Figure S1. Forest plot showing multivariate Cox regression results of IPI_PPI_group and other clinical variables in the The
Cancer Genome Atlas-colon adenocarcinoma dataset, with overall survival time as the target variable. IPI, immune potential
index; PPI, PCD potential index; MSI, microsatellite instability.

Variable N Hazard ratio p
IPI_PPI_group IPI_low + PPI_low 180 * Reference
Others 238 E'-I-' 1.72 (1.10, 2.70) 0.018
MsI MSI-H 75 * Reference
MSI-L 78 r—*—i 0.99 (0.49, 1.98) 0.974
MSS 265 '—.:—' 0.79 (0.44, 1.42) 0.424
Tumor_Stage Stage | 70 i Reference
Stage Il 162 '—é—I—' 1.98 (0.69, 5.68) 0.203
Stage Il 125 i —— 4.32 (1.52, 12.29) 0.006
Stage IV 61 i —l— | 12.00 (4.16, 34.65) <0.001
Age 418 :- 1.03 (1.01, 1.05) <0.001
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Figure S2. Continued.
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Figure S2. (A) Correlation analysis results between expression of feature genes and gene mutations in the TCGA-COAD dataset.
(B) Correlation analysis results between expression of feature genes and copy number variations in the TCGA-COAD dataset.
(C) Correlation analysis results between expression of feature genes and methylation in the TCGA-COAD dataset. (D) Graph
showing expression correlations among the 13 feature genes in the TCGA-COAD dataset. TCGA, The Cancer Genome Atlas;
COAD, colon adenocarcinoma.

C

2

e
o

LTBAR: mRNA exress]

. 8
R . S . s .
o os0 o ssreze . orsn 5
Peron 02 . Peason 454 Peomon 225 .
e e . e airies) 3
i .
e 4 :
. . £ s .
i .
B =
55 .
2
2 5z e .
£ & .
ER H
g H . .
§ M o, o
g H
H 2 o « 8 °
hod .o
3 2,
. 1 %o ¥°©
r
s
L T G e % W e e o L R R a R R R
LTB4R: Methylation (HM27) RORC: Methylation (HM27) INHBB: Methylation (HM27) FABP4: Methylation (HM27)
&- ¥ .
. ‘Spearman. 0.14 ‘Spoaman: 002 . ‘Speaman: 047
(9= 0.0507) (p=0786) 25 (] (= 123011
5 £y Pearson: 022 Pearson: 0.05 Pearson: 030
R e zomen " - tom ) ramen
. .
W o,
s . d e e
. .
. .
2 os
K it *
H s
g .
R
8 Bl
P s
. a5 .
-
03 04 05 06 L o8 09 002 004 006 008 01 012 014 016 018 02 022 024 0 01 02 03 04 05 06 [ 08 09
T —— e S6RE2: Mot (21)
5
5
s . . Spoamar 005 . —— y oios Spoaman 007
o osm) . o270 oo
oot g 2 Pesmon 035 Peoor 008
¥ . ©=08m) = P ©=59007) ©=022)
i .
o 2§ .
1 .
& i o o
G o
e iz
. -+ .
“
5 H .
H .
4 i,
H
B 5
¥ Ot s 3
B . . .
4 .
[ T ow o 0w o om B O 9B 97 B o5 s 95 0% 3 [ T R | TR R R T
STCS:Metton (427 [ —— VEGE Motaon (21
E hd D] x @ <+ b o 0
w Q o 2] o e
¢ & 2 & £ 58 B o % § ¥ ¢ Z
I~ w =
B o 5 € z b z 3 o T & & z ;
@ @ @ - »| |+ |@|@
08
CCRL2 ‘ ‘ ‘ * * * * 0 * *
LTB4R . * * * & 0.6
RORC . * & * * *
04
INHBB ‘ » @ = * | x  (x =
0.2
FABP4 * * * *
NOs2 . * ® * 0
C8G B * *
-0.2
cD24 ‘ *
— -04
HSPB1 | & * *
SFRP2 ' -06
STK25 .
-0.8

Spoarman: 008
=025
Pearson 0.02
=075




