Figure S1. Expression pattern of progenitor-like CAF markers (C7 and IGF1) and matrix-remodeling CAF markers (COL10A1 and
CTHRCI1). (A) Expression distribution of four markers in all cell types in gastric cancer tumor microenvironment. (B) Expression
distribution of four markers in fibroblasts. CAF, cancer-associated fibroblast.
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Figure S2. Kaplan-Meier survival analysis of progenitor-like CAF markers (C7 and IGF1) and matrix-remodeling CAF markers
(COL10A1 and CTHRC1) based on The Cancer Genome Atlas cohort.
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