Figure S1. Gene Set Enrichment Analysis. Top eight pathways associated with (A) CDKN2A, (B) CFHR3, (C) CYP2C9,
(D) HMGB2,(E) IGLC2 and (F) JPT1. CDKN2A, cyclin-dependent kinase inhibitor 2A; CFHR3, complement factor H-related 3;
CYP2C9, cytochrome P450 family 2 subfamily C member 9; HMGB2, high mobility group box 2; IGLC2, immunoglobulin A
constant 2; JPTI, Jupiter microtubule-associated homolog 1.

2 [ 2
§ 5 5
E E E
§ 00 § §
H H H
§ § §
2 2 2
4 T « <
| i /R L TR e I I | NN e e n \HHHHH 1 \H\ 1 L LA A 11 1T LTI T
It (ORI PR Y M\\Hunl It WuLlJ:H'JII‘uM‘.[ Hu\. T P UL LR T ity i R 3 iy “\‘\;HJ‘ /“L“
gl e i u‘\“'\":‘“‘u“'n‘l‘"” L W (A A T i i |1 ‘ [N RN ol Ry
o o ! o © " u‘ M1 ! P I il LRI TR RN AR (3 TR
% 10 g 10 £ 10
£ 2 £
B 05 % 05 E 05
= = 2
g oo 3 oo ‘ 5 00
€ € £-05
5-05 5 -05
3 .4 §
&-10
10000 20000 30000 10000 20000 30000 10000 20000 30000
D Rank in ordered dataset Rank in ordered dataset F Rank in ordered dataset
e
£ o5 : :
8 8 H
5 5 o. £
E o0 £ £
g k3 ®
§ s £
j=3 [=3 S
£-05 £ S
@ @™ I nyon H
it 1] m‘\ b ol o, e R A [ IRUI AR Y AT wu\n\m ni\‘mlwillui LT L FRL' ‘J‘ 1" ""“‘“f\”"\!”%ﬂ"“"‘““‘".'
| | I [(RTRAIITT] ! T E b i b
IMM"'u"““”“"“””'ﬂ‘ il TR | H“hn LU e HJL H“\” i LA R AT T H‘u‘ i ‘\‘H [ \‘IJV\'HMH‘U”‘H”\ |‘ P “““” Vi o
o 10 1 I o 2 L i) I I I ©
£ £ g0
2 o5 g | E 05
2 09 2 2 00
£-05) % o ] %-o.s
&-10 & &-10
10000 20000 30000 10000 20000 30000 10000 20000 30000

Rank in ordered dataset Rank in ordered dataset Rank in ordered dataset



