
Figure S1. Expression of RAC1 and FSCN1 in A549 cells following transfection with SEMA5A plasmid. Relative expres-
sion levels of (A) RAC1 and (B) FSCN1 in A549 cells overexpressing SEMA5A measured by microarray. Bars represent the 
means ± SD of 3 independent experiments. Total RNA was extracted 24 h following transfection and genomic profiling was 
examined by Illumina Human HT-12 v4 Bead Chips.
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