
Figure S1. Gene sequence of TaKE1‑Fc. Notably, four variable fragments from three different antibody clones were connected to 
form a circularly tetramerized structure and fused to a human Fc region. TaKE‑Fc, Fc‑fused T cell and natural killer cell engager; 
red shadow, restriction enzyme site; black & underline, signal peptide (human β‑lactalbumin); light green, hOL; blue, h5H; sky 
blue, h5L; orange, 3GH; yellow, 3GL; green, hOH; pink shadow, HRV3C protease recognition site; purple shadow, hinge region; 
gray shadow, human IgG1 Fc; underline in hinge, mutation H237Y.



Figure S2. Gene sequence of TaKE2‑Fc. Notably, four variable fragments from four different antibody clones were connected to 
form a circularly tetramerized structure and fused to a human Fc region. TaKE‑Fc, Fc‑fused T cell and natural killer cell engager; 
red shadow, restriction enzyme site; black & underline, signal peptide (human β‑lactalbumin); light green, hOL; red, 2H; pink, 
2L; orange, 3GH; yellow, 3GL; blue, h5H; sky blue, h5L; green, hOH; pink shadow; HRV3C protease recognition site; purple 
shadow, hinge region; gray shadow, human IgG1 Fc; underline in hinge, mutation H237Y.



Figure S3. Gene sequence of TaKE3‑Fc. Notably, four single‑chain variable fragments from four different antibody clones were 
connected tandemly and fused to a human Fc region. TaKE‑Fc, Fc‑fused T cell and natural killer cell engager; red shadow, 
restriction enzyme site; black & underline, signal peptide (human β‑lactalbumin); sky blue, h5L; blue, h5H; green, hOH; light 
green, hOL; pink, 2L; red, 2H; orange, 3GH; yellow, 3GL; pink shadow; HRV3C protease recognition site; purple shadow, hinge 
region; gray shadow, human IgG1 Fc; underline in hinge, mutation H237Y.


