Figure S1. Image of the reference sequence of survivin (CR541740.1) in NCBI-BLAST and the cognate primer sites.
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Homo sapiens full open reading frame cDNA clone RZPD0834G0429D for gene
BIRC5, baculoviral IAP repeat-containing 5 (survivin); complete cds, incl.
stopcodon

GenBank: CR941740.1
FASTA  Graphics

ORIGIN

atggatacce cgacattgace coctgcctga cagecctttc tcaaggacca cogcatctet Survivin Primer

61 acattcaaga actggccctt cttggassge tgcgoctgca coccggages gatgaccaag

121 getgacttea tccactgcce cactgagaac gagocagact tageceagtg titcttetac e “ !

181 ttcaaggagc togaaggctg ggagecagat gacgacceca tagaggaaca taaaaageat Forward (Sense) prlmer- 5 _ACT TGG CCC AGT
241 tcgtccggtt gegotttect ttcotatcaag aagcagtttg aagaattaac ccttaatgaa

301 tttttgasac tggacagaga aagagccaad aacaaaatts caaaggasac caacaataag GTT TCT T‘3,

361 asgaaagaat ttgaggaaac tatgaagaaa gtgcgccatg ccatcgagea getggctgoe

421 stesatts Reverse (antisense) primer: 5-GAC AGA AAG
GAA AGC GCA AC-3'



Figure S2. Image of the reference sequence of XIAP (BC032729.1) in NCBI-BLAST and the cognate primer sites. XIAP,
X-Linked inhibitor of apoptosis.
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Homo sapiens X-linked inhibitor of apoptosis, mMRNA (cDNA clone MGC:45369
IMAGE:5532247), complete cds

GenBank: BC032729.1
FASTA  Graphics

ORIGIM

ccacgegt cc ggccgcggag cagttcgggc cggactgtcct gacgcgaaaa ggtggacaag .
Bl tectattttc aagagaacat gacttttaac agttttoaag gatctaaaac ttgtgtacct XIAP Primer
121 gcagacatca ataagoaaga agaatttouta gaagacttta atagattaaa aacttttact
. .
181 aattticcaa gtaatagtcc totticaaca teaacactag cacsagcass atttcttiat  orward (Sense) prumer: 5-TGG TAT CCA GGG

241 actggtoaag gagataccat gcggtacttt agttatcatg cagctgtaga tagatagcaa

301 tatggagact cagcagttyy aagacacagy aaagtatcce caaattgcag atttatcaac TGC A AA TAT C—3’

361 ggcttttatc ttoaamatag tgccacgcag tctacamatt ctogtatcca gaatoatcag

421 tacaaagtte amaactatct gagaagcaga gatcatttty ccttagacag gecatctaag Revel“se (antisense) primel": 5'—GTT CTT ACC

481 acacatgcag actatctttt gagaactggy caggttgtag atatatcaga caccatatac
541 ccoagoaacc ctoccatata tagteaasaa gctacattaa agtectttca saactoscca  A(GA CAC TCC TCA AG-3’
B01 gactatactc acctaacccc aagagagtta gcaagtactg gactctacta cacagatatt
661 gotgaccaay tgcagtgctt ttottotgot gomamactoa aamattggsa accttateat
721 cotgectgat cagaacacag gegacacttt cctaattgct tctttgtttt gogccagaat
781 cttaatattc caagtoaatc toatactota agttctoata goaatttcce aaaftcaaca
841 aatcttccaa gaaatccatc catgocagat tatgaageac goatctttac ttttoagaca
901 tggatatact caottaacaa ggagcagctt acaagagcty gattttatoc tttacotgaa
951 ggtgataaag taaagtoctt tcactgtgga ggagggctaa ctgattgoaa goccagtgaa
1021 gacccttogg aacaacatoc taastgatat ccagagtaca aatatctgtt agaacagaag
1081 ggacaagaat atataaacaa tattcattta actcattcac ttgagoagte tctagtaaga
1141 actactgaga aaacaccatc actaactaga agaattoaty ataccatctt ccaaaatcct
1201 atogtacaag aagctatacy aatgoogttc aotttcaagy acattaagaa aataatggag
1261 gaaaaaattc agatafctug gagcaactat aaatcactto agottctoot tgcagatcta
1321 atoaatoctc agaaagacag tatgcaagat cagtcaagtc agacttcatt acagaaagag
1381 attagtactg aagagcagct aaggcoccty caagaggaga agctttgcaa aatctatatg
1441 gatagaaata ttgctatcat ttttgttcct tgtggacatc tagtcactty taaacaatgt
1501 gctgaageag ttoacaagty teccatgtoc tacacagtca ttactttcaa ocaaaaaatt
1861 tttatgtctt aatctaactc tatagtaggc atgttatott gttcttatta ccctoattoa
1621 atgtgtoaty tgaactgact ttaagtaatc aguattuaat tccattagea tttgctacca
1681 agtagoaaaa aaaaatotac atggcagtat tttagttoac aatataatct ttoaatttet
1441 gatagamata ttoctatcat ttttottcct totosacatc tagtcactty taaacaatot
1501 gctgaagcay ttgacaagty teccatgtac tacacagtca ttactttcaa gcaaamaatt
1561 tttatatctt aatctaactc tatastagac atattatott ottcttatta cectoattoa
1621 atgtgtoatg tgaactgact ttaagtaatc agoattoaat tccattagea tttgctacca
1681 agtaggaaaa aaaaatgtac atggcagtot tttagttooc aatataatct ttgaatttct
1741 toatttttca gggtattagc tgtattatcc attttttttt actottattt aattgaaacc
1801 atagactaag aataagaadc atcatactat aactgaacac aatgtatatt catagtatac
1861 toatttaatt tctaagtota agtgaattaa tcatctggat tttttattct tttcagatag
1921 gcttaacaaa tagagctttc totatataaa totgoagatt agagttaatc tccccaatca
1981 cataatttat tttototoaa asagoaataa attgottccat actogtgoaa agatagagat
2041 tattaaaaaa aaaaaa




