
Figure S1. Relative mRNA expression of MIP‑2, KC and MCP‑5 
at 3 and 6 h after LPS treatment. RAW264.7 macrophages were 
treated for 3 and 6 h with 0.1 or 1 µg/ml LPS, or were untreated. 
mRNA expression was analyzed by reverse transcription‑quan‑
titative PCR. Values represent the mean  ±  SEM of three 
experiments. LPS, lipopolysaccharide; MIP‑2, C‑X‑C motif 
chemokine 2; KC, platelet‑derivedgrowth factor‑inducible pro‑
tein KC; MCP‑5, C‑C motif chemokine 12.


