
Figure S1. Forest plot showing multivariate Cox regression results of IPI_PPI_group and other clinical variables in the The 
Cancer Genome Atlas-colon adenocarcinoma dataset, with overall survival time as the target variable. IPI, immune potential 
index; PPI, PCD potential index; MSI, microsatellite instability.



Figure S2. Continued.



Figure S2. (A) Correlation analysis results between expression of feature genes and gene mutations in the TCGA‑COAD dataset. 
(B) Correlation analysis results between expression of feature genes and copy number variations in the TCGA‑COAD dataset. 
(C) Correlation analysis results between expression of feature genes and methylation in the TCGA‑COAD dataset. (D) Graph 
showing expression correlations among the 13 feature genes in the TCGA‑COAD dataset. TCGA, The Cancer Genome Atlas; 
COAD, colon adenocarcinoma.


