
STAP1
STEAP2
STON1
STONZ2
STX1A
STX1B
SURF4
SYK
SYNIJ1
SYNI2
SYNRG
SYP

SYT1
SYTI11
SYT2
SYT4
SYTS
SYTS
TBC1D5
TEX261
TF

TFR2
TFRC
TGFBR2
THBSI
TMEM108
TMPRSS13
TMPRSS15
TMPRSS2
TMPRSS3
TMPRSS4
TMPRSS5
TOMI
TORIA
TPCN1



TPCN2
TRBClI
TREM2
TRIP10
TSC2
TSG101
TUB
TULP1
UBE3A
USP20
USP33
VAMP2
VAMP4
VAMP7
VEGFA
VLDLR
VPS28
WASF1
WASF2
WDR54
WNTS5A
XKR4
XKR6
XKR7
XKRS
ZFYVEI16
ZFYVE9
ACAPI
ACAP2
ACAP3
ADRBI1
AGAPI1
AGAP2
ARAPI
ARAP3
ARFGAP2
ARFGAP3



ASAP1
ASAP2
ASAP3
CBLB
CBLC
CCRS
CHMPI1B
CHMP2A
CHMP2B
CHMP4B
CHMP4C
CHMP5
CHMP6
CSFIR
CXCR4
EGFR
ERBB3
ERBB4
F2R
FGFR2
FGFR3
FGFR4
FLT1
GIT1
GIT2
GRK1
GRKS5
GRK6
GRK7
HGS
HLA-A
HLA-B
HLA-C
HLA-E
HLA-F
HLA-G
HSPAIL



HSPA2
HSPA6
IGFIR
IL2RA
IL2RB
IL2RG
IQSECI
IQSEC2
IQSEC3
ITCH
KDR
KIT
MDM2
MET
MVBI12A
MVBI2B
NTRK1
PARD3
PARDG6A
PARDG6B
PARD6G
PDCDGIP
PDGFRA
PIP4K2B
PIPSK1A
PIPSKIB
PLDI
PLD2
PRKCI
PRKCZ
PSD
PSD2
PSD3
PSD4
RABIIA
RABIIB
RABIIFIPI



RABI11FIP2
RABI11FIP3
RABI11FIP4
RABI11FIP5
RET

RNF41
SH3GLBI1
SH3GLB2
SMAP2
SMURF1
SMURF2
SNF8
STAM
STAM?2
STAMBP
TRAF6
USP8
VPS25
VPS36
VPS37A
VPS37B
VPS37C
VPS37D
VPS45
VPS4A
VPS4B
VTAI1
WWPI
AGFG1
AGTRI1
APOB
AREG

AVP
AVPR2
BTC

CD3D
CD3G



CD4
CFTR
CHRM2
COPS2
COPS3
COPS4
COPS5
COPS6
COPS7A
COPS7B
COPS8
DVL2
EREG
FZD4
GPS1
HBEGF
IL7R
KIAA0319
NEDDS
RPS27A
SLCI8A3
SLC2A8
SYT9
TACRI1
TGFA
TGOLN2
TORIB
UBAS2
UBB
UBC
UBQLNI
VAMP3
VAMPS
ACTR2
ACTR3
ARPCIA
ARPC2



ARPC3
ARPC4
ARPCS5
OCRL
ATP6API
ATP6VOAL
ATP6VOA2
ATP6VO0A4
ATP6VOB
ATP6VOC
ATP6VODI1
ATP6VOD2
ATP6VOEL
ATP6VOE2
ATP6VI1A
ATP6V1BI1
ATP6VIB2
ATP6VICI1
ATP6VIC2
ATP6VI1D
ATP6VIEI
ATP6V1E2
ATP6VIGI
ATP6V1G2
ATP6V1G3
MCOLNI1
STEAP3
TCIRG1




Table SIV. Univariant Cox regression test results of differential expressed genes associated with endocytosis.

