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Table SIΙ. miRNAs whose expression levels differed significantly between the following 

patient groups: Sex, age, white blood count at diagnosis, immunophenotype and karyotype. 

Characteristic miRNA P-value 

Sex (male vs. female) let-7b-5p 0.038 

let-7i-5p 0.010 

miR-106a-5p 0.019 

miR-132-3p 0.010 

miR-143-3p 0.019 

miR-145-5p 0.038 

miR-15a-5p 0.010 

miR-15b-5p 0.010 

miR-16-5p 0.010 

miR-17-5p 0.038 

miR-181a-5p 0.019 

miR-181b-5p 0.038 

miR-27a-3p 0.010 

miR-200b-3p 0.019 

miR-20a-5p 0.019 

miR-20b-5p 0.010 

miR-223-3p 0.010 

miR-23a-3p 0.010 

miR-23b-3p 0.010 

miR-24-3p 0.010 

miR-25-3p 0.010 

miR-27b-3p 0.010 

miR-34a-5p 0.010 

miR-7-5p 0.038 

miR-9-5p 0.019 

miR-93-5p 0.010 
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Age (1-6  vs. <1 or >6 years) miR-100-5p 0.044 

miR-10b-5p 0.044 

miR-133a-3p 0.044 

miR-192-5p 0.044 

miR-148a-3p 0.044 

miR-215-5p 0.044 

miR-29a-3p 0.044 

miR-29b-3p 0.044 

miR-7-5p 0.044 

WBCs at diagnosis 

(<20.000/μl vs. >20.000/μl) 

miR-100-5p 0.033 

miR-10b-5p 0.017 

miR-133a-3p 0.033 

Immunophenotype (B-ALL 

vs. T-ALL) 

miR-125b-5p 0.044 

miR-150-5p 0.044 

miR-99a-5p 0.044 

Karyotype (hyperploidy vs. 

no hyperploidy) 

miR-132-3p 0.038 

miR-181a-5p 0.038 

miR-148a-3p 0.038 

miR-194-5p 0.038 

miR-200b-3p 0.010 

miR-200c-3p 0.019 

miR-206 0.038 

miR-214-3p 0.038 

miR-22-3p 0.010 

miR-221-3p 0.010 

miR-29a-3p 0.038 

miR-423-5p 0.010 

miR-7-5p 0.010 

The first groups are the groups with significantly higher expression levels at diagnosis. Data 

were analyzed using the Mann-Whitney U test. miRNA/miR, microRNA; WBC, white blood 

cell; B-ALL, B-cell acute lymphoblastic leukemia; T-ALL, T-cell acute lymphoblastic 

leukemia. 
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Table SIΙΙ. miRNAs correlated with minimal residual disease on days 15 and 33 of the 

therapeutic protocol. 

A, Day 15 

miRNA Spearman’s rho P-value Interpretation 

let-7c-5p -0.802 0.005 Strong negative 

let-7d-5p -0.748 0.013 Strong negative 

let-7g-5p -0.669 0.035 Strong negative 

let-7f-5p -0.717 0.02 Strong negative 

miR-103a-3p -0.687 0.028 Strong negative 

miR-106b-5p -0.881 0.001 Strong negative 

miR-107 -0.821 0.004 Strong negative 

miR-125b-5p -0.750 0.012 Strong negative 

miR-126-3p -0.723 0.018 Strong negative 

miR-146a-5p -0.802 0.005 Strong negative 

miR-155-5p -0.833 0.003 Strong negative 

miR-186-5p -0.723 0.018 Strong negative 

miR-191-5p -0.863 0.001 Strong negative 

miR-195-5p -0.760 0.011 Strong negative 

miR-26b-5p -0.681 0.030 Strong negative 

miR-30b-5p -0.772 0.009 Strong negative 

miR-30d-5p -0.754 0.012 Strong negative 

miR-99a-5p -0.754 0.012 Strong negative 

B, Day 33 

miRNA Spearman’s rho P-value Interpretation 

let-7c-5p -0.662 0.037 
Moderate to strong 

negative 

let-7f-5p -0.669 0.034 
Moderate to strong 

negative 

miR-106b-5p -0.744 0.014 Strong negative 

miR-125b-5p -0.842 0.002 Strong negative 

miR-126-3p -0.819 0.004 Strong negative 

miR-146a-5p -0.731 0.016 Strong negative 

miR-186-5p -0.765 0.010 Strong negative 

miR-191-5p -0.785 0.007 Strong negative 
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miR-195-5p -0.635 0.049 
Moderate to strong 

negative 

miR-206 0.724 0.018 Strong positive 

miR-210-3p -0.703 0.023 Strong negative 

miR-26b-5p -0.669 0.034 
Moderate to strong 

negative 

miR-99a-5p -0.860 0.001 Strong negative 

miRNA/miR, microRNA. 
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Table SIV. miRNAs whose expression levels at diagnosis differ significantly between 

risk groups.  

miRNA P-value Risk group with higher 

expression levels at diagnosis 

let-7c-5p 0.017 SR/IR 

let-7g-5p 0.017 SR/IR 

let-7f-5p 0.017 SR/IR 

miR-106b-5p 0.017 SR/IR 

miR-125b-5p 0.017 SR/IR 

miR-126-3p 0.017 SR/IR 

miR-146a-5p 0.017 SR/IR 

miR-150-5p 0.033 SR/IR 

miR-186-5p 0.033 SR/IR 

miR-191-5p 0.017 SR/IR 

miR-195-5p 0.017 SR/IR 

miR-26b-5p 0.017 SR/IR 

miR-31-5p 0.017 SR/IR 

miR-99a-5p 0.017 SR/IR 

Data were analyzed using the Mann-Whitney U test. SR/IR, standard risk/intermediate risk; 

miRNA/miR, microRNA.  
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Table SV. miRNAs whose expression levels differ significantly between diagnosis and end of 

induction. 

Higher expression levels at 

diagnosis 

Higher expression levels at the end of 

induction 

miRNA  P-value miRNA  P-value 

miR-100-5p 0.017 miR-130a-3p 0.013 

miR-10b-5p 0.017 miR-146a-5p 0.007 

miR-143-3p 0.028 miR-181a-5p 0.028 

miR-145-5p 0.007 miR-181b-5p 0.013 

miR-182-5p 0.005 miR-195-5p 0.013 

miR-10a-5p 0.013 miR-20b-5p 0.013 

miR-22-3p 0.037 miR-210-3p 0.013 

  miR-222-3p 0.013 

Data were analyzed using the Wilcoxon signed rank test. miRNA/miR, microRNA. 
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Table SVI. miRNAs whose change in expression levels post-induction differ significantly 

between risk groups.  

Characteristics 
Risk group 

P-value 

(SR/IR vs. HR) 

SR/IR (n=7) HR (n=3)  

miR-206   0.033 

 Increase 1 3  

  Decrease 6 0  

miR-210   0.047 

  Increase 7 1  

  Decrease 0 2  

miR-99a-5p   0.008 

  Increase 7 0  

  Decrease 0 3  

 

Data were analyzed using the Fisher’s exact test. SR/IR, standard risk/intermediate risk; HR, 

high risk; miRNA/miR, microRNA. 

 


