Figure S1. GSEA plot generated from the RNA sequencing data. Kyoto Encyclopedia of Genes and Genomes annotations
associate the clock with the transcription complex CLOCK-BMALI. BMALI, basic helix-loop-helix ARNT-like 1; CLOCK,
clock circadian regulator; GO, gene Ontology.
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Figure S2. Molecular docking results. Molecular docking of other ginsenosides active components with CLOCK. CLOCK, clock
circadian regulator; PDB, Protein Data Bank.
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