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Table SIII. Genes in the ceRNA network.

Gene Biostyle Regulation Degree Gene Biostyle Regulation Degree

hsa‑miR‑330‑5p miRNA Up 21 PRICKLE2 mRNA Down 2
hsa‑miR‑93‑5p miRNA Up 20 hsa‑miR‑125a‑5p miRNA Down 2
hsa‑miR‑106b‑5p miRNA Up 18 E2F2 mRNA Up 2
hsa‑miR‑20b‑5p miRNA Up 18 E2F3 mRNA Up 2
hsa‑miR‑15b‑5p miRNA Up 14 WASF3 mRNA Down 2
hsa‑miR‑135b‑5p miRNA Up 12 MIR600HG lncRNA Down 2
hsa‑miR‑185‑5p miRNA Up 12 hsa‑miR‑15b‑3p miRNA Up 2
hsa‑let‑7c‑5p miRNA Down 11 ZNF300P1 lncRNA Down 2
hsa‑miR‑182‑5p miRNA Up 10 LINC00982 lncRNA Down 2
hsa‑miR‑205‑5p miRNA Up 10 CYFIP2 mRNA Down 1
LINC01105 lncRNA Down 9 HCP5 lncRNA Up 1
hsa‑miR‑484 miRNA Up 9 GUCY1B2 lncRNA Up 1
hsa‑miR‑130b‑3p miRNA Up 9 FGF2 mRNA Down 1
hsa‑miR‑320a miRNA Down 9 MYLK mRNA Down 1
hsa‑miR‑145‑5p miRNA Down 9 HOXA10 mRNA Up 1
hsa‑miR‑28‑5p miRNA Down 8 IPW lncRNA Down 1
hsa‑miR‑141‑3p miRNA Up 8 CYP2D7 lncRNA Up 1
hsa‑miR‑31‑5p miRNA Up 7 PLAU mRNA Up 1
hsa‑miR‑200c‑3p miRNA Up 7 STMN1 mRNA Up 1
hsa‑miR‑16‑5p miRNA Up 7 SH3GL2 mRNA Down 1
LINC00472 lncRNA Down 7 EPHA5 mRNA Down 1
PART1 lncRNA Down 6 MAGI1 mRNA Down 1
hsa‑miR‑497‑5p miRNA Down 6 PRKCB mRNA Down 1
LOC100128164 lncRNA Down 6 CACNA2D2 mRNA Down 1
hsa‑miR‑328‑3p miRNA Down 6 PWAR5 lncRNA Down 1
UG0898H09 lncRNA Down 6 CYP2U1 mRNA Down 1
hsa‑miR‑200b‑3p miRNA Up 5 COL4A3 mRNA Down 1
MEG3 lncRNA Down 5 LINC00887 lncRNA Up 1
hsa‑miR‑21‑3p miRNA Up 5 PGR mRNA Down 1
hsa‑let‑7g‑3p miRNA Up 5 LINC00889 lncRNA Down 1
hsa‑miR‑200a‑3p miRNA Up 5 MASP1 mRNA Down 1
SMIM10L2A lncRNA Down 5 IL6ST mRNA Down 1
hsa‑miR‑101‑3p miRNA Down 5 GRIA1 mRNA Down 1
hsa‑miR‑224‑5p miRNA Up 5 SLC1A2 mRNA Down 1
LINC00476 lncRNA Down 5 ACACB mRNA Down 1
hsa‑miR‑32‑5p miRNA Up 5 FAM86HP lncRNA Up 1
LINC00346 lncRNA Up 5 GRIN2A mRNA Down 1
RPS6KA2 mRNA Down 4 PRKAR2B mRNA Down 1
KIF5A mRNA Down 4 KCNMB2 mRNA Down 1
LINC01588 lncRNA Up 4 ICOS mRNA Up 1
C20orf166‑AS1 lncRNA Down 4 BTN2A3P lncRNA Up 1
SMIM10L2B lncRNA Down 4 LINC00950 lncRNA Down 1
HAND2‑AS1 lncRNA Down 4 GRIA3 mRNA Down 1
hsa‑miR‑183‑5p miRNA Up 4 CADM3 mRNA Down 1
THRB mRNA Down 4 FAM66A lncRNA Down 1
KCNMA1 mRNA Down 4 IQSEC3 mRNA Down 1
PPP1R12B mRNA Down 4 PDE2A mRNA Down 1
hsa‑miR‑195‑5p miRNA Down 4 HMGA2 mRNA Up 1
ATP1A2 mRNA Down 4 SNHG4 lncRNA Up 1
RELN mRNA Down 4 PTGES2‑AS1 lncRNA Up 1
TP73‑AS1 lncRNA Down 4 HNRNPA3P1 lncRNA Up 1
hsa‑miR‑143‑3p miRNA Down 4 CNTN2 mRNA Down 1
PDCD4 mRNA Down 4 TCF3 mRNA Up 1
RPLP0P2 lncRNA Up 3 FGFR1 mRNA Down 1
RPS6KA6 mRNA Down 3 FAM86JP lncRNA Up 1
ZNF542P lncRNA Down 3 LINC00341 lncRNA Down 1
PSMG3‑AS1 lncRNA Down 3 DUSP5P1 lncRNA Up 1
LINC01001 lncRNA Up 3 SLC2A1 mRNA Up 1



