Figure S1. Study overview. The flowchart describes the construction and testing of serum-based and urine-based predic-
tive peptide models for SCLC. SCLC, small cell lung cancer; MALDI-TOF MS, matrix-assisted laser desorption/ionization
time-of-flight mass spectrometry.

In total, 155 patients with SCLC enrolled between October 2014 and April 2016

72 SCLC patients underwent the study according to the admission criteria. (The serum and urine samples were collected from the same
individuals )
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