>TUGI WT

Agactgctcacagttaacaaatcaaactctggatgacttctgcttgtatatgeaactact
atttgtaaagaaattgcaaattcacttttctattacctctacattgetagetetttettttgt
gtttgtattaaaaacaaaaataagctacactgecagctattccetectgecatactcagt
taaaatgaagaatcgggaatctaaccagtgaatggataagtagaaaaaactaaaactt
aaggcaaaagccttaatctagggecttttctactatcttcatgtcttggatttcatcta

>TUGI MUT

agactgctcacagttaacaaatcaaactctggatgacttetgettgtatatgcaactact
atttgtaaagaaattgcaaattcacttttctattacctctacattgctagetetttcttttgt

gtttgtattaaaaacaaaaataagcatgtgacggagctattcccteetgecatacte
agttaaaatgaagaatcgggaatctaaccagtgaatggataagtagaaaaaactaaa
acttaaggcaaaagccttaatctagggccttttctactatcttcatgtettggatttcatcta

Sequence annotation: The underlined and bold segment in
the TUGI WT sequence represents the original nucleotide
sequence. The corresponding underlined and bold region in
the TUGI MUT sequence contains site-directed nucleotide
substitutions to construct the mutated fragment. MUT, mutant;
TUGI, taurine upregulated gene 1; WT, wild-type.