Gene symbol B-value HR 95% CI P-value

EPN3 0.024 1.025 0.926-1.130 6.380x10-01a
SYT1 0.041 1.042 0.975-1.110 2.260x10-01a
AMPH -0.048 0.954 0.881-1.030 2.360x10-01a
SYNIJ2 0.042 1.043 0.895-1.220 5.890x10-01a
CEACAM1 -0.066 0.936 0.836-1.050 2.460x10-01a
ACHE -0.065 0.937 0.874-1.000 6.740x10-02a
TF -0.029 0.972 0.923-1.020 2.760x10-01a
NECAB2 0.019 1.020 0.951-1.090 5.860x10-01a
RHOV 0.170 1.185 1.100-1.270 2.810x10-06b
APLP1 0.015 1.015 0.942-1.090 6.990x10-01a
MET 0.060 1.062 0.984-1.150 1.210x10-01a
STX1A 0.062 1.064 0.963-1.180 2.200x10-01a
TFR2 -0.026 0.974 0.872-1.090 6.400x10-01a
SFRP4 -0.053 0.948 0.876-1.030 1.840x10-01a
DNM1 -0.014 0.986 0.888-1.090 7.900x10-01a
DKK1 0.122 1.130 1.080-1.180 3.890x10-07b
TULP1 0.042 1.043 0.941-1.160 4.230x10-01a
WASF1 0.094 1.099 0.975-1.240 1.220x10-01a
HPCA -0.062 0.940 0.845-1.050 2.520x10-01a
C4BPB -0.041 0.960 0.907-1.020 1.610x10-01a
PACSINI1 -0.061 0.941 0.862-1.030 1.740x10-01a
SYTS5 0.046 1.048 0.989-1.110 1.150x10-01a
RAMPI1 0.030 1.030 0.949-1.120 4.750x10-01a
IL2RA -0.053 0.949 0.862-1.040 2.820x10-01a
TMPRSS4 -0.049 0.952 0.891-1.020 1.440x10-01a
ITGAV 0.094 1.098 0.953-1.270 1.950x10-01a
EGF -0.024 0.976 0.905-1.050 5.250x10-01a
CBLC 0.103 1.109 1.000-1.230 5.020x10-02a
ATP6V1C2 -0.027 0.973 0.895-1.060 5.300x10-01a
ACKR2 -0.006 0.994 0.924-1.070 8.640x10-01a
OCIAD2 0.067 1.069 0.936-1.220 3.230x10-01a
MEGF10 0.006 1.006 0.936-1.080 8.780x10-01a
PROM2 0.033 1.034 0.938-1.140 5.030x10-01a
PSD3 -0.068 0.934 0.814-1.070 3.340x10-01a
LRPS 0.049 1.050 0.930-1.180 4.290x10-01a
STEAP2 0.057 1.058 0.966-1.160 2.250x10-01a
TGFA 0.051 1.052 0.960-1.150 2.790x10-01a
ITGA2 0.072 1.075 0.988-1.170 9.490x10-02a
RET -0.032 0.968 0.907-1.030 3.360x10-01a
AMN 0.047 1.048 0.975-1.130 2.040x10-01a
GREMI1 0.054 1.055 0.991-1.120 9.130x10-02a
LRPIB 0.021 1.021 0.961-1.080 4.970x10-01a
SNCG 0.031 1.031 0.966-1.100 3.590x10-01a
VPS37D 0.046 1.047 0.944-1.160 3.850x10-01a



SCAMP5
IGKC
IGHGI1
IGHD
IGHV1-69
NMEI
APELA
IGLL5
ITGB3
SELE
MARCO
EHD2
MSRI1
CALCRL
MLC1
CAV2
CAV1
PIPSKIB
SH3GL2
ENDOU
HBEGF
PRG4
ARAP3
IQSEC3
RAMP3
RHOJ
ACKR4
LDLR
APOC1
RAMP2
CD36
CDHI3
ASGR1
SNCA
ATP6VOD2
ANGPTI
GRIAL
RABIIFIP1
COLECI12
FGFR4
NOSTRIN
CXCRI1
TGFBR2
PTX3
PRSS12
SCARA3

-0.041
-0.068
-0.059
-0.045
-0.043
0.093

-0.008
-0.046
-0.019
-0.029
-0.027
0.052

-0.057
-0.089
-0.038
0.089

0.065

-0.079
-0.021
-0.086
0.043

-0.061
-0.056
0.025

-0.073
-0.067
-0.060
0.044

-0.062
-0.073
-0.071
-0.017
-0.080
-0.082
-0.067
-0.090
-0.137
-0.100
-0.085
0.012

-0.069
-0.028
-0.112
0.070

-0.002
-0.016

0.960
0.934
0.943
0.956
0.958
1.098
0.992
0.955
0.981
0.971
0.973
1.053
0.945
0.915
0.963
1.093
1.067
0.924
0.979
0918
1.044
0.941
0.945
1.025
0.930
0.935
0.941
1.045
0.940
0.929
0.932
0.983
0.923
0.921
0.935
0914
0.872
0.905
0.919
1.012
0.933
0.973
0.894
1.072
0.998
0.984

0.853-1.080
0.873-1.000
0.885-1.000
0.911-1.000
0.907-1.010
0.957-1.260
0.928-1.060
0.889-1.030
0.903-1.070
0.894-1.050
0.915-1.030
0.935-1.190
0.862-1.040
0.813-1.030
0.879-1.060
0.983-1.210
0.970-1.170
0.841-1.010
0.916-1.050
0.818-1.030
0.935-1.170
0.883-1.000
0.818-1.090
0.928-1.130
0.834-1.040
0.813-1.080
0.852-1.040
0.929-1.180
0.861-1.030
0.819-1.050
0.850-1.020
0.881-1.100
0.818-1.040
0.822-1.030
0.863-1.010
0.835-1.000
0.818-0.930
0.808-1.010
0.841-1.000
0.930-1.100
0.828-1.050
0.899-1.050
0.782-1.020
0.982-1.170
0.935-1.070
0.896-1.080

