Figure S1. Association between TGFBR1 expression and clinical stage of tumors. (A) Association between TGFBRI1 expression
and clinical stage in (A) BRCA. (B) Association between TGFBR1 expression and clinical stage in CHOL. (C) Association
between TGFBR1 expression and clinical stage in COAD. (D) Association between TGFBRI1 expression and clinical stage in
ESCA. (E) Association between TGFBRI1 expression and clinical stage in HNSC. (F) Association between TGFBRI1 expression
and clinical stage in KIRC. (G) Association between TGFBR1 expression and clinical stage in LIHC. (H) Association between
TGFBRI1 expression and clinical stage in LUAD. (I) Association between TGFBRI1 expression and clinical stage in LUSC.
(J) Association between TGFBRI1 expression and clinical stage in MESO. (K) PAAD. (L) Association between TGFBRI1 expres-
sion and clinical stage in READ. (M) Association between TGFBR1 expression and clinical stage in TGCT. (N) Association
between TGFBRI1 expression and clinical stage in UVM. (O) Association between TGFBR1 expression and clinical stage in

KIRP. TGFBRI1, TGF-f} receptor 1.
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Figure S2. Association between TGFBR1 expression and sex of various tumors. (A) Association between TGFBR1 expression
and sex in ACC. (B) Association between TGFBR1 expression and sex in BLCA. (C) Association between TGFBR1 expression
and sex in BRCA. (D) Association between TGFBR1 expression and sex in CHOL. (E) Association between TGFBR1 expression
and sex in COAD. (F) Association between TGFBR1 expression and sex in DLBC. (G) Association between TGFBRI1 expression
and sex in ESCA. (H) Association between TGFBR1 expression and sex in GBM. (I) Association between TGFBR1 expression
and sex in HNSC. (J) Association between TGFBRI1 expression and sex in KICH. (K) KIRC. (L) Association between TGFBR1
expression and sex in KIRP. (M) Association between TGFBR1 expression and sex in LAML. (N) Association between TGFBR1
expression and sex in LGG. (O) Association between TGFBR1 expression and sex in LIHC. (P) Association between TGFBR1
expression and sex in LUAD. (Q) Association between TGFBR1 expression and sex in LUSC. (R) Association between TGFBR1
expression and sex in MESO. (S) Association between TGFBR1 expression and sex in PAAD. (T) Association between TGFBR1
expression and sex in PCPG. (U) Association between TGFBR1 expression and sex in READ. (V) Association between TGFBR1
expression and sex in SARC. (W) Association between TGFBR1 expression and sex in SKCM. (X) Association between TGFBR1
expression and sex in STAD. (Y) Association between TGFBR1 expression and sex in THCA. (Z) Association between TGFBR1
expression and sex in THYM and (a) Association between TGFBR1 expression and sex in UVM. TGFBR1, TGF-f3 receptor 1.
A B C D

Cancer: BLCA Cancer: BRCA Cancer: CHOL
Sex Filale iFemale Sex (51 Female 1 Male sex 4 Female 5 Male

TGFBR1 axpression

TGFBR1 expression

-

Cancer: COAD Cancer: GaM
Sex [ Male 51 Female Sex 1 Male 5 Female
s
s
5 § g
i i L
: H £
£ 5 H
3 8 13
2 5
o o e Fare
sox sox
Gancer: HNSC GancersicH Cancer: KIRG Cancer: KiRP
Sex B Male & Female Sex 1 Male & Female Sex (%1 Male [ Female Sex [ Male £ Female
5 on o
o 6
s
§
§ §s
g H
r g4
8. g
5
:
i o T ol
s
Gancer: LA Cancar 166 Cancar: LG Cancer: LUAD
Sex 65 Male 5 Female Sex 5 Malo 5 Female Sox 5 Fomae iMale
s
;
B s
.
5. 5. §e §
H H ] g
:
g H £ £
H g g g
s 13 g &
s . B
. 3
e Farae Fariie e o e
s - o

