Figure S1. GSVA of the signaling pathways of the ferroptosis-related markers. (A-D) Differences in the Kyoto Encyclopedia
of Genes and Genomes pathways identified by GSVA between the high and low expression group of (A) MAPK14, (B) PGD,
(C) TLR4 and (D) EPAS1. The T-values shown are from a linear model. The red and green columns indicate the signaling
pathways enriched in the high and low gene expression groups, respectively. GSVA, gene set variation analysis
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Figure S1. Continued.
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