Figure S1. Analysis of lipid-related gene expression using reverse transcription-quantitative PCR in MCF-7 and MDA-MB-231
cells under normoxic and hypoxic conditions for 48 h. "P<0.05; “P<0.01; “"P<0.001. VLDLR, very low-density lipoprotein
receptor; FABP3, fatty acid binding protein 3; FABP7, fatty acid binding protein 7; PLIN2, perilipin 2; HILPDA, hypoxia induc-
ible lipid droplet associated; PNPLA2, patatin like phospholipase domain containing 2; LPIN1, lipin 1; DGATI, diacylglycerol
O-acyltransferase 1; SREBFI, sterol regulatory element-binding factor 1; FASN, fatty acid synthase.
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Figure S2. Increased autophagy in MCF-7 and MDA-MB-231 cells following rapamycin treatment under hypoxic conditions.
Analysis of autophagy using the Cyto-ID detection kit according to rapamycin concentration in MCF-7 and MDA-MB-231 cells

under hypoxic conditions for 48 h. “P<0.01;

150-

100-

Count

50-

47043, 69

15198, 200

0

0

MCF-7

I Control

El Rapamycin 0.1 uM

B Rapamycin 1 uM
Rapamycin 10 uM
Chloroquine 20 uM

104 10°
FITC-A
MDA-MB-231
mm Control
Hl Rapamycin 0.1 uM
I Rapamycin 1 uM
Rapamycin 10 uM
Chloroquine 20 uM
\.‘ET“‘ T T
108 104 10°
FITC-A

P<0.001. ns, not significant.

ns
I 1
“2‘180- I = L1 = 1
Z r
S 150- ——
S - ==
2 "5 1207 =
o 9
= C
5*% 90+
O A0
= 60
3
L 301
0 T T T T
0 0.1 1 10
Rapamycin (uM)
Kok k
! *kK *x
1401 L— 1T 1
‘§120- | — _
g100-
%g 80 =
=5 60
© 3
© 404
S 20
" 0
0 o1 1 10

Rapamycin (uM)



