Figure S1. Quality assessment of included literature. The overall quality of the selected literature was relatively high.
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Figure S2. Forest plots of pooled PLR and NLR for circulating free DNA. PLR, positive likelihood ratio; NLR, negative likeli-

hood ratio; CI, confidence interval.
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Figure S3. Forest plots of pooled diagnostic odds ratio for circulating free DNA. CI, confidence interval.
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Figure S4. Funnel plot. P>0.05 and the symmetry of the distri-
bution suggests the absence of publication bias among the
studies included. CI, confidence interval; logdor, logarithmic
discounted odds ratio; inv_root_ess, inverse square root of
effective sample size.
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