Figure S1. Pathways affected in the ‘Regulation of the Epithelial Mesenchymal Transition by Growth Factors Pathway’, illus-
trating the relationships between various key molecules and their upstream and downstream interactions. Solid line, direct
interaction; dashed line, indirect interaction. Arrow, activation; Blocked arrow, inhibition. Blue, leads to inhibition; Orange, leads
to activation; Yellow, findings inconsistent with state of downstream molecule; Gray, effect not predicted.
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Figure S2. Molecules impacted by the ‘STAT3 Pathway’ and their upstream and downstream relationships. Solid line, direct
interaction; Dashed line, indirect interaction. Arrow, activation; Blocked arrow, inhibition. Blue, leads to inhibition; Orange,
leads to activation; Yellow, findings inconsistent with state of downstream molecule; Gray, effect not predicted.
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Figure S3. Molecules affected in the ‘NODI1/2 signaling pathway’ and their upstream and downstream interactions. Solid line,
direct interaction; Dashed line, indirect interaction. Arrow, activation; Blocked arrow, inhibition. Blue, leads to inhibition;
Orange, leads to activation; Yellow, findings inconsistent with state of downstream molecule; Gray, effect not predicted.
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