4.990x10-01a
5.170x10-02a
6.880x10-02a
6.250x10-02a
1.300x10-01a
1.840x10-01a
8.090x10-01a
2.130x10-01a
6.540x10-01a
4.820x10-01a
3.810x10-01a
3.950x10-01a
2.250x10-01a
1.430x10-01a
4.170x10-01a
1.010x10-01a
1.820x10-01a
9.820x10-02a
5.420x10-01a
1.410x10-01a
4.440x10-01a
5.960x10-02a
4.440x10-01a
6.280x10-01a
1.910x10-01a
3.460x10-01a
2.380x10-01a
4.620x10-01a
1.680x10-01a
2.550x10-01a
1.270x10-01a
7.580x10-01a
1.950x10-01a
1.590x10-01a
1.040x10-01a
5.050x10-02a
3.300x10-05b
8.250x10-02a
5.980x10-02a
7.870x10-01a
2.600x10-01a
4.920x10-01a
1.010x10-01a
1.210x10-01a
9.510x10-01a
7.400x10-01a



SCARAS
FPR2
APLN
OLR1
FZD4
ERBB4
CXCR2
COLECI10
APOBR
SRL
PEARI
LRRK2
ARC
GRKS5
HLA E

-0.051
-0.019
0.047

-0.077
-0.016
-0.041
-0.069
-0.042
-0.057
-0.062
0.005

-0.063
-0.080
-0.064
-0.080

0.950
0.981
1.048
0.926
0.984
0.960
0.933
0.959
0.944
0.940
1.005
0.939
0.924
0.938
0.923

0.894-1.010
0.910-1.060
0.961-1.140
0.850-1.010
0.852-1.140
0.897-1.030
0.853-1.020
0.867-1.060
0.854-1.040
0.841-1.050
0.896-1.130
0.880-1.000
0.852-1.000
0.829-1.060
0.802-1.060

9.620x10-02a
6.300x10-01a
2.880x10-01a
7.870x10-02a
8.310x10-01a
2.380x10-01a
1.310x10-01a
4.210x10-01a
2.650x10-01a
2.690x10-01a
9.360x10-01a
5.590x10-02a
5.160x10-02a
3.070x10-01a
2.660x10-01a

HR, hazard ratio; CI, confidence interval. aP>0.05; bP<0.001.




Table SV. Functions of 18 genes in the novel prognostic signature.

Gene Description Function
CFTR CF transmembrane Chloride channel protein that controls ion and water secretion and
conductance regulator absorption in epithelial tissues
RAB27B RAB27B, member of Membrane-bound protein that regulates homeostasis of the late endocytic
RAS oncogene family pathway
ADRBI1 Adrenoceptor f§ 1 Guanine nucleotide binding regulatory protein-coupled receptor that
mediates the physiological effects of the hormone epinephrine and the
neurotransmitter norepinephrine
DPYSL2 Dihydropyrimidinase- Collapsin response mediator protein that forms homo- and hetero-
like 2 tetramers, and facilitates neuron guidance, growth and polarity
ATP6VOA  ATPase H' transporting A component of vacuolar ATPase, a multisubunit enzyme that mediates
4 VO subunit A4 acidification of intracellular compartments of eukaryotic cells
EREG Epiregulin A ligand of EGFR that is structurally related to ERBB4, which is involved
in a wide range of biological processes including inflammation, wounding
healing, oocyte maturation and cell proliferation
SFTPD Surfactant protein D Contributes to the defense of the lungs against bacterial infections and
modulates leukocyte action in immune response
LOXL2 Lysyl oxidase like 2 A member of the lysyl oxidase gene family that is essential to the
biogenesis of connective tissue, encoding an extracellular copper-
dependent amine oxidase that catalyzes the first step in the formation of
crosslinks in collagens and elastin
HTR2B 5-hydroxytryptamine A receptor for serotonin that mediates regulation of cardiovascular
receptor 2B functions and impulsive behavior
SYT2 Synaptotagmin 2 A synaptic vesicle membrane protein that functions as a calcium sensor in
vesicular trafficking and exocytosis
ALOXI15 Arachidonate 15- Acts on various polyunsaturated fatty acid substrates to generate various
lipoxygenase bioactive lipid mediators
F2RL1 F2R-like trypsin A member of the G-protein couple receptor 1 family of proteins that is
receptor 1 important in vascular smooth muscle relaxation and inflammatory
response
IL7R Interleukin 7 receptor Receptor for IL-7 which serves a role in Variable (Diversity) Joining
recombination during lymphocyte development
PCSK9 Proprotein convertase Has an important role in the regulation of plasma cholesterol homeostasis
subtilisin/kexin type 9
ADRB2 Adrenoceptor 3 2 B-adrenergic receptor which mediates the catecholamine-induced

activation of adenylate cyclase through the action of G proteins



GATA2 GATA binding protein 2 Serves an essential role in regulating transcription of genes involved in the

development and proliferation of hematopoietic and endocrine cell

lineages
IGHM Immunoglobulin heavy  C region of the p heavy chain for IgM isotype of antibodies
constant p
MRC1 Mannose receptor C- Also named after CD206, mediates the endocytosis of glycoproteins by
type 1 macrophages

CF, cystic fibrosis; F2R, factor II receptor.




