Figure S1. CRLF1 knockdown efficiency was analyzed by RT-qPCR and western blotting. (A) RT-qPCR analysis of CRLF1
mRNA levels. Following transfection with si-CRLF1, the mRNA expression levels of CRLF1 were significantly reduced
compared with si-NC groups. (B) Western blotting of CRLF1 protein levels. Representative blots and corresponding densito-
metric semi-quantification show a marked decrease in CRLF1 protein expression in the si-CRLF1 group. GAPDH was used
as an internal loading control. Data are presented as the mean + SD. ““P<0.001. CRLFI, cytokine receptor-like factor 1; NC,
negative control; RT-qPCR, reverse transcription-quantitative PCR; si, small interfering.
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