Figure S3. Image of the reference sequence of GAPDH (BC083511.1) in NCBI-BLAST and the cognate primer sites.
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Homo sapiens glyceraldehyde-3-phosphate dehydrogenase, mRNA (cDNA clone
MGC:88685 IMAGE:3536969), complete cds

GenBank: BC083511.1
EASTA  Graphics

ORIGIN

gtcagcegea tettetttte cotcgccage cgagecacat cgctcagaca ceatgagaaa GAPDH Primer

B1 ggtgaagatc geagtcaace gatttogtce tattesacac ctagtcacca agoctocttt

121 taactctggt asagtegata ttattgccat caatgaccce ttcattgacc tcaactacat Forward (Sense) primer 5’_GTG GTC TCC TCT

181 gatttacaty ttcceataty attccaccca tggcamattc catagcacce tcasggctoa

241 gaacogeaag cttatcatca atggasatce catcaccate ttecaggasc gagatcecte GAC TTC AAC_3’
5

301 casaatcaag tagsegceate ctagcactea gtacetcote gagtccacty acgtcttcac

361 caccatagag aaggctggaa ctcatttoca gaggggagec asaagagtca tcatctctac 3 3 . ! C
421 cecctetoct gatgccccca tattcatcat gogtotgaac catgagaast atgacaacag Reverse (antlsense) prlmer' 5 CT GTT GCT
481 cctcaagatc atcagcaaty cctectgcac caccaactge ttagcaccee tggccaaggt 12

941 catccatgac aactttggta tcategaaag actcatgacc acagtccatg ccatcactac GTA GCC A-A-A TTC_3

601 cacccagaag actgtegate gcccctccag gaamactatag cotgatgace acggaactct

661 ccagaacatc atccctgcct ctactagcac taccaaguct gtegecaaay tcatcoctoa

721 actgaacagy aagctcacty acatagectt ccotgteece actaccaacy tgtcagtogt

781 ggacctyacc tgccgtctag asmsacctec caamatateat gacatcaasa aggtgatgaa

841 gcaggcatca gagggcccee tcaagageat cctggactac actgaacacc agatgstcte

901 ctctoacttc aacagegaca cccactecte cacetttaac gctagascty gcattaccet

961 caacgaccac tttgtcaagc tcatttccte gtatgacaac gaatttaact acagcaacag

1021 ggtagtggac cteatgacce acatggccte caaggagtaa gaccectaga ccaccagece

1081 cagcaagagc acaagaggaa gagagagacc ctcactactg ggaagtcect gccacactca

1141 gtcccccace acactgaatc tcccctecte acagttocca tgtagaccce ttysagsagay

1201 gagggaccta gegagecgca ccttatcate taccatcaat aaagtaccet gtactcaace

1261




Figure S4. Effect of CAPE on the viability of the IHOK cell
line. Cell viability was measured by trypan blue assay. The
experiments were repeated twice. The graph reveals the repre-
sentative data of two independent experiments. CAPE, caffeic
acid phenethyl ester.
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Figure S5. Decrease in XIAP levels after CAPE treatment over
24 h. The western blot images show the expression levels of
XIAP. B-actin was used as a loading control. XIAP, X-Linked
inhibitor of apoptosis; CAPE, caffeic acid phenethyl ester.
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Figure S6. Dose-dependent effect of CAPE on c-PARP induction in FaDu and SNU-1041 treated with 100 and 120 #M (A) or
60-100 uM (B) of CAPE. The western blot images show the expression levels of c-PARP. $-actin was used as a loading control.
CAPE, caffeic acid phenethyl ester; c-PARP, cleaved poly(ADP-ribose) polymerase.
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