Sex 1 Male &1 Female Sex £ Male &1 Female Sex 1 Male 5 Female

TGFBR1 expression

TGFBR1 expression

Cancer: STAD
Sex £ Female & Male

o8

TGFOR1 expression

Sex 1 Female 1 Male

TGFBR1 expression




Figure S3. Association between TGFBRI1 expression and grade of various tumors. (A) Association between TGFBR1 expres-
sion and tumor grade in CESC. (B) Association between TGFBRI1 expression and tumor grade in CHOL. (C) Association
between TGFBRI1 expression and tumor grade in ESCA. (D) Association between TGFBRI1 expression and tumor grade in
KIRC. (E) Association between TGFBRI1 expression and tumor grade in LIHC. (F) Association between TGFBR1 expression
and tumor grade in OV. (G) Association between TGFBRI1 expression and tumor grade in PAAD. (H) Association between

TGFBRI expression and tumor grade in UCEC.TGFBR1, TGF-f3 receptor 1.
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Figure S4. Association between TGFBR1 and overall survival in tumors. (A) Kaplan-Meier analysis of overall survival according
to TGFBRI1 expression in (A) BLCA. (B) BRCA. (C) Kaplan-Meier analysis of overall survival according to TGFBR1 expres-
sion in CESC. (D) Kaplan-Meier analysis of overall survival according to TGFBRI1 expression in CHOL. (E) Kaplan-Meier
analysis of overall survival according to TGFBR1 expression in COAD. (F) Kaplan-Meier analysis of overall survival according
to TGFBR1 expression in DLBC. (G) Kaplan-Meier analysis of overall survival according to TGFBRI1 expression in ESCA.
(H) Kaplan-Meier analysis of overall survival according to TGFBRI1 expression in GBM. (I) Kaplan-Meier analysis of overall
survival according to TGFBRI expression in HNSC. (J) Kaplan-Meier analysis of overall survival according to TGFBRI1
expression in KICH. (K) KIRC. (L) Kaplan-Meier analysis of overall survival according to TGFBRI1 expression in KIRP.
(M) Kaplan-Meier analysis of overall survival according to TGFBR1 expression in LAML. (N) Kaplan-Meier analysis of overall
survival according to TGFBR1 expression in LIHC. (O) Kaplan-Meier analysis of overall survival according to TGFBRI1 expres-
sion in LUAD. (P) Kaplan-Meier analysis of overall survival according to TGFBRI expression in LUSC. (Q) Kaplan-Meier
analysis of overall survival according to TGFBR1 expression in OV. (R) Kaplan-Meier analysis of overall survival according
to TGFBRI1 expression in PAAD. (S) Kaplan-Meier analysis of overall survival according to TGFBR1 expression in PCPG.
(T) Kaplan-Meier analysis of overall survival according to TGFBR1 expression in PRAD. (U) Kaplan-Meier analysis of overall
survival according to TGFBR1 expression in READ. (V) Kaplan-Meier analysis of overall survival according to TGFBR1 expres-
sion in SARC. (W) Kaplan-Meier analysis of overall survival according to TGFBR1 expression in SKCM. (X) Kaplan-Meier
analysis of overall survival according to TGFBR1 expression in TGCT, (Y) Kaplan-Meier analysis of overall survival according
to TGFBRI expression in THCA, (Z) Kaplan-Meier analysis of overall survival according to TGFBR1 expression in THYM, (a)
Kaplan-Meier analysis of overall survival according to TGFBR1 expression in UCEC. (b) UCS and (c) UVM. TGFBR1, TGF-$
receptor 1.
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Figure S5. Association between TGFBRI1 and disease-specific survival in various tumors. (A) Kaplan-Meier analysis of
disease-specific survival according to TGFBRI1 expression in BLCA. (B) Kaplan-Meier analysis of disease-specific survival
according to TGFBRI1 expression in BRCA. (C) Kaplan-Meier analysis of disease-specific survival according to TGFBRI
expression in CESC. (D) Kaplan-Meier analysis of disease-specific survival according to TGFBR1 expression in CHOL.
Kaplan-Meier analysis of disease-specific survival according to TGFBRI expression in (E) COAD. (F) Kaplan-Meier analysis
of disease-specific survival according to TGFBR1 expression in DLBC. (G) Kaplan-Meier analysis of disease-specific survival
according to TGFBR1 expression in ESCA. (H) Kaplan-Meier analysis of disease-specific survival according to TGFBR1 expres-
sion in GBM. (I) Kaplan-Meier analysis of disease-specific survival according to TGFBR1 expression in HNSC. (J) Kaplan-Meier
analysis of disease-specific survival according to TGFBR1 expression in KICH. (K) Kaplan-Meier analysis of disease-specific
survival according to TGFBR1 expression in KIRC. (L) Kaplan-Meier analysis of disease-specific survival according to
TGFBRI1 expression in KIRP. (M) Kaplan-Meier analysis of disease-specific survival according to TGFBR1 expression in
LIHC. (N) Kaplan-Meier analysis of disease-specific survival according to TGFBR1 expression in LUAD. (O) Kaplan-Meier
analysis of disease-specific survival according to TGFBRI1 expression in LUSC. (P) Kaplan-Meier analysis of disease-specific
survival according to TGFBRI1 expression in OV. (Q) Kaplan-Meier analysis of disease-specific survival according to TGFBRI1
expression in PAAD. (R) Kaplan-Meier analysis of disease-specific survival according to TGFBRI1 expression in PCPG.
(S) Kaplan-Meier analysis of disease-specific survival according to TGFBR1 expression in PRAD. (T) Kaplan-Meier anal-
ysis of disease-specific survival according to TGFBRI expression in READ. (U) Kaplan-Meier analysis of disease-specific
survival according to TGFBR1 expression in SARC. Kaplan-Meier analysis of disease-specific survival according to TGFBRI1
expression in (V) SKCM. (W) Kaplan-Meier analysis of disease-specific survival according to TGFBRI1 expression in TGCT.
(X) Kaplan-Meier analysis of disease-specific survival according to TGFBRI1 expression in THCA. (Y) Kaplan-Meier analysis
of disease-specific survival according to TGFBRI expression in THYM. (Z) Kaplan-Meier analysis of disease-specific survival
according to TGFBRI1 expression in UCEC. (a) Kaplan-Meier analysis of disease-specific survival according to TGFBR1 expres-
sion in UCS. (b) Kaplan-Meier analysis of disease-specific survival according to TGFBRI1 expression in UVM. TGFBR1, TGF-f3
receptor 1.