Table SIII. Continued.

Gene Biostyle Regulation Degree Gene Biostyle Regulation Degree

CYBRD1 mRNA Down 3 AOC4P lncRNA Down 1
CPEB3 mRNA Down 3 MBL1P lncRNA Down 1
hsa‑miR‑33a‑5p miRNA Up 3 CMAHP lncRNA Down 1
TCAM1P lncRNA Up 3 ALAD mRNA Down 1
DDX12P lncRNA Up 3 EXO1 mRNA Up 1
GRIK3 mRNA Down 3 DIRC3 lncRNA Down 1
SLC2A4 mRNA Down 3 IKBKE mRNA Up 1
hsa‑miR‑133a‑3p miRNA Down 3 LOC283856 lncRNA Down 1
SLC26A4‑AS1 lncRNA Down 3 TGFBR2 mRNA Down 1
ITGB8 mRNA Up 3 MMP14 mRNA Up 1
PWARSN lncRNA Down 3 ESPL1 mRNA Up 1
PTGER3 mRNA Down 3 LINC00689 lncRNA Down 1
S1PR1 mRNA Down 3 CLDN16 mRNA Up 1
PPP2R3A mRNA Down 3 MOCS1 mRNA Down 1
LOC148696 lncRNA Down 3 VAMP2 mRNA Down 1
SBF1P1 lncRNA Down 3 CD44 mRNA Up 1
HPSE2 mRNA Down 2 CYP4Z2P lncRNA Down 1
FAR2P1 lncRNA Up 2 ARHGEF6 mRNA Down 1
PRKACB mRNA Down 2 HAVCR1P1 lncRNA Down 1
hsa‑miR‑425‑5p miRNA Up 2 PVT1 lncRNA Up 1
C21orf62‑AS1 lncRNA Down 2 NTN4 mRNA Down 1
CPLX2 mRNA Down 2 LOC202181 lncRNA Down 1
ALOX12P2 lncRNA Up 2 ADCY6 mRNA Down 1
RAB11FIP2 mRNA Down 2 ERBB4 mRNA Down 1
LOC399815 lncRNA Up 2 IGF2BP1 mRNA Up 1
PCAT18 lncRNA Down 2 NCAM1 mRNA Down 1
hsa‑miR‑200c‑5p miRNA Up 2 RAMP2‑AS1 lncRNA Down 1
FZD4 mRNA Down 2 KCNJ10 mRNA Down 1
LINC00663 lncRNA Down 2 KCNJ11 mRNA Down 1
EDA mRNA Down 2 NEGR1 mRNA Down 1
LOC100499484‑ lncRNA Down 2 ZFP91‑CNTF lncRNA Down 1
C9ORF174
FIRRE lncRNA Up 2 FOXD2‑AS1 lncRNA Up 1
LINC00176 lncRNA Up 2 PDE7B mRNA Down 1
YWHAZ mRNA Up 2 LOC728743 lncRNA Down 1


