
Figure S1. Quantitative validation of MAD2L1 expression. Densitometric quantification of MAD2L1 protein expression from 
western blot analyses. The semi‑quantitative data correspond to (A) MCF‑7 and (B) MDA‑MB‑231 cells transfected with the 
indicated doses of MAD2L1 plasmid (quantified from Fig. 2C), and (C) MCF‑7 and (D) MDA‑MB‑231 cells with MAD2L1 
overexpression, treated with or without paclitaxel (quantified from Fig. 4C and D). Protein band intensities were semi‑quantified 
using ImageJ software and are expressed as fold change relative to the control group. Data are presented as the mean ± SD of 
three independent experiments. ****P<0.0001. MAD2L1, mitotic arrest deficiency protein 2‑like 1.