Figure S6. Association between TGFBR1 and disease-free interval in tumors. Kaplan-Meier analysis of disease-free interval
according to TGFBRI1 expression in (A) BLCA, (B) BRCA. (C) CESC. (D) CHOL. (E) COAD. (F) DLBC. (G) ESCA.
(H) KICH. (I) KIRC. (J) KIRP. (K) LGG. (L) LIHC. (M) LUAD. (N) LUSC. (O) MESO. (P) OV. (Q) Kaplan-Meier analysis of
disease-free interval according to TGFBR1 expression in PCPG. (R) Kaplan-Meier analysis of disease-free interval according to
TGFBRI expression in PRAD. (S) Kaplan-Meier analysis of disease-free interval according to TGFBR1 expression in READ.
(T) Kaplan-Meier analysis of disease-free interval according to TGFBR1 expression in SARC. (U) Kaplan-Meier analysis of
disease-free interval according to TGFBRI1 expression in STAD. (V) Kaplan-Meier analysis of disease-free interval according to
TGFBRI expression in TGCT. (W) Kaplan-Meier analysis of disease-free interval according to TGFBR1 expression in THCA.
(X) UCEC. (Y) Kaplan-Meier analysis of disease-free interval according to TGFBR1 expression in UCS. TGFBRI1, TGF-f
receptor 1.

