
Figure S1. ALDH2 overexpression inhibits migration, invasion and colony formation of MTCQ1 cell lines. (A) Reverse transcrip‑
tion‑quantitative PCR analysis of endogenous ALDH2 expression in head and neck cancer cell lines and (B) following ALDH2 
overexpression in MTCQ1 cells. The effects of ALDH2 overexpression on (C) migration and invasion and (D) colony formation 
(1x). (E) Viability of MTCQ1 cells overexpressing ALDH2. **P<0.01. n.s., not significant; ALDH, aldehyde dehydrogenase.



Figure S2. Differentially regulated TNF target genes in TW2.6 cells following ALDH2 knockdown. (A) Gene expression regula‑
tion. Red, upregulation; green, downregulation. Darker color indicates greater change in expression. (B) RT‑qPCR analysis of 
RELA expression in TW2.6 cells following NF‑κB p65 silencing. (C) Representative migration and invasion of TW2.6/shALDH2 
cells after RELA silencing (magnification, x16). (D) RT‑qPCR analysis of vegfc expression following ALDH2 overexpression in 
MTCQ1 cells. **P<0.01. RT‑q, reverse transcription‑quantitative; RELA, NF‑κB p65; ALDH, aldehyde dehydrogenase; sh, short 
hairpin; si, small interfering.



Figure S3. Representative SAS cell migration and invasion. (A) Migration and invasion following Daidzin treatment. (B) Effects 
of Alda‑1 on viability of SAS cells following exposure for 72 h. (C) Migration and invasion of SAS cells after Alda‑1 (20 µM) 
treatment (16X magnification). **P<0.01. n.s., not significant.


