
Figure S1. mRNA expression of SPARCL1 after overexpres‑
sion in the BT‑549 breast cancer cell line, assessed using 
reverse transcription‑quantitative PCR. Data are presented as 
the mean ± SD (n=4). ***P<0.001. SPARCL1, secreted protein 
acidic and cysteine‑rich like 1; NC, negative control; OE, over‑
expression.