A Cancer: BLCA Cancer 8RCA Cancer: CESC Cancer: CHOL Cancer: COAD.
ot b b B car et C Y0R8 & D TRt & e E TRt o s =
oo i oo oo
: B N B e
§ors o ors Sors §ors
&oso i Eo Eoso &oso
i for i i i
fol peoses i §of paoo | foul pmncus
2 g g 2
o . oo oo oo
R N N B R T rros TTES T T i SRR R AR LI S S S LN T T St S S B B
. Time years) . Time gears) . Time years) . Time (years)
selppgnaueys s ieoes Felzisureustiizyiieseses galy 3 3 o3 i s selgsgayag e
[ e sy B T e S S — 3w e 2 O
& T oars) & Time Goasy & Time ears) & Tome yeare)
Gancer: DLBC G Gancer: ESCA H Gancer: KICH | Gancer: KIRG J Gancer: KIRP
TorBRTels = g = fow TorBR1lnes - hih = b ToRoR s = hon = lon Torst s = hgh = low TR s - hgh =
3 2 T T T e N 3
H H H H H
Sors o Sors Sor Sors
&oso Eoso Eow Eos &oso
§°%| P=0750 5% P=03a7 5°%| P=oses 57| peoors £7| potez
2 g g 2 3
o o0 oco oco oo
. Time Gors) . Time (years) . Time (years) R Time ears) N Time years)
H H H H H
Shumnresssesaaa 11000 Shedm o om s 4 a2 o H PR TS S R R EREN) H IR R RN
O UBRIe8898t88350000888 A T S S S T S | PR N T galg gaunrugge e ol 8 e Bpogee o2
4 0123456789 1011121314151617 181920 & ] El z 3 ) 5 § £ o 1 2 3 4 5 6 7 8 § 10 4 12 3 4 5 6 7 8 9 W 11 2 4 0 1 2 3 4 5 & 1 9 10
& Time years) 3 Time Geors) 8 Time Gears) 8 Time Gears) 13 Time Gears)
K Cancer: LGG L Cancer: LIHC M Cancer: LUAD N Cancer: LUSC. O Cancer: MESO
TorBRTIewls =~ hh = fow TorBR1 s - hgh = b TORBR1 ks = ioh = lon TorR1ews = hgh = ow TorBRTlewls = hoh = fow
1o R R e 1o
2 2 2 2 2
Sors Sors Fors Sors Sors
F oo fow 2os F
§o51 p-oarz §°%1 p-00m2 $°%| p=os7s 50| p=o4s2 §o=1 p=oe7s
4 3 g 4 3
o om0 oco oco oo
ER R R SN R R L B B S N S A T TTES T T i iR R AR E T B B S B e T S ]
. Time yoars) . Time (years) . Tima(yoars) . Time oars) . Time years)
EelBasPe 1888808048 AR RN R S T T S T 1 Rk RS SRR R R RS R Falgm e Ry E Y3y gl £ H ? ? H
4 0 1234567 8 91011211415 4 6 1 2 3 4 5 6 7 8 6 10 £ 12345675 01011121314151617181920 £ 33 4 5 6 7 6 6 1011 1213 2 ) k] 2 3 3
13 Time ears) 3 Timo ears) & Time (yoars) & T (yoars) 13 Timo ears)

P Cancer: OV Q Cancer: PCPG R Cancer: PRAD S Cancer: READ T Cancer: SARC

TGRBRY levle & hgh = low TGFBR s & hgh & low TGFBRY evis - hoh - low TGRBR1 evle - hgh -+ low TGFBR1 levle - hgh - low

1) | —————— JRrT— o R
2 g 2 2 2
Sors Fors Fors Sors Sors
Zoso; Zoso. Eoso £ 0501 Zoso;
H H H H H
2°%] P=0648 §°%1 p=0347 8% p=0575 2°%| P=0640 2°%1 P=0320
2 3 3 2 2
oo, o otof om;

