Figure S1. Association between KEAP1, NRF2 and HO-1 expression and the prognosis of patients with lung adenocarcinoma.
Kaplan-Meier survival curves of (A) disease-specific survival, (B) progression-free interval and (C) disease-free interval for
KEAP1 expression; (D) disease-specific survival, (E) progression-free interval and (F) disease-free interval for NRF2 expres-
sion; and (G) disease-specific survival, (H) progression-free interval and (I) disease-free interval for HO-1 expression. KEAPI1,
Kelch-like ECH associated protein 1; NRF2, nuclear factor erythroid 2-related factor 2; HO-1, heme oxygenase 1; L, low-risk;
H, high-risk; HR, hazard ratio; CI, confidence interval.
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