
Figure S1. Correlation between UBE2A expression and immune cell infiltration estimated by multiple deconvolution algorithms. 
Heatmaps displaying the correlation between UBE2A expression and various immune cell types across different cancer types, 
as estimated by the (A) EPIC, (B) QUANTISEQ, (C) Tumor Immune Estimation Resource and (D) xCELL algorithms. *P<0.05, 
**P<0.01, ***P<0.001 and ****P<0.0001. UBE2A, ubiquitin conjugating enzyme E2A; TCGA, The Cancer Genome Atlas.



Figure S2. Correlation between UBE2A expression and immune regulatory genes across pan‑cancer. Heatmap illustrating the 
correlation between UBE2A expression and numerous key immunomodulatory genes across cancer types. *P<0.05, **P<0.01, 
***P<0.001 and ****P<0.0001. UBE2A, ubiquitin conjugating enzyme E2A; MHC, major histocompatibility complex.



Figure S3. Correlation between UBE2A expression and immunosuppressive checkpoint genes in pan‑cancer. Heatmap showing 
the association between UBE2A expression and immune checkpoint genes. *P<0.05. UBE2A, ubiquitin conjugating enzyme 
E2A; MHC, major histocompatibility complex.


