Table SVIII. Coefficients of the revised two-gene logistic regression diagnostic model.

Term Coefficient () SE z value P-value OR 95% CI for OR
Intercept -23.995 10.186 -2.356 0.018 3.79x10°1 1.11x10! to 8.61x10*
LDHA 2.674 2.160 1.238 0.216 14.492 0.275 to 1837.637
TXN 2.566 1.496 1.715 0.086 13.020 1.210 to 480.484

A binary logistic regression model was constructed using LDHA and TXN as continuous predictors. The model
formula was: logit(P) = -23.995219 + 2.673624 x LDHA + 2.566491 x TXN, where P represents the predicted
probability of being classified as a case. The corresponding probability was calculated as P(case = 1) = 1/ [1 +
exp(-(Intercept + f1 x LDHA + B2 x TXN))]. The coefficient table is provided to improve transparency and
reproducibility of the revised diagnostic model. LDHA, lactate dehydrogenase A; TXN, thioredoxin; OR, odds ratio;
CI, confidence interval; SE, standard error.



