Table SI. Sequences of siRNAs and shRNAs clones.

siRNA-ITGB4 sequences

GCGACUACACUAUUGGAUUTT
AAUCCAAUAGUGUAGUCGCTT
GUGGAUGAGUUCCGGAAUATT
UAUUCCGGAACUCAUCCACTT
GCUUUAAGGAAGACCACUATT
UAGUGGUCUUCCUUAAAGCTT
GCUGCUUAUUGAGAACCUUTT

Name/Description Strand Sequence (5’-3°)
ITGB4-Homo-681 S
AS
ITGB4-Homo-822 S
AS
ITGB4-Homo-2454 S
AS
ITGB4-Homo-4033 S
AS

AAGGUUCUCAAUAAGCAGCTT

shRNA-ITGB4 sequences

shRNA-ITGB4 target sequence -

GCGACTACACTATTGGATT

shDNA template sequence S CACCGCGACTACACTATTGGATTTCAAGAGAATCCAATAGTGTAGTCGCTTTTTTG
A GATCCAAAAAAGCGACTACACTATTGGATTCTCTTGAAATCCAATAGTGTAGTCGC
NC sequences
si-NC S UUCUCCGAACGUGUCACGUTT
AS ACGUGACACGUUCGGAGAATT
sh-NC S CACCGTTCTCCGAACGTGTCACGTCAAGAGATTACGTGACACGTTCGGAGAATTTTTTG
AS GATCCAAAAAATTCTCCGAACGTGTCACGTAATCTCTTGACGTGACACGTTCGGAGAAC

siRNA, small interfering RNA; shRNA, short hairpin RNA; S, sense; AS, antisense; ITGB4, integrin beta 4; NC, negative control.



Table SII. Primer sequences used for reverse transcription-quantitative PCR.

Gene name Primer sequence (5’-3%)
ITGB4 F: TCTCTCAGAGTGAGCTGGCAG
R: TTCAGCAGCTGGTACTCCAC
EZR F: ACCAATCAATGTCCGAGTTACC
R: GCCGATAGTCTTTACCACCTGA
B-actin F: CAGCCATGTACGTTGCTATCCAGG
R: AGGTCCAGACGCAGGATGGCATG
EPHA2 F: TGGCTCACACACCCGTATG
R: GTCGCCAGACATCACGTTG
ITGA6 F: ATGCACGCGGATCGAGTTT
R: TTCCTGCTTCGTATTAACATGCT
CXADR F: GTGCTCCTGTGCGGAGTAG
R: ATGGCAGATAGGCAGTTTCCC
GPRC5C F: CCTGTACTACAACCTGTGTGAC

R: TGAGCACAAACGTGGTGACA

ITGBA4, integrin beta 4; EZR, ezrin; F, forward; R, reverse.