[N RN S R N O R L R T B S S S B B LR B R N S T O R T L S B S SO S B [T T T T A B B R
. Time (ears) . Time (ears) . Time (vears) . Time (years) Y Time (years)
Felnsgyerecrszareee ey g e awey sy s e pelpmmesnvszrsese s gelz g ey sy zelzgueasner sy
4 IREEREEEREEEEEEES 4 6 1 2 & & 5 & 7 & 5 1 2 IEEEREEREEEEEEEED g S 1 2 5 & 5 & 7 6 5 10 4 RN LRI
8 Time (ears) 4 Time (years) o Time (years) 4 Time (years) 8 Time (ears)

U \Y W e N Y s

Cancer: STAD Cancer: TGCT
ToraRs e - b b ToroR s = b = fow TGrBR o = i = ko TGrBR e = b = ko Torant ot = hin =
o o o o o
H H H bttt sttt 1 N N——— H
Sor  Clummy Sors Sors Sors Sors
8 i ] f 8
Bowo Loso Low Lo Bow
H H H H H
§05) p-o4es §0%) p=oder §025) p=o3t §0%| p-o0706 §051 p=0200
oo ooo o oo oo

L e L A IREREEEREY LI TITI LI TTTT T T I T I IR A RS ST T T I T I IR AR RE L AL B
R TeneGoas) R TaneGoare . Tonagars , Tine s R Tene (oae)
H H H H H
PR R S S S S A S N Flalsunnunaigeriies3219¢ ghalgmmpsdunenseszie R RReRaA 192999090 H A R I S N O R N |
g g H H g
e e e o e s e e e e xrz sy £ R R NN EEEE LA R e NS e o o e e
& Time (ears) 6 Time goars) & Sime goars) & Time Goars) & Time years)



Figure S7. Association between TGFBR1 and progression-free interval in various tumors. (A) Kaplan-Meier analysis of progres-
sion-free interval according to TGFBR1 expression in BLCA. (B) Kaplan-Meier analysis of progression-free interval according
to TGFBRI expression in BRCA. (C) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression in
CESC. (D) Kaplan-Meier analysis of progression-free interval according to TGFBRI1 expression in CHOL. (E) Kaplan-Meier
analysis of progression-free interval according to TGFBRI1 expression in COAD. (F) Kaplan-Meier analysis of progression-free
interval according to TGFBR1 expression in DLBC. (G) Kaplan-Meier analysis of progression-free interval according to
TGFBRI1 expression in ESCA. (H) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression in
HNSC. (I) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression in KICH. (J) Kaplan-Meier
analysis of progression-free interval according to TGFBRI1 expression in KIRC. (K) Kaplan-Meier analysis of progression-free
interval according to TGFBRI1 expression in KIRP. (L) Kaplan-Meier analysis of progression-free interval according to TGFBR1
expression in LIHC. (M) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression in LUAD.
(N) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression in LUSC. (O) Kaplan-Meier analysis
of progression-free interval according to TGFBR1 expression in MESO. (P) Kaplan-Meier analysis of progression-free interval
according to TGFBR1 expression in OV. (Q) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression
in PAAD. (R) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression in PCPG. (S) Kaplan-Meier
analysis of progression-free interval according to TGFBR1 expression in PRAD. (T) Kaplan-Meier analysis of progression-free
interval according to TGFBRI1 expression in READ. (U) Kaplan-Meier analysis of progression-free interval according to
TGFBRI1 expression in SARC. (V) Kaplan-Meier analysis of progression-free interval according to TGFBRI1 expression in
SKCM. (W) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression in STAD. (X) Kaplan-Meier
analysis of progression-free interval according to TGFBR1 expression in TGCT. (Y) Kaplan-Meier analysis of progression-free
interval according to TGFBRI1 expression in THCA. (Z) Kaplan-Meier analysis of progression-free interval according to
TGFBRI1 expression in THYM. (a) Kaplan-Meier analysis of progression-free interval according to TGFBR1 expression in
UCEC. (b) Kaplan-Meier analysis of progression-free interval according to TGFBRI1 expression in UCS. (c¢) Kaplan-Meier
analysis of progression-free interval according to TGFBR1 expression in UVM. TGFBR1, TGF-f receptor 1.
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