Figure SI. mRNA expression levels of PGM2, DNAHI11, NT5DC1, CDK 14, IGFBP6, RNFTI1, RBBP9, and ZDHHCIS in
cholangiocarcinoma and normal tissues. "P<0.05, “P<0.01 and ““P<0.001.
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Figure S2. Superimposed structures of RTKN2 constructed from AlphaFold3 (blue) and MD simulation (final snapshot, orange).
RTKN2, Rhotekin 2.




