
Figure S1. The gene expression and morphology of MG‑OKS cells. (A) OCT3/4, KLF4 and SOX2 expression. (B) CD24, CD26 
and CD133 expression. The mRNA expression levels of each gene were normalized against β‑actin levels and the mRNA expres-
sion level of MG‑63 cells was set to 1. Data are expressed as the mean value ± standard error (n=3). *P<0.05, Tukey‑Kramer 
test. (C) Elongated cell bodies with processes (arrows) are increased by OKS transduction (MG‑OKS cells). Scale bars, 
100 µm. OCT3/4, octamer‑binding transcription factor 3/4; KLF4, Krüppel‑like factor 4; SOX2, SRY‑box transcription factor 2; 
GFP, green fluorescent protein.



Figure S2. Confirmation of SPRR1A expression from each xenograft in vivo. (A) Reverse transcription‑quantitative PCR of 
SPRR1A. The mRNA expression levels were normalized against β‑actin levels; the mRNA expression level of the MG‑OKS group 
was set to 1. Data are expressed as the mean value ± SE (n=6). (B) SPRR1A protein expression was examined using immunoblot 
analysis (upper). The graph shows protein expression quantified using ImageJ software (lower). The protein expression levels 
were normalized against β‑actin levels; the protein expression level of the MG‑OKS group was set to 1. Data are expressed as 
the mean value ± SE (n=6) (C) Hematoxylin‑eosin staining and (D) SPRR1A immunostaining and hematoxylin staining of xeno-
grafts from each group. Scale bars, 100 µm. SPRR1A, small proline‑rich protein 1A; SE, standard error; si‑, small interfering; 
sc‑, scrambled.


