
Figure S1. Secondary survival analyses of FAM72D expression in TCGA‑LIHC. (A)  Time‑dependent ROC curves for 1‑, 
3‑ and 5‑year overall survival. (B)  Kaplan‑Meier analysis of overall survival based on TCGA and external validation data. 
(C) Kaplan‑Meier analysis of disease‑specific survival in TCGA‑LIHC (left) and recurrence‑free survival in GSE43619 (right). 
(D) Descriptive subgroup survival analyses according to pathologic stage, histologic grade, T category, N category and M 
category, as indicated in each panel. FAM72D, family with sequence similarity 72 member D; TCGA, The Cancer Genome 
Atlas; LIHC, liver hepatocellular carcinoma; ROC, Receiver Operating Characteristic; HR, hazard ratio. DSS, disease‑specific 
survival; RFS, recurrence‑free survival.


