
Figure S1. Flow chart of the screening of candidate circRNAs. 
AF, atrial fibrillation; circRNA/circ, circular RNA; FDR, false 
discovery rate.



Figure S2. Diagram of dual-luciferase reporter gene experiment vector sequence of mmu_circ_0010297-WT and mmu_
circ_0010297-MUT. circ, circular RNA; miR, microRNA; MUT, mutant; WT, wild-type.



Figure S3. Sequence alignment of hsa_circ_0000118 and mmu_circ_0010297. The query is the sequence of hsa_circ_0000118 
and the Sbjct is the sequence of mmu_circ_0010297. circ, circular RNA; NW, Needleman-Wunsch; Sbjct, subject.



Figure S4. MAN1A2 expression was determined by RT-qPCR 
when mmu_circular RNA_0010297 was knocked down using 
si3 or si5 (one-way ANOVA and the Sidak method). MAN1A2, 
mannosidase α class 1A member 2; NC, negative control; 
si, small interfering RNA, RT-qPCR, reverse transcription-
quantitative polymerase chain reaction.



Figure S5. Transfection efficiency of miR-34a-5p mimics in 
mouse cardiac fibroblasts. miR, microRNA; NC, negative 
